

Start 


18288 


End 


18884 








GI 


none 


Score 


151 








Exons 


18288. .18359, 18423 ... 18722, 


18484. .18705, 18756 


. .18884, 








18778. .18876 












Seq. No. 


921 


Seq. ID 


OJ990323 


_29. 9A15 


.C6 




bene lno . 


i Q^n 


Strand 










Start 


29854 


End 


32783 








Name 


OJ990323 29.9A15.C6.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


26286 


End 


26667 








GI 


none 


Score 


370 








Exons 


26286. .26495, 26287 .. 264 96, 


26610. .26633, 26611 


. .26667 






Seq. No. 


921 


Seq. ID 


OJ990323 


_29. 9A15 


.C6 




UCllC LN(J . 




Strand 










Start 


29854 


End 


32783 








Name 


OJ990323 29.9A15.C6.ol.ts 


Method 


TBLASTX : 


Soybean 






Start 


26287 


End 


26496 








GI 


none 


Score 


337 








Exons 


26287..26496, 26287 .. 2 6454 , 


26289. .26492 








Seq. No. .*■ 


921 ' 


Seq. ID 


OJ990323 


_2 9.9A15 


.C6- ■ 




bene lno . 




Strand 










Start 


29854 


End 


32783 






.s sa 


Name 


OJ990323 29.9A15.C6.o3.tm. 


Method 


TBLASTX : 


Maize 




UJ 


Start 


26287 


End 


26496 








GI 


none 


Score 


337 








Exons 


26287. .26496, 26287 .. 2 6454 , 


26289. .26492 






r[| 


Seq. No. 


921 


Seq. ID 


OJ990323 


_29. 9A15 


.C6 




Gene No. 


1930 


Strand 










Start 


29854 


End 


32783 








IN diLLC 




Method 


AAT/NAP 






m 


Start 


29854 


End 


32783 








GI 


5734709 


Score 


116 






,S S3. 


Exons 


29854. .29881, 31883 32158 , 


32219. .32372, 32492 


. .32783 




•S S7 


GI Descrip. 


(AC008075) Contains PF 100069 


Eukaryotic protein 


kinase 


domain 






[Arabidopsis thaliana] 












Seq. No. 


922 


Seq. ID 


OJ990323_ 


__29.9A15 


.C7 


1. ~i 


bene lnu . 


i cni 
± j o ± 


Strand 


+ 








Start 


879 


End 


4275 






ss? 


Name 


OJ990323 29.9A15.C7.ol.gs 


Method 


GENSCAN 








Start 


879 


End 


4275 








GI 


none 


Score 


.96 








Exons 


879.-973, 3682.. 3820, 3895.. 


4275 










Seq. No. 


922 


Seq. ID 


OJ990323_ 


_29.9A15 


;C7 




bene lno . 




• Strand 










Start 


1109 


End 


2905 








Name 


OJ990323 29.9A15.C7..ol.gp 


Method 


AAT/GAP 








Start 


1109 


End 


2905 








GI 


none 


Score 


994 








Exons 


1109.. 1448, 2197.. 2308, 2808 


. .2905 










Seq. No. 


922 


Seq. ID 


OJ990323_ 


_2 9. 9A15 


.C7 




Gene No. 


1933 


Strand 









1001 






Start 


2970 








End 


3428 






Name 


OJ990323 29 


. 9A15. 


.C7.o2. 


gp 


Method 


AAT/GAP 






Start 


2970 








End 


3428 






GI 


3761538 








Score 


902 






Exons 


2970. .3428 
















Seq. No. 


922 








Seq. ID 


OJ990323_29. 9A15 


.C7 




Gene No. 


1934 








Strand 








Start 


3522 








End ' 


4190 






Name 


OJ990323 29 


. 9A15, 


.C7.o3. 


gp 


Method 


AAT/GAP 






Start 


3522 








End 


4190 . 






GI 


none 








Score 


800 






Exons 


3522. .3553, 


3593, 


. .3660, 


3767. .4190 








Seq. No. 


922 








Seq. ID 


OJ990323_29.9A15 


.C7 




Gene No. 


1935 








Strand 








Start 


4730 








End 


5230 






Name 


OJ990323 29 


.9A15.C7.o2. 


gs 


Method 


GEN SCAN 






Start 


4730 








End 


5230 






GI 


none 








Score 


.77 






Exons 


4730. .5230 










- 






Seq. No. 


922 








Seq. ID' 


OJ990323_29.9A15 


.C7 




Gene No. 


1935 








Strand 






IS? 


Start * 


4730 








End 


5230 






Name 


OJ990323 29 


. 9A15. 


.C7.ol. 


np 


Method 


AAT/NAP 






Start 


4835 








End 


5160 






GI 


3746060 








Score 


285 






Exons 


4835. .5160 














: 


GI Descrip. 


(AC005311) ' 


unknown protein 


[Arabidopsis thaliana] 




: y 


Seq. No. 


922 








Seq. ID 


OJ990323_29.9A15 


.C7 




Gene No. 


1935 








Strand 






™ 


Start 


4730 








End 


5230 






Name 


OJ990323 29 


.9A15. 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


4937 








End 


5159 






GI 


none 








Score 


143 






Exons 


4937. .5155, 


4953. 


. .51*59 










S3. 


Seq. No. 


922 








Seq. ID 


OJ990323_29.9A15 


.C7 




Gene No. 


1935 








Strand 






r Hi 


Start 


4730 








End 


5230 






Name 


OJ990323 29 


. 9A15. 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


4940 








End 


5159 






GI 


none 








Score 


125 






Exons 


4 940. .5155, 


4953, 


, .5159 












Seq. No. 


922 








Seq. ID 


OJ990323_29.9A15 


■ C7 




Gene No. 


•1935 








Strand 








Start 


4730 








End 


5230 






Name 


OJ990323 29 


.9A15. 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


4940 








End 


5116 






GI 


none 








Score 


126 






Exons 


4940. .5116, 


4944. 


. .5114 












Seq. No. 


923 








Seq. ID 


OJ990323_29. 9A15 


.C8 




Gene No. 


1936 . 








' Strand 


+ 





1002 




Start 


1583 








End 


3414 


Nam© 


OJ990323 29 


. 9A15 . 


C8 .ol . 


as 


Method 


GEN SCAN 


Start 


1583 ~~ 








End 


3414 


(IT 


none 








Score 


.61 


Pynn c; 


1583. .1777 , 


2679. 


. 3098, 


3301. 


.3414 




Seq. No. 


923 








Seq. ID 


OJ990323 


Gene No. 


1937 








Strand 


+ 


Start 


5643 








End 


6475 


Name 


OJ990323 29 


.9A15. 


C8 .o3. 


gs 


Method 


GEN SCAN 


Start 


5643 








End 


6475 


GI 


none 








Score 


.43 


Exons 


5643. .5699, 


5978. 


. 6475 













923 




Seq. ID 


OJ990323_29. 9A15 


.C8 




Gene no . 


1937 




Strand 


+ 






Start 


5643 




End 


6475 






Name 


OJ990323 29.9A15.C8.ol. 


np 


Method 


AAT/NAP 






Start 


6003 




End 


6450 . 






GI 


3643605 




Score 


213 






J_l AVJll O 


6003. . 6450 












GI DescriD. 


. {AC005395) hypothetical 


protein- [Arabidopsis . thaliana] 






Seq. No. 


923 




Seq. ID 


OJ990323_29. 9A15 


.C8 




Gene No . 


1938 




Strand 






h J 


Start 


4731 




End 


5290 




.5 S3. 

;.! s 


Name 


OJ990323 29.9A15.C8.o2. 


gs 


Method 


GENSCAN 






Start 


4731 




End 


5290 






GI 


none 




Score 


.96 






Exons 


4731.. 4831, 5092.. 5290 










'.. "1 


Seq. No. 


923 




Seq. ID 


OJ990323_29. 9A15 


-C8 


ru 


Gene No. 


1939 




Strand 








Start 


6110 




End 


6303 






Name 


OJ990323 29.9A15.C8.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


6110 




End 


6303 






GI 


none 




Score 


191 






Exons 


6110. .6301, 6112.. 6303 












Seq. No. 


924 




Seq. ID 


OJ990323_29.9A15 


.C9 




Gene No. 


1940 




Strand 


+ 






Start 


2 




End 


.1287^ 






Name 


OJ990323 29.9A15.C9.ol. 


gs 


Method 


GENSCAN 






Start 


2 




End 


1287 






GI 


none 




Score 


.49 






Exons 


2. .25, 1012. .1287 











Seq. No. 925 Seq. ID 

Gene No. 1941 Strand ■ 

Start 101 End 

Name OJ990323_29 . 9A15 . C10 . ol . gs Method 

Start 101 End 

GI none Score 

Exons 101. .332 



OJ990323_29.9A15.C10 
332 

GENSCAN 

332 

.85 



Seq. No. 
-Gene No. 



926 
1942 



.Seq. ID OJ990323_29.9A15.C11 
Strand + 



1003 




Start 


38 






End 


630 




Name 


OJ990323 29. 


9A15.Cll.ol 


.gs 


Method 


GEN SCAN 




Start 


38 






End 


630 




GI 


none 






Score 


.74 




Exons 


38. .45, 122. 


.260, 335.. 


630 








Seq. No. 


926 






Seq. ID 


OJ990323_29. 


9A15.C11 


Gene No. 


1943 






Strand 






Start 


3 






End 


630 




Name 


OJ990323 29. 


9A15.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


3 






End 


630 




GI 


none 






Score 


798 




Exons 


3. .100, 207. 


.630 










Seq. No. 


927 






Seq. ID 


OJ990323 29. 


9A15.C12 


Gene No. 


1944 






Strand 


- 




Start 


1 






End 


345 




Name 


OJ990323 29. 


9A15.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


345 




GI 


1174654 






Score 


98 




Exons 


1. .345 












GI Descrip. 


vTRIFOLITOXIN 


.PROCESSING 


PROTEIN TFXB gi 


| 420891 |pi-r| 


1 B.4 7.116 



trifolitoxin synthesis protein TfxB - Rhizobium leguminosarum 
gi 1 347444 (L06719) precursor; putative [Rhizobium leguminosarum] 



Seq. No.' 


928 




Seq. ID 


OJ990323_29.9A15.C13 


Gene No. 


1945 




Strand 




Start 


32 




End 


330 


Name 


OJ990323 


_29.9A15.C13.ol.np 


Method 


AAT/NAP 


Start 


32 




End 


330 


GI 


6598515 




Score 


164 


Exons 


32. .130, 


222. .330 






GI Descrip. 


(AC006081) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


928 




Seq. ID 


OJ990323__29.9A15.C13 


Gene No. 


1945 




Strand 




Start 


32 




End 


330 ■ 


Name 


OJ990323 


_29.9A15.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


84 




End 


325 


GI 


none 




Score 


53 


Exons 


84. .131, 


86. .151, 90. .131, 219. .323, 


219. .323, 221. .325 


Seq. No. 


929 




Seq. ID 


OJ990323_20.9A03.C1 


Gene No. 


1946 




Strand 




Start 


1 




End 


629 


Name 


OJ990323 


_20.9A03.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


629 


GI 


2498930 




■ Score 


1080 


Exons 


1. .629 








GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


• (SHORT GASTRULATION 




PROTEIN) 


gi|1203794 (U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


929 




Seq. ID 


OJ990323_20.9A03.C1 


Gene No. 


1946 




Strand 




Start 


1 




End 


629 


Name 


OJ990323 


_20.9A03.Cl.ol.gs 


Method 


GENSCAN 


Start 


28 




End 


567 



1004 



GI 

Exons 



none 
28. .567 



Score 



93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



930 



Seq. ID OJ990323_20.9A03.C2 



1947 Strand 

1 End 

OJ990323_20 . 9A03 . C2 . ol . np Method 

1 End 

2498930 Score 
1..19, 187. .246 

DORSAL -VENTRAL PATTERNING PROTEIN SOG 



246 

AAT/NAP 

246 

55 

(SHORT GAS T RULAT I ON 



PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 





Seq. .No. 


930 


Seq. ID 


OJ990323_20. 


9 AO 3 


,C2 




Gene No. 


1948 


Strand 










Start 


187 


End 


-246 








Name 


OJ990323_20 . 9A03 . C2 . ol . gs 


Method 


GENSGAN 








Start 


187 


End 


246 








GI 


none ■ 


Score 


.94 








Exons 


187 . .246 












Seq. No . • 


.■931 - 


* Seq. ID 


OJ990323_20. 


9A03 


.C4 




Gene No. 


1949 


Strand 


+ 








Start 


420 


End 


745 








Name 


OJ990323 20.9A03.C4.ol.gs 


Method 


GENSCAN 






5 J 1 


Start 


420 


End 


745 






: : t 
; sar 


GI 


none 


Score 


.93 








Exons 


420. .745 










w 


Seq. No. 


932 


Seq. ID 


OJ990323 20. 


9A03 


.C5 




Gene No. 


1950 


Strand 


+ 






rj I 


Start 


4503 


End 


6064 








Name 


OJ990323 20.9A03.C5.o2.gs 


Method 


GENSCAN 








Start 


4503 


End 


6064 








GI 


none 


Score 


.98 






"•4 


Exons 


4503.. 5347, 5422.. 6064 










": 


Seq. "No. 


932 


Seq. ID 


OJ990323_20. 


9A03 


.C5 




Gene No. 


1950 


Strand 


+ 






LJ 


Start 


4503 


End 


6064 








Name 


OJ990323 20.9A03.C5.ol.np 


Method 


AAT/NAP 








Start 


4776 


End . 


6058 








GI 


4586055 


Score 


995 








Exons 


4776..5347, 5422. .6058 












GI Descrip. 


(AC007020) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


932 


Seq. ID 


OJ990323_20. 


9A03 


.C5 




Gene No. 


1951 


Strand 


+ 








Start 


12496 


End 


12618 








Name 


OJ990323 20.9A03.C5.o2.gp 


Method 


AAT/GAP 








Start 


12496 


End 


12618 








GI 


2800190 


Score 


180 








Exons 


12496. .12618 












Seq. No. 


932 


Seq. ID 


OJ990323_20. 


9A03 


.C5 




Gene No., 


1952 


Strand 










Start ; 


•7300 


End 


16986 . 







1005 



Name 



OJ990323 20. 9A03 . C5 . o2 . tc 



Method TBLASTX : Cress 





Start 


5162 






GI 


none 






Exons 


5162. 


.5347, 




Seq. No. 


932 






Gene No. 


1952 






Start 


7300 






Name 


OJ990323 20 




Start 


5280 






GI 


none 






Exons 


5280. 


.5348, 






5630. 


.5839 




Seq. No. 


932 






Gene No. 


1952 






Start 


7300 






Name 


- OJ990323 20 




Start 


5758 






GI 


none 






Exons 


5758. 


.5985, 




Seq. No. 


932 




3 


Gene No. 


1952 




1 


Start 


7300 




' * 


Name 


OJ990323 20 


y 


Start 


5869 






GI 


none 




_i 
y 


Exons 


5869. 


.5985, 


% 


Seq. No. 


932 






Gene No. 


1952 






Start 


7300 






Name 


OJ990323 20 




Start 


7300 




i 


'GI 


none 




« 


Exons 


7300. 


.7323, 






9294. 


.9569,. 



u 

i 3 J 



End 
Score 



5617 
191 



Seq. ID OJ990323_20.9A03.C5 
Strand 

End 16986 

Method TBLASTX : Maize 

End 5839 

Score 83 



.9A03.C5.ol.tc 



5759. .6055 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method ' 
End 
Score 
.6061 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_20.9A03.C5 
16986 

TBLASTX: Cress 

6055 

344 



OJ990323_20. 9A03.C5 
16986 

TBLASTX : Soybean 

6061 

239 



OJ990323_20. 9A03.C5 

16986 
GENSCAN 
16986 
.67 



79. .7656, 8088. .8177, 8246. .8360, 9086. .9216, 
724.. 10890, 10945. .11079, 11535 .. 12015, 
12355. .12606, 12688 .. 12841, 1300*8 .. 13377 , 16063 .. 16224 , 
16332. .16412, 16483 .. 16849, 16930.. 16986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



932 



1952 
7300 

OJ990323_20 . 9A03 . C5 . o2 . np 
10583 
1546704 

10583. .10619, 12471.. .12606, 12688.. 12886 
(X98854) peroxidase ATP7a [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 20.9A03.C5 



16986 
AAT/NAP 
12886 
140 



932 

1952 

7300 

OJ990323_20 . 9A03 .C5.ol.gp 

10729 

none 



Seq. ID OJ990323_20. 9A03.C5 
Strand 

End 16986 

Method AAT/GAP 

End 11763 

Score 907 



10729. .108 60, 10945. .11079, 11535 ... 117 63 



1006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons' 

GI Descrip. 



932 

1952 

7300 

OJ990323 
12487' 
none 
12487 
12688 



20.9A03.C5.ol.tw 



.12621, 
.12750, 



12488. 
12688, 



,12622, 
,12747, 



Seq. ID OJ990323_20. 9A03.C5 
Strand 

End 16986 

Method TBLASTX : Wheat 

End 12849 

Score 124 
12686. .12745, 12687 .. 1274 6, 
12741. .12812, 12741. .12848, 



12751. .12849 

933 
1953 
7204 

OJ990323 
7204 
none 

7204. .7273, 
11125, 
14306, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7988. .8018, 8346. .8394, 



20.9A03.C6.o4.gs 



OJ990323_20. 9A03.C6 
+ 

20978 
GENSCAN 
17050 
.66 

8602. .8808, 



11191, 11695. .11773, 12070 . .12198 , 
14660, 15772. .15906, 16929.. 17050 



10585. .10637, 
13185. .13390, 



933 ' Seq. ID. 

1953 " Strand 

7204 End 
OJ990323_2Q.'...9A03 . C6 . o2 . gp Method 
12637 End 
23897_1.R1084 Score 
12637.. 12802 

, 5441876/dbj | AP000367 . 1 | AP000367 5.0e-58 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



,.OJ990-323_20. 9A03.C6 
+ 

20978 
AAT/GAP 
12802 
227 



933 Seq. ID 

1953 Strand 

7204 End 

OJ990323_20. 9A03 . C6 . o3 . gp Method 

12984 End 

23880 2.R1084 Score 



OJ990323_20. 9A03.C6 
+ 

20978 
AAT/GAP 
14527 
834. 



12984. .13091, 13185. .13390, 14306.. 14527 - 

1 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No. 


933 


Seq. ID 


OJ990323_20. 9A03. 


.C6- 


Gene No. 


1953 


Strand 


+ 




Start 


7204 


End 


20978 




Name 


OJ990323 20.9A03.C6.o2.np 


Method 


AAT/NAP 




Start 


14618 


End 


20978 




GI 


6166392 


Score 


150 




Exons 


14618. .14660, 15772. .15906, 


1604 9. .16099, 16383. .16455, 






20927. .20978 








GI Descrip. 


(AF169803) flavohemoprotein 


b5+b5R • [Homo sapiens] 




Seq. No. 


933 


Seq. ID 


OJ990323_20. 9A03, 


.C6 


Gene No. 


1953 


Strand 


+ 




Start 


7204 


End 


20978 




Name 


OJ990323 20.9A03.C6.o4.gp 


Method 


AAT/GAP 




Start 


15829 


End 


16820 




GI . 


3762892 


Score 


1036 





1007 



Exons 15829. .15906, 16049 .. 16099, 16383.. 16820 

GI Descrip. 3881161/emb | CAA2172 1 . 1 | 5.0e-10 (AL032654) similar to 

Heme-binding domain in cytochrome b5 and oxidoreductases 

[Caenorhabditis elegans] 





Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A03. C6 




Gene No. 


1953 


Strand 


+ 








Start 


7204 


End 


20978 








Name 


OJ990323 20.9A03.C6.o5.gs 


Method 


GENSCAN 








Start 


17985 


End 


19217 








GI 


none 


Score 


..52 








Exons 


17985 .. 18111 , 19078 .. 1921 / 












Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A03.C6 




Gene No. 


1954 


Strand 


+ 








Start 


22724 


End 


23087 








Name 


OJ990323 20.9A03.C6.o5.gp 


Method 


AAT/GAP 








Start 


22724 


End 


23087 








GI 


4107129 


Score 


639 








Exons 


22724. .23087 












GI Descrip. 


1330273/dbj | D85055 | RICSINE11 


2.0e-18 Rice retroposon p-SINI 






' gene ■ . 










-t 
-J 


Seq. No. 


933 


Seq. ID 


OJ990323_ 


20 . 


9A03.C6 


1 

37 


Gene No. 


1955 


Strand 








1 


Start 


• 1 


End 


11455 








Name 


OJ990323 20. 9A03 . C6 . ol . np 


Method 


AAT/NAP 






y 


Start 


1 


End 


11455 








GI 


6721516 


Score 


366 






Li 


Exons 


1..18, 5174. .5342, 10728 .. 10804 , 11215 


. .11455 






c~ 
! : 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A0 3. C6 




Gene No. 


1955 


Strand 








J 


Start 


1 


End 


11455 






. St 
■ws 


Name 


OJ990323 20. 9A03 . C6 . ol . gp 


Method 


AAT/GAP 








Start 


2531 


End 


7320 






as. 


GI 


none 


Score 


835 






s? 


Exons 


2531. .2741, 6488. .6534, 6910. 


.7019, 7232.. 7320 






3 


Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A03.C6 




Gene No. 


1955 


Strand 










Start 


1 


End 


11455 








Name 


OJ990323 20. 9A03 . C6 . o2 . gs 


Method 


GENSCAN 








Start 


2622 


End 


2805 








GI 


none 


Score 


.56 








Exons 


2622. .2741, 2797. .2805 












Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A03.C6 




Gene No. 


1955 


-'.Strand 










Start 


1 


End 


11455 








Name 


OJ990323 20. 9A03.C6.o3.gs 


Method 


GENSCAN 








Start 


4425 


End 


5555 








• GI 


none 


Score 


.75 








Exons 


4425. .4944, 5206. .5555 












Seq. No. 


933 


Seq. ID 


OJ990323_ 


_20. 


9A03.C6 



1008 



Gene No. 1956 
Start 20002 

Name OJ990323_20 . 9A03 . C6 . ol . tm 

Start 9727 
GI none 
Exons 9727, 
9761. 
9867. 
9977, 



21687 

TBLASTX: Maize 

10428 

81 



.9885, 
9916, 
,9971, 
10147, 
10013. .10099 
10129. .10239 
10159. .10248 
10238. .10270 
10321. .10428 



Strand 
End 

Method 
End 
Score 

9728. .9871, 9740. .9952, 9758. .9940, 9760. .9882, 
9761. .9913, 9778. .9960, 9783. .9971, 9866..9967, 
9966. .10091, 9968. .10111, 9970. .10032, 9972. .10091, 
9981. .10097, 9981. .10115, 10006 .. 10098 , 
.10013. .10147, 10013. .10096, 10107 .. 10229, 
10130. .10240, 10143. .10238, 10154. 
10174. .10260, 10174. .10248, 10181. 
10320. .10394, 10320. .10394, 10321. 
10324. .10395, 10325 .. 10393, 10332. 



,10234, 
,10240, 
,10395, 
,10394 



Seq. No. 933 
Gene No. 1956 
Start 20002 

Name OJ990323_20 . 9A03 . C6 . o2 . tm 

Start ' -14568 
GI none 

Exons 14568. .1465.4, 14575 .. 14 661, 

15772. .15795, 1577 9 .. 15907 , 
16025. .16117, 16042. .16122, 



Seq. ID OJ990323_20. 9A03.C6 
Strand 

End 21687 

Method TBLASTX: Maize 

End 16268 

Score 70 
14586. .14654, 14597 .. 14 662, * 
15780. .15908, 1584 4. .15915, 
16043. .16147, 16197. .16268 



Seq. No. 933 

Gene No. 1956 

Start 20002 

Name OJ990323_20 . 9A03 . C6 . 06 . gs 

Start 20002 

GI none 
Exons 



Seq." ID OJ990323_20. 9A03.C6 
Strand 

End 21687 

Method GENS CAN 

End 21687 

Score .58 



20002. .20247, 21101 .. 21247 , 21313 21452 , 21547. .21687 



Seq. No. 934 

Gene No. 1957 

Start 134 

Name OJ990323_20 . 9A03 . C7 . ol . tw 

Start 35 

GI none. 
Exons 



Seq. ID- OJ990323_20.9A03.C7 
Strand 
End 

Method 
End 
Score 



+ 

981 

TBLASTX: Wheat 

424 

117 



35. .163, 46. .126, 203. .424, 205. .402, 215. .424 



Seq. No. 934 Seq. ID 

Gene No.. 1957 Strand 

Start 134 End 

Name OJ990323_20 . 9A03 . C7 . ol .np Method 

Start 134 End 

GI 6630696 Score 

Exons* 134.. 981 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU07 6106 {E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990323_20.9A03.-C7 
+ 

981 

AAT/NAP 

981 

1289 



Seq. No. 934 
Gene No. 1957 
Start 134 

Name OJ990323_20 . 9A03 .C7 . ol . tm 

Start" ..200 -- 



Seq. ID OJ990323_20.9A03.C7 

Strand + 

End 981 

Method TBLASTX: Maize 

End 484 



1009 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•i jsr 

; ;3 Seq. No. 

if\ Gene No. 

pij Start 

\tZ Name 

H Start 

v4 GI 

i fc 3 Exons 

GI Descrip. 



none 

200. .484, 223. .399 



Score 



270 



935 Seq. ID OJ990323_20 . 9A03 . C8 

1958 Strand + 

1 End 11204 

OJ990323_20 . 9A03 . C8 . ol . np Method AAT/NAP 

1 - End 2704 

6630696 Score 4216 

1..2704 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



935 

1958 

1 

OJ990323_20 . 9A03 . C8 . ol . gs 
144 
" none 



Seq. ID OJ990323_20.9A03.C8 

Strand + 

End 11204 

Method GEN SCAN 

End 10493 

Score v .69 



144. .1221, 1268. .1359, 1496. .2657, 3204. .3226, 3685. .3810, 
3853. .4025, 6501. .6599, 6703 764 9,- 8707 .. 8885, 9143. .9402, 
9563. .9688, 9893. .10046, 10326. .10493 



935 

1958 

1 

OJ990323 20.9A03.C8.o2.np 



Seq. ID OJ990323_20.9A03.C8 

Strand + 

End 11204 

Method AAT/NAP 

End 11204 

Score 673 



9143. .9356, 9451.. 9688, 9893.. 10046, 10215 .. 10424 / 



8788 
3021283 
8788. .8885, 
11106. .11204 

(AL022347) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



U 



Seq.- No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 






Strand 


+ . 




Start- 


11762 ' 






End 


14296 




Name * 


OJ990323 


20.9A03.C8 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


87 






End 


461 




GI 


none 






Score 


77 




Exons 


87. .236, 


219. .461 










Seq. No. 


935 






Seq. ID 


OJ990323 20.9A03 


.C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 


20.9A03.C8 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


225 






End 


689 




GI 


none 






Score 


297 




Exons 


225. .689, 


506. .616 










Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 


20.9A03.C8 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


332 






End 


524 




GI 


none 






Score 


260 





1010 




Exons 


332. .523, 333. .524, 333 


. .524 








Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03, 


,C8 


Gene No.' 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 20. 


9A03.C8.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


477 






End 


875 




GI 


none 






Score 


201 




Exons 


477. .698, 479. .697, 702 


. .875 








Sea. No . 


935 






Seq. ID 


OJ990323_20.9A03, 


.C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 20. 


9A03.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


525 






End 


1284 




GI 


none 






Score 


801 




Exons 


525. .1214, 533. .1030, 747. .1076, 799.. 


1161, 1097. .1213, 






1212. .1280, 


1213. .1284 










Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


..C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 : 




Name 


OJ990323 20. 


9A03.C8.o2. 


ts 


Method 


TBLASTX: Soybean 




Start • 


1219 ~~ 






End 


1669 




GI 


5509260 
~j \j \j ~* t- \j \j 






Score 


142 






1219. . 1395, 


1299. .1379., 


1412. 


.1669 




















Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 20. 


9A03.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1297 






End 


1558 




GI 


none 






.Score 


130 




Exons 


1297. .1395, 


1299. .1385, 


1406. 


.1558 






Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 ' 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 20. 


9A03.C8.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1339 






End 


1804 




GI 


none 






Score 


49 




Exons 


1339. .1389, 


1352. .1387, 


1406. 


.1804, 1493. .1555, 1591. .1701 


Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 ' 






Strand 


+ 




Start 


11762 






End 


■14296 




Name 


OJ990323 20. 


9A03.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1339 






End 


1885 




GI 


none 






Score 


52 




Exons 


1339. .1389, 


1412. .1684, 


1676. 


.1885, 1753. .1857 




Seq. No. 


935 






Seq. ID 


OJ990323_20.9A03 


.C8 


Gene No. 


1959 






Strand 


+ 




Start 


11762 






End 


14296 




Name 


OJ990323 20. 


9A03.C8.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


" 1738 






• End 


2089 





1011 




GI 


none 








Score 


142 


Exons 


1738. .1866, 


1739. 


.1897, 


1900. 


.2085, 1901.. 2086, 1907.. 2089 


Seq. No. 


935 








beq. ID 




Gene No. 


1959 








Strand 


+ 


Start 


11762 








End 


i a o n c 

14 z y D 


Name 


OJ990323 20. 


9 AO 3 . 


C8.o2. 


tm 


Method 


TBLASTX : Mai ze 


Start 


1889 








End 




GI 


none 








Score 


O O A 

3Z4 


Exons 


1889. .2236, 


1903. 


.2235 








Seq. No. 


935 








Seq. ID 


OJ990323_20.9A03.C8 


Gene No. 


1959 








Strand 


+ 


Start 


11762 








End 


14296 


Name 


OJ990323 20. 


9A03. 


C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2093 








End 


2566 


GI 


none 








Score 


110 


Exons 


2093. .2173, 


2094. 


.2162, 


2098. 


.2181, 2098. .2166, 2182. .2361, 




2183. .2566, 


2183. 


.2539 








Seq. No. 


935 








Seq. ID 


OJ990323_20. 9A03.C8 


Gene No. 


1959 








Strand 


+ 


Start 


11762 








End 


14296 


Name 


OJ990323 20. 


9 AO 3. 


C8.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


2099 








End 


2440 


GI 


none 








Score 


87 


Exons 


2099. .2212, 


2134. 


.2202, 


2231. 


.2440, 2236.. 2361 


Seq. No. 


935 








Seq. ID 


OJ990323_20. 9A03.C8 


Gene No. 


1959 








Strand 


+ 


Start 


11762 








End 


14296 


Name 


OJ990323 20. 


9 AO 3 . 


C8 . o7 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2843 








End 


3195 


GI 


none 








Score 


57 


Exons 


2843. .2911, 


2844. 


.2912, 


2844. 


.2921, 2916. .2987, 2918. .2998, 




2924. .2986, 


2987. 


.3064, 


2989. 


.3057, 2990.. 3061, 3091.. 3165, 




3091. .3195 












Seq. No. 


935 








Seq. ID 


OJ990323_20.9A03.C8 


Gene No. 


1959 . 








Strand 


+ 


Start 


11762 








End 


14296 


Name . 


OJ990323 20. 


9A0 3 . 


C8lol. 


tc 


Method 


TBLASTX: Cress . 


Start . . 


8796 








End 


10421 


GI 


none 








Score 


97 


Exons 


8796. .8885, 


9137. 


.9310, 


9142. 


.9294, 9296.. 9355, 9408.. 9623, 




. 9441.. 9686, 


9485. 


.9685, 


9896. 


.10009, 


9897. .10019, 10051. .10 




10287. .10421 


, 10292. .10402. 






Seq. No. 


935 








Seq. ID 


OJ990323_20.9A03.C8 


Gene No.* 


1959 








Strand 


+ 


Start 


11762 








End 


14296 


Name 


OJ990323 20. 


9 AO 3. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


8799 








End 


10421 


GI 


none 








Score 


93 


Exons 


8799. .8885, 


8813. 


.8884, 


9137. 


.9310, 9142.. 9291, 9295.-9354, 




9296. .9355, 


9441. 


.9686, 


9563. 


.9685, 9893. .10009, 9894. .1001 




10275. .10421 


, 10292.. 10420 







1012 




Seq. No. 


935 




Seq. ID 


OJ990323_20. 9A03.C8 


Gene No. 


1959 




Strand 


+ 


Start 


11762 




End 


14296 


Name 


OJ990323 20. 


9A03.C8.o3. -tni 


Method 


TBLASTX: Maize 


Start 


9137 




End 


9686 


GI 


none 




Score 


191 


Exons 


9137. .9310, 


9142.. 9282, 9281 


..9355, 9441. .9686, 9461. .9685 


Seq. No. 


935 




Seq. ID 


OJ990323_20.9A03.C8 


Gene No. 


1959 




Strand 


+ 


Start 


11762 




End 


14296. 


Name 


OJ990323 20. 


9A03.C8.o5.tw 


Method 


TBLASTX: Wheat 


Start 


9281 




End 


9691 


GI 


none 




Score 


87 


Exons 


9281. .9355, 


9292.. 9390, 9459 


. .9680, 9476. .9691 


Seq. No. 


935 




Seq. ID 


OJyyUizo Zu . yAU j . Co 


Gene No. 


1959 




Strand 


+ 


Start 


11762 




End 


142 96 


Name 


OJ990323 20. 


9A03.C8.o3.np 


Method 


AAT/NAP 


Start 


11762 




End 


12820 ■ 


GI 


6721543 




Sco're 


loo 


Exons 


11762. .11890, 12704. .12820 ■ 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


Seq. No. 


935 




Seq. ID 


OJ 99032 3 lv . yAUo . Co 


Gene No. 


1959 




Strand 


+ 


Start 


11762 




End 


14296 


Name 


OJ990323 20. 


9A03.C8.ol.gp 


Method 


AAT/GAP 


Start 


11778 




End 


11928 


GI 


7406 1.R1084 




Score 


225 


Exons 


11778. .11928 








GI Descrip. 


, 1122315/emb 


ICAA63901I 7.0e- 


10 (X94191 


heat shock protein 1 




[Pennisetum glaucum] 1 






Seq. No. 


935 




Seq v ID 


OJ990323_20. 9A03.C8 


Gene No. . 


1959 




Strand 


+ 


Start 


11762 




End 


14296 


Name 


OJ990323 20. 


9A03.C8.o2.gs 


Method 


GEN SCAN 


Start 


12380 




End 


14285 


GI 


none 




Score . 


.51 


Exons 


12380. .13301 


, 13486. .14285 






Seq. No. 


935 




Seq. ID 


OJ990323_20. 9A03.C8 


Gene No. 


1959 




Strand 


+ 


Start 


11762 




End 


14296 


Name 


OJ990323 20. 


9A03.C8 ,o4.np 


Method 


AAT/NAP 


Start 


12833 




End' 


14296 


GI 


5441880 




Score 


1752 


Exons 


12833. .13845 


, 14268. .14296 






GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 




predicted gene.; Similar to 


maize transposon MuDR mudrA prot 




(AC003981) [Oryza sativa] 






Seq. No. 


935 




Seq. ID 


OJ990323_20. 9A03.C8 


Gene No. 


1959 




Strand 


+ 



1013 



Start 
Name 
Start 
GI 

Exons 



11762 End 

OJ990323_20 . 9A03 . C8 . ol . tm Method 

13403 End 

none Score 



14296 

TBLASTX: Maize 

13991 

89 



13403. .13474, 13404 .. 13523, 13557 .. 13856, 13574 137 95 , 
13920. .13991 



LJ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



935 Seq. ID OJ990323 

1959 Strand + 

11762 End 14296 

OJ990323_20 . 9A03 . C8 . o2 . gp Method AAT/GAP 

13438 End 13869 

5701669 Score 849 

13438. .13869 

5441880/dbj IBAA82378.1 | 5.0e-75 (AP000367) EST 

corresponds to a region of the predicted gene. 



20. 9A03.C8 



C28952 (C62945) 
Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



935 Seq. ID 

1959 Strand 

11762 End 

OJ990323_20 . 9A03 . C8 . o3 . tw Method 

13689 End 

none Score 

13689. .13883, 13698 13895, 13889 .. 14008 , 13893 .. 14069, 
13893. .14039 



OJ990323_20 . 9A03_. C8 
+ 

14296 

TBLASTX: Wheat 
14069 
208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



936 
1960 
1 

OJ990323_20 . 9A03 . C9 . ol . np 
1 

5441880 

1..373, 877. .1027, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1133.. 1469, 2054 



OJ990323_ 
+ 

4314 
AAT/NAP 
3757 
3032 
2352, 2429, 



20.9A03.C9 



,2687, 



2932.. 3029, 3276.. 3407, 3523.. 3757 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



936 Seq. ID 

1960 Strand 

1 End 

OJ990323_20 . 9A03 . C9 . ol . gs Method 

296 End 

none Score 

296. .493, 877. .1027, 1133. .1469, 1554. 



2429. 
3523. 



.2687, 2780. 
.3725, 3876. 



.2824, 2932.. 3029, 
.4063 



OJ990323_20.9A03.C9 
+ 

4314 
GENSCAN 
4063 
.81 

.1964, 2054. .2352, 
3276. .3407, 3471. .3518, 



Seq. No. 936 Seq. ID 

Gene No. 1960 Strand 

Start 1 End 

Name OJ990323_20 . 9A03 . C9 . ol . gp Method 

Start 2180 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 2180.. 2352, 2429.. 2679 

GI Descrip. ' 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C62945 ) 



OJ990323_20.9A03.C9 
+ 

4314 
AAT/GAP 
2679 
801 



1014 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



i.J 



Seq. No. 


936 


Seq. ID 


OJ990323 


Gene No . 


1960 


Strand 


+ 


Start 


1 


End 


4314 


Name 


OJ990323 20.9A03.C9.o2.gp 


Method 


AAT/GAP 


Start 


3861 


End 


4314 


GI 


LIB3431-045-P1-N1-A10 


Score 


836 


Exons 


3861. .4314 






GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 




DNA/ chromosome 2, clone : P0437H03 (contig b) ' 


Seq. No. 


936 


Seq. ID 


OJ990323 


Gene No. 


1961 


Strand 


— 


Start 


4257 


End 


4692 


Name 


OJ990323 20.9A03.C9.o3.gp 


Method 


AAT/GAP 


Start 


4257 


End 


4692 


GI 


7406 1.R1084 


Score 


532 


Exons 


4257. .4331, 4366.-4692 






GI Descrip. 


, 1122315/emb|CAA63901| 7.0e 


-10 (X94191) 


heat sh 




[Pennisetum glaucum] ' 






Seq. No. 


937 


Seq. ID 


OJ990323 


f^prip" No 

VJ Cl J. C . 


1962 


Strand 


+ 


Start 


14610 


End 


15467 


Name 


OJ990323 20.9A03.C10.o3.gs 


Method 


GEN SCAN 


Start 


14610 


End 


15467 . 


GI 


none 


Score 


.56 


Exons 


14610. .14674, 15305. .15467 






Seq. No. 


937 


Seq. ID 


OJ990323 


Gene No . 


1963 


Strand 


+ 


Start 


15737 


End 


19423 


Name 


OJ990323 20.9A03.C10.o2.np 


Method 


AAT/NAP 


Start 


15731 


End 


18655 


GI.-. 


3252866 


Score 


750 


Exons 


15731. .16192, 16268. .16393, 


16430. . 16453, 17130 




18353. .18655 






GI Descrip. 


(AF033535) putative zinc transporter [Arabidops 


Seq. No. 


937 


Seq. ID' 


OJ990323 


Gene m 


1963 


Strand 


+ 


Start 


15737 


End 


19423 


Name 


OJ990323 20.9A03.C10.o4.gs 


Method 


GENSCAN 


Start 


15737 


End ■ 


17588 


GI 


none 


Score 


.98 


Exons 


15737. .16453, 17130. .17279, 


17577. . 175E 


8 


Seq. No. 


937 


Seq. ID 


OJ990323 


Gene No. 


1963 


Strand 


+ 


Start 


15737 


End 


19423 


Name 


OJ990323 20.9A03.C10.o5.gs 


Method 


GENSCAN 


Start 


18383 


End 


19423 


GI 


none 


Score 


.5 


Exons 


18383. .18568, 19056 .. 19159, 


19336. . 19423 



1015 



Seq. No. 937 Seq. ID 

Gene No. 1964 Strand 

Start 36497 End 

Name OJ990323_20 . 9A03 . CIO . ol . gp Method 

Start 36497 End 

GI 18187_1.R1084 Score 

Exons 36497.. 36613 

GI Descrip. 1 601667 9/gb I AAF01506 . 1 1 AC009991_2 5.0e-30 (AC009991) putative 

nucleic acid binding protein [Arabidopsis thaliana] ■ 



OJ990323_20 . 9A03 .CIO 
+ 

36613 
AAT/GAP 
36613 
197 





Seq. No. 


937 , 






Gene No. 


1965 






Start 


39152 








OJ990323 20.9A03.C10 


. 08 . gs 




Start 


39152 ~~ 






GI 


none 








^91S2 39346. 40115. 


. 40911, 




Seq. No. 


937 






Gene No . 


1966 






uLdl L 


11469 






• Name 


OJ990323 20.9A03.C10 


. o 1 . np 






114 69 ~~ 








2213632 








11469 11521, 12953. 


. 13707 


n 


LjI uescrip. 


/arnnmn^) f?U9 24 


[Ar abide 




Seq. No. 


937 






Gene No. 


1966 






Start 


11469 






Name 


OJ990323 20.9A03.C10 


.o2.gs 




Start 


12781 






GI 


none 




J 


Exons 


12781. .13376, 13479. 


.14091 




Seq. No. 


937 






Gene No. 


1967 




3 


Start ' 


25730 






Name 


OJ990323 20,.9A03.C10 


,o3 .np 




Start 


25730 






GI 


4938487 






Exons 


25730. .25861, 27761. 


.28370, 






29325.-29462, 29676. 


.29931, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

-End 

.Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_20 . 9A03 .C10 
+ 

41580 
GEN SCAN 
41580 
.51 



OJ990323 20.9A03.C10 



14091 
AAT/NAP 
13707 
772 



OJ990323_20 . 9A03 . C10 

14091 
GENSCAN 
14091 
.63 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990323_20.9A03.C10 
Strand 

End 39198 
Method AAT/NAP 
"End 30661 
Score 1773 
28483. .28714, 28898 .. 29228 , 
30020. .30375, 30478.. 30661 
(AL0784 64) cadmium-transporting ATPase-like protein [Arabidopsis 
thaliana] 



937 

1967 

25730 

OJ990323_20. 9A03 . C10 . o7 . gs 
26958 



none 
26958, 
29704 , 
34500, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_20 . 9A03 . C10 

39198 
GENSCAN 
38728 
.63 



.28396, 28509. .28714, 
.30375, 30478. .30985, 
.34666, 36147. .36387, 



28898. .29228, 29325 294 62 , 
33960. .34162, 34264 .. 344 95 , 
36488. .36611, 38628.. 38728 



■Seq. No. 



937 



Seq. ID OJ990323_20.9A03.C10 



1016 



Gene No 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1967 Strand 

25730 "End 39198 

OJ990323_20. 9A03.C10.o4 .np Method AAT/NAP 

36142 End 39198 

6016679 Score 791 

36142. .36387, 36488. .36611, 38628 .. 38850, 38948 .. 38980, 

39099. .39198 

(AC009991) putative nucleic acid binding protein [Arabidopsis 
thaliana] 



937 Seq. ID 

1967 Strand 

25730 End 

OJ990323_20 . 9A03 . C10 . o2 . gp Method 

38625 End 

18187 1.R1084 Score 



OJ990323_20.9A03.C10 

39198 
AAT/GAP 
39144 
484 



38625. .38850, 38 948.-38982, 39100.. 39144 

, 6016679/gb|AAF01506.1|AC009991_2 5.0e-30 (AC009991) putative 
nucleic acid binding protein [Arabidopsis thaliana] 1 



937 Seq. ID 

1968 Strand 

43776 End 

OJ990323_20 . 9A03 . C10'. ol . tm Method 

12988 End 

none Score 



OJ990323_20.9A03.C10 
44994 

TBLASTX: Maize 

13465 

69 



12988. .13059, 12 988 .. 13053, 13055 13096, 13057 .. 13095 , 
13082. .13231, 13093. .13464, 13094 13234 , 13096 .. 13269, 
13292. .13465, 13298. .13465 



937 

1968 

43776 

OJ990323_20 . 9A03 . C10 . o2 . tw 

13000 

none.. 

13000. .13227, 13010. .13225, 
13237. .13422, 13247.. 13411 

937 

1968 

43776 

OJ990323_20 . 9A03 . C10 . o4 . tm 

13480 

none 

13480. .13962, 13483. .13944 

937 

1968 

43776 

OJ990323_20 . 9A03 . C10 . o4 . tw 

13543 

none 

13543. .13695, 13543 13911, 

937 
1968 



Seq. ID OJ990323_20.9A03.C10 
Strand 

End 44994 

Method TBLASTX : Wheat 

End 13422 

Score 169 
13082. .13234, 13237 .. 13401 , 



Seq. ID OJ990323_20.9A03.C10 
Strand 

End 44994 

Method TBLASTX: Maize 

End 13962 

Score 138 



Seq. ID OJ990323_20.9A03.C10 
• Strand 

End 44994 

Method TBLASTX : Wheat 

End 13911 

Score 82 
13628. .13906 

Seq. ID- OJ990323_20.9A03.C10 

Strand. - 



1017 






Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


15881 






End 


18658 






GI 


none 






Score 


223 






Exons 


15881. 


.16084, 15907. 


. 16107, 


16106. .16192, 17129. .17272, 








17184 . 


.17324, 18370. 


. 18441, 


18415. .18 654, 1844 9. .18658 






Seq. No. 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 




Gene No. 


1968 






Strand 








Start 


43776 






. End 


44994 






Name 


OJ990323 20.9A03.C10 


. o9.tm 


Method 


TBLASTX: Maize 






Start 


15881 






End 


16195 






GI 


none 






Score 


214 






Exons 


15881. 


.16081, 15881. 


. 15982, 


15892. .16080, 16109 .. 16195 . 






Seq. No. 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 




Gene No. 


1968 






Strand 








Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


. o3 . ts 


Method 


TBLASTX : Soybean 






Start 


15884 






End 


16192 






GI 


none 






Score 


225 






Exons 


15884-. 


.16084, 15901. 


. 16083, 


16097.. 16192 




J 


Spa No 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 


3 


Gene No. 


1968 






Strand 








Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


. o2 . ts 


Method 


TBLASTX: Soybean 






Start 


17129 






End 


18663 




sf 


GI 


none 






Score 


142 




y 


Exons 

1 1 O 


17129. 


.17287, 17145. 


. 17291, 


17184. .17324, 18350. .18658, 




\ \ 




18352. 


.18663 












Sea No. 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 


S3. 


Gene No. 


1968 






Strand 






•A 


Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


. o5 . tm 


Method 


TBLASTX: Maize 




& 


Start 


17226 






End 


18658 




3 


GI 


none 






Score 


104 




3 


Exons 


17226. 


.17324, 17226. 


. 17294, 


17228. .17335, 18347 18 658 , 








18347. 


.18511, 18352. 


. 18657 










Seq. No. 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 




Gene No. 


1968 






Strand 








Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


. o4 . tc 


Method 


TBLASTX: Cress 






Start 


27753 






End 


28199 






GI 


none 






Score 


74 






Exons 


27753. 


.27830, 27933. 


.28112, 


28122. .28199 






Seq. No. 


937 






Seq. ID 


OJ990323_20.9A03 


.C10 




Gene No. 


1968 






Strand 








Start 


43776 






End 


44994 






Name 


OJ990323 20.9A03.C10 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


27978 






End 


28377 






GI 


none 






Score 


67 






Exons 


27978. 


.28376, 27985. 


.28122, 


28204. .28377 





1018 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



937 

1968 Strand 

43776 End 
OJ990323_20 . 9A03 . CIO . o3 . tm Method 

28003 End 

none Score 

28003. .28122, 28005 28361, 28204.. 28359 



Seq. ID OJ990323_20. 9A03.C10 



44994 

TBLASTX: Maize 
28361 
53 



937 . Seq. ID 

1968 Strand 

43776 End 

OJ990323_20 . 9A03 . C10 . 06 . tm Method 

28514 End 

none Score 



OJ990323_20. 9A03.C10 
44994 

TBLASTX: Maize 

29410 

211 



28514. .28705, 28522 28713, 28529 .. 28708 , 28531 .. 2871 6, 
28539. .28715, 28897 28929, 28897 .. 28926, 28 930 .. 29169, 
28931. .29167, 29165 29200, 29326 .. 294 09, 29327.. 29410 



Seq. No. 

Gene No. 

Start 

Name 
^ Start 
■3 GI 
.J Exons 



937 

1968 

43776 

OJ990323_20 . 9A03 . C10 . o2 . tm 

29674 

none 

29674..29949, 29675 .. 2974 9, 
30020. .30325, 30060 .. 30326, 
30321.. 30359 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29692. .29790, 
30243. .30329, 



OJ990323 20.9A03.C10 



44994 

TBLASTX: Maize 
30359 
126 

30020. .30100, 
30320. .30358, 



Seq. No. 937 Seq. ID 

Gene No. 1968 Strand 

Start 43776 End 

Name OJ990323_20 . 9A03 . C10 . o3 . tw Method 

Start 36136 . End 

GI none Score 

Exons 36136. .36324, 36137 .. 36310, 36150.. 362 

Seq. No. 937 Seq. ID. 

Gene No. . 1968 Strand 

Start 43776 End 

Name OJ990323_20 . 9A03 . C10 . o2 . tc Method 

Start 36151 End 

GI none Score 

Exons 36151.. 36330, 36164.. 36310, 36310. .362 

Seq. No. 937 Seq. ID 

Gene No. 1968 Strand 

Start 43776 » ' End 
Name " OJ990323_20 . 9A03 . C10 . o7 . tm Method 

Start 36151 End 

GI none Score 

Exons 36151. .36342, 36156 36347 , 36161.. 362 

Seq. No. 937 Seq. ID 

Gene No. 1968 Strand 

Start 43776 End 
Name ■ OJ990323_20 . 9A03 . C1.0 . ol . ts Method* 

Start 36160 : '" " End 



OJ990323_20.9A03.C10 
44994 

TBLASTX: Wheat 

36324 

222 



OJ990323_20.9A03.C10 
44994 

TBLASTX: Cress 

36390 

156 



OJ990323_20. 9A03.C10 
44994 

TBLASTX :Maize . 

36358 

167 



OJ990323_20.9A03.C10 
44994 

TBLASTX: Soybean 
39183 



1019 




GI 


none 




Score 


187 


Exons 

LJ Awl 1 O 


36160. .36390, 36161. 


.36310, 


36488. .36535, 36536 .. 36613, 




36549 36623. 38625. 


.38852, 


38627. .38752, 38807 .. 38851 , 




38943. .38981, 38945. 


.38983,. 


39103. .39183 


Seq. No. 


937 




Seq. ID 


OJ990323_20.9A03.C10 


Gene No. 


1968 




Strand 




Start 


43.776 




End 


44994 


Name 


OJ990323 20.9A03.C10 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


36494 ~~ 




End 


38755 


GI 


none 




Score 


'40 


FiXon s 


36494 . .36529/ 36545. 


.36613, 


36546. .36620, 38 624 .. 38755, 




38627. .38752 








Seq. No. 


937 




Seq. ID 


OJ990323_20.9A03.C10 


Gene No. 


1968 




Strand 




Start 


43776 




End 


44994 


Name 


OJ990323 20.9A03.C10 


. 08 . tm 


Method 


TBLASTX: Maize 


Start 


38625 ~ 




End 


39172 


GI 


none 




Score 


208 


F.xon s 

J-j 1 1 0 


38625. .38852, 38627. 


. 38752, 


38807. .388 


51, 38943. .39011, 




38945. .39019, 39103. 


.39171, 


39137. .39172 


Sea No. 


937 1 } r- 




Seq. ID 


OJ990323_20.9A03.C10 


Gene No. 


1968 




Strand 




Start 


43776 




End 


44994 


Name 


OJ990323 20.9A03.C10 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


38645 - ~~ 




End 


39171 


GI 


none 




Score 


151 


P. von s 


38645. .38752, 38649. 


.38852, 


38807. .38851, 38943 .. 39011, 




39103. . 39171 








Seq. No. 


937 




Seq. ID 


OJ990323_20 . 9A03 .C10 


Gene No. 


1968 




Strand 




Start 


43776 




End 


44994 


Name 


OJ990323 20.9A03.C10 


. olO . tm 


Method 


TBLASTX: Maize 


Start 


40238 ~" 




End 


40660 / 


G.I' 


none 




Score 


50 ' 


Exons 


40238. .40282, 40286. 


.40546, 


40634. .40660 


Seq. No. 


937 




Seq. ID 


OJ990323_20 . 9A03 .C10 


Gene No. 


1968 




Strand 




Start 


43776 




End 


44994 


Name 


OJ990323 20.9A03.C10 


. o9 . gs 


Method 


GENSCAN 


Start 


43776 




End 


44994 


GI 


none 




Score 


.78 


Exons 


43776. .43916, 44147. 


.44503, 


44521. .44994 


Sea No 


938 




Seq. ID 


OJ990323_20 . 9A03 . Cll 


Gene No. 


1969 




Strand 




Start 


1 




End 


696 


Name 


OJ990323 20.9A03.C11 


. o 1 . np 


Method 


AAT/NAP 


Start 


1 




End 


696 


GI 


4938488 




Score 


186 


Exons 


1..236, 450. .696 








GI Descrip. 


(AL0784 64) cadmium-transporting ATPase 


-like protein [Arabidopsis 



thaliana] 



1020 



# • 



Seq. No. 938 Seq. ID 

Gene No. 1969 Strand 

Start 1 End 

Name OJ990323_20 . 9A03 . Cll . ol . gs Method 

Start . 77 End 

GI none Score 

Exons 77. .236, 450. .477, 538. .682 

Seq. No. 939 Seq. ID 

Gene No. 1970 Strand 

Start 2888 End 

Name OJ990903_20 . 9A29.C2 . ol .gs Method 

Start 2888 End 

GI none Score 

Exons 2888.. 3256, 4069.. 4527 



OJ990323_20.9A03.C11 
696 

GENS CAN 

682 

.52 



OJ990903_20.9A29.C2 
+ 

4527 
GENSCAN 
4527 
.96 



Sea No 


939 




Seq. ID 


OJ990903_20. 9A29 


.C2 


Gene No. 


1970 




Strand 


+ 




Start 


2888 




End 


4527 




Name 


OJ990903 20 


.9A29. 


,C2.ol.np Method 


AAT/NAP 




Start 


2888 




End 


4525 




GI 


2583113 




•Score. 


648 




Exons 


2888. .3256, 


4084, 


,.4349, 4418. .4525 






GI Descrip. 


(AC002387) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


939 




Seq. ID 


OJ990903_20.9A29 


-C2 


Gene No. 


1970 




Strand 


+ 




Start 


2888 




End 


4527 




Name 


OJ990903 20 


.9A29. 


.C2.ol.tc Method 


TBLASTX: Cress 




Start 


2999 




End 


4125 




GI 


none 




Score 


269 




Exons 


2999. .3160, 


3013. 


..3159, 3191. .3223, 4066. .4125 




Seq. No. 


939 




Seq. ID 


OJ990903_20.9A29 


.C2 


.Gene No. 


1970 




Strand 


+ 




Start 


2888 




End 


4527 




Name 


OJ990903 20 


.9A29. 


.C2.ol.tm Method 


TBLASTX: Maize-" 




Start 


2999 




End 


3217 




GI 


none 




Score 


277 




Exons 


2999. .3217, 


3013. 


. .'3213 







Seq. No. 


939 


Seq. ID 


OJ990903__20. 9A29.C2 


Gene No. 


1970 


Strand 


+ 


Start 


2888 


End 


4527 


Name 


OJ990903 20.9A29.C2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2999 


End 


3238 


GI 


none 


Score' 


106 


Exons 


2999.. 3073, 3086.. 3238, 308c 


3. .3222 




Seq. No. 


940 


Seq. ID 


OJ990903_20. 9A29.C3 


Gene No. 


1971 


Strand 


+ 


Start 


365 


End 


7572 


Name 


OJ990903 20.9A29.C3.ol.gs 


Method 


GENSCAN 


Start 


365 


End 


7303 


GI 


none 


Score . 


.57 


Exons 


365.. 433, 1305.. 2673, 4276.. 


.4423, 4673 


..4945, 5228. .5524, 



1021 



5606. .5889, 6141. .6330, 6549. .6570, 6826.. 7303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



940 

1971 

365 

OJ990903_20 
1409 
5441889 
1409. .1612, 
5102. .5524, 



OJ990903_20.9A29.C3 
+ 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2673, 
6330, 

(AP000367) Similar to SEC7 protein, 
PIR2:S4 97 64; Contains Immunoglobulins and major 

histocompatibility complex proteins signature. (AL022604) [Oryza 
sativa] 



9A29.C3.ol.np 



1658.. 2219, 2427. 
5606.. 5889, 6057. 



7572 
AAT/NAP 
7572 
2497 
4162. .4479, 
6826. .7303, 



4600. 
7414. 



4945, 
7572 



Saccharomyces cerevisiae, 



'.3 



■: .£ 

: 

-S3? 

ri : 



Seq. No. 940 Seq. ID 

Gene No. 1971 Strand 

Start 365 End 

Name 0 J9 9 0 9 0 3_2 0 . 9A2 9 . C3 . o 1 . gp Method 

Start 4169 End 

GI 62728JL.R1084 Score 

Exons 4169.. 4479, 4600.. 4820 

GI Descrip. ■ ' 44 67 126/emb | CAB37560 | 1.0e-18 (AL035538) guanine 

nucleotide-exchange protein-like [Arabidopsis thaliana] ? 



OJ990903_20. 9A29.C3 
+ 

7572 
AAT/GAP 
4820 
1033 



Seq. No. 


940 








Seq. ID 


OJ990903_20.9A29.C3 


Gene No. 


1971 








Strand 


+ 


Start 


365 








End 


7572 


Name 


OJ990903 20 


. 9A29. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4175 








End 


6309 


GI 


none 








Score 


155 


Exons 


4175. .4477, 


5105. 


.5152, 


5180. 


.5527, 5302.. 5520, 5603.. 5698, 




5605. .5673, 


6100. 


.6309 








Seq. No. 


940 








Seq. ID 


OJ990903_20.9A29.C3 


Gene No. 


1971 








■ Strand 


+ 


Start 


365 








End 


7572 


Name 


OJ990903 20 


. 9A29. 


C3.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


4715 








End 


5224 


GI 


none 








Score 


196 


Exons 


4715. .4945, 


4717. 


.4779, 


4867. 


.4941, 5082. .5171, 5092. .5223, 




5093. .5224, 


5093. 


.5224 








Seq. No. 


940 








Seq. ID 


OJ990903_20. 9A29.C3 


Gene No. ■ 


1971 








Strand 


+ 


Start 


365 








End 


7572 


Name 


OJ990903 20 


. 9A29. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5225 








End 


5671 


GI 


none 








Score 


375 


Exons 


5225. .5527, 


5269. 


.5514, 


5603. 


.5671 




Seq. No. 


940 








Seq. ID 


OJ990903_20.9A29.C3 


Gene No. 


1971 








Strand 


+ 


Start 


365 








End 


7572 


Name 


OJ990903 20 


.9A29. 


C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5830 








End 


6249 


GI 


none 








Score 


89 



1022 



Exons 

Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



iaB% Seq. No. 

Gene No. 
U Start 
i!fi Name 
j»y Start 

n GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5830.. 5889, 5831.. 5890, 6057.. 6242, 6057.. 6248, 6058.. 6249 



940 Seq. ID 

1971 Strand 

365 End 

OJ990903_20. 9A29 . C3 . o2 . gp Method 

6814 End 

572171 Score 
6814. .7216 

44 67126/emb|CAB37560| 1.0e-18 (AL035538) guanine 
nucleotide-exchange protein-like . [Arabidopsis thaliaha] 



OJ990903_20. 9A29.C3 
+ 

7572 
AAT/GAP 
7216 
736 



940 

1971 

365 

OJ990903_20.9A29.C3.ol.tc 
6834 
none 



Seq. ID OJ990903_20.9A29.C3 

Strand + 

End 7572 

Method TBLASTX: Cress 

End 7572 

Score 237 



6834.. 7034, 6839.. 6961, 6843.-6974, 6853.. 7056, 6853.. 7002, 
7056. .7097, 7060. .7293, 7073. .7303, 7074. .7304, 7146. .7307, 
7413. .7478, 7414. .7545, 7414. .7572, 7415. .7570 



940 

1971 

365 

OJ990903_20 . 9A29 . C3 . ol .;ts 

7008 

none 



Seq. ID OJ990903_20.9A29.C3 

Strand + 

End 7572 

Method TBLASTX : Soybean 

End 7572 

Score 38 



7008. .7034, 7010. .7033, 7034. .7102, 7056. .7103, 7128. .7232, 
7136. .7231, 7211. .7303, 7211.. 7303, 7215. .7304, 7233. .7313, 
7237. .7305, 7401. .7478, 7414. .7563, 7414. .7572, 7415. .7570 



941 Seq. ID 

1972 Strand 
122 End 
OJ990903_20 . 9A2 9 . C4 . ol . np Method 
122 End 
3080412 Score 
122. .492, 594. .1235, 1690. .2300 

(AL022604) putative protein" [Arabidopsis thaliana] 



0 J 9 9 0 9 0 3_2 0 . 9 A2 9 . C 4 
+ 

2688 
AAT/NAP 
2300 
768 



941 

1972 

122 

OJ990903_20 . 9A29 . C4 . ol . gs 

133 

none 



Seq. ID OJ990903_20.9A29.C4 



Strand 
End 

Method 

End 

Score 



+ 

2688 
GEN SCAN 
2688 
. 68 



133. .258, 351. .492, 594. .1279, 1704. .1995, 2339. .2351, 
2655.-2688 



Seq. No. 941 Seq. ID 

Gene No. 1972 Strand 

Start 122 End 

Name OJ990903_20 . 9A29 . C4 . ol . gp Method 

Start 632 End 

GI 24987_1.R1084 Score 

Exons 632.. 1159 



OJ990903_20. 9A29.C4 
+ 

2688 
AAT/GAP 
1159 
1048 



1023 



GI Descrip. 



'3080412/emb|CAA18731.1| 1.0e-23 (AL022604) putative protein 
[Arabidopsis thaliana] ' 





Seq. No. 


941 


Seq. ID 


OJ990903_20. 9A29.C4 




Gene No. 


1972 


Strand 


+ 




Start 


122 


End 


2688 




Name 


OJ990903 20.9A29.C4.o2.gp 


Method 


AAT/GAP 




Start 


2096 


End 


2639 




GI 


38778 1.R1084 


Score 


1045 




Exons 


2096. .2639 








GI Descrip. 


'5441889/dbj IBAA82387.il 6.0e 


-11 (AP000367) Similar to SEC7 






protein, Saccharomyces cerevisiae, PIR2 


:S49764; Contains 






Immunoglobulins and major histocompatibility complex proteins 






signature. (AL022604) [Oryza 


sativa] ' • 






Seq. No. 


941 


Seq. ID 


OJ990903_20.9A29.C4 




Gene No. 


1973 


Strand 


+ 




Start 


7997 


End 


8824 




Name 


OJ990903 20.9A29.C4.o4.gp 


Method 


AAT/GAP 




Start 


7997 ~ 


End 


8824 




GI 


26575 1.R1084 


Score 


1609 




Exons 


7997.78824 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate-CoA ligase gene,^ 


intron 1, 


partial sequence' 




Seq. No. 


941 


" Seq. ID 


OJ990903_20.9A29.C4 




Gene No. 


1974 


Strand 




ru 


Start 


4722 


End 


8825 


•z =r 


Name 


OJ990903 20.9A29.C4.o2.tm 


Method 


TBLASTX: Maize 


i : ; 


Start 


1 


End 


628 


"'Z 


GI 


none 


Score 


50 


ru 


Exons 


1..24, 3. .23, 122. .250, 124.. 


243, 132.. 


251, 249. .272, 273. .377, 






279.. 374, 320.. 376, 386.. 493, 


393. .494, 


551. .628, 589. .627 




Seq. No. 


941 


Seq. ID 


OJ990903_20.9A29.C4 


J 


Gene No. 


1974 


Strand 




; a 


Start 


4722 


End 


8825 


Si 


Name;. 


OJ990903 20.9A29.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


305 


□ 


GI 


none 


Score 


46 




Exons 


3. .26, 124. .252, 127. .243, 249. .305, 255. .305 




Seq. No. . 


941 


Seq. ID 


OJ990903_20. 9A29.C4 




Gene No. 


1974 


Strand 






Start 


4722 


End 


8825 




Name 


OJ990903 20-.9A29.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


249 


End 


363 




GI 


none 


Score 


190 




Exons 


249. .362, 253. .363, 301. .363 








Seq. No. 


941 


Seq. ID 


OJ990903_20.9A29.C4 




Gene No. 


1974 


Strand 






Start 


4722 


End 


8825 




Name 


OJ990903 20.9A29.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


356 


End 


1846 




GI 


none 


Score' 


42 




Exons 


356. .391, 357. .383, 402. .494, 


407. .493, 


548. .805, 589. .768, 



1024 




600. .770, 770. .1033, 815. .1033, 844. .1035, 1033. .1092, 
1034. .1174, 1136. .1276, 1246. .1278, 1703. .1846, 1704. .1844 



Sea No 


941 






Seq. ID 


OJ990903 20.9A29. 


C4 


Gene No 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


456 






End 


888 




GI 


none 






Score 


57 




Exons 


456. .494, 578. .769, 592 


. .768, 


812. .886, 


847 . .888 




Seq. No. 


941 






Seq. ID 


OJ990903_20. 9A29. 


C4 


Gene No . 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.o5. 


tm ' 


Method 


TBLASTX: Maize 




Start 


629 






End 


1087 




GI 


none 






Score 


143 




Exons 


629.-757, 629. .760, 824 


. .1087 








Seq. No. 


941 






Seq. ID 


OJ990903_20.9A29. 


C4 


Gene ■ No . 


1974 






Strand ' 






Start 


4722 






End' 


8825 




Name 


OJ990903 20. 


9A29.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1169 






End 


2128 




GI 


none 






Score 


143 




Exons 


1169. .1279, 


1171. .1287, 


1703/ 


.1939, 1704. .1973, 1969. .2100, 




1971 2126 


1971 2126. 


1972. 


.2127, 1982. .2128 




Seer No 


941 






Seq. ID 


OJ990903_20.9A29. 


C4 


ripne No 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1695 






End 


2138 




GI 


none 






Score 


305 




Exons 


1695. .2024, 


1703. .1900, 


2043. 


.2138 






Seq. No. 


941 






Seq. ID 


OJ990903_20.9A29. 


C4 


Gene No . 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


1914 






End 


2314 




GI 


none 






Score 


103 




Exons 


1914. .2048, 


1926. .2060, 


2070. 


.2312, 2072.. 2290, 2171.. 2314 


Seq. No. 


941 






Seq. ID 


OJ990903_20.9A29. 


C4 


Gene No. 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2070 






End 


2297 




GI 


none 






Score 


176 




Exons 


2070. .2297 












Seq. No. 


941 






Seq. ID 


OJ990903_20.9A29. 


C4 


Gene No. 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20. 


9A29.C4.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


2129 






End 


2334 





1025 




ux 


none 






Score 


298 




uAUl 


2129 2326. 2130 


. . 2318, 


2131. 


.2334, 2131.. 2328 




Seq. No. 


941 






Seq. ID 


OJ990903 


_20.9A29.C4 


Gene No. 


1974 






Strand 






Start 


4722 






End 


8825 




IN CHUG 


OJ990903 20 9A29 


.C4 .o2. 


y 0 


Method 


GENSCAN 




u Lai L 


4722 ~ 






End 


8821 




VJ J. 


none 






Score 


.54 






4722 . .5467, 5748 


. .5959, 


6334 . 


.6515, 7001. .7068, 


8629. .8821 


Seq. No. 


941 






Seq. ID 


OJ990903 


_20.9A29.C4 


Gene No. 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20 9A29 


.C4 .o3. 




Method 


AAT/GAP 




9f Art 


4870 ~ 






End 


5368 




OX 


none 






Score 


946 




TTynnq 


4870 5368 












ij C \wj ■ Ll W • 


941 






Seq. ID 


OJ990903 


20. 9A2 9.C4 


flpnp Mo 


1974 






Strand 






Start 


4722 






End 


8825 




Name 


OJ990903 20.9A29 


.C4.o3. 


tm 


Method 


TBLASTX : ] 


Maize 


Start 


8006 






End 


8825 




GI 


none 






Score 


46 






8006 8038 8041 


8082, 


8054 . 


.8086, 8118. .8183, 


8118 . .8186, 




fiiiq 8199 8119 


8229, 


8373 . 


.8483, 8378. .8464, 


8466. . 8825, 




8 472 8663 8513 


8773, 


8721. 


.8822 






Seq. No. 


942 






Seq. ID 


OJ990903 


_20. 9A29.C8 


Gene No . 


1975 






Strand 


+ 




Start 


7379 






End 


9506 




Name 


OJ990903 20 9A29 


,C8.o2. 


as 
y 0 


Method 


GENSCAN 




Start 


7379 _ 






End 


9506 




GI 


none 






Score 


.94 




R von 


7379 7440, 7551 


. . 8352, 


8825. 


.8929, 9147. .9506 




Qprr Ma 

»J W ^-^ . LiVJ • 


942 






Seq. ID 


OJ990903 


20. 9A29.C8 


Gene No. 


1975 






Strand 


+ 




Start 


7379 






End 


9506 




Name 


OJ990903 20.9A29 


.C8.o2. 


np 


Method 


AAT/NAP 




Start 


7394 ~ 






End 


9503 




GI 


6730631 






Score 


762 




Fix on ^ 


7394 7440, 7551 


. .8352, 


8825. 


.8929, 9147. .9503 






(AC008262) F4N2. 


2 [Arabidopsis thaliana] 






942 






Seq. ID 


OJ990903 


20 . 9A2 9.C8 


Gene No . 


1976 






Strand 


+ 




Start 


11968 






End 


12337 




Name 


OJ990903 20.9A29 


.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


11968 






End 


12337 




GI 


uC-osf lcypl73allal 




Score 


617 




Exons 


11968. .12337 












GI Descrip. 


'6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza 


sativa genomic 


•■. . 


DNA, chromosome 


1, clone:P0711E10' 






Seq. No. 


942 






Seq. ID 


OJ990903 


_20. 9A29.C8 



1026 



! If 



Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Strand 

End 4554 

Method AAT/NAP 

End 1345 

Score 2232 



1977 
1 

OJ990903_20 . 9A2 9 . C8 . ol . np 
1 

6630696 
1..1345 

(AP000969) ESTs 022114(010364), AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



942 

1977 

1 

OJ990903_20 . 9A2.9 . C8 . ol . gs 

339 

none 



Seq. ID OJ990903_20. 9A29.C8 
Strand 

End 4554 

Method GENSCAN 

End 4554 

Score .55 



339. .487, 598. .883, 890. .1692, 1728. .1963, 3436. .3505, 
4215.. 4554 



Seq. ID OJ990903_20.9A29.C8 
Strand 

End . "'4554 
Method AAT/GAP 
End 1303 
Score 1403 



942 
1977 
1 

OJ990903_20 . 9A2 9 . C8 . ol . gp 
413 

101595_1.R1084 
413.. 487, 603.. 1303 

'3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



; i 


Seq. No. 


942 


Seq. ID 


OJ990903_20.9A29.C8 


: w 


Gene No. 


1978 


Strand 




• i j 


Start 


10595 


End 


14260 


y 


Name 


OJ990903 20.9A29.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


134 


End 


472 


""i 
cr 
i 

fc j 


GI 


none 


Score 


39 


Exons 


134. .166, 198. .470, 198. .470 


, 199. .471 


, 200. .472 




Seq. No. 


942 


Seq. ID 


OJ990903_20.9A2'9.C8 


3 


Gene No. 


1978 


Strand 






Start 


10595 


End 


14260 


3 


Name 


■ OJ990903 20.9A29.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


995 


End 


1303 




GI 


none 


Score 


133 




Exons 


995. .1303, 998.. 1189, 1060.. 


1209, 1074 


. . 1256 




Seq. No. 


942 


■ Seq. ID 


OJ990903_20. 9A29.C8 




Gene No. 


1978 


. Strand 






Start 


10595 


End 


14260 




Name 


OJ990903 20.9A29.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1054 


End 


1451 




GI 


none 


Score 


153 




Exons 


1054. .1215, 1055. .1339, 1074 


..1259, 1316. .1450, 1353. .1451 




Seq. No. 


942 


Seq. ID 


OJ990903_20. 9A29.C8 




Gene No. 


1978 


Strand 






Start 


10595 


End 


14260 




Name - 


OJ990903 20.9A29.C8.o2.tw 


Method 


.TBLASTX: Wheat 



1027 



! LJ 



Start 


4100 








End 


9269 


GI 


none 








Score 


55 


Exons 


4100. .4201, 


8819. 


.8929, 


8822. 


.8929, 9144.. 9269, 9144.. 9257 


Seq. No. 


942 








Seq. ID 


OJ990903_20. 9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


.9A29. 


C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7548 








End 


9344 


GI 


none 








Score 


131 


Exons 


7548. .7691, 


7549. 


.7692, 


7686. 


.7727, 7687. .7749, 7864. .8193, 




7878. .8066, 


9177. 


.9344 








Seq. No. 


942 








Seq. ID 


OJ990903 20.9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


. 9A29. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7549 








End 


7938 


GI 


none 








Score 


118 


Exons 


7549. .7698, 


7687. 


.7749, 


7864 . 


.7938 




Seq. No. - 


942 








Seq.- ID 


OJ990903_20.9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


. 9A2 9 . 


C8 .o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


7864 ~ 








End 


8079 


GI 


none 








Score 


201 


Exons 


7864 . . 8079, 


7864 . 


.7962, 


7878 . 


.8066 




Seq. No. 


942 








Seq. ID 


OJ990903_20.9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


. 9 A2 9 . 


C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


8122 ~ 








End 


8352 


GI 


none 








Score 


49 


Exons 


8122 . .8172, 


8190. 


.8336, 


8194 . 


.8352, 8203.. 8352 


Seq. No. 


942 








Seq. ID 


OJ990903_20. 9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


. 9A29. 


C8.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8187 








End 


8934 


GI 


none 








Score 


272 


Exons 


8187 . . 8345, 


8188 . 


.8352, 


8203. 


.8352, 8S 


13.. 8929, 8813.. 8929, 




8824 . . 8934 












Seq. No. 


942 








Seq. ID 


OJ990903_20.9A29.C8 


Gene No. 


1978 








Strand 




Start 


10595 








End 


14260 


Name 


OJ990903 20 


.9A29: 


C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


8194 








End 


8923 


GI 


none 








Score 


195 


Exons 


8194. .8346, 


8824. 


.8922, 


8825. 


.8923 





Seq. No. 
Gene No. 
Start 



942 

1978 

10595 



Seq. ID OJ990903_20. 9A29.C8 
Strand , ; , - 
End "'14260 



1028 



Name 

Start 

GI 

Exons 



OJ990903_20 . 9A2 9 . C8 . o3 . tw Method 

8194 End 

none Score 
8194.. 8352, 8206.. 8385 



TBLASTX: Wheat 

8385 

182 



Seq. No. 942 Seq. ID 

Gene No. 1978 Strand 

Start 10595 End 

Name OJ990903_20 . 9A29 . C8 . o9 . tm Method 

Start 9144 End 

GI none Score 

Exons 9144.. 9269, 9144.. 9266, 9146.. 9268 



OJ990903_20.9A29.C8 
14260 

TBLASTX: Maize 

9269 

183 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



942 Seq. ID 

1978 Strand 

10595 End 

OJ990903_20 . 9A29 . C8 . o4 . tm Method 

9269 End 

none Score 



OJ990903_20.9A29.C8 
14260 

TBLASTX: Maize 

9707 

271 



9269. .9397, 9273. .9506, 9443. .9505, 9459. .9506, 9461. .9511, 
9528. .9554, 9552. .9587, 9556 .. 9585 , .9557 .. 9604 , 9618. .963*8, 
.9681. .9707 



Seq. No. 942 

Gene No. 1978 

Start 10595 

Name OJ990903_20 . 9A29 . C8 . o3 . gs 

Start 10595 

GI none 

Exons 10595. 

12243. 



Seq. ID 
Strand 

End . 14260 
* Method GENSCAN 
End 13031 
Score .49 
10665, 10718. .10818, 10943 .. 11222 , 11487 
13031 



OJ990903 20.9A29.C8 



11490, 



Seq. No. 942 

Gene No. 1978 

Start 10595 

Name OJ990903_20 . 9A29 . C8 . ol . tm 

Start 12198 

GI none 
Exons 



Seq. ID OJ990903_20.9A29.C8 
Strand 

End 14260 

Method TBLASTX : Maize, 

End 12818 

Score 269 ' 



12198. .12572, 12203 .. 12586, 12207 .. 12602 , 12451, 
12563. .12703, 12581 .. 12667 , 12711.. 12818 



12579, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



942 Seq. ID 

1978 Strand 

10595 End 

OJ990903_20. 9A29 . C8 . o3 . np Method 

12264 End 

4432821 Score 



OJ990903_20.9A29.C8 

14260 
AAT/NAP 
142 60 
159 



12264. .12790, 12845 .. 12910, 12947 .. 1314 9, . 14 236 .. 142 60 
(AC006593) unknown protein [Arabidopsis thaliana] 



Seq. No. 942 Seq. ID 

Gene No. 1978 Strand 

Start 10595 End 

Name OJ990903_20 . 9A29 . C8 . 06 . tm Method 

Start 12822 End 

GI none Score 
Exons 



OJ990903_20. 9A29.C8 
14260 

TBLASTX: Maize 

12975 

144 



12822. .12968, 12822 .. 12974 , 12823.. 12975 



1029 



ss. 

U \ 



a 



□ 



Seq. No. 


942 


Seq. ID 


OJ990903_20.9A29 


. C8 


Gene No. 


1978 


Strand 






Start 


10595 


. End 


14260 




Name 


OJ990903 20.9A29.C8.o8.tm 


Method 


TBLASTX: Maize 




Start 


12980 


End ' 


13173 




GI 


none 


Score 


118 ' 




Exons 


12980. .13135, 12984. .13166, 


13072. .13173 




Seq. No. 


943 


Seq. ID 


OJ990903_20.9A29 


.C10 


Gene No. 


1979 


Strand 


+ 




Start 


2354 


' End 


11033 




Name 


OJ990903 20.9A29.C10.ol.gs 


Method 


GEN SCAN 




Start 


2354 


End 


10924 




GI 


none 


Score 


.55 




Exons 


2354. .2361, 3053. .3156, 6292 


..6484, 7701. .7825, 7846. .8 


018, 




8084. .8172, 8770. .8845, 9587 


..9782, 10017. .10924 




Seq. No. 


943 


Seq. ID 


OJ990903_20.9A29 


. C1U 


Gene No. 


1979 


Strand 


+ 




Start 


2354 


End 


11033 




Name • 


OJ990903 20.9A29.C10.ol.gp 


Method 


AAT/GAP 




Start 


5954 


End 


6299 




GI 


426562 


Score 


651 




Exons 


5954. .6299 








Seq. No. . 


943 


Seq. ID 


OJ990903_20.9A29 


.C10 


Gene No. 


1979 


Strand 


+ 




Start 


2354 : 


End 


11033 




Name 


OJ990903 20. 9A29 . C10 . ol . np 


Method 


AAT/NAP 




Start 


8756 


End 


11033 




GI 


3036816 


Score 


1012 




Exons 


8756. .8871, 9574. .9782, 10017. .11033 






GI Descrip. 


(AL022373) myosin-like protein [Arabidopsis thaliana] 




Seq. No. 


943 


Seq. ID 


OJ990903_20.9A29 


.C10 


Gene No. 


1979 


Strand 


+ 




Start 


2354 


End 


11033 




Name 


OJ990903 20.9A29.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9733 


End 


10338 




GI 


none 


Score 


82 




Exons 


9733.-9783, 9734.. 9793, 9734 


..9790, 10013. .10195, 10015 


. .10338, 




10108. .10212, 10191.. 10334 








Seq. No. 


943 


Seq. ID 


OJ990903_20. 9A29 


.C10 


Gene No. 


1979 


Strand 


+ 




Start 


2354 


End 


11033 




Name 


OJ990903 20.9A29.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


10160 


End 


11033 




GI 


none 


Score 


139 




Exons 


10160. .10246, 10160. .10195, 


10191. .10256, 10237. .10332, 






10247. .10339, 10257. .10343, 


10265. .10339, 10344. .10595, 






10344. .10916, 10346. .10918, 


10378. .10917, 10904. .10942, 






10917. .10943, 10917. .10943, 


10957. .11031, 10958. .11032, 






10959. .11033 








Seq. No. 


943 ~ 


Seq. ID 


OJ990903_20. 9A29 


.C10 



1030 





Gene No. 


1979 






Strand 


+ 






Start 


2354 






End 


11033 






Name 


OJ990903 20.9A29.C10 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


10203" 






End 


10642 






GI 


none 






Score 


436 






Exons 


10203. .10262, 10214. 


.10633, 10341.. 104E 


17, 10402. .10581, 








10463. .10585, 10585. 


.10623, 10586.. 10642 






Seq. No. 


943 






Seq. ID 


OJ990903_20.9A29 


.C10 




Gene No. 


1979 






Strand 


+ 






Start 


2354 






End 


11033 






Name 


OJ990903 20.9A29.C10 


.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


10347 






End 


10668 






GI 


none 






Score 


153 






Exons 


10347. .10577, 10349. 


.10666, 10396. .10623, 10405.. 10668 






Seq. No. 


944 






Seq. ID 




.C12 




Gene No. 


1980 






Strand 








Start 


88 






End 


642 






Name 


OJ990903 20.9A29.C12 


.ol. 


gs 


Method • 


GENSCAN 






Start 


88 






End 


bZl 






GI 


none 






Score 


. 94 




: eb. 


Exons 


88. .621 












; cr 
. I 


Seq. No. 


944 






Seq. ID 


o j yyuyuo zu . y az y 


.C12 




Gene No. 


1980 






Strand 








Start 


88 






End 


642 




u 


Name 


OJ990903 20.9A29.C12 


.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


103 






End 


f o c 

625 






GI 


none 






Score 


c. n 

59 




is? 


Exons 


103. .549, 121. .234, 


122. 


.493, 


496. . 624, 


coo /"04 a r r\ 

529 . . 624 , boO . . 


625 


'J 


Seq. No. 


944 






Seq. ID 


ujyyuyu.3 zu.y/\^y 


.C12 




Gene No. 


1980 






Strand 






: 


Start 


88 






End 


£ A O 
OQZ 






Name 


OJ990903 20.9A29.C12 


.ol. 


np 


Method 


AAT/NAP 






Start 


106 






End 


642 






GI 


3043426 






Score 


500 




■J 


Exons 


106. .642 












1 =1 
. -JS 

iS ? 


GI Descrip. 


(AJ005345) hypothetical 


protein [Cicer 


arietinum] 






Seq. No. 


944 






Seq. ID 


OJ990903_20.9A29 


.C12 




Gene No. 


1980 






Strand 








Start 


88 






End 


642 






Name 


OJ990903 20.9A29.C12 


.ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


115 






End 


625 






GI 


none 






Score 


41 






Exons 


115. .168, 116. .163, 


202. 


.516, 


203. .493, 


499.-624, 563.. 


625 




Seq. No. 


944 






Seq. ID 


OJ990903_20.9A29 


.C12 




Gene No. 


1980 






Strand 








Start 


88 






End 


642 






Name 


OJ990903 20.9A29.C12 


.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


136 - 






End 


624 






GI 


none 






Score 


189 






Exons 


136. .159, 163. .516, 


164. 


.493, 


499. .624, 


560. . 622 





1031 



Seq. No. 945 Seq. ID 

Gene No. 1981 Strand 

Start 16 End 

Name OJ990903_20 . 9A29 . C13 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.. 38 



OJ990903_20.9A29.C13 
38 

GENSCAN 

38 

.89 



Seq. No. 946" " Seq. ID 

Gene No. 1982 Strand 

Start 741 End 

Name OJ990903_20 . 9A29 . C14 . ol . gs Method 

Start 741 End 

GI none Score 

Exons 741.. 863 



OJ990903_20.9A29.C14 
+ 

863 

GENSCAN 

863 

.57 



: c 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



946 
1983 
1306 

OJ990903_20 . 9A29 . C14 . ol . gp 
1306 

2869_1.R1084 
1306. .1416 

■ 5123926/emb | CAB45514 . 1 1 
[Arabidopsis thaliana] * 

947 

1984 Strand 

1418 End 

OJ990903_20. 9A29 . C15 . ol . np Method 

1418 End 

5123926 Score 



OJ990903_ 
+ 

1416 
AAT/GAP 
1416 
185 



20. 9A29.C14 



1.0e-ll (AL079350) putative protein 



Seq. ID OJ990903_20.9A29.C15 



4672 
AAT/NAP 
4600 
269 



1418. .1511, 2752. .3004, 4050. .4222, 4379.-4478, 4504. .4600 
(AL079350) putative protein [Arabidopsis thaliana] 



947 

1984 

1418 

OJ990903_20.9A29.C15.ol.gs 

2480 

none 



Seq. ID OJ990903_20.9A29.C15 



Strand 
End 

Method 

End 

Score 



4 672 
GENSCAN 
4672 
.95 



2480. .2511, 2825. .3004, 4050. .4159, 4226. .4261, 4461. .4672 



947 

1984 

1418 

OJ990903_20 . 9A29 . C15 . ol . tm 

2820 

none 

2820.. 3005, 2822. '.3010, 2823. 
4048.. 4161, 4088.. 4162, 4223. 
4463. .4564 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3014, 2824 
.4264, 4225 



OJ990903 20.9A29.C15 



4672 

TBLASTX: Maize 
4631 
265 

3006, 4048. 
4260, 4458. 



4158, 
,4631, 



Seq. No. 947 

Gene No. 1984 

Start 1418 

Name OJ990903 20 . 9A29 . C15 . ol . ts 



Seq. ID OJ990903_20.9A29.C15 
Strand 

End 4 672 

Method TBLASTX : Soybean 



1032 



Start 
GI 

Exons 



2824 
none 
2824. 



3006, 2826.. 3014, 2827, 



End 4161 
Score 173 

.3006, 4039. .4161, 4088. .4159 



,3 E3, 

y 

i a fl 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



jiijj Exons 

! =3 Seq. No. 

Id Gene No. 

ij Start 

\'\\ Name 

1 '* Start 

;s GI 

! ==J Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene . No . 
Start 
Name 



947 

1984 

1418 

OJ990903_20 . 9A29 . C15 . ol . tc 

2826 

none 

2826. .3014, 2827. .3006, 4048. 

948 

1985 

1477 

OJ990903_20. 9A29 . C16 . ol . gs 

1477 

none 

1477. .1722 

948 

1986 

.2633 

OJ990903_20. 9A29 . C16 . o2 . gs 

2633 

none 

2633. .4579 

948 

1987 

13964 

OJ990903_20. 9A29 . C16 . ol . gp 

13964 

none 

13964. .14095, 15490. .15743 

948 

1988 

16731 

OJ990903_20.9A29.C16.o2.tm 

3508 

none 

3508. .3591, 3511. .3609, 3601. 

948 

1988 

16731 

OJ990903_20. 9A29 . C16 . o3 . tm 

3838 

none 

3838. .4014, 3839. .4015, 3841. 
4058. .4129, 4105. .4152, 4106. 

948 

1988 

16731 

OJ990903 20.9A29.C16.ol.tm 



Seq. ID OJ990903_20.9A29.C15 
Strand 

End 4 672 

Method TBLASTX : Cress 

End 4161 

Score 137 

.4161, 4054. .4149, 4088. .4.159 

Seq. ID OJ990903_20.9A29.C16 

Strand + 

End 1722 

Method GENSCAN 

End 1722 

Score .85 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0 J9 9 0 90 3_2 0 . 9A2 9 . CI 6 
+ 

4579 
GENSCAN 
4579 
. 93 



OJ990903_20 . 9A29 .C16 
+ 

15743 
AAT/GAP 
15743 
752 



Seq. ID OJ990903_20.9A29.C16 

Strand + 

End 19050 

Method TBLASTX : Mai ze 

End 3838 

Score 96 
.3837, 3602.. 3838 

Seq. ID OJ990903_20.9A29.C16 

Strand + 

End 19050 

Method TBLASTX : Mai ze 

End 4153 

Score 224 

.4035, 4051. .4098, 4051. .4104, 
.4153 

Seq. ID OJ990903_20.9A29.C16 

Strand + 

End 19050 

Method TBLASTX: Maize 



1033 




OLaiL 


4 303 


End 


4786 






none 


Score 


396 




XL AUliO 


4303 4587 4304 4588 4590 


4781, 4592.. 4786, 


4594 . .4782 


Seq. No. 


948 


Seq. ID 


OJ990903_ 


_20.9A29.C16 


Gene No. 


1988 


Strand 


+ 




q+- a r-f- 


1 6731 


End 


19050 




Name 


n.TQQnQfl3 90 QA9Q PI 6 n4 


Method 


GENSCAN 




q +- a v-f- 


1 6731 _ 


End 


19050 






its 


Score 


.6 




LAUllb 


16731 1 fifl77 1 7317 1 741 ? If 


595. . 19050 




Qpa No 


949 


Seq. ID 


OJ990903_ 


20. 9A29.C17 


Gene No. 


1989 


Strand 


+ 




Start 


239 


End 


1405 




Name 


OJ990903 20.9A29.C17.ol.gs 


Method 


GENSCAN 




Start 


239 


End 


1405 




GI 


none 


Score 


.49 




Exons 


239. .279, 319. .558, 1211. .1405 







Seq. No. 949 Seq. ID OJ990903_20.9A29.C17 

Gene No. 1989 • . Strand ' + . . /7- 

Start 239 End 1405 

Name OJ990903_20 . 9A2 9 . C17 . ol . gp Method AAT/GAP 

Start 621 End 1057 

GI LIB3432-030-P1-K1-C3 Score 833 

Exons 621.. 1057 

GI Descrip. '2982268 1.0e-46 (AF051217) probable 40S ribosomal protein S15 
[Picea mariana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



949 Seq. ID 

1990 Strand 

2420 End 
OJ990903_20 . 9A29 . C17 . o2 . gs Method 

2420 '-- End 

none Score 

2420. .2656, 2661. .2858, 3121. .3597 



949 

1991 

3866 

OJ990903_20 . 9A29 . C17 . o3 . gs 

3866 

none 

3866..3876, 3878. .3988, 4024. 
5496. .5807, 6256. .6523 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_20.9A29.C17 
+ 

3597 
GENSCAN 
3597 
.43 



OJ990903 20.9A29.C17 



6637 
GENSCAN 
6523 
.41 



,4259, 4474. .4484, 4559. .4614, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



949 . Seq. ID 

1991 Strand 

3866 End 

OJ990903_20 . 9A29 . C17 . o3 . tm Method 

5252 End 

none Score 



OJ990903_20.9A29.C17 
6637 

TBLASTX: Maize 

5575 

48 



5252. .5296, 5254. .5289, 5282. .5440, 5343. .5435, 5344. .5436, 
5351. .5440', 5484. .5573, 5485.-5574, 5486. .5575 



Seq. No. 



949 



Seq. ID'* OJ990903_20.9A29.C17 



1034 



Gene No. 1991 Strand 

Start 3866 End 6637 

Name OJ990903_20 . 9A29 .C17 . ol . np Method AAT/NAP 

Start 5449 End 6637 

GI 6630696 Score 1949 

Exons 5449.. 6637 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


949 








Seq. ID 


OJ990903_20.9A29.C17 




1991 








Strand 




O Ldl L. 


3R 66 

*J O U \J 








End 


6637 


name 


0.799(190^ ?o 


9A29 


.C17 . ol 


. tw 


Method 


TBLASTX: Wheat 




w> %J O *J 








End 


6059 


(IT 


none 








Score 


173 




R^ft s S7i f; 

J JO J t • J / X U / 


J JO J 


5788 


5587 . 


.5802, 5662.. 5790, 5772.. 5969, 




5791. .5970, 


5791 


. .5976^ 


5984. 


.6058, 5985. .6059, 5986. .6054 












Seq. ID 


OJ990903_20.9A29.C17 


UCllC 1NU • 


1 QQ1 

X .? _7 1 








Strand 




a r--|- 


jODD 








End 


6637 


Name 






P1 7 o? 




Method 


TBLASTX: Soybean 


OLaH 


3 / J. J 








End 


6053 


bl 


none 








Score 


93 


Exons 


5713. .5790, 


5790 


. .5921, 


5791. 


.5916, 5940.. 6053, 5959.. 6018 


O tr . in vj ■ 


94 9 
^ i y 








Seq. ID 


OJ990903_20.9A29.C17 


fZonca Mo 


J. -7 J X 








Strand 




o Lai u 


^R fifi 
J o o o 








End 


6637 


Name 


n.T99f)9rn ?o 




ri7 ol 

. \*t X I • Ul 


• UILL 


Method 


TBLASTX: Maize 


Start 


5915 ~ 








End 


6258 




none 








Score 


98 


Exons 


5915. .6163, 


5916 


. .6257, 


5917. 


.6258 




Seq. No. 


949 








Seq. ID 


OJ990903_20.9A29.C17 




1991 








Strand 




O Lai L. 


3866 








End 


6637 


LNaiut; 


OJ990903 20 


9A29 


.C17 . ol 


. ts 


Method 


TBLASTX: Soybean 


o i.ai L. 


6066 ~~ 








End 


6413 


(IT 
ox 


nunc 








Score 


65 


Exons 


6066. .6248, 


6067 


. .6237, 


6249. 


.6413, 6254. .6409 


Seq. No. 


949 








Seq. ID 


OJ990903_20.9A29.C17 


Gene No. 


1991 








Strand 




Start 


3866 








End 


6637 


Name 


OJ990903 20. 


9A29 


,C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6266 








End 


6637 


GI 


none 








Score 


209 


Exons 


6266. .6637 












Seq. No. 


949 








Seq. ID 


OJ990903_20.9A29.C17 


Gene No. 


1991 








Strand 




Start 


3866 








End 


6637 


Name 


OJ990903 20. 


9A2 9 


.C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6266 








End 


6637 


GI 


none 








Score 


146 



1035 



Exons 



6266.-6472, 6467.. 6637 



Seq. No. 950 Seq. ID OJ990903_20.9A29.C18 

Gene No. 1992 Strand 

Start 1 End 559 

Name OJ990903_20 . 9A29 . C18 . ol . np Method AAT/NAP 

Start 1 End 559 

GI 6630696 Score 899 

Exons 1..559 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond. to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1—94. (P10978) [Oryza sativa] 



3 

n 



4 

3 



Seq. No. 


950 






Seq. ID 


OJ990903_20.9A29.C18 


Gene No. 


1992 






Strand 




Start 


1 






End 


559 


Name 


OJ990903 20.9A29.C18 


. ol . 


tc 


Method 


TBLASTX: Cress 


Start 


5 






End 


187 


GI 


none 






Score 


109 


Exons 


5. .181, 9. .179, 11.. 


187 








Seq. No. 


950 






Seq. ID 


OJ990903 20.9A29.C18 


Gene No. 


1992 






Strand 




Start 


1 






End 


559 


Name 


OJ990903 20.9A29.C18 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


8 






End 


268 


GI 


none 






Score 


101 


Exons 


8. .268, 9. .221, 35.. 


256 








Seq. No. 


950 






Seq. ID 


OJ990903_20.9A29.C18 


Gene No. 


1992 






Strand 




Start 


1 






End 


559 


Name 


OJ990903 20.9A29.C18 


.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


17 






End 


274 


GI 


5509260 






Score 


103 


Exons 


17. .274, 18. .179 










GI Descrip. 












Seq. No. 


950 






Seq. ID. 


OJ990903_20.9A29.C18 


Gene No. 


1992 






Strand 




Start 


1 






End 


559 


Name 


OJ990903 20.9A29.C18 


.ol. 


gs 


Method 


GENSCAN 


Start 


29 






End 


441 


GI 


none 






Score 


.7 


Exons 


29. .441 










Seq. No. 


950 






Seq. ID 


OJ990903_20 . 9A29 . C18 


Gene No. 


1992 






Strand 




Start 


1 






End 


559 


Name 


OJ990903 20.9A29.C18 


.ol. 


tw . 


Method 


TBLASTX: Wheat 


Start 


194 






End 


559 


GI 


none 






Score 


118 


Exons 


194. .376, 194. .448, 


198. 


.383, 


262. .447, 


472. .558, 475. .552, 




482. .559 










Seq. No. 


951 






Seq. ID 


OJ990903_20.9A29.C19 


Gene No. 


1993 






Strand 


+ 



1036 



Start 
Name 
Start 
GI 

Exoris 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
' Start 
GI 

B 1 Exons 



Seq. No. 
* f Gene No . 
Q Start 
i.y Name 

Start 

1 ~ Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

J Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
•Gene" No. 
Start 
Name 



10251 

OJ990903_20 . 9A2 9 . C19 . ol . np 
10251 
2586082 
10251. .14559 

(U72725) retrofit [Oryza longistaminata] 



End 14559 

Method AAT/NAP 

End 14559 

Score 4348 



951 Seq. ID 

1994 Strand 

14780 End 

OJ990903_20 . 9A2 9 . CI 9 . o2 . np Method 

14780 End 

4835239 Score 
14780. .15213 

(AL04 98 62) putative DNA-3-methyladenine glycosidase [Arabidopsis 
thaliana] 



OJ990903_20.9A29.C19 
+ 

15213 
AAT/NAP 
15213 
268 



951 

1995 

1437 

OJ990903_20. 9A29 . C19 . ol . gs 

1437 

none 

1437. .1460, 1759. .1955, 2674. 
4943. .5042, 5151. .5191, 7331. 

951 

1995 

1437 

OJ990903_20. 9A29.C19.ol.gp 

1829 

none 

1829.. 2123, 2835.. 3023 

951 

1995 

1437 

0 J 9 9 0 9 0 3_2 0. . 9 A2 9 . C 1 9 . o 2 . gp 

7173 

none 

7173. .7650 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

.2754, 4452 
.7403, 7909 



OJ990903 20.9A29.C19 



9468 
GENSCAN 
9468 
.65 

4542, 
8439, 



4715. 
8569. 



4791, 
9468 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_20.9A29.C19 

9468 
AAT/GAP 
3023 
906 



OJ990903_20. 9A29.C19 

9468 
AAT/GAP 
7650 
885 



OJ990903 20.9A29.C19 



951 Seq. ID 

1995 Strand 

1437 End 9468 

OJ990903_20 . 9A29 . C19 . o3 . gp Method AAT/GAP 

7994 " End 8808 

6930_1.R1084 Score 1325 
7994. .8439, 8569. .8808 

, 5921185/sp|064636|C7Cl_ARATH 4.0e-57 CYTOCHROME P450 76C1 
>gi_2979548 (AC003680) putative 7-ethoxycoumarin O-deethylase 
[Arabidopsis thaliana] ■ 



951 

1996 

16707 

OJ990903 20. 



9A29.C19.o5.tm 



Seq. ID 

Strand 

End 

Method 



OJ990903_20.9A29.C19 
18890 

TBLASTX: Maize 



1037 



Start 


192 


End 


373 


GI 


none 


Score 


252 


Exons 


192. .371, 193. .372, 209. .373 






Sea. No. 


951 


Seq. ID 


OJ990903_20.9A29.C19 


Gene No . 


1996 


Strand 




Start 


16707 


End 


18890 


Name 


OJ990903 20.9A29.C19.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7840 


End 


18731 


GI 


none 


Score 


173 


Exons 


7840. .8448, 7841. .8188, 7846. 


.8409, 8291. .8449, 8992. .9099, 




9175.. 9387, 16711 17322 , 16713.. 17312 


, 16719. .17324, 




18375. .18506, 18573. .18731 






Seq. No. 


951 


Seq. ID 


OJ990903_20.9A29.C19 


Gene No. 


1996 


Strand 




Start 


16707 


End 


18890 


Name 


OJ990903 20.9A29.C19.o7.tw 


Method 


TBLASTX: Wheat 


Start 


7876 


End 


16980 


GI 


none 


Score 


128 


Exons 


7876. .8106, 7880. .8107, 16749 


. .16979, 


16750.. 16980 


Seq. No. 


951 


Seq. ID 


OJ990903_20.9A29.C19 


fione No 


1996 


Strand 




Start 


16707 


End 


18890 


Name 


OJ990903 20. 9A29 . C19 . ol . tc 


Method 


TBLASTX: Cress 


Start 


7909 


End 


18731 


GI 


none 


Score 


207 . 


Rynn q 

LlAwl 1 w 


7909. .8451, 7934. .8185, 7954. 


.8451, 8653. .8889, 8851. .9378, 




16803. .17168, 16806. .17312, 16807 .. 17322 , 18057 .. 18266, 




18294. .18731 






Seq. No. 


951 


Seq. ID 


OJ990903_20.9A29.C19 


Gene No. 


1996 


Strand 




Start 


16707 


End 


18890 


Name 


OJ990903 20.9A29.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


7910 


End 


17314 


GI 


none 


Score 


144 


Exons 


7910. .8071, 7912. .8067, 8077. 


.8439, 8077. .8439, 8079. .8441, 



8258. .8440, 16783 .. 16944 , 16785 .. 16940, 16805 .. 1694 5 , 
16941. .17312, 16941. .17312, 16945 .. 17313, 17000. .17314 



Seq. No. 


951 








Seq. ID 


OJ990903_20.9A29 


.C19 


Gene No. 


1996 








Strand 






Start 


16707 








End 


18890 




Name 


OJ990903 20. 


9A2 9 , 


.C19.o5. 


.tw 


Method 


TBLASTX: Wheat 




Start 


8131 








End 


17312 




GI 


none 








Score 


99 




Exons . 


8131. .8439, 


8134. 


. .8439, 


17004 


. .17150, 


17004. .17312 




Seq. No. 


951 








Seq. ID 


OJ990903_20.9A29 


.C19 


Gene No. 


1996 








Strand 






Start 


16707 








End 


18890 




Name 


OJ990903 20. 


9A29. 


.C19.o9. 


,tm 


Method 


TBLASTX: Maize 




Start 


8629 








End 


18374 




GI 


none 








Score 


118 




Exons 


8629. .8853, 


8630. 


. .8854, 


8869. 


.8961, 8878.. 8973, 18033.. 


18263, 



1038 



Seq. No. 
Gene No. 
- Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



U Seq. No. 
! ~ Gene No . 
)t Start 
! ;f Name 
□ Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 



18279. .18374 

951 
1996 
16707 

OJ990903_20. 9A29 .C19 . o2 . tw 
9076 
none 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 
Method TBLASTX : Wheat 
End 18869 
Score 56 

9076. .9126, 9077. .9127, 9163. .9393, 9164. .9352, 9283.-9384, 
18477. .18518, 18504 .. 18533, 18505 .. 18558 , 18564 .. 18731, 
18565. .18726, 18684.. 18869 



951 

1996 

16707 

OJ990903_20 . 9A29 . C19 . 08 . tm 
9152 
none 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 

Method TBLASTX: Maize 

End 18731 

Score 94 



9152. .9349, 9163. .9387, 18564 .. 18731, 18565 .'. 18720 



951 
1996 
16707 

OJ990903_20.9A29.C19.o4 .tm 
10347 
none 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End - 18890 

Method TBLASTX : Mai ze 

End 10774 

Score 104 



10347. .10454, 10349 .. 10453, 10479. . 10751, 10490. .10774 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 

Method TBLASTX : Cress 

End 10829 

Score 183 



951 

1996 
16707 

OJ990903_20.9A29.C19.o5.tc 
10407 
none 

10407. .10829 

951 
1996 
16707 

OJ990903_20.9A29.C19.o8.tw 
10596 
none 

10596. .10829, 10622.. 10816 

951 
1996 
16707 

OJ990903_20.9A29.C19.o6.tw 
11144 
none 

11144. .11245, 11175. .11291, 11187 .. 1124 6, 11249 11524 , 
11292. .11405, 11344. .11529 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 

Method TBLASTX : Wheat 

End 10829 

Score 184 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 

Method TBLASTX : Wheat 

End 11529 

Score 101 



951 
1996 
16707 . 

OJ990903 20.9A29.C19.ol0.tm 



Seq. ID OJ990903_20.9A29.C19 
Strand 

End 18890 

Method TBLASTX : Maize 



1039 






O Lai L 


1 1 94 Q 






11 S24 

X X «J C 1 








none 






208 






Exons 


11949 11 S94 












Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29 


.C19 




Gene No. 


1996 




Strand 










1 6707 

X U / U / 




End 


18890 






Name 


O.T990903 90 9A29 PI 9 


n6 f 


Method 


TBLASTX : Soybean 






jLal L 


1 1 61 R 
11U1J 




End 


12028 






P T 
Vax 


none 




Score 


92 






Exons 


1 1 61 S 11716 Ml? f> 


. 11833, 


11849. .12028 






Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29 


.C19 




Gene No. 


1996 




Strand 








9t- ;=i rt" 


1 6707 




End 


18890 






LN ctllLC 


OJ990903 90 9A29 C19 


. o7 . tm 


Method 


TBLASTX: Maize 






Oldl L 


11840 ~~ 

llOl v 




End 


12472 






rir 






Score 


78 








11840 11908 12023 


. 12472, 


12034. .12186 






o e q . IN U . 


7Jl 




Seq. ID 


OJ990903_20.9A29 


. C19 




Gene No. 


1996 




Strand 








Start 


16707 




End 


18890 






Name 


O..TQQ0Q03 90 QA9Q PI Q 


• • LIN 


Method 


TBLASTX: Wheat 




■3 


O tax U 


i i qa a ~ 

1104D 




End 


12451 






PT 

OX 


none 




Score 


155 








i i o^c 1 901 Q 11866 

1 X O fi O • . 1 U 1 _? , HOOD. 


19018 


1204 4. .12238, 12242. .12307, 




: y 




19311 1 94 S1 

l&Jll • . 1^.4 Jl 










: y 


Seq. No. 


951 




Seq. ID 


OJ990903_20. 9A29 


.C19 


:3 
: i E 


Gene No. 


1996 




Strand 








1 6707 




End 


18890 






Name 


O.TQQ0Q03 90 9A99 PI Q 


o9 r n 


Method 


TBLASTX: Cress 








1 9093 ~~ 

X Z. U Z, O 




End 


12487 






PT 

ul 


none 




Score 


356 




t. * 




1 9093 1 9487 1 903S 


12313 

. 1l Jl J 








3 


Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29 


.C19 




Gene No. 


1996 




Strand 






3 


Cf art 
o L. a. J- c 


16707 




End 


18890 




_i 
af 


Name 


D.TQQ0Q03 20 QA99 PI Q 




Method 


TBLASTX : Soybean 






O Lai u 


1 90R0 ~ 




End 


12469 






PT 


1 HJ1 1 1: 




Score 


273 






Exons 


1 90^0 1 94 69 












Q /-* /-r Mr> 
Octjt IN O . 






Seq. ID 


OJ990903_20.9A29 


n 9 

• \*r X Zf 






1996 




Strand 








Start 


16707 




End 


18890 






Name 


OJ990903 20.9A29.C19 


.o3. ts 


Method 


TBLASTX : Soybean 






<Zi~A rr 


1 3047 




End 


13534 






PT 
ul 


c:qOQ960 
jjU ?Z DU 




Score 


96 






Exons 


13047. .13277, 13074. 


.13229, 


13258. .13320, 13259 13534 , 








13360.. 13524 












GI Descrip. 














Seq. No. 


951 




Seq. ID 


OJ990903_20- ; . 9A2 9 


.C19 




Gene No. 


/ IS 9 6 




Strand 







10'40 




Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


13255 ~" 




End 


13710 




GI 


none 




Score 


224 




Rvon s 


13255. .13509, 13259. . 


13516, 


13361. .13519, 13534.. 13710 




Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29. 


C19 


Gene No. 


1996 




Strand 






Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13334 ~~ 




End 


13770 




GI 


none 




Score 


209 




Fvnn s 

l_l V./ 1 1 o 


13334 . . 13531, 13348 . . 


13509, 


13534. .13770 




Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29. 


C19 


Gene No. 


1996 




Strand 






Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19. 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13594 




End 


13845 




GI 


none 




Score 


202 




Exons 


13594 . . 13839, 13660. . 


,13845 








Seq. No. 


951 




Seq. ID 


OJ990'903_20. 9A29. 


C19 


Gene No. 


1996 




Strand 


— 




Start 


16707 




End 


18890 




LN (3.1 uc 


OJ990903 20.9A29.C19. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13711 — 




End 


14148 




ox 


none 




Score 


455 






13711. . 14148, 13711. , 


.14145 








Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29, 


,C19 


Gene No. 


1996 




Strand 






Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19, 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


13825 " 




End 


14076 




(IT 


none 




Score 


295 




Exons 


13825. .14076, 13830. , 


.14039 








Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29, 


.C19 


Gene No. 


1996 




Strand 






Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19 


. o2. ts 


Method 


TBLASTX: Soybean 




Start 


-13912 




End 


14508 




GI 


none 




Score 


512 




4_l *\ \J 1 1 o 


13912. .14508, 13914. 


.14066, 


14101. .14301, 14106. .14507 




Sea No 


951 




Seq. ID 


OJ990903_20.9A29 


.C19 


Gene No. 


1996 




Strand 






Start 


16707 




End 


18890 




Name 


OJ990903 20.9A29.C19 


. o2.tm 


Method 


'TBLASTX : Maize 




Start 


14079 ' 




End 


14502 




GI 


none 




Score 


159 




Exons 


14079. .14213, 14080. 


.14208, 


14214. .14 4 35, 14215. .14502, 






14380. .14502 










Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29 


.C19 


Gene No. 


1996 




Strand 







1041 





Start 


16707 




End 


18890 






..Name / 


OJ990903 20.9A29.C19 


. o4 .tc 


'■ - Method 


TBLASTX: Cress - 






'"Start • • 


14086 




End 


14535 






GI 


none 




Score 


67 






Exons 


14086. .14175, 14185. 


.14301, 


14214. .14300, 14340. .14528, 








14341.. 14535 












Seq. No. 


951 




Seq. ID 


OJ990903_20. 9A29. 


C19 




Gene No. 


1996 




Strand 


_ 






Start 


16707 




End 


18890 






Name 


OJ990903 20.9A29.C19 


.oll.tm 


Method 


TBLASTX: Maize 






Start 


14766 




End 


14963 






GI 


none 




Score 


206 






Exons 


14766. .14963, 14778. 


.14963 










Seq. No. 


951 




Seq. ID 


OJ990903_20.9A29. 


C19 




Gene No. 


1996 




Strand 








Start 


16707 




End 


18890 






Name 


OJ990903 20.9A29.C19 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


14796 




End 


15185 






GI 


none 




Score 


172 






Exons 


14796. .14966, 14799. 


.14954, 


14977. .15027, . 14 978. .15022, 








15020. .15136, 15137. 


.15181, 


15147. .15185 




I J 


Seq. No. 


951 




Seq. ID 


OJ990903_20. 9A29. 


C19 


: 5 rz 
i. i e 


Gene No. 


1996 




Strand 






ri \ 


Start 


16707 




End 


18890 






Name 


OJ990903 20.9A29.C19 


. o3 . np 


Method 


AAT/NAP 






Start 


16695 




End 


18890 




— 


GI 


5921185 




Score 


963 




: ; 


Exons 


16695. .17347, 18014. 


.18890 








i s? 


GI Descrip. 


CYTOCHROME P450 7 6C1 


gi | 2979548 |gb |AAC06157.1| (AC003680) 




putative cytochrome 


P4 50 [Arabidopsis 


thaliana] 






Seq,. No. 


951 




Seq. ID 


OJ990903_20. 9A29. 


>C19 




Gene No. 


1996 




Strand 








Start 


; 16707 




End 


18890 






Name 


OJ990903 20.9A29.C19 


.o3.gs 


Method 


GENS CAN 




'■: r=r 


Start 


16707 




End 


18869 






GI 


none 




Score 


.97 






Exons 


16707. .17312, 17973. 


.18869 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



952 

1997 

273 

OJ990323_15 . 9A11 . C2 . ol . gs 
273 
none 



Seq. ID OJ990323_15.9A11.C2 

Strand + 

End 15939 

Method GENSCAN 

End " 15915 

Score .76 



273. .387, 1370. .1446, 1963 .. 2151 ,. 3570 .. 3750, 4591. .4656, 
4773. .4894, 5361. .5701, 5926.-5998, 6532. .6636, 6881. .6978, 
8268. .8338, 9962. .11423, 11671 .. 13150 , 13261 .. 13425 , 
13535. .13727, 13805 .. 13916, 14005 .. 14 152, 14254 .. 14 451, 
14537. .14815, 14 915 .. 1507 6, 15233 .. 152 65, 15316 15393, 
15784. .15915 



Seq. No. 
Gene No. 



952 
1997 



Seq. ID OJ990323_15. 9A11.C2 
Strand + 



1042 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start* 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



273 



- End . 15939 
OJ990323 15.9All.C2.ol.*np Method' AAT/NAP 
9973 . " End 15939 

3132825 Score 5669 

9973.. 11423, 11671 .. 13150, 13261 .. 13425, 13535 . . 13727 , 
13805. .13916, 14005. .14152, 14254 .. 14 451 , 14537 .. 14815 , 
14915. .15076, 15175. .15393, 15784.. 15939 

(AF063403) putative cytosine-5 DNA methyltransf erase [Zea mays] 



952 
1998 
16615 

OJ99032 3_1 5 . 9A1 1 . C2 . o5 . tm 
3649 



Seq. ID OJ990323_15.9A11.C2 
Strand + 

16897 

TBLASTX :Maize 
5603 
91 



End 

Method 
End 

none Score 
3649. .3750, 3649. .3750, 3650. .3751, 4437. .4676, 4439.-4654, 
4441. .4656, 5360. .5467, 5361. .5426, 5514. .5603, 5522. .5596 



952 

1998 

16615 

OJ990323__15.9All.C2.ol.tc 
10093 



none 
10093 
10539 
10970 
11305 
11641 



10227, 10125. .10172, 

10667, 10668. .10871, 

11107, 11086. .11274, 

11394, 11322. .11381, 

12123, 11672. .12106, 

12310. .12411, 12314. .12439, 

12461. .12841, 12517. .12852, 

13039. .13158, 13040. .13153, 

13637. .13732, 13803 .. 13913, 

14012. .14152, 14250. .14450, 

14254. .14454, 14528 14794 , 

14537. .14794, 14734 .. 14796, 

14937. .15089, 14 997 .. 15089, 

15190. .15393, 15296. .15394, 

952 

1998 

16615 

OJ990323_15. 9A11 . C2 . 06 . tm 
11109 
none 



Seq. ID OJ990323_ 
Strand + 
End 168 97 

Method TBLASTX :C 
End 15912 
Score 116 

10243. .10671, 10251. 

10672. .10809, 10933. 

11107. .11265, 11112. 

11388. .11426, 11389. 

11893. .12108, 12077. 

12316. .12447, 12398. 

12731. .12841, 12971. 

13249. .13428, 13564. 

13804. .13917, 13984. 

14252. .14455, 14253. 

14536. .14658, 14536. 

14912. .15079, 14914. 

15172. .15393, 15174. 

15778. ;15912, 15783. 



15. 9A11.C2 



ress 



.10511, 
. 11088, 
.11288, 
.11424, 
.12160, 
.12676, 
.13033, 
.13716, 
.14151, 
.14453, 
.14802, 
.15078, 
.15389, 
.15908 



Seq. ID OJ990323_15.9A11.C2 

Strand + 

End 16897 

Method TBLASTX: Maize 

End 11244 

Score 75 



11109. .11237, 11110. .11244, 11113. .11244 



952 

1998 

16615 

OJ990323_15 . 9A11 . C2 . o2 . tm 
11823 
none 



Seq. ID OJ990323_15.9A11.C2 

Strand + 

End 16897 

Method TBLASTX : Mai ze 

End 12300 

Score 254 



11823. .12188, 11824. .12153, 11825 .. 12196, 11870 .. 12154 , 
12'27_". .12300 



952 



Seq.. ID OJ990323_15.9A11.C2 



1043 



Gene No. 
Start- ■ 
Name 
Start 
GI 

Exons 



1998 Strand 

16615 ' " End 
OJ990323_15.9All.C2.o4.tm Method 
12675 End 
none Score 



16897 

TBLASTX: Maize 

13113 

86 



12675. .12806, 12727 1284 3, 12728 1284 1, 12827 13111, 
12845. .13111, 12880.. 13113 



Seq. No. 952 

Gene No. 1998 

Start 16615 

Name OJ990323_15 . 9A11 . C2 . o4 . ts 

Start 12970 

GI none 

Exons 12970. .13026, 12971 .. 13153, 
13249. .13338 



"Seq. ID OJ990323_15.9A11, 

Strand + 

End 16897 

Method TBLASTX : Soybean 

End 13344 

Score 173 
13069. . 13152, 13249. .13344, 



C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



952 

1998 

16615 

OJ990323_15 . 9A11 . C2 . o3 . tm 

13294 

none ■ 



Seq. ID OJ990323_15.9A11.C2 

Strand + 

End 16897 

Method TBLASTX : Mai ze 

End 13917 

Score 161 



13294. .13428, 13294 13425, 13525 .. 13728, 13532 .. 13732 , 
13587. .13736, 13792 13917 , 13792 .. 13911, 13803.. 13916 



952 
1998 
16615 
OJ990323 
13825 
none 
13825. 
14005. 
14253. 



15.9All.C2.ol.ts 



13917, 
14061, 
14444, 



13827. 
14012. 
14254. 



,13913, 
,14152, 
,14454, 



Seq. ID OJ990323_15.9A11. 

Strand + 

End 16897 

Method TBLASTX : Soybean 

End 14 622 

Score 137 
13984. .14148, 14003 .. 14167, 
14110. .14160, 14253. .14453, 
14533. .14622, 14536 .. 14 607 , 



C2 



14537. .14617 



Seq. No. 952 . Seq. ID 

Gene No. 1998 Strand 

Start 16615 .End 

Name OJ990323_15 . 9A11 . C2 . ol . tm Method 

Start 14005 - End 

GI none Score 

Exons 14005. .14151, 14006. . 14167, 

14252. .14452, 14253. .14453, 
14536. .14808, 14537 .. 14815, 
14909. .15079, 15172 .. 15393, 
15174. .15389, 15771 .. 15896, 
15781. .15903 



OJ990323_15.9A11.C2 
+ 

16897 

TBLASTX: Maize 
15912 
220 

14012. .14152, 14250. .14450, 
14254. .14454, 14535 .. 14 651 , 
14691. .14843, 14902 .. 15078, 
15172. .15384, 15174 .. 15395 , 
15778. .15912, 15780 .. 15902 , 



OJ990323_15.9A11.C2 
+ 

16897 

TBLASTX : Soybean 
15022 
238 

14627. .14872, 14629. . 14796, 14909 .. 14977, 14939.. 15022 



Seq. No.- 952 Seq. ID 

Gene No. 1998 Strand 

Start 16615 End 

Name OJ990323_15 . 9A11 . C2 . o3 . ts Method 

Start 14627 End 

GI . none Score 
Exons 



1044 



Seq. No. 


952 


Seq.- ID 


OJ990323_15.9A11. 


C2 


Gene No. 


1998 


Strand 


+ 




Start 


16615 


End 


16897 




Name 


OJ990323~15.9All.C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15053 


End 


15371 




GI 


none 


Score 


43 




Exons 


15053. .15079, 15053 .. 15079, 


15169. .15369, 15172 .. 15369, 






15177. .15371 








Seq. No. 


952 


Seq. ID 


OJ990323_15.9A11. 


C2 


Gene No. 


1998 


Strand 


+ 




Start 


16615 


End 


16897 




Name 


OJ990323 15.9All.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15198 


End 


15971 




GI 


none 


Score 


367 




Exons 


15198. .15392, 15199 .. 15393, 


15200. .15394, 15200. .15394, 






15778. .15909, 15782 .. 15922, 


15783. .15920, 15942.. 15971 




Seq. No. 


952 


Seq. ID 


OJ990323_15. 9A11 




Gene No. 


1998 . 


Strand 


+ 




Start 


16615 


End 


16897 




Name 


OJ990323 15.9All.C2.o2.gs 


Method 


GEN SCAN 




Start 


16615 


End 


16897 




GI 


none 


Score 


.98 




Exons 


16615. .16743, 16745.. 16897 








Seq. No. 


953 


Seq. ID 


OJ990323_15. 9A11 




Gene No. 


1999 


Strand 


+ 




Start 


47 ' 


End 


196 




Name 


OJ990323 15. 9A11 . C3 . ol . gs 


Method 


GEN SCAN 




Start 


47 


End 


196 




GI 


none 


Score 


.85 




Exons 


47. .196 








Seq. No. 


953 


Seq. ID 


OJ990323_15.9A11 


.C3 


Gene No. 


2000 


Strand 


+ 




Start ' 


3144 


End 


6041 




Name 


OJ990323 15. 9All.C3.ol.np 


Method .* 


• AAT/NAP 




Start 


3144 


End 


6041 




GI 


4894963 


Score 


331 




Exons 


3144. .3162, 4593. .4707, 498E 


..5329, 5410. .5535, 5865. .6041 


GI Descrip. 


(AF140553) DNA-binding protein WRKY3 • 


[Avena sativa] 




Seq. No. 


953 


Seq. ID 


OJ990323_15. 9A11 


.C3 


Gene No. 


2000 


Strand 


+ 




Start 


3144 


End 


6041 




Name 


OJ990323 15.9All.C3.o3.gs 


Method 


GENSCAN 




''Start 


4482 


End 


6033 




GI 


none 


Score 


.56 




Exons 


4482. .5329, 5410. .5535, 5865. .6033 






Seq. No. 


953 


Seq. ID 


OJ990323_15.9A11 


.C3 


Gene No. 


2001 


Strand 






Start 


284 


End 


977 




Name 


OJ990323 15.9All.C3.o2.gs 


Method 


GENSCAN 




Start 


284 


End 


977 





1045 






none 




Score 


.46 




284 400, 927 . . 977 








Seq. No. 


953 




Seq. ID 


OJ990323_15.9A11.C3 


Gene No. 


2002 




Strand 




Start 


7944 




End 


11911 


Name 


OJ990323 15 . 9A1 1 . C3 . o2 . 


ts 


Method 


TBLASTX: Soybean 


OLC1I L 


5274 ~~ 




End 


5979 


\J -L 


none 




Score 


44 


Exons 


5274 . .5330, 5390. .5536, 


5404. 


.5535, 5E 


J62..5954, 5863. .5979 


Seer No 


953 




Seq. ID 


OJ990323_15.9A11.C3 




2002 




Strand 




Start 


7944 




End 


11911 • 


Name 


OJ990323 15.9All.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5298 




End 


5982 


GI 


none 




Score 


50 


Exons 


5298. .5333, 5392.. 5529, 


5405. 


.5536, 5407. .5532, 5863.-5982, 




5865. .5969 









Seq. No. 953 

Gene No. 2002 

*% Start 7944 ' 

i Name OJ990323_15 . 9A11 . C3 . o2 . tw 
f Start . 5301 

0 GI none 

LI Exons 5301.. 5342, 5390.. 5536, 5407. 

^ 5863.-5976 



.Seq. ID OJ990323_15.9A11.C3 
Strand 

End 11911 • 

Method TBLASTX: Wheat 

End 5976 

Score 55 

.5535, 5862.. 5975, 5862. .5975, 



Seq. No. 953 ' 

Gene No. 2002 

Start 7944 

Name OJ990323_15 . 9A11 . C3 . o4 . gs 

Start 7944 

GI none 

Exons 7944.. 8000, 8293.-8447, 8638. 

10761. .11070, 11598. . 11911 



Seq. ID OJ990323_15. 9A11.C3 
Strand 

End 11911 

Method GENSCAN 

End 11911 

Score .73 

.8833, 9182. .9244, 10356 .. 10652 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



953 

2002 

7944 

OJ990323_15 . 9A11 . C3 . ol . gp 

8387 

4716303 

8387..8833, 10356. .10386 
2982268 1.0e-46 (AF051217) 
[Picea mariana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_15.9A11.C3 

11911 
AAT/GAP 
10386 
877 



probable 40S ribosomal protein S15 



953 

2002 

7944 

OJ990323_15.9All.C3.ol.tc 

8557 

none 

8557. .8637, 8564.-8839, 8586 
10356. .10415, 10495. .10617, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8849, 8737 
10518. .10610 



OJ990323 15.9A11.C3 



11911 - 

TBLASTX: Cress 
10617 
396 

8841, 10345. .10416, 



1046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 
■*3 Start 
Q GI 
T! Exons 



953 Seq. ID 

2002 Strand 

.7944 End 

OJ990323_15 . 9A11 . C3 . ol . tw Method 

8561 End 

none Score 



OJ990323_15.9A11.-C3 
11911 

TBLASTX : Wheat 

10611 

377 



8561. .8839, 8583. .8849, 8585. .8869, 8592. .8840, 8737. .8856, 
10356. .10415, 10356. .10415, 10357 .. 10428 , 104 91 10529, 
10495. .10611, 10515.. 10610 



953 V 

2002 

7944 

OJ990323_15 . 9A11 . C3 . ol . tm 

8562 

none 



Seq. ID OJ990323_15.9A11.C3 



Strand 
End 

Method 

End 

Score 



11911 

TBLASTX: Maize 

10617 

416 



8562. .8849, 8567. .8869, 8567. .8839, 8746.-8856, 10356 .. 104 15 , 
10356. .10415, 10357. .10416, 10480 .. 10617 , 10515. .10610 



953 

2002 

7944 

OJ990323_15 . 9A11 . C3 . ol . ts 

8576 

none 



Seq. ID OJ990323_15. 9A11.C3 
Strand 
End 

Method 
End 
Score 



11911 

TBLASTX : Soybean 

10617 

348 



8576. .8839, 8586. .8849, 10345 .. 10428 , 10356 .. 104 15, 
10492. .10617, 10518.. 10610 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



953 

2002 

7944 

OJ990323 15.9All.C3.o2.np 



OJ990323 15.9A11.C3 



Seq. ID _ 
Strand 

End 11911 
Method AAT/NAP 
8588 End 10649 

730645 Score 631 

8588.. 8833, 10356 .. 10413, 10498. .10649 

40S RIBOSOMAL PROTEIN S15 gi | 629556 | pir | | S4 34 12 ribosomal 
protein S15 - Arabidopsis thaliana gi | 313152 | emb | CAA80679 | 
(Z23161) ribosomal protein S15 [Arabidopsis thaliana] 
gi|313188|emb|CAA80681| (Z23162) ribosomal protein S15 
[Arabidopsis thaliana] gi | 1903366 | gb | AAB70449 I (AC000104) Strong 
similarity to Oryza 40S ribosomal protein S15. ESTs 
gb|R29788,gb|ATTS0365 com 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



953 

2002 

7944 

OJ990323JL5 . 9A11 . C3 . o3 . gp 
10356 

392 1.R1084 



OJ990323 15.9A11.C3 



Seq. ID _ 
Strand 

End 11911 
Method AAT/GAP 
End 10831 
_ Score 475 

10356. .10413, 10498. .10652, 10761.. 10831 

•2982268 4.0e-70 (AF051217) probable 40S ribosomal protein S15 
[Picea mariana] 1 



Seq. No. 954 Seq. ID 

Gene No. 2003 Strand 

Start 8306 End 

Name OJ990323 15 . 9A11 . C4 . o2 . gs Method 



OJ990323_15. 9A11.C4 
+ 

8682 
GENSCAN 



1047 






ft ^nfi 




End 


8682 






none 




Score 


.88 




v on c 


ft^Dfi 8490 84S6 


. 8682 




- 




Oon Mo 
OctJ. LN U . 


QR4 




Seq. ID 


OJ990323 15.9A11 


.C4 


f^^n^ No 

uCllC LN W • 


2004 




Strand 


+ ~~ 




Start 


9142 




End 


10313 




Name 


OJ990323 15.9A11. 


C4 .ol.gp 


Method 


AAT/GAP 




O Lai L 


^ \J *i t. 




End 


10055 




n 


941 ^fi 1 R1 084 




Score 


1725 




TT 1 v ot"» o 


Q04? ~Q^18 9*399 

iL, . . -7 JIU / ? -J -S J • 


. 10055 










1 0 64 1 91 1 ^ np-? s 


f AF031547 ) 


histone-like protein [Fritilla 




QUiCOLlJ J 










C^/t NTo 


954 




Seq. ID 


n.TQQO??^ 1 S 9A1 1 


. C4 


Gene No. 


2004 




Strand 


_|_ 




Start 


9142 




End 


1U JI J 




IN CULIC 


OJ990323 15.9A11. 


C4 .ol.np 


Method 


z\at /map 




o Lai L 


9142 




End 


i ni no 




ol 


5230785 




Score 


564 






9142. .9318, 9399. 


.9871, 9932 


. .10100 






OX UCDtyi -L> ^— ' • 


(AF107024) histone HI WH1B.1 


[Triticum 


aco L J. V UilLJ 




Seq. No. 


954 




Seq. ID 


OTQQn^9? 1 ^ QA1 1 




Gene No. 


2004 




Strand 


_i_ 
i 




OLalL 






End 


1 0^1 ^ 

1UJ1 J 




Name 


OJ990323 15.9A11. 


C4 .o3.gs 


. Method 


oHjlNO^ralN 




o izar l 


9142 




End 


10313 






none 




Score 


.57 






9142. .9318, 9399. 


.10099, 10187.. 10313 






Seq. No. 


954 




Seq. ID 


OJ990323_15.9A11 


.C4 


Gene No. 


2005 




Strand 






Cf art 
u Lai L 


11075 




End 


11281 




Name 


OJ990323 15.9A11. 


C4 .o4 .gs 


Method 


GENSCAN 




Q+- a >--}- 
O Lai L 


11075 




End 


11281 






none 




Score 


.51 




v on G 


11075.. 11281 










Seq. No. 


954 




Seq. ID 


OJ990323_15.9A11 


.C4 


Gene No. 


2006 




Strand 






OLdl L 


11858 




End 


12054 




Name 


OJ990323 15.9A11. 


C4 .ol.tm 


Method 


TBLASTX: Maize 




C +- -a *-+- 


9136 




End 


9735 




PT 


none 




Score 


263 




DAUllO 


9136. .9156, 9285. 


.9329, 9396 


..9587, 9398.. 9586, 9712.. 9735 


Seq. No. 


954 




Seq. ID 


OJ990323_15. 9A11 


.C4 


Gene No. 


2006 




Strand 






O Lai L 


11858 




End . 


12054 




Name 


OJ990323 15.9A11. 


C4 .ol.tc 


Method 


TBLASTX: Cress 




Start 


9396 




End 


9593 




GI 


none 




Score 


187 




Exons 


9396. .9593, 9398. 


.9592 








Seq. No. • 


954 




Seq. ID 


OJ990323_15.9A11 


.C4 


Gene No. 


2006 




Strand 







1048 




Start 


11858 


End 


12054 




OJ990323 15 9A11 C4 ol tw 


Method 


TBLASTX: Wheat 


o Lai l 


9396 ~~ 
j j .7 \j 


End 


9584 




t\ on 0 


Score 


253 




9396 9584 9398 9583 






Seq. No. 


954 


Seq. ID 


OJ990323_15.9A11.C4 


Gene No. 


2006 


Strand 




Cfarf 


11858 


End 


12054 


Name 


OJ990323 15 9A11 C4 ol ts 


Method 


TBLASTX: Soybean 


O LCtl L 


9396 ~ 


End 


9596 


\j ± 


none 


Score 


116 


CjAUllo 


9396 9500. 9407.. 9484, 9492. 


.9596, 9494.. 9592 


O C *J . LN Lj> * 


954 


Seq. ID 


OJ990323_15. 9A11.C4 


Ganp No - 


2006 


Strand 


- 


Start 


11858 


End 


12054 


Name 


OJ990323 15.9All.C4.o2.gp 


Method 


AAT/GAP 


9ta rt 


11858 


End 


12054 




24989 1.R1084 


Score 


314 


IT von c: 


11858. .12054 








'5042437/gb|AC007789.1 IAC007789 2 . Oe- 


13 Oryza sativa BAC T49B20 




.genomic sequence, complete sequence ' 




064. LN O * 


955 


Seq. ID 


OJ990323_15.9A11.C5 


Gene No. 


2007 


Strand 


. + 


Start 


86 


End 


5124 


Name 


OJ990323 15.9All.C5.ol.gs 


Method 


GENSCAN 




86 


End 


5124 


u-L 


none 


Score 


.76 




86. .145, 499. .617, 1752. .2178 


, 3259.. 


3345, 3743.. 3853, 




4226. .4426, 4456.-4576, 5081. 


.5124 




Seq. No. 


955 


Seq. ID 


OJ990323_15.9A11.C5 


Gene No. 


2007 


Strand 


+ 


O l_ CI i- 1— 


86 


End 


5124 




OJ990323 15.9All.C5.ol.gp 


Method 


AAT/GAP 


Cf art 


303 


End 


1924 


(IT 


none 


Score 


874 


ili AU11 J 


303. .588, 1752. .1924 








955 


Seq. ID 


OJ990323_15.9A11.C5 




2007 


Strand 


+ 


Start 


86 


End 


5124 


Name 


OJ990323 15.9All.C5.ol.np 


Method 


AAT/NAP 


Cf arf 
O Lai L 


1732 


End 


4468 




6175167 


Score 


231 




1732.. 1855, 1919.. 2056, 2619. 


.2694, 3038. .3131, 3259. .3330, 




3743. .3853, 4226. .4468 








(AC011437) unknown protein [Arabidopsis thaliana] 


Seq. No. 


955 


Seq. ID 


OJ990323_15.9A11.C5 


Gene No. 


2007 


Strand 


+ 


Start 


86 


End 


5124 


Name 


OJ990323 15.9All.C5.o2.gp 


Method 


AAT/GAP 


Start 


3233 


End 


4765 


GI 


67563 1.R1084 


Score 


1350 



1049 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3233.. 3331, 3743.. 3853, 4226.. 4765. 

, 4510381/gb|AAD21469.1| 3.0e-14 (AC007017) unknown protein 
[Arabidopsis thaliana] ' 



955 
2008 
6720 

OJ990323_15. 9A11 . C5 . o2 . np 
6516 
5882740 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323_15. 9A11.C5 
+ 



8804 
AAT/NAP 
8804 
419 

6516. .7134, 7732. .8193, 8293.-8524, 8600. .8804 
(AC008263)' F25A4.20 [Arabidopsis thaliana] 

gi | 6646781 | gb | AAF21093 . 1 |AC013258_31 (AC013258) hypothetical 
protein [Arabidopsis thaliana] 







955 




Seq. ID 


OJ990323_ 


15. 9A11 






2008 




Strand 


+ 






Start . 


6720 




End 


8804 






Name 


OJ990323 15.9A11.C5. 


o2 . gs 


Method 


GEN SCAN 






Start 


6720 




End 


8801 








none 




Score 


. 69 








6720.. 7485, 7585.. 8801 








;S St. 

: ; 


O " vJ • VI KJ * 


955 




Seq. ID 


OJ990323_ 


15. 9A11 


! e3 


OtJllC LN W . 


2009 




Strand 


+ 






O LCll L- 


12292 




End 


13128 




." . , 

!*y 


Name 


OJ990323 15.9A11.C5. 


o4 . gs 


Method 


GENSCAN 






Start 


12292 




End 


13128 






GI 


none 




Score 


.54 




LJ 


Pynn c 


12292. .12495, 12518. 


.12793, 


12871. .13128 




i y 


O C *J • IN \J • 


955 




Seq. ID 


OJ990323_ 


15. 9A11 






2010 




Strand 


+ 






Start 


16045 




End 


22986 




': i 
e 


IN CHUG 


OJ990323 15.9A11.C5. 


o3 . np 


Method 


AAT/NAP 




* '.J 


Start 


16012 




End 


16795 






GI 


6562256 




Score 


628 




hi 


Exons 


16012. .16346, 16439. 


.16795 










GI Descrip. 


(AL132980) putative protein 


[Arabidopsis thaliana] 


1. J 


Seq. No. 


955 




Seq. ID 


OJ990323_ 


15.9A11 




Gene No. ~ 


2010 




Strand 


+ 






Start 


16045 




End 


22986 






Name 


OJ990323 15.9A11.C5. 


06 . gs 


Method 


GENSCAN 






Start 


16045 




End 


22986 






GI 


none 




Score 


.75 






Exons 


16045. .16278, 16418. 


.16738, 


18216. .18315, 19326. 


.19472, 






20684 . .21032, 21702. 


.21770, 


22267. .22402, 22688. 


.22710, 






22821. .22986 












Seq. No. 


955 




Seq. ID 


OJ990323_ 


15.9A11 




Gene No. 


2010 




Strand 


+ 






Start 


16045 




End 


22986 






Name 


OJ990323 15.9A11.C5. 


o4 . np 


Method 


AAT/NAP 






Start 


18228 




End 


22711 






GI 


629783 




Score 


728 






Exons 


18228. .18315, 20684. 


.21032, 


21702. .21770, 22267. 


.22402, 



1050 



GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



*=f Seq. No. 

Gene No. 
Q Start 

Name 

Start 

GI 

Exons 



22685.'. 22711 

ES43 protein - barley gi 1 1345528 | emb | CAA54 682 | (X77575) ES43 
[Hordeum vulgare] 



955 Seq. ID 

2010 Strand 

16045 End 

OJ990323_15 . 9A11 . C5 . o4 . gp Method 

20684 End 

46243_1.R1084 Score 
20684.. 21033 

'629783/pir | IS44281 3.0e-58 ES43 protein - barley 
>gi_1345528_emb_CAA54 682_ (X77575) ES43 [Hordeum vulgare] ' 



OJ990323_15.9A11.C5 
+ 

22986 
AAT/GAP 
21033 
622 



955 

2011 

24315 

OJ990323_15.9All.C5.o7.gs 

24315 

none 

24315. .24906, 25001 .. 25092 , 
26753. .26953, 27074 . .27181, 
28781. .29058, 30093.. 30373 



Seq.' ID OJ990323_15.9A11.C5 

Strand + 

End 30373 

Method GENSCAN 

End 30373 

Score .68 



25735. .25818, 26379. 
27398. .27472, 27591. 



955 

2011 

24315 

OJ990323_15 . 9A11 . C5 . o5 . np 

24534 

129021 

24534. .24590, 24 681 .. 24871, 
26753. .26953, 27074 .. 27181, 



.26456, 
.27783, 



15.9A11.C5 



Seq. ID OJ990323_ 
Strand + 
End 30373 
Method AAT/NAP 
End' 27472 
Score 289 
24979. .25137, 26379.-264 56, 
27398. .27472 

SPO0B-ASSOCIATED GTP-BINDING PROTEIN gi | 98326 | pir | | B32804 
GTP-binding protein,. spoOB 3 1 -region - Bacillus subtilis 
gi 1 508979 (M24537) GTP-binding protein [Bacillus subtilis] 
gi I 2635257 |emb| CAB14752| (Z99118) GTPase activity [Bacillus 
subtilis] , 



955 

2012 

10180 

OJ990323_15 . 9A1 1 . C5 . o3 . gs 

10180 

none 

10180. .10403, 10528. .10645, 
11116.. 11191 



Seq. ID 

.Strand 

End 

Method 

End 

Score 



OJ990323_15.9A11.C5 

11191 
GENSCAN 
11191 
.4 



10676. .10764, 10935 11111, 



Seq. No. 955 

Gene No. 2013 

Start 13986 

Name OJ990323_15 . 9A1 1 . C5 . o5 . gs 

Start 13986 

GI none 

Exons 13986. .14552, 14653.. 14811 

Seq. No. .955 

Gene No. 2014.. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990323_15.9A11.C5 

14811 
GENSCAN 
14811 
.65 



OJ990323 15:9A11.C5 



1051 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Q Gene No. 
:.g Start 
ff\ Name 

Start 
! t !T GI 

Exons - 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



18085 End 18325 

OJ990323 15.9All.C5.o3.gp Method AAT/GAP 

18085 " End 18325 

46243_1.R1084 Score 416 
18085. .18325 

, 629783/pir||S44281 3.0e-58 ES43 protein - barley 

>gi 1345528 emb CAA54682_ (X77575) ES43 [Hordeum vulgare] ' 



955 

2015 

22685 

OJ990323_15. 
1774 
none 
1774. 
1935. 
2614. 
3089. 
3800. 
4324. 
4632. 



.1896, 
.1997, 
.2694, 
.3148, 
,3862, 
.4530, 
.4655, 



9All.C5.o7.tm 



1774.. 1899, 1786. 

1994. .2176, 2019. 

3038.. 3076, 3043. 

3256.-3327, 3257. 

4221.. 4271, 4222. 

4332.. 4427, 4332. 
4639. .4656 



Seq. ID OJ990323JL5.9A11.C5 
Strand 

End 23069 
Method TBLASTX : Maize 
End 4656 
Score 133 

.1980, 1814. .1999, 1858. .2022, 
.2177, 2029. .2178, 2038. .2172, 
.3129, 3060.. 3131, 3060.. 3137, 
.3283, 3739. .3855, 3743. .3853, 
.4278, 4223. .4270, 4260. .4346, 
.4544, 4333..4S39, 4549. .4614, 



955 
2015 
22685 

OJ990323_15 . 9A11 .C5.ol.tw 
1792 
none 

1792. .1914, 1792.. 1905, 1807. 
2068. .2178, 2083.. 2163, 2084, 

955 Seq. ID 

2015 Strand 

22685 End 

OJ990323_15 . 9A11 . C5 . 08 . tm Method 

6591 End 

none Score 

6591.. 6767, 6593.-6835, 6645;. 6836 . 

955 ^ Seq. ID 

2015 Strand 

22685 End 

OJ990323_15 . 9A11 -C5.o3.ts Method 

7797 End 

none Score 

7797.. 8189, 7842.. 8093, 7922.. 8188 



Seq. ID OJ990323_15.9A11.'C5 
Strand 

End 23069 

Method TBLASTX : Wheat 

End 2178 

Score 131 

.2100, 1819.. 2079, 1905.. 2093, 
.2176 



955 

2015 

22685 

OJ990323_15 . 9A1 1 . C5 . 06 . tm 

7890 

none 

7890. .8147, 7977. .8093 

955 
2015 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990323_15.9A11.C5 
23069 

TBLASTX: Maize 

6836 

220 



OJ990323_15.9A11.C5 
23069 

TBLASTX: Soybean 

8189 

309 



OJ990323_15 . 9A11 . C5 
23069 

TBLASTX: Maize 

8147 

259 



OJ990323 15.9A11.C5 



1052 




Start 


22685 




End 


23069 




Name 


OJ990323.15.9A11.C5. 


,o2 . tc 


Method 


TBLASTX: Cress' 




Start 


7908 




End 


8783 






none 




Score 


248 




Exons 


7908.. 8165, 7980. .8093, 7985 


..8125, 8613.. 8783 




Seq. No. 


955 




Seq. ID 


OJ990323_15.9A11, 


,C5 


Gene No. 


2015 




Strand 






Start 


22685 




End 


23069' 




Name 


OJ990323 15.9A11.C5. 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


1 60^5 




End 


16215- . - 






none 




Score - 


225 






16035. . 16214, 16075, 


. . 16215, 


16096.. 16215 




Seq . No . 


955 




Seq. ID 


OJ990323_15.9A11 


.C5 


Gene No. 


2015 




Strand 






Start 


22685 




End 


23069 




Name 


OJ990323 15.9A11.C5 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


16042 




End 


16797 




GI 


none 




Score 


307 




R von 


16042. .16278, 16043 


. .16243, 


16062. .16253, 164 50 .. 16551, 






16451. .16558, 16579 


. . 16797, 


16580. .16783 




ij c ^ • • 


' 955 




Seq. ID 


OJ990323JL5.9A11 


.C5 


Gene No. 


2015 




Strand 






Start 


22685 




End 


23069 




Name 


OJ990323_15'.9A11.C5 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 






End 


16588 




GI 


none 




Score 


170 




LiAUUij 


16044. .16268, 16044 


. . 16268, 


16045. .16278, 16045. .16278, 






16415. .16588, 16416 


. .16496, 


16417. .16587 




Seq. No. 


955 




Seq. ID 


OJ990323_15.9A11 


.C5 


Gene No. 


2015 




Strand 






Start 


22685 




End 


23069 




Name 


OJ990323 15.9A11.C5 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


16588 




End 


16806 




GI 


none 




Score 


.254 




Exons 


16588V'. 16806, 16589 


. .16780, 


16600. .16806 




O C VJ • LiU • 


955 




Seq. ID 


OJ990323_15.9A11 


.C5 




2015 




Strand 






Start 


22685 




End 


23069 




Name 


OJ990323 15.9A11.C5 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18234 




End 


22405 




GI 


none 




Score 


82 




Exons 


18234. .18323, 20677 


. .21033, 


20682. .21035, 20685 .. 21032, 






20689. .21033, 21681 


. .21773, 


21688. .21783, 21703 .. 21771, 






21704. .21772, 22254 


. .22400, 


22255. .22404, 222 66 .. 22400, 





22268. .22405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



955 

2015 

22685 

OJ990323 

20674 

none 



15.9All.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_15.9A11.C5 
23069 

TBLASTX: Cress 

20958 

70 



1053 



Exons 


20674. .20757", * 20682 


.20756, 


20698. .20958/ 20724 .. 20957, 






20767. .20958 










Seq. No. 


955 




Seq. ID 


OJ990323_15. 9A11 


.C5 


Gene No. 


2015 




Strand 






Of- -a r +- 






End 


23069 




Name 


OJ990323 15.9A11.C5 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


20676 




End 


21771 




GI 


none 




Score 


92 




Exons 


20676. .207.56, 20677 


.20793, 


20776. .21033, 20781 .. 21035, 






20799.^.21035,. 21703 


.21771-; 








Seq. No. 


955 




Seq. ID 


OJ990323_i5.9All 


.C5 


UCilC IN w • 


£^ \J J_ J 




Strand 






Start 


22685 




End 


23069 




Name 


OJ990323 15.9A11.C5 


o5.gp 


Method 


AAT/GAP 




Start 


22685 




End 


23069 




GI 


none 




Score 


662 




Exons 


22685. .23069 










Seq. No. 


955 




Seq. ID 


OJ990323_15.. i 9All 


.C5 


Gene No. 


2016 




Strand 






Cfa v-f- 
OLdl U 


94440 




End 


24864 




Name 


OJ990323 15.9A11.C5 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


24440 




End. 


24860 




GI ■ 


none 




• "Score 


130 




Exons 


24440. .24490, 24507 


.24596, 


24521. .24592, 24 677 .. 24739, 






24678. .24860, 24799 


.24 837 








Seq. No. 


955 




Seq. ID 


OJ990323_15. 9A11 


-C5 


Gene No. 


2016 




Strand 






O L cl X. l_ 


*i *i *a 




End 


24864 




Name 


OJ990323 15.9A11.C5 


o2 .tm 


Method 


TBLASTX: Maize 




Start 


24527 




End 


24864 




GI 


none 




Score 


168 




Exons 


24527. .24631, 24528 


.24668, 


24675.-24863, 24677 .. 24808, 






24768. .24863, 24793 


.24864 








Seq. No. 


955 




Seq. ID 


OJ990323_15. 9A11 


-C5 


Gene No. 


2017 




Strand 






O L. Cl -L U 


968S8 




End 


27466 




Name 


OJ990323 15.9A11.C5 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


26858 




End 


27466 




GI 


none 




Score 


143 




Exons 


26858. .26959, 26893 


.26949, 


27071. .271 


81, 27071. .27181, 






27395. .27466 










Seq. No. 


955 




Seq. ID 


OJ990323_15. 9A11 


.C5 


Gene No. 


2018 




Strand 






Start 


27397 




End 


27992 




Name 


OJ990323 15.9A11.C5 


o3. tm 


Method 


TBLASTX: Maize 




Start • 


27397 




End 


27992 




GI 


none 




Score 


112 




Exons - 


27397. .27471, 27398 


.27472, 


27403. .274 


74, 27585. .27704, 






27589. .27789, 27589 


.27774, 


27590. .27790, 27591 .. 27812, 






27900. .27980, 27908 


.27985, 


27910. .27984, 27915.. 27992 





1054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



956 Seq. ID OJ990323_14 . 9A18 . CI 

2019 Strand 

1 End 517 

OJ990323_14 . 9A18 . CI . ol . np Method AAT/NAP 

1 End 517 

2498930 Score 886 

1. .517 

DORSAL -VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU L AT I ON 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No.. 956 , . Seq. ID 

Gene No. 2019 Strand 

Start 1 End 

Name OJ990323_14 . 9A18 . CI . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 437 



OJ990323_14 .9A18.C1 
517 

GENSCAN 

437 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



957 Seq. ID OJ990323_14 . 9A18 .C2 

2020 Strand 

1 End 161 

OJ990323_14 . 9A18 . C2 . ol . np Method AAT/NAP 

1 End 161 

2498930 Score . 41 

1. .161 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 957 Seq. ID 

Gene No. 2021 Strand 

Start 102 End 

Name OJ990323_14 . 9A18 . C2 . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102.. 161 



OJ990323_14 .9A18.C2 
161 

GENSCAN 

161 

.94 



Seq. No. 958 Seq. ID 

Gene No. 2022 • Strand 

Start 165 End 

Name OJ990323 JL4 . 9A18 . C4 . ol . tc Method 

Start 39 End 

GI none Score 

Exons 39.. 203, 41.. 205, 44.. 205 



OJ990323_14.9A18.C4 
+ 

692 

TBLASTX: Cress 

205 

208 



Seq. No. 958 Seq. ID 

Gene No. 2022 Strand 

Start 165 End 

Name OJ990323_14 . 9A18 .C4 . ol . gs Method 

Start 165 End 

GI •. none Score 

Exons 165 . . 667 



OJ990323_14.9A18.C4 
+ 

692 

GENSCAN 

667 

.87 



Seq. No. 958 Seq. ID 

Gene No. 2022 Strand 

Start 165 End 

Name ' OJ990323_14 . 9A18 .C4 . ol . np Method 

Start 165" End 



OJ990323_14.9A18.C4 
+ 

692 

AAT/NAP 
692 



1055 



GI 5103193 Score 926 

Exons 165.. 6 92 

GI Descrip. (AP000342) transposase of TnlO [Plasmid R100] 

gi|5738084 |gb|AAD50242.1|AF162223_l (AF162223) ISlO-left 
transposase [Shigella flexneri] 



Seq. No. 959 Seq. ID 

Gene No. 2023 Strand 

Start 95 End 

Name OJ990323_14 . 9A18 . C5 . ol . gs - Method 

Start ' .95. '. ;: ' . . . -End 

GI none Score 

Exons 95 . . 445 



OJ990323_14.9A18.C5 
+ 

445 ' 

GENSCAN 
■ 445 
.64 





959 




Seq. ID 


OJ990323_14.9A18.C5 




2024 




Strand 


+ 


Start 


5689 




End 


9343 


LNdlLLC 


OJ990323 14 


. 9A18 .C5.o3.gs 


Method 


GENSCAN 


Cfarf 
JLai L 


5689 




End 


9343 


GI 


none 




Score 


.76 


Exons 


5689. .5855, 


5916.. 6120, 6122 


..6382, 6751. .6963, 7012. .7264, 




9186. .9343 








OC^i LN \J • 


959 




Seq. ID 


OJ990323_14.9A18.C5 


CI IC V*\J • 


2025 




Strand 




Start 


277 




End 


3292 


Marries 
IN 0.111c 


OJ990323 14 


.9A18.C5.ol.gp 


Method 


AAT/GAP 


Start 


. 277 




End 


737 


GI 


LIB3432-020 


-P1-K1-H7 


Score 


657 


F,vnn<; 


277. .380, 474. .737 








, 1655637/emb|CAA90889| 5.0e- 


37 (Z54179) 


orf [Mus musculus] 


Sea No 


959 




Seq. ID 


OJ990323_14.9A18.C5 


fipnp No 


2025 




Strand 




Start 


277 




End 


3292 


Name 


OJ990323 14 


.9A18.C5.ol.np 


Method 


AAT/NAP 


Start 


.459 




End 


2416 


GI - 


5138930 




Score 


741 


Exons 


459. .710, 1394. .1635, 2241.. 


2272, 2364. 


.2416 


GI Descrip. 


(AF093680) 


transcription factor IIB [Homo sapiens] 


Seq.. No. 


959 




Seq.. ID 


OJ990323_14.9A18.C5 


Gene No. 


2025 




Strand 




Start 


277 • 




End 


3292 


Name 


OJ990323 14 


.9A18.C5.o2.gs 


Method 


GENSCAN 


Start 


1334 




End 


3292 


GI 


none 




Score 


.81 


Exons 


1334. .1357, 


1394.. 1635, 2241 


..2272, 2996.. 3161, 3256.. 3292 


Seq. No. 


959 




Seq. ID 


OJ990323_14.9A18.C5 


Gene No. 


2025 




Strand 




Start 


277 




End 


3292 


Name 


OJ990323 14 


. 9A18.C5.o2.gp 


Method 


AAT/GAP 


Start 


1448 




End 


3134 


GI 


3061139 




Score 


731 


Exons ' 


1448. .1635, 


2241.. 2272, 2364 


..2457, 2996. .3134 


GI Descrip. 


1655637/emb 


ICAA90889I 2.0e-16 (Z54179) 


orf [Mus musculus] 



1056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

start 
1)3 Name 

i.i Start 

m GI 
jlji Exons 

GI Descrip. 

□ 

! S J Seq. No. 
i. *} Gene No . 
pjl Start 
' * ' Name 
! ;_ Start 
Q GI 

Exons 

! sj Seq.' No. 
lz Gene No. 
u Start 
! =J Name 

Start 

■GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



959 
2026 
3867 

OJ990323_14 . 9A18 . C5 . ol . ts 
471 



End 

Method 
End 

none Score 
471. .707, 471. .710, 538. .708, 1388. .1630, 1389. .1640, 
2242.-2292, 2243. .2281, 2358. .2417, 2363. .2419 



Seq. ID OJ990323_14.9A18.C5 
Strand 

6315 

TBLASTX: Soybean 
2419 
149 



.Seq. ID OJ990323_14..9A18.C5 
Strand 

End 6315 
Method TBLASTX : Maize 
End 2420 
none Score 162 

543. .716, 543. .716, 544. .717, 559.-744, 1377. .1640, 1394. .1645, 
1394. .1630, 1561. .1644, 2238. .2282, 2241. .2273, 2362. .2415, 
2363. .2416, 2364. .2420, 2367. .2420 



'959 
2026 
3867 

OJ990323_14 . 9A18 .C5.ol.tm 
543 



959 
2026 
3867 ■ 

OJ990323_14 . 9A18 . C5 . o3 . gp 
38.67 

34257 1.R1084 



Seq. ID OJ990323_14.9A18.C5 

Strand . - 

End • 6315 . 

Method AAT/GAP 

End . 6315 

Score 1028 



3867. .4018, 5645. .5903, 6181. .6315 

, 1655637/emb|CAA90889| 2.0e-16 (Z5417-9) orf [Mus musculus] 1 



960 
2027 
249 

OJ990323_14 . 9A18 . C6 . ol . gs 
249 
none 

249. .390, 874. .979, 1145. .1205 

960 
2027 
249 

OJ990323_14 . 9A18 . C6 . ol . gp 
591 
none 

591. .1024 

961 
2028 
72 • 

OJ990323_14.9A18.C7-.ol.gs 
72 

none 



Seq. ID OJ990323_14.9A18.C6 
Strand 

End 1205 

Method GENSCAN 

End 1205 

Score .66 



Seq. ID OJ990323_14.9A18.C6 
Strand 

End 1205 

Method AAT/GAP 

End 1024 

Score 818 



Seq. ID OJ990323_14.9A18.C7 

Strand + 

End 4.201 

Method GENSCAN 

End 4201 

Score .71 



72. .664, 1287. .1514, 2093. .2340, 2484. .2580, 3450. .3637, 
4143. .4201 



961 

2028 

72 



Seq. ID OJ990323_14.9A18.C7 
Strand + 
End 4201 



1057 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990323_14 

1284 

none 

1284. .1517, 
2481. .2546, 



Method TBLASTX : Maize 
End 2580 
Score 24 9 
1517, 2078. .2170, 2285. .2380, 2293.-2367, 
2579, 2482.. 2580 



.9A18.C7.ol.tm 



1284, 
2481, 



961 Seq. ID 

2028 Strand 

72 End 

OJ990323_14 . 9A18 . C7 . ol . np Method 

.2151 - End 

3618320 Score 
2151.. 2367, 2484.. 2605 

(AB001888) zinc finger protein [Oryza sativa] 



OJ990323_14.9A18.C7 
+ 

4201 
AAT/NAP 
2605 
84 



OJ990323_14.9A18.C8 
+ 



962 Seq. ID 

2029 Strand 
1 End 6379 

OJ990323_14 . 9A18 . C8 . ol . np Method AAT/NAP 

1 End 6264 

3776557 Score 1138 

1..66, 1355. .1505, 2425. .2476, 2550. .2605, 2864. .3022, 
3125.. 3234, 3552.-3775, 3940.. 4048, 4330.. 4489, 4636.. 4979, 
5153. .5266, 5559.-5644, 5781. .5896, 6077. .6264 
(AC005388) Contains similarity to gi 12924495 hypothetical 
protein Rvl920 from Mycobacterium tuberculosis genome 
gb|AL022020. [Arabidopsis thaliana] 



962 Seq. ID 

2029 Strand 

1 End 

OJ990323_14 . 9A18 . C8 . ol . gs Method 

1220 End 

none Score 



OJ990323_14.9A18.C8 
+ 

6379 
GENSCAN 
6267 
.84 



1220. .1505, 2425.-2476, 2550. .2605, 3125. .3229, 3457.-3563, 
3654. .3775, 3940. .4048, 4330. .4460, 4610. .4979, 5153. .5266, • 
5559.-5644, 5787.. 5896, 6077. .6267 



OJ990323_14 .9A18.C8 
+ 

6379 
AAT/GAP 
6379 
1012 



962 Seq. ID 

2029 Strand 
1 End 
OJ990323_14. 9A18 . C8 . ol . gp Method 
5570 End 
LIB3434-025-P1-K1-E4 Score 
5570. .5644, 5734.-5896, 6077. .6379 

'3776557 4.0e-24 (AC005388) Contains similarity to gi_2924495 
hypothetical protein Rvl920 from Mycobacterium tuberculosis 
genome gb_AL022020. [Arabidopsis thaliana] 1 

Seq. ID OJ990323_14.9A18.C8 



962 

2030 Strand 

6839 - End 

OJ990323_14 . 9A18 . C8 . o4 . ts Method 

2866 End 

none Score 

2866.. 3021, 2919.. 3056, 3642.. 3710 



10841 

TBLASTX: Soybean 

3710 

187 • 



1058 



Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14. 


9A18 . 


C8.o2.ts 


q+- a r +- 

O Lai. L 


4330 








(IT 


none 








Exons 


4330. . 


4434, 


4593. 


.4853, 4622. 


Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14. 


9A18. 


C8.o2.tc 


C-f- a r -f- 
OLdl L. 


4734 








O J- 


none 








• Exons 


4734. 


4841, 


4812. 


.4979, 4859. 


Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14. 


9A18. 


C8.o3.ts 


Cf art 


5821 










none 








Exons 


5821. 


:-5898,- 


6076. 


.6261" 


Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14 


. 9A18. 


C8.ol.tc 




6076 








(1T 


none 








Exons 


6076. 


.6261, 


6118. 


.6261 


Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14 


. 9A18 


.C8.o3.tm 


O L, CI J- L, 


6113 








GI 


none 








Exons 


6113. 


.62-59, 


6118 


..6279, 6118. 


Seq. No. 


962 








Gene No. 


2030 








Start 


6839 








Name 


OJ990323 14 


. 9A18 


.C8 ,o2 .gp 


o Lai. l. 


. 6781 










none 








Exons 


6781. 


.6895, 


7231 


. .7541 


OcL]. LN U • 


962 








Pan o Ma 

bene inu . 


2030 










6839 








Name 


OJ990323 14 


.9A18 


.C8.ol. tm 


Start 


6833 








GI 


none 








Exons 


6833. 


.6898, 


6837 


..6896, 6838 




7233. 


.7448, 


7426 


..7635, 7444 




8801. 


.8899, 


8810 


..8887, 8818 



Seq. ID OJ990323_14.9A18.C8 
Strand 

10841 

TBLASTX: Soybean 
4853 
91 



End 

Method 
End 
Score 
.4756 



Seq. ID OJ990323_14.9A18.C8 
Strand . - 

End 10841" 

Method" TBLASTX : Cress 

End 5272 

Score 91 

.4978, 5150. .5272, 5152. .5259 

Seq. ID OJ990323_14.9A18.C8 
Strand 

End 10841 

Method TBLASTX : Soybean 

End 62 61 

Score 93 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6267 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_14.9A18.C8 
10841 

TBLASTX: Cress 

6261 

208 



OJ990323_14.9A18.C8 
10841 

TBLASTX: Maize 

6279 

206 



OJ990323_14.9A18.C8 

10841 
AAT/GAP 
7541 
795 



Seq. ID OJ990323_14.9A18.C8 
Strand 

End 10841 
Method TBLASTX : Maize 
End 8899 
Score 96 

.6897, 7228.-7482, 72-29.. 7396, 
.7599, 7604.. 7666, 7609. .7665, 
.8898 



1059 




Seq. No. 


962 








Seq. ID 


OJ990323 


_14.9A18.C8 


Gene No. 


2030 








Strand 






Start 


6839 








End 


10841 




Name 


OJ990323 14. 


9A18 


.C8.02. 


gs 


Method 


GENS CAN 




Start 


6839 








End 


10829 




GI 


none 








Score 


.87 




Exons 


6839. .6895, 


7231 


. .7667, 


8604 


..8769, 8818. .8898, 


9292. .9543, 




9642. .10829 














Seq. No., 


962 








Seq. ID 


OJ990323 


14 . 9A18 .Co 


Gene No. 


2030 ' 








Strand 






Start 


6839 








End 


10841 




Name 


OJ990323 14. 


9A18 


.C8.o3. 


gp 


Method 


AAT/GAP 




Start 


8379 








End 


8724 




GI 


none 








Score 


644 




Exons 


8379. .8724 














Seq. No. 


962 








Seq. ID 


OJ990323 


14 . 3Alo . Co 


Gene No. 


2030 








Strand 






Start 


6839 








• End 


10841 




Name 


OJ990323 14. 


9A18 


.C8.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


•9295 








End 


9774 


■ 


GI 


none 








Score 


41 




Exons 


9295. .9546, 


9302 


. .9334, 


9407 


..9553, 9642. .9773, 


9646. .9774 


Seq. No. 


962 








Seq. ID 


OJ990323 


_14.9A18.C8 


Gene No. 


2030 








Strand 






Start 


6839 








End 


10841 




Name 


OJ990323 14. 


9A18 


.C8.o2. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


10173 








End 


10841 




GI 


none 








Score 


91 




Exons 


10173. .10460 


, 10173. .10457, 


10210. .10464, 10210 


. . 10461, 




10425. .10829 


>, 10432. .10758, 


10473. .10841 




Seq. No. 


963 








Seq. ID 


OJ990323 


14 . 9A18 . C9 


Gene No. 


2031 








Strand 


+ 




Start 


8611 








End 


9572 




Name 


OJ990323 14. 


9A18 


,C9.o3. 


gs' 


Method ■ 


GENSCAN 




Start 


8611 








End 


9572 ' 




GI 


none 








Score 


.73 




Exons 


8611. .8726, 


9074 


. .9572 










Seq. No. 


963 








Seq. ID 


OJ990323 


14 . 9A18 . Cy 


Gene No. 


2032 








Strand 






Start 


1893 








End 


2256 




Name 


OJ990323 14. 


9A18 


,C9.ol. 


gs 


Method 


GENSCAN 




Start 


1893 








End 


2256 




GI 


none 








Score 


.61 




Exons 


1893. .2015, 


2086 


. .2256 










Seq. No. 


963 








Seq. ID 


OJ990323 


_14.9A18.C9 


Gene No. 


2033 








Strand 






Start 


3796 








End 


9469 




Name 


OJ990323 14. 


9A18 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


3796 








End 


4731 




GI 


38680 1.R1084 






Score 


847 





1060 





EjAUIIO 


3796 3987, 


4462 


. .4731 










1 94 SQ4 *3 


Oe-19 


(AC002332) unknown protein [Arabidopsis 






"hhsl i anal 1 












OcU • IN \J • 


963 






Seq. ID 


OJ990323_14.9A18.C9 




Gene No. 


2033 






Strand 






Start 


3796 






End 


9469 




Name 


OJ990323 14 


.9A18 


C9 o2 as 


Method 


GENSCAN 




jLai L 


44 63 ~~ 






End 


8318 






none 






Score 


.78 






4463 5470, 


5961 


6194 6301 


.6508, 6586. .6614, 7266. .7334 






7417 . . 7478, 


8258 


. .8318 








O C ^ * LN U • 


963 






Seq. ID 


OJ990323_14 . 9A18 .C9 




f!ono Mn 

OCllC 1NU # 


2033 






Strand 






Start 


3796 






End 


9469 




Name 


OJ990323 14 


-9A18 


.C9.ol.np 


Method 


AAT/NAP 




Cf art 


4469 






End 


9467 






2459431 






Score 


425 






4469 4699, 


4736 


..5014, 5050. 


.5473, 5911. .6194, 7417. .7478 






7750 7824, 


8258 


..8330, 9342. 


.9467 








I AC002332) 


unknown protein [Arabidopsis thaliana] 


C3 


Cart M/-\ 

oeq.. inu 


.7 U O 






Seq. ID 


OJ990323_14.9A18.C9 


i 


Gene No. 


2033 






Strand 




,5 =3. 

iji 


Start 


3796 






End 


9469 




Name 


OJ990323 14 


.9A18 


.C9.o2.gp 


Metho'd 


AAT/GAP 




Start 


7295 






End 


9469 




GI 


426293 






Score 


642 




Exons 


7295. .7334, 


7417 


..7478, 7750 


.7824, 8258.. 8330, 9342. .9469 




GI Descrip. 


2459431 3. Oe-19 


(AC002332) unknown protein [Arabidopsis 



•: b? 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



963 

2034 

11468 

OJ990323_14 . 9A18 . C9 . o3 . gp 
11157 

21511_1.R1084 

11157. .11536, 12816. .12930, 
13689. .13754, 13952 . . 14024 , 



OJ990323 14.9A18.C9 



Seq. ID 
Strand .-■ 
End 17402- 
Method AAT/GAP 
End . . 14.17 9 
Score 1570 
13010. .13134, 13245. .13283, 
14101. .14179 

'2459431 3. Oe-19 (AC002332) unknown protein [Arabidopsis 
thaliana] 1 



963 Seq. ID 

2034 Strand 

11468 End 

OJ990323_14 . 9A18 . C9 . o4 . gs Method 

11468 End 

none Score 



OJ990323JL4 .9A18.C9 

17402 
GENSCAN 
17040 
.92 



11468. .11536, 12816. .12930, 13010 .. 13134 , 13689 .. 13754 , 

13952. .14024, 14 101 .. 14234 , 14646 .. 14771 , 15207 .. 15293, 

15410. .15472, 15572. .15598, 15670 .. 15750, 16371 .. 16529, 
16954.. 17040 ■ 



963 
2034 



Seq. ID 
Strand 



OJ990323 14.9A18.C9 



1061 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



11468 End 17402 . 

OJ990323_14 . 9A18". C9 . o2 . np Method AAT/NAP 

11471 End 17229 

3851001 Score 1380 

11471. .11536, 12816. .12930, 
13689. .13754, 13952 .. 14024 , 
15207. .15293, 15410 .. 15472 , 
16954. .17040, 17191.. 17229 

(AF069909) pyruvate dehydrogenase El beta subunit isoform 2 [Zea 
mays] 



13010. .13134, 13245. 
14101. .14234, 14646. 
15572. .15598, 15670. 



,13283, 
,14771, 
,15750, 



Seq. No. 963 

Gene No. 2034 

Start 11468 

Name OJ990323_14 . 9A18 . C9 . o4 . gp 

Start 14657 

GI LIB3479-008-Q6-K1-F9 

Exons 14657. .14767 

GI Descrip. ' 3850999/gb | AAC72192 | 9.0e-09 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_14.9A18.C9 

17402 
AAT/GAP 
14767 
197 



(AF069908) pyruvate dehydrogenase 



El beta subunit isoform 1 [Zea mays] 1 



Seq. No. 


963 


Seq. ID 


OJ990323_14 


..9A18.C9 


Gene No. 


2034 


Strand . 






Start 


11468 


End 


17402 




Name 


OJ990323 14.9A18.C9.o5.gp 


Method 


AAT/GAP 




Start 


14796 


End 


17402 




GI 


632 1.R1084 


Score 


958 




Exons 


14796. .14822, 15206 .. 15293, 


15410. .15472, 15572. .15598, 




15670. .15750, 16954 17040, 


17191. .17402 




GI Descrip. 


*3851003/gb|AAC72194 | 2.0e- 


38 (AF069910) pyruvate 


dehydrogenasi 




El beta subunit isoform 3 [Zea mays] 1 






Seq. No. 


963 


Seq. ID 


OJ990323_14 


.9A18.C9 


Gene No. 


2035 


Strand 






Start 


19467 


End 


21045 




Name 


OJ990323 14.9A18.C9.o5.gs 


Method 


GENSCAN 




Start 


19467- 


End 


20827 




GI 


none 


Score 


.98. 




Exons 


19467. .19724, 20242 .. 20561, 


20662. .20827 




Seq. No. 


963 


Seq. ID 


OJ990323_14 


.9A18.C9 


Gene No. 


2035 


Strand 






Start 


19467 


End 


21045 




Name 


OJ990323 14.9A18.C9.o3.np 


Method 


AAT/NAP 




Start 


19646 


End 


20845 




GI 


1418990 


Score 


252 




Exons 


19646. .19724, 20284 .. 20561 , 


20662. .20845 




GI Descrip. 


(Z75524) unknown [Lycopersicon esculentum] 




Seq. No. 


963 


Seq^ ID 


OJ990323_14 


.9A18.C9 


Gene No. 


2035 


Strand 






Start 


19467 


End 


21045 




Name 


OJ990323 14.9A18.C9.o6.gp 


Method 


AAT/GAP 




Start 


20477 


End 


21045 




GI 


8308 1.R1084 - 


Score 


861 




Exons 


20477. .20561, 20662.. 21045 








GI Descrip. 


'2459430 1.0e-ll (AC002332) 


putative CUC2 protein 


[Arabidopsis 



1062 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No ; 

Gene No*. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



thaliana] 1 

963 

2036 

23650 

OJ990323_14 . 9A18 .C9. o7 .gs 

23650 

none 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 26332 

Method GENSCAN 

End 26332 

Score .48 



23650. .23792, 24558 .. 24606, 24740 .. 24777 , 25335 .. 25382 , 
25652. .25764, 26265.-26332 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 26332 

Method AAT/NAP 

End 24272 

Score 60 



963 
2036 
23650 

OJ990323_14.9A18.C9.o4.np 
23957 
4538901 
23957. .24272 

(AL049482) RNA-directed DNA polymerase-like protein [Arabidopsis 
thaliana] 



963 

2037 

27418 

OJ990323_14.9A18.C9-ol.tm 

4461 

none 

4461. .4562, 4462.-4599, 4463. 
4605. .4664, 4614. .4664, 4621. 
4660. .4878, 4691. .4888, 4694. 
4900.. 5118, 4909.. 5076, 4952. 

963 

2037 

27418 

OJ990323_14 . 9A18 . C9 . o5 . tm 

5133 ■ 

•none 

5133. .5228, 5134. .5241, 5134. 
5233. .5472, 5243.-5473, 5249. 

963 

2037 

27418 

OJ990323_14.9A18.C9.o2.ts 

5357 

none 

5357.. 5416, 5970.. 6032, 6054. 
6298.. 6510, 6302.. 6469, 6585. 
7411. .7476 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 27581 
Method TBLASTX : Mai ze 
End 5131 
Score ■ 138 

.4600, 4577. .4660, 4577. .4663, 
.4671, 4658. .4690, 4659. .4697, 
.4855, 4695. .4898, 4896. .5081, 
.5113, 5081.. 5131, 5086.. 5124 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5229, 5138 
.5461, 5284 



OJ990323 14.9A18.C9 



27581 

TBLASTX: Maize 
5478 
77 • 

5242, 5138. .5251, 
5478 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 27581 

Method TBLASTX : Soybean 

End 7476 

Score 79 

.6206, 6081. .6164, 6112. .6189, 
.6641, 6586. .6615, 7266.-7334, 



Seq. No. 963 Seq. ID 

Gene No. 2037 Strand 

Start ' 27418 End 

Name OJ990323_14 . 9A18 .C9.o2 . tm Method 

Start 5987 End 

GI none Score 



OJ990323_14.9A18.C9 
27581 

TBLASTX: Maize 

6627 

52 



1063 



Exons 



5987. .6037, 6033. .6206, 6036. .6197, 6280. .6510, 6289. .6504, 
6302.. 6511, 6305.. 6508, 6306.. 6509, 6306.. 6530, 6585.. 6626, 
6587.. 6616, 6589.-6627 





oeq. lnu . 


963 










belle imu • 


2037 










Start 


27418 










Name 


OJ990323 14.9A18.C9. 


o2.tc 




Of i v4- 

o tar t. 


6051 










GI 


none 










Exons 


6051. . 


6206, 6112.. 6189, 6298 




O /-» ««■» KT/*\ 

beq. iNo . 


963 










bene no. 


2037 










b tart 


27418 










Name 


OJ990323 14.9A18.C9. 


o4 . tm 




Start 


11447 










GI 


none 










F.3? on *=; 


11447. 


.11539, 


12782. 


.12916, 






12814. 


.12930, 


12976. 


.13134, 






13010. 


.13135, 


13012. 


.13137,. : 






13239. 


.13301, 


13239 


.13328, 






13949. 


.14023, 


13956 


.14024, 






14094. 


.14237, 


14140 


.14241, 






.15207. 


.15296, 


15208 


■ . 15294, 


S 




15569. 


.15601, 


15573 


.15599, 






17137. 


.17229 






en. 


Seq. No. 


963 








~? 


Gene No . 


2037 










Start 


27418 










Name 


OJ990323 14.9A18.C9 


.o3.ts 




Start 


11468 










GI 


none 










U 1 v An c? 


11468. 


.11539, 


11469 


. .11540, ■ 


'4 
™ 




12814. 


.12870, 


12858 


. .12926, 




. 12872. 


.12931, 


12976 


. .13134, 






13239. 


.13286, 


13689 


. .13754, 






13953. 


.14021, 


14094 


. .14240, 






14695. 


.14817, 


15207 


. .15296, 






15410. 


.15475, 


15411 


. .15473, 






15667. 


.15753, 


15669 


. .15731, 




Seq. No. 


963 










bene wo. 


2037 










Dial L 


27418 










Name 


OJ990323 14.9A18.C9 


. ol . tc 




Start 


11492 










GI 


none 










Exons 


11492. 


.11539, 


12813 


. .12926, 






13011. 


.13136, 


13013 


. .13135, 






13240. 


.13284, 


13689 


. .13754, 






13956. 


.14021, 


13957 


. .14022, 






14109. 


.14240, 


14646 


. .14777, 






15207. 


.15296, 


15208 


. .15294, 






15569. 


.15601, 


15667 


. .15753, 



Seq. ID OJ990323_14.9A18.C9 
Strand 
End 

Method 
End 
Score 



27581 

TBLASTX: Cress 

6450 

79 



6298. .6450, 6305.. 6445. 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 27581 

Method TBLASTX : Maize 

End 17229 

Score 180 
12813. .12929, 12814 12930, 
12999. .13124, 13002 13136, 
13226. .13288, 13234 13290 , 
13689. .13754, 13690 .. 13755, 
14086. .14235, 14 094 .. 14237 , " 
14646. .14816, 14 647 .. 14790, 
15410. .15475, 15411. .15473, 
15667. .15753, 15670 .. 15753, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12813 

12859 

13013 

13693 

14094 

15208 



OJ990323 14.9A18.C9 



27581 

TBLASTX : Soybean 
15753 
87 

12830, 12813. .12869, 
12930, 12868. .12930, 
13135, 13234 . .13284, 
13758, 13949. .14023, 
14237, 14646. .14816, 
15294, 15376. .15465, 
15569. .15601, 15573. .15599, 
15670. .15753 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12820 
13021 
13693 
14094 
14646 
15410 
15670. .15753 



OJ990323 14.9A18.C9 



12927, 
13137, 



27581 

TBLASTX: Cress 
15753 
137 

12976 
13239 



13755, 13949. 

14237, 14095. 

14882, 14695. 

154-75, 15411. 



13134, 
13328, 
14023, 
14235, 
14817, 
15473, 



1064 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene .No. 
Start 
Name 
Start 
GI 
■ Exons 

Seq. No. 

Gene No. 
riJ Start 
ri Name 
fj Start 

)~ Exons 

: Seq. No. 

lJ Gene No. 

g Start 

2 Name 

s ^ Start 

|f GI 

]3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



963 

2037 

27418 

OJ990323JL4 . 9A18 . C9 . o7 . tm 

20425 

none 

20425. .20466, 20429 .. 204 67 , 
20657. .20809, 20658.. 20810 

963 

2037 ' 
27418 

OJ990323_14 . 9A18 . C9 . o2 . tw 

20657 

none 

20657. .20824, 20658.. 20819 



963 

2037 

27418 

OJ990323_14.9A18.C9. 

23784 

none- 

23784. .23903, 239i6, 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 27581 

Method TBLASTX : Mai ze 

End 20810 

Score 56 
20521. .20562, 20525 .. 20569, 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End ' 27581 

Method TBLASTX : Wheat 
End 20824 
Score 229 



Seq. ID OJ990323_14 .9A18.C9 
Strand 

27581 

TBLASTX: Maize 
24107 
68 



End 

Method 
End 
Score- 



08 . tm • 

.239.57, 23955. .24107, 24013.. 24105 



963 

2037 

27418 

OJ990323_14 . 9A18.C9.o3. tw 

23817 

none 

23817. .24128, 23911. .24168 



Seq. ID OJ990323_14 .9A18.C9 
Strand 

End 27581 

Method TBLASTX : Wheat 

End 24168 

Score 7 9 



963 
2037 
27418 

OJ990323_14 . 9A18 . C9 . o3 . tm 
24294 
none 

24294. .24803, 24371 24481, 24387. .24713 



Seq. ID OJ990323_14.9A18.C9 
Strand 

27581 

TBLASTX: Maize 
24803 
392 



.End 
Method 
End 
Score 



963 

2037 

27418 

OJ990323_14 . 9A18 . C9 . ol . ts 

24453 

none 

24453. .24806, 24572 .. 24805, 

963 

2037 

27418 

OJ990323_14 . 9A18 . C9 . ol . tw 

24603 

none 

24603. .24965, 24 698 .. 24952 , 



Seq. ID OJ990323_14.9A18.C9 
Strand 

End 27581 

Method TBLASTX : Soybean 

End 24980 

Score 265 
24815. .24952, 24816 .. 24 980 • 

Seq. ID OJ990323_14 . 9A18.C9 
Strand 

End 27581 

Method TBLASTX : Wheat 

End 25154 

Score 272 
24759. .24962, 25056.. 25154 



1065 



Seq. No. 
Gene No. 
!;!! Start 
I Lf Name 
U Start 

Exons 



i.J 



Seq. No. 


963 


Seq. ID 


OJ990323_14 .9A18 


-C9 


Gene No. 


2037 


Strand 






Start 


27418 


End 


27581 




Name 


OJ990323 14.9A18.C9.o6.tm 


Method 


TBLASTX: Maize 




Start 


24815 


End 


25166 




GI 


none 


Score 


182 




Exons 


24815. .25009, 24816 .. 25010, 


25011.. 25166 . 




Seq. No. 


963 


beq. lu 




.C9 


Gene No. 


2037 








Start 


27418 . 


End • 


27581 




Name 


OJ990323 14.9A18.C9.o.8.gs 


Method 


GENSCAN 




Start 


27418 


End 


27581 




GI 


none 


Score 


.94 




Exons 


27418. .27581 








Seq. No. 


964 


Seq. ID 


OJ990323_14.9A18 


.CI 


Gene No. 


2038 


Strand 


+ 




Start 


804 


End 


1060 




Name 


OJ990323 14.9A18.C10.ol.gs 


Method 


GENSCAN 




Start 


804 


End 


1060 




GI 


none 


Score 


. 97 




Exons 


804. .831, 861. .1060 









964 Seq. ID OJ990323_14 

2039 Strand + 

1520 End 4342 

OJ990323_14 . 9A18 . C10 . o2 . gs Method GENSCAN 

1520 End 4342 

none Score . 93 

1520. .1890, 2645. .2742, 2838. .2903, 3687. .4342 



9A18.C10 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



964 Seq. ID 

2039 Strand 

1520 End 
OJ990323JL4 . 9A18 .C10 . ol . np Method 

1614 End 

6648175 Score 

1614. .1890, 2645.. 2742, 2838.. 2903, 



OJ990323_14 
+ 

4342 
AAT/NAP 
3826 
' 262 
3687. .3826 



, 9A18.C10 



(AC010926) DAG-like protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26567.2742, 2838.. 2903, 3687.. 3988 

'6014904/sp|Q38732|DAG_ANTMA 5.0e-13 DAG PROTEIN, CHLOROPLAST 
PRECURSOR >gi_1200205_emb_CAA65064_ (X95753) DAG [Antirrhinum 
ma jus] * 



964 

2039 

1520 

OJ990323JL4. 9A18 .C10.ol.gp 
2656 

7664 1.R1084 



OJ990323_14 ,9A18 .C10 
+ 

4342 
AAT/GAP 
3988 
831 



964 Seq. ID 

2040 Strand 

5719 End 

OJ990323_14 . 9A18 . C10 . o3 . gs Method 

5719 End 



OJ990323_14 .9A18.C10 
+ 

•15046 
GENSCAN ■ 
15046 



1066 



GI 

Exons 



none Score . 4 

5719. .5924, 6973. .7122, 7588. .7817, 8150. .8461, 9042. .9295, 
9444. .9574, 10109 .. 10163, 10639 .. 107 94 , 12101 .. 12169, 
12700. .12754, 12992 .. 13057 , 13331 .. 13487 , 14 137 .. 14213, 
14352. .15046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



964 Seq. ID OJ990323_14 . 9A18 . C10 

2040 Strand + 

5719 End 15046 

OJ990323_14.9A18.C10.o3.gp Method AAT/GAP 
8860 * End 11468 

5806_1-.R1084 Score 1308 

8860. .8949, 9042. .9137, 9221. .9295, 9444. .9574, 10109 .. 10163, 
10639. .10794, 11215 .. 11283, 11370.. 11468 

1 2088650 3.0e-34 (AF002109) peroxisomal ATP/ADP carrier protein 
isolog [Arabidopsis thaliana] 1 



■ t! =E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



964 

2040 

5719 

OJ990323_14 . 9A18 . C10 . o2 . np 
8869 
2088650 
8869. .8949, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9042. .9110, 9212. .9295, 9444. .9574, 10109 .. 10172 , 
10696. .10794, 11215 .. 11287 , 11374 .. 11477 , 12101 .. 12169, 
12700. .12754, 12992.. 13161 

(AF002109) putative peroxisomal membrane carrier protein 
[Arabidopsis thaliana] 



OJ990323_14.9A18.C10 
+ 

15046 
AAT/NAP 
13161 
725 



,s sr. 
! saf 



OJ990323_14.9A18.C10 
+ 

15046 
AAT/NAP 
15024 
248 



Seq. No. 964 Seq. ID 

Gene No. 2040 Strand 

Start 5719 End 

Name OJ990323_14 . 9A18 . C10 . o3 . np Method 

Start 14424 End 

GI 6069646 Score 

Exons 14424.. 15024 

GI Descrip. (AP000616) similar' to putative reverse transcriptase (AC00.5315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



964 

2041 

4119 

OJ990323_14 . 9A18 . C10 . ol . tm 

1676 

none 



Seq.. ID OJ990323_14.9A18.C10 
Strand 
End 

Method 
End 
Score 



4553 

TBLASTX: Maize 

3736 

300 



1676. .1888, 1696. .1890, 1745. .1897, 2613. .2747, 2643. .2747, 
2831.. 2965, 2836.. 2904, 3685.. 3732, 3686.. 3736 



Seq. No. 964 Seq. ID 

Gene No. 2041 Strand 

Start 4119 End 

Name OJ990323_14 . 9A18 . C10 . ol . ts Method 

Start 1682 • End 

GI none Score 



OJ990323_14.9A18.C10 
4553 

TBLASTX : Soybean 

3988 

118 



1067 






Exons 


1682. 


. 1801, 


1745 


. . 1801, 


1834. 


.1890, 1835.. 1888, 2613.. 2753, 






2642. 


.2716, 


2824 


. .2904, 


2825. 


.2908, 3678.. 3839, 3685.. 3849,- 






3685. 


.3747, 


3695 


. .3874, 


3935. 


.3988 






Seq. No. 


964 










Seq. ID 


OJ990323_14.9A18.C10 




fipnp No. 


2041 










Strand 






Start 


4119 










End 


4553 




Name 


OJ990323 14 


.9A18 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1682 










End 


3844 




GI 


none 










Score 


187 




Exons 


.1682. 


.1801, 


1699 


. . 1767, 


1745/ 


.1801, 1834. .1890, 1835. .1888, 






2613. 


.2741, 


2639 


. .2743, 


2642: 


12716, 2831.. 2908, 2835.. 2921, 






2836. 


.2904, 


3685 


. .3744, 


3686. 


.3748, 3689.-3844 




Seq. No. 


964 










Seq. ID 


OJ990323_14.9A18.C10 




Gene No . 


2041 










Strand 






Start 


4119 










End 


4553 




Name 


OJ990323 14 


. 9A18 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1787 










End 


3858 




GI 


none 










Score 


85 




Exons 


1787. 


.1888, 


1834 


. .1890, 


2613. 


.2741, 2643. .2741, 2651. .2743, 






2831. 


.2908, 


2835 


. .2909, 


2836. 


.2904, 3681. .3857, 3684.-3824, 






3685. 


.3858, 


3686 


. .3847 








i -J 
'i J 


Qprr Mn 


964 










Seq. ID 


OJ99,0323_14 . 9A18 . C10 


III 


("Zpnp No 


2041 










Strand 




ry 


Start 


4119 










End 


4553 




Name 


OJ990323 14 


.9A18 


.C10.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


3737 










End 


4342 




GI 


none 










Score 


181 


. » 


Exons 


3737. 


.3904, 


3738 


. .3896, 


3739. 


.3897, 3959. .4006, 3974. .4012, 






4019. 


.4120, 


4027 


. .4113, 


4038. 


.4121, 4059. .4154, 4059. .4160, 


i y 




4063. 


.4155, 


4105 


. .4173, 


4167. 


.4274, 4180. .4197, 4200. .4226, 






4250. 


.4288, 


4274 


. .4342 










Seq. No. 


• 964 










Seq. ID 


OJ990323_14. 9A18.C10 




Gene No. 


2041 










Strand 






Start 


4119 










End 


4553 


i: «? 


Name 


OJ990323 14 


. 9A18 


.C10 .o2 




Method 


AAT/GAP 


t 


Start 


4119 










End 


4553 




GI 


none 










Score 


851 




Exons 


4119. 


.4553 














Seq. No. 


964 










Seq. ID 


OJ990323JL4 . 9A18 . C10 




Gene No. 


2042 










Strand 






Start 


9229 










End 


13194 




Name 


OJ990323 14 


.9A18 


.C10.O4 


. tm 


Method 


TBLASTX: Maize 




Start 


9229 










End 


11486 




GI 


none 










Score 


110 




Exons 


9229. 


.9294, 


9230 


. .9295, 


9436. 


.9591, 9443.-9595, 9444. .9575, 



9527.. 9595, 10109 .. 10162, 10110 .. 101 69, 10621 .. 10794 , 
10637. .10816, 10638. .10793, 10705 .. 10794 , 11215 .. 1128 6, 
11216. .11284, 11220. .11285, 11368 .. 11478 , 11369 .. 1147 9, 
11370. .11486 



Seq. No. 964 Seq. ID' OJ990323_14 . 9A18 . C10 

Gene. No.. 2042 ' Strand. 



1068 




Start 


9229 






End 


13194 


Name 


OJ990323 14.9A18.C10. 


o2.tc 


Method 


TBLASTX: Cress 


91- a rr 
O i_ ai u 








End 


13152 . . 




none 






Score 


109 




11215. . 


11289, 11217.. 


11288 , 


11370. .11444, 11370. .11408, 




12098. . 


12178, 12103.. 


12165, 


12990. .13097, 12991 .. 13152, 




13000. . 


13119 








Seq. No. 


964 






Sea ID 


OJ990323 14 . 9A18 .C10 


Gene No. 


2042 






Strand 




Cf art- 


. 9229 






End 


13194. 


Name 


OJ990323 14.9A18.C10. 


o3 . tm 


• Method . 


TBLASTX: Maize 




12975 






End 


13194 


ul 


none 






Score 


253 


Ej AVl lO 


12975. . 


13193, 12979.. 


13194 






Seq. No. 


964 






Seq. ID 


OJ990323 14 . 9A18 .C10 


Gene No. 


2042 






St rand 




O Lai. L. 


9229 






End 


13194 


Name 


OJ990323 14.9A18.C10. 


o2 . ts 


Method 


TBLASTX : Soybean 


Of- -a y-f- 
OLaX L 


12990 






End 


13164 




none 






Score 


209 


Ej ALJIlO 


12990. . 


13163, 12991.. 


13164 






Seq. No. 


964 








OJ990^23 14 9A18 CIO 


Gene No. 


2043 






Strand 




o La. IT L. 


14380 






End 


14785 


Name 


OJ990323 14.9A18.C10. 


o2 . tm 


Method 


TBLASTX: Maize 


o tart 


14380 






' End 


14785 




none 






Score 


261 


EjXOiIo 


14380. . 


14682, 14384.. 


J- *i \J Zf *J , 


14702. .1411 


35 


C prr Ma 


965 






Seq. ID 


OJ990323_14.9A18.C11 


Gene No . 


2044 






Strand 


+ 


Start 


1 






End 


379 


Name 


. QJ990323 14.9A18.C11. 


ol.np 


Method 


AAT/NAP 


Start 


1 






End 


379 


GI 


6069646 




Score 


177 " 


Exons 


1. .379 










GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC0 05315 



[Oryza .sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


965 










Seq. ID 


OJ990323_14.9A18 


.Cll 


Gene No. 


2045 










Strand 






Start 


2307 










End 


2736 




Name 


OJ990323 14. 


9A18 


Cll 


.ol 


tm 


Method 


TBLASTX: Maize 




Start 


5 










End 


352 




GI . 


none 










Score 


115 




Exons 


5. .139, 161. 


.352 














Seq. No. 


965 










Seq. ID 


OJ990323_14.9A18 


.Cll 


Gene No. 


2045 










Strand 






Start 


2307 










End 


2736 




Name 


OJ990323 14. 


9A18 


Cll 


o2 


np 


Method 


AAT/NAP 





1069 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2307 End 2736 

6006381 Score 190 

2307. .2736 

(AP000559) hypothetical protein [Oryza sativa] 



966 

2046 

860 

OJ990323_14 . 9A18 . C12 . ol . gs 

860 

none 

860. .1000 



Seq. ID OJ990323_14.9A18.C12 
Strand 

End 1000 

Method GEN SCAN 

End . 1000 

Score .8 - 



Seq. No. 967 

Gene No. 2047 

Start 43 

Name OJ990323_14 . 9A18 . C13 . ol . gs 

Start 43 

GI none 

Exons 43.. 246 



Seq. ID OJ990323_14.9A18.C13 

Strand + 

End 246 

Method GENSCAN 

End 246 

Score .86 



! y 

i!3 



Seq. No. 967 

Gene No. \ 2048 

Start 1 

Name OJ990323_14 . 9A18 . C13 . ol . gp 

Start 1 

GI 21511_1.R1084 

Exons 1 . .171 

GI Descrip. '2459431 3.0e-19 (AC002332) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990323_14.9A18.C13 
Strand 

171 

AAT/GAP 
171 
287 



End 

Method 

End 

Score 



Seq. No. 


968 










Seq. ID 


OJ990723 


Gene No. 


2049 










Strand 


+ 


Start 


1922 










End 


8148 


Name 


OJ990723 12 


.9A28 


.Cl.ol. 


gs 


Method 


GENSCAN 


Start 


1922 










End 


8148 


GI 


none 










Score 


.65 


Exons 


1922. 


.1963, 


2185 


. .3621, 


3630. 


.4363/ 4480. .5496, 




8120. 


.8148 












Seq. No. 


969 










Seq. ID 


OJ990723 


Gene No. 


2050 










Strand 




Start 


1487 










End 


1825 


Name 


OJ990723 12 


.9A28 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


1487 










End 


1825 


GI 


none 










Score 


.97 


Exons 


1487. 


.1825 












Seq. No. 


969 










Seq. ID 


OJ990723 


Gene No. 


2051 










Strand 




Start 


4402 










End 


6147 


Name 


OJ990723 12 


.9A28 


.C3.o2. 


gs 


Method 


GENSCAN 


Start 


4402 










End 


6147 


GI 


none 










Score 


1 


Exons 


4 402. 


.6147 












Seq. No. 


970 










Seq. ID 


OJ990723 



1070 





Gene No. 


2052 


Strand 


+ 










Start 


3047 


End . 


8079 










in aiiic 


OJ990723 12.9A28.C4.ol.np 


Method 


AAT/NAP 










O Ldl L 


3047 


End 


8079 












6539588 


Score 


22 6 












3047.. 3237, 7627 . .7721, 8008. 


.8079 














(AP000837) hypothetical protein [Oryza 


^ ^ 1" "1 T7 3 1 












970 


Seq. ID 


OJ990723 


12 . 


9A28 


. C4 






2053 


Strand 












Start 


3869 


* End 


6634 










Name 


OJ990723 12. 9A28 . C4 . ol . gp 


Method 


AAT/GAP 










o u a. J. L. 


3759 


End 


4185 










PT 


4878407 


Score 


680 












3759.. 4185 
















6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 


sativa genomic 






DNA, chromosome 6, clone : P0514G12 












Seq. No. 


970 


Seq. ID 


OJ990723 


12 . 


9A28 


. C4 




Gene No. 


2053 


Strand 












Start 


3869 


End 


6634 












OJ990723 12.9A28.C4.o2.gs 


Method 


GENSCAN 










Of art" 
O L al L. 


3869 


End 


6634 








□ 


w -L 


none 


Score 


.79 










Hi AtJ 1 1 o 


3869.. 3985, 4664.. 4818, 5831. 


.6109, 6245. .6634 








;:: c 


Seq. No. 


971 


Seq. ID 


OJ990723 


_12. 


9A28 


.C5 


j»5 


Gene No. 


2054 


Strand 












O't- a -r-f 
o Ldl L 


888 


End 


963 








| [ c 


Name 


OJ990723 12. 9A28 . C5 . ol . gs 


Method 


GENSCAN 








s* 
s» 


O Ldl. L 


888 


End 


963 










ul 


none 


Score 


.69 








i is? 
!3 


IT V l^i Tl c 
JjAUJ to 


888. .963 
















972 


Seq. ID 


OJ990723 


_12. 


9A28 


.C7 




Gene No. 


2055 


Strand 












Start 


459 


End 


990 










Name . , 


OJ990723 12.9A28.C7.ol.gs 


Method 


GENSCAN 










Start ' 


459 


End 


990 










GI 


none 


Score 


.79 








r ™s 


Exons 


459. .595, 876. .990 













Seq. No. 973 Seq. ID OJ990723_12 . 9A28 . C9 

Gene No. 2056 Strand + 

Start 828 End 1970 

Name OJ990723_12 . 9A28 . C9 . ol . np Method AAT/NAP 

Start 828 End 1970 

GI 6721562 Score 1505 

Exons 828.. 1970 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 
Gene No. 



973 
2057 



Seq. ID 
Strand 



OJ990723 12.9A28.C9 



1071 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

js Seq. No. 

r<^ Gene No. 

^ Start 

; Name 

i ! ~ Start 

:3 GI 

□ Exons 

=^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ' No. 
Gene No. 
Start 
Name 



413 End 

OJ990723_12 . 9A28 . C9 . ol . gs Method 

413 End 

none . Score 



1895 
GENSCAN 
1895 
.8 



413. .434, 549. .672, 736.-867, 1101. .1182, 1212. .1315, 
1323. .1662, 1753. .1895 



973 

2057 

413. 

OJ990723_12 . 9A28 . C9 . ol . tw 

1534 

none 



Seq. ID OJ990723_12.9A28.C9 
Strand 

End 1895 

Method TBLASTX : Wheat 

End 1872 

Score 106 



1534. .1632, 1551. .1631, 1599. .1838, 1615. .1872 



Seq. ID OJ990723_12.9A28.C11 
Strand 

End 1721 

Method GENSCAN 

End 1721 

Score .94 



974 
2058 
963 

OJ990723_12. 9A28 . Cll . ol . gs 
963 
none 

963. .1721 

975 
2059 
3331 

OJ990723_12.9A28.C12.ol.np 
3331 
5042463 

3331. .3378, 5277 .. 5476, 6178 .. 6323, 6369.-6465, 9033. .9079 
(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ990723_12.9A28.C12 

Strand + 

End 907 9 

Method AAT/NAP 

End 9079 

Score 166 



Seq. ID OJ990723_12.9A28.C12 

Strand + 

End 9079 

Method AAT/GAP 

End 7 959 

Score 200 



975 
2059 
3331 

OJ990723_12. 9A28 . C12 . ol . gp 
7812 

3683_1;R1084 
7812. .7959 

'5734616/dbj | AP000391. 1 1 AP000391 2 . Oe-45* Oryza ' sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



976 

2060 

1 

OJ990723_12 . 9A28 . C14 . ol . np 
1 

6587798 



Seq. ID OJ990723_12.9A28.C14 

Strand ■ + 

End 3496 

Method AAT/NAP 

End 3496 

Score 125 



1..34, 24S..276, 1756. .2219, 3138. .3175, 3452. .3496 
(AC010924) Similar to gi|Q60809 CCR4-associated factor 1 (CAF1) 
from Mus musculus. EST gb|Z26822 comes from this gene. 
[Arabidopsis thaliana] 



976 

2060 

1 

OJ990723_12 . 9A28 . C14 . ol . gs 



Seq. ID OJ990723_12.9A28.C14 

Strand + 

End 3496 

Method GENSCAN 



1072 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
>h2 Name 
tn Start 

m gi 

|=i Exons 

[ ,s jj GI Descrip. 



u 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



84 6 End 

none Score 
846.. 1510, 1570.. 3088 

976 Seq. ID 

2061 Strand 
7083 End 
OJ990723_12 . 9A28 . C14 . o3 . gs Method 
7083 End 
none . . Score 
7083.. 7130, 7409.. 7465- 

977 Seq. ID 

2062 Strand 
-3272 End 

OJ990723_12 . 9A28 . CI 6 . ol . np Method 

3272 End 

4584524 Score 
3272. .6591 



3088 
.78 



OJ990723_12 . 9A28 . C14 

7465 
GEN SCAN 
7465 
.46 



OJ990723_12.9A28.C16 
+ 

6591 
AAT/NAP 
6591 
2726 



(AL049607) putative protein [Arabidopsis thaliana] 



977 Seq. ID 

2062 - , Strand 

3272 End; 
OJ990723_12 . 9A28 . C16 . ol . gp Method 

6042 End 

LIB3432-057-P1-K1-H10 Score 
6042.. 6477 

»4584524/emtf| CAB40755.il 3.0e-38 (AL049607) putative protein 
[Arabidopsis thaliana] ' 



OJ990723_12.9A28.C16 
+ 

6591 
AAT/GAP 
6477 
842 



977 

2063 

11500 

OJ990723_12. 

3577 

none 

3577. .3966, 
3928. .4281, 
4174. .4290, 
4345. .4719, 
4726.-4947, 
.5240, 
.5892, 
.6312, 
.6579, 



Seq. ID OJ99072 
Strand + 



3 12.9A28.C16 



9A28.C16.ol.tc 



End 

Method 

End 

Score 



12885 
TBLASTX: 
6585 
91 



4962. 
5665, 
6100. 
6415, 



3759. 
3949. 
4183. 
4420. 
4762. 
4963. 
5860. 
6106. 
6415. 



,4085, 
,4^00, 
,4422, 
.4587, 
,5112, 
,5280, 
.6063, 
.6486, 
.6579, 



3778. 
4027. 
4243. 
4438. 
4810. 
5050. 
5920. 
6175. 
6448. 



.3987, 3826. .4167, 

.4377, 4137. .4385, 

.4605, 4315. .4527, 

.4797, 4558. .4926, 

.5040, 4855.-5223, 

.5262, 5527.-5643, 

.6294, 5965. .6198, 

.6372, 6280.. 6483, 
.6585 



Cress 



3895. 
4138. 
4344. 
4621. 
4912. 
5623. 
5974. 
6415. 



,4107, 
,4506, 
,4562, 
,5013, 
,5157, 
,5979, 
,6372, 
. 6570, 



977 

2063 

11500 

OJ990723JL2. 
3619 
none 
3619. 
4408. 
5038. 
5983. 



9A28.C16.ol.ts 



.3939, 
.4770, 
.5277, 
.6324, 



3673. 
4621. 
5461. 
6097. 



.4014, 
.4959, 
.5799, 
.6372, 



Seq. ID 
Strand 
End 

Method 
End 
Score 93 
3802. .4119, 4198.. 
4726. .5064, 4828.. 
5563. .5907, 5683.. 
6186. .6374, 6193.. 



OJ990723_12.9A28.C16 
+ 

12885 

TBLASTX: Soybean 
6588 



4545, 
5169, 
6012, 
6540, 



4327 . .4644, 
4933. .5274, 
5791. . 6147, 
6222. . 6380, 



1073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6232. .6540, 6298. .6579, 6547. .6588 



977 

2063 

11500 

OJ990723_12.9A28.C16.ol.tm 
3835 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
3835. .4176, 3886.-4284, 4000. .4395, 4123. .4497, 4399 
4411. .4797, 4516. .4917, 4621. .5022, 4831. .5232, 5566 
5680.. 6063-, 5880.. 6281, 5880. .6125, 5881.. 6282, 5881 
5891.. 6289, 5891.. 6289, 5959. .6033, 5986.. 6372, 6100 
6273.. 6356, 6274.. 6357 



OJ990723_12 . 9A28 .C16 
+ 

12885 

TBLASTX: Maize 
6483 
131 



,4467, 
,5967, 
,6282, 
.6483, 





Seq. No. 


977 


Seq. ID 


OJ990723_12.9A28.C16 




Gene No. 


2063 


Strand 


+ 




Start 


11500 


End 


12885 




Name 


OJ990723 12.9A28.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


5365 


End 


5565 




GI 


none 


Score 


262 




Exons 


S365..5565, 5379.. 5564 








Seq. No. 


977 


Seq. -ID 


OJ990723_12.'9A28.C16 


i-3 


Gene No. 


2063 


Strand 


+ 


hi 


Start 


11500 


End 


12885 


: a ' 1 


Name 


OJ990723 12.9A28.C16.o2.np 


Method 


AAT/NAP 




Start 


11500 


End 


12885 




GI 


2127666 


Score 


311 




Exons 


11500. .12885 








GI Descrip. 


vsaA protein precursor - Mycoplasma pulmonis (SGC3) gi|7807' 


. ^ 




(U23947) VsaA lipoprotein 


[Mycoplasma 


pulmonis] 


:3 : i 




gi 1 1586798 Iprf M2204375F vsaA gene [Mycoplasma pulmonis] 


:" "1 


Seq. No. 


978 


Seq. ID 


OJ990723_12 . 9A28 .C17 




Gene No. 


2064 


Strand 


+ 




Start 


164 


End 


2316 


!. s. 


Name 


OJ990723 12.9A28.C17.ol.gs 


Method 


GENSCAN 


"s =r 


Start 


164 


End 


2316 




GI 


none 


Score 


.6 


i 3 

L ~i 


Exons 


164. .869, 884. .2316 








Seq. No. 


979 


Seq. ID 


. OJ990723_12.9A28.C20 




Gene No. 


2065 


Strand 






Start 


141 


End 


255 




Name 


OJ990723 12.9A28.C20.ol.gs 


Method 


GENSCAN 




Start 


141 


End 


255 




GI 


none 


Score 


.95 




Exons 


141. .255 








Seq. No. 


980 


Seq. ID 


OJ990723_12.9A28.C21 




Gene No. 


2066 


Strand 


+ 




Start 


515 


End 


621 




Name 


OJ990723 12.9A28.C21.ol.gs 


• Method 


GENSCAN 




Start 


515 


End 


621 




GI 


none 


Score 


.55 




Exons 


515. .621 







1074 




Seq. No. 


981 


Seq. ID 


OJ990723_12 . 9A28 .C24 


Gene No. 


2067 - 


Strand 


+ 


Start 


120 


End- 


416 


Name 


OJ990723 12.9A28.C24.ol.gs 


Method 


GENSCAN 


Start 


120 


End 


416 


GI 


none 


Score 


.53 


Exons 


120. .416 






Seq. No. 


982 


Seq. ID 


OJ990723_12 . 9A28 '. C25 


Gene No. 


2068 


Strand 


+ 


Start 


1. 


End 


253 


Name 


OJ990723 12.9A28.C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


253 


GI 


6498441 


Score 


334 ' 


Exons 


1. .253 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 


Seq. No. 


982 


Seq. ID 


OJ990723 12.9A28.C25 


Gene No. 


2068 


Strand 


+ 


Start 


1 


End 


253 


Name 


OJ990723 12.9A28.C25.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


203 


GI 


none 


Score 


233 


Exons 


2. .202, 3. .203/- 






Seq. No. 


982 


Seq. ID 


OJ990723_12. 9A28.C25 


Gene No. 


2068 


Strand 


+ 


Start 


1 


End 


253 


Name 


OJ990723 12.9A28.C25.ol.gs 


Method 


GENSCAN 


Start 


3 


End 


153 


GI 


none 


Score 


.49 


Exons 


3. .153 






Seq. No. 


983 


Seq. ID 


OJ990723_12.9A28.C27 


Gene No . . 


2069 


Strand 




Start 


-195 


- End 


462 


Name 


OJ990723 12.9A28.C27.ol.gs 


Method 


GENSCAN 


Start 


195 


End 


462 


GI 


none 


Score 


.76 


Exons 


195. .378, 422. .462 






Seq. No. 


984 


Seq. ID 


OJ990713_14.9A18.C1 


Gene No. 


2070 


Strand 




Start 


1 


End 


717 


Name 


OJ990713 14.9A18.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


541 


GI 


6721562 


Score 


624 


Exons 


1..541 






GI Descrip. 


(AP001073) Similar to Zea mays 22-kDa 


alpha zein gene cluster; 



hypothetical protein. (AF031569) [Oryza sativa] 
gi I 6815087 |dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No . 984 Seq. ID OJ9907 13_14 . 9A18 . CI ° : 



1075 






Gene No. 


2070 




Strand 






Start 


1 




End 


717 




Name 


OJ990713 14.9A18.C1. 


ol .gs 


Method 


GEN SCAN 




Start 


35 




End 


717 




GI 


none 




Score 


.64 




Exons 


35... 559, 613.. 717 










Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18.C2 




Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




Name 


OJ990713 14.9A18.C2. 


ol . gp 


Method 


AAT/GAP 




Start 


374 




End 


963 




GI 


none 




Score 


608 




Exons 


374. .655, 918. .963 










Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18.C2 




Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




■Name 


. OJ990713 14.9A18.C2. 


ol . gs 


Method 


GENSCAN 




Start 


555 




End 


1608 




GI 


none 




Score 


.79 




Exons 


555. :655, 918. .1608 








: f 
•'; :=? 


Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18.C2 


. =t 


Gene No. 


2071 




Strand 


+ 


: :s=r* 
I s Ft 


Start 


374 




End 


1611 




Name 


OJ990713 14.9A18.C2. 


ol .np 


Method 


AAT/NAP 


fit 


Start 


934 




End 


1602 


a 


GI 


3152606 




Score 


502 


Id 


Exons 


934.. 1602 








-J 


GI Descrip. 


(AC004482) putative 


RING zinc finger protein [Arabidopsis 


i y 

;i 




thaliana] 








Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18.C2 




Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 


i : 

IS 52 


Name 


OJ990713 14.9A18.C2. 


ol . tw 


Method 


TBLASTX: Wheat 


. — j: 


Start 


948 




End 


1190 


•fessf 


GI 


none 




Score 


249 


: :sf 

rl 


Exons 


948. .1190, 991. .1188 










Seq. No. 


985 




Seq. ID- 


OJ990713_14.9A18.C2 




Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




. Name 


OJ990713 14.9A18.C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


975 




End 


1203 




GI 


none 




Score 


376 




Exons 


975. .1202, 976. .1203 










Seq. No. 


985 




Seq. ID 


OJ990713_14 . 9A18.C2 




Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




Name 


OJ990713 14.9A18.C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


990 




End 


1514 




GI 


none 




Score 


422 




Exons 


990.. 1265, 994. .1266 


, 1320. 


.1400, 1321 


..1404, 1383. .1514 



1076 



Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18. 


C2 


Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




Name 


OJ990713 14.9A18. 


C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


999 




End 


1269 




GI 


none 




Score 


402 




Exons 


999.. 1265, 1000.. 


1269 








Seq. No. 


985 




Seq. ID 


OJ990713_14.9A18. 


C2 


Gene No. 


2071 




Strand 


+ 




Start 


374 




End 


1611 




Name 


OJ990713 14.9A18, 


,C2.o2. tm 


Method 


TBLASTX: Maize 




Start 


1312 




End 


1611 




GI 


none 




Score 


143 




Exons 


1312.. 1419, 1312. 


..1611, 1356. 


.1574 






Seq. No. 


986 




Seq. ID 


OJ990713_14.9A18. 


.C3 


Gene No. 


2072 




Strand 


+ 




Start 


1246 




End 


4935 




Name 


OJ990713 14.9A18. 


.C3.ol.gs 


Method 


GENSCAN 




Start 


1246 




End 


4935 




GI 


none 




Score 


.62 




Exons 


1246.. 1692, 1733, 


.'.1754, 1999. 


.2172, 2369.. 2808, 2900.. 3600, 




3711.. 3767, 3862, 


..4100, 4387. 


.4509, 48 


05. .4935 




Seq. No. 


986 




Seq. ID 


OJ990713_14.9A18 


.C3 


Gene No . 


2072 




Strand 


+ 




Start 


1246 




End 


4935 




Name 


OJ990713 14.9A18 


.C3.o2.np 


Method 


AAT/NAP 




Start 


2545 




End 


4650 




GI 


5668808 




Score 


1041 




Exons 


2545.. 2808, 2900 


..3441, 3530. 


.3616, 3711.. 3767, 3862.. 4100, 




4209.. 4327, 4423 


..4509, 4600. 


.4650 






GI Descrip. 


(AC007519) F16N3 


.20 [Arabidopsis thaliana] 




Seq. No. 


986 




Seq. ID 


OJ990713_14.9A18 


.C3 


Gene No. 


2073 




Strand 






Start 


1182 




End . 


7673 




Name 


OJ990713 "14.9A18 


.C3.o3. tm 


Method 


TBLASTX: Maize 




Start 


278 




End 


514 




GI 


none 




Score 


75 




Exons 


278. .382, 303. .389, 383. .463, 


446. .514 


, 446. .514 




Seq. No. 


986 




Seq. ID 


•OJ990713_14.9A18 


.C3 


Gene No. 


2073 




Strand 






Start 


1182 




End 


7673 




Name 


OJ990713 14.9A18 


.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


321 




End 


517 




GI 


none 




Score . 


113 




Exons 


321. .509, 329. .517 








Seq. No. 


986 




Seq. ID 


OJ990713_14.9A18 


.C3 


Gene No. 


2073 




Strand 






Start 


1182 




End 


7673 




Name 


OJ990713 14.9A18 


.C3.ol.np 


Method 


AAT/NAP 




Start 


1182 




End 


5820 




GI 


6069646 




Score 


748 





1077 




Exons 1182.. 1861, 5709.. 5820 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


986 










Seq. ID- 


OJ990713_14.9A18.C3 




Gene No. 


2073 










Strand 






Start 


1182 










End 


7673 




Name 


OJ990713 14 


. 9A18 


,C3.o4. 


tm 


•Method 


TBLASTX: Maize 




Start 


1308 










End 


1773 




GI 


none 










Score 


63 




Exons 


1308. 


.1394, 


1447 


. .1629, 


1457. 


.1630, 1459.. 1629, 1663.. 1773 




Seq. No. 


986 










Seq. ID 


OJ990713_14.9A18.C3 




Gene No. 


2073 










Strand 






Start 


1182 










End 


7673 




Name 


OJ990713 14 


. 9A18 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2641 










End 


4509 . 




GI 


none 










Score 


148 




Exons 


2641. 


.2811, 


2649 


. .2801, 


2899. 


.2997, 2900.. 2998, 3068.. 3178, 






3080. 


.3181, 


3298 


. .3456, 


3299. 


.3457, 3531.. 3614, 3709. ,3756, 


.5 tn, 
: ';=r 




3712. 


.3765, 


3854 


. .4102, 


3856. 


.3954, 4057. .4107, 4202. .4315, 


*s » 




4228. 


.4314, 


4417 


. . 4509, 


4422. 


.4451 




cn 


Sea No 


986 










Seq. ID 


OJ990713_14.9A18.C3- 




Gene No. 


2073 










Strand 




□ 

: . s 


Start 


1182 










End 


7 673 


Name 


OJ990713 14 


. 9A18 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2653 










End 


3985 


S S3- 


GI 


none 










Score 


98 


s J 


Exons 


2653. 


.2811, 


2700 


. .2804, 


2899. 


.2988, 2900. .2998, 3080. .3178, 






3085. 


.3177, 


3299 


. . 3340, 


3362. 


.3463, 3367.. 3456, 3531.. 3614, 






3727. 


.3762, 


3854 


. .3985, 


3859. 


.3984 




"'4 


Seq. No. 


986 










Seq. ID 


OJ990713_14.9A18.C3 . 




Gene No. 


. 2073 










Strand 




: 1 
's sf 


Start 


1182 










End 


7673 


□ 


Name 


OJ990713 14 


. 9A18 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


y 


Start 


2716 










End 


4324 




GI 


none 










Score 


64 




Exons 


2716. 


.2811, 


2899 


. .2994, 


2900. 


.2998, 3065. .3184, 3080. .3178, 






3299. 


.3340, 


3355 


. . 3456, 


3356. 


.3463, 3531. .3614, 3712. .3762, 






3854. 


.4102, 


3859 


. .3969, 


4160. 


.4324, 4228.. 4305 




Seq. No. 


986 










Seq. ID 


OJ990713_14 .9A18.C3 




Gene No. 


. 2073 










Strand 






Start 


1182 










End 


7673 




Name 


OJ990713 14 


. 9A18 


.C3.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3989 










End 


4524 




GI 


none 










Score 


73 




Exons 


3989. 


.4102, 


4202 


. .4318, 


4228. 


.4302, 4402. .4512, 4417. .4524 




Seq. No. 


986 










Seq. ID 


OJ990713_14.9A18.C3 




Gene No. 


2073 










Strand 






Start 


1182 










End 


7673 



1078 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
□ Start- 
. =| Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. .No. 
Gene No. 
^ Start 
Name 
Start 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ990713 14.9Ai8.C3.o2.tm" Method TBLASTX: Maize 
5255 " End 5728 

none Score 180 

52S5..5497, 5271. .5498, 5486.-5542, 5500. .5547, 5660. .5728 



986 

2073 

1182 

OJ990713_14 . 9A18 . C3 . o2 . t s 
5262 
none 



Seq. ID OJ990713_14.9A18.C3 
Strand 

End 7 673 

Method TBLASTX : Soybean 

End 572.8 

Score 206 



5262. .5465, 5285.-5464, 5660. .5728 



986 

2073 

1182 

OJ990713_14 . 9A18 .C3 . o2 . gs 

5270 

none 

5270. .6124, 7461. .7673 

986 

2073 

1182 

OJ990713_14.9A18.C3.o2.tc 
5277 
none 



Seq. ID OJ990713_14 .9A18.C3 
Strand 

End 7 67 3 

Method GEN SCAN 

End 7 67 3 

Score . 4 



Seq. ID OJ990713_14.9A18.C3 
Strand 

End 7 673 

Method TBLASTX : Cress 

End 5737 

Score 146 



5277.-5468, 5285. .5467, 5660. .5737 



Seq. ID OJ990713_14.9A18.C3 
Strand 

End 7 673 

Method TBLASTX : Wheat 

End 5473 

Score 123 



986 
2073 
1182 

OJ990713_14 . 9A18 . C3 . ol . tw 
5285 
none 

5285.-5473, 530,4.-5462 

987 
2074 
383 

OJ990713_14 . 9A18 . C4 . ol . gs 
383 
none 

383. .495, 840. .899, 1191. .1330, 4668. .4775, 4906. .5004, 
6268. .6278 



Seq. ID OJ990713_14.9A18.C4 

Strand + 

End 6278 

Method * GENSCAN 

End 6278 

Score .53 



987 ' 
2075 . 
6955 

OJ990713_14 . 9A18 . C4 . ol . gp 

6902 

none 

6902. .7371 

987 

2075 

6955 



Seq. ID OJ990713_14.9A18.C4 

Strand + 

End 7617 

Method AAT/GAP 

End 7371 

Score 820 



Seq. ID OJ990713_14.9A18.C4 
Strand + ' 
End 7617 



1079 



-* 

i z 
Si 

Q 

53. 



# 



Name 


OJ990713 14.9A18.C4.o2.gs 


Method 


GEN SCAN 






Start 


6955 


End 


7617 






GI 


none 


Score 


1 






Exons 


6955. .7617 










Seq. No. 


987 


Seq. ID 


OJ990713_ 


14.9A18 


.C4 


Gene No. 


2076 


Strand 


+ 






Start 


12001 


End 


16668 






Name 


OJ990713 14.9A18.C4.o3.gs 


Method 


GENSCAN 






Start 


12001 


End 


16668 






GI 


none 


Score 


.89 






Exons 


12001. .12031, ■ 1214 6. .14148, 


14346. .14423, 14619. 


.14691, 






14948. .15714, 15844. .16668 










Seq. No. 


987 


Seq. ID 


OJ990713_ 


14.9A18 


.C4 


Gene No. 


2076 


Strand 


+ 






Start 


12001 


End 


16668 






Name 


OJ990713 14.9A18.C4.o3.np 


Method 


AAT/NAP 






Start 


15286 


End 


16665 






GI 


1310677 


Score 


698 






Exons 


15286. .15714, 15844.. 16665 










GI Descrip. 


(X97636) protein z-type serpin [Hordeum vulgare] 






Seq. No. 


987 


Seq. ID 


OJ990713_ 


14 . 9A18 


.C4 


Gene No. 


2077 


Strand 








Start 


3288 


End 


5144 






Name 


OJ990713 14.9Al8.C4.ol.np 


Method 


AAT/NAP 






Start 


3288 


End 


5144 






GI 


4539658 


Score 


110 






Exons 


3288. .3408, 3490. .3704, 5118 


. .5144. 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 










Seq. No. 


987 


Seq. ID 


OJ990713_ 


14.9A18 


.C4 


Gene No. 


. 2077 


Strand 








Start 


3288 


End 


5144 






Name 


OJ990713 14.9A18.C4.o2.np 


Method 


AAT/NAP 






Start 


3320 


End 


3706 






GI 


4539658 


Score 


120 






Exons 


3320. .3408, 3490. .3706 











GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
"bicolor] 



Seq. No. 


987 


Seq. ID 


OJ990713 


_14.9A18 


.C4 


Gene No. 


2078 


Strand 








Start 


7563 


End 


21852 






Name 


OJ990713 14.9A18.C4 


.o4.np Method 


AAT/NAP 






Start 


7563 


End 


21852 






GI 


6693023 


Score 


563 






Exons 


7563. .7591, 12534.. 


12758, 17029.. 17201 


, 18853.. 


18934, . 






19019. .19513, 20975 


. .21852 








GI Descrip. 


(AC012375) T22C5.20 


[Arabidopsis thaliana] 






Seq. No. 


987 


Seq. ID 


OJ990713 


_14 . 9A18 


.C4 


Gene No. 


2078 


Strand 








Start 


7563 


End 


21852 






Name 


OJ990713 14.9A18.C4 


.ol.ts Method 


TBLASTX: 


Soybean 





1080 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15287 
none 



End 
Score 



16653 
36 



15287. .15346, 15394 .. 154 8 6, 15595 .. 15714 , 15843 .. 16124 , 
15850. .16128, 16171. .16254, 16282 .. 16392, 16564 .. 16653, 
16566.. 16652 



987 Seq. ID 

2078 Strand 

7 563 End 

OJ990713_14 . 9A18 . C4. . ol . tm Method 

15843 End 

none Score 



OJ990713_14.9A18.C4 
21852 

TBLASTX: Maize 

16653 

252 



15843.. 16127, 15850.. 16128, 16171 16254 , 16173 .. 16247 , 
16275. .16379, 16282 .. 16380, 16420 16470, 16566 .. 16652 , 



16567. .16653 

987 Seq. ID 

2078 Strand 

7563 ' End 

OJ990713_14 . 9A18 . C4 . ol . tc Method 

16171 End 

none Score 



OJ990713_14. 9A18.C4 
21852 

TBLASTX: Cress 

16653 

83 



16171. .16254, 16282. .16380, 16399 .. 164 67 , 16564 .. 16653, 
16566. .16652 . 



=f Seq. No. 

iH Gene No. 

! LJ Start 

: i Name 

\1 Start 

t GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



14.9A18.C4.o3.tm 



987 
2078 
7563 

OJ990713 
16989 
none 
16989 
17303 
18854 

987 

2078 

7563 

OJ990713_14.9A18.C4.o4.gs 

19065 

none 



17201, 16990, 
17353, 17305, 
18934, 19020. 



,17202, 
,17352, 
,19145, 



Seq. ID 
• Strand 
End 

Method 

End 

Score 
16997. .17224, 
18825. .18932, 



OJ990713 14.9A18.C4 



21852 

TBLASTX: Maize 
19146 
190 

17295 
18853 



19021. .19146, 19024, 



17351, 
18933, 
19146 



Seq. ID OJ990713_14.9A18.C4 



Strand 
End ' 
Method 
End 
Score 



21852 
GENSCAN 
21574 
.46 



19065. .19355, 19702 .. 19763, 21118.. 21574 



987 

2078 

7563 

OJ9907 13_14 . 9A18 . C4 . o2 . tm 

19404 

none 



Seq. ID OJ990713__14.9A18.C4 
Strand 

End 21852 

Method TBLASTX: Maize 

End 20982 

Score 77 



19404. .19457, 19404 .. 194 63, 19405 .. 194 64 , 19414 .. 1947 6, 
19456. .19605, 194 61 .. 19616, 19700 .. 19765, 19701 .. 197 66, 
20912. .20977, 20914 .. 20979, 20917. .20982 



987 Seq. ID 

2078 Strand 

7563 - End 

OJ9907 13_14 . 9A18 . C4 . o2 . gp Method 



OJ990713_14. 9A18.C4 

21852 ; 
AAT/GAP 



1081 



Start 
GI 

Exons 

GI Descrip. 



20897 End 21062 

LIB3432-042-P2-K1-D8 Score 240 

20897. .21062 

•6015437/dbj |AB008112.1|AB008112 8.0e-ll Homo sapiens PEX1 mRNA, 
complete cds 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



987 Seq. ID 

2078 Strand 

7563 End 

OJ990713_14 .9A18.C4.o3. gp Method 

21257 End 

2309748 Score 
21257.. 21679 



OJ990713_14.9A18.C4 

21852 
AAT/GAP 
21679 
834 



Seq. No. 988 Seq. ID 

Gene No. 2079 Strand 

Start 4230 End 

Name OJ990713_14 . 9A18 . C5 . o2 . gs Method 

Start 4230 End 

GI none Score 

Exons 4230.. 4718 



OJ990713_14.9A18.C5 
+ 

4718 
GEN SCAN 
4718 
.98 



Seq. No. 

p Gene No. 

3 Start 

Z. Name 

;I Start 

y gi 

J Exons 



988 

2080 

5914 

OJ990713_14 . 9A18 . C5 . o3 . gs 

5914 

none 



OJ990713_14.9A18.C5 
+ 



Seq. ID 
Strand 
' End 18675 
"Method GENSCAN 
End 17615 
Score . 5 

5914. .6128, 6233. .6308, 8016. .8053, 9326. .9387, 9599. .9810, 
9906. .10315, 10667. .10730, 10822 .. 10875, 11175 11276, 
11354. .11414, 12277. .12530, 12703 .. 13321, 15218 .. 15259, 
15333. .15438, 15569 15780, 15862 .. 16052, 16276 .. 1 6511, 
17118. .17361, 17541.. 17615 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



988 Seq. ID OJ9907 13_14 . 9A18 . C5 

2080 Strand + 

5914 End 18675 

OJ990713_14 . 9A18 . C5 . o2 . np Method AAT/NAP 

12791 End 13655 

4544450 Score 552 

12791.. 13655 

(AC006592) hypothetical protein [Arabidopsis thaliana] 



988 Seq. ID 

2080 Strand 

5914 End 

OJ990713_14. 9A18.C5.ol.gp Method 

15190 End 

13209 1.R1084 Score 



OJ990713_14 . 9A18.C5 
+ 

18675 
AAT/GAP 
16003 
1136 



15190. .15438, 15543. .15780, 15862.. 16003 

1 44 68980/emb | CAB38294 | 1.0e-81 (AL035605) f ormamidase-like 
protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 
Start 
Name 



988 
2080 

5914 ■ ]:;•: 

OJ990713_14 . 9A18 . C5 . o3 . np 



Seq. ID OJ990713_14.9A18.C5 

Strand + 

End 18675 

Method AAT/NAP 



1082 



Start 


15221 


End 


18466 






GI 


4468980 


Score 


1658 






Exons 


15221. .15438, 15543. .15780, 


15862. .15992, 16276. 


.16511, 






17118. .17361, 17 447. .17554, 


18347. .18466 






GI Descrip. 


(AL035605) f ormamidase-like 


protein [Arabidopsis 


thaliana] 


Seq. No. 


988 


Seq. ID 


OJ990713_ 


14.9A18 


.C5 


Gene No. 


2080 


Strand 


+ 






Start 


5914 


End 


18675 






Name 


OJ990713 14.9A18.C5.o2.gp 


Method 


AAT/GAP 






Start 


17247 


End 


■18675 






GI 


25266 1.R1084 


Score 


9*57 






Exons 


17247. .17361, 17447 .. 17554 , 


18347. .18675 






GI Descrip. 


, 4468980/emb|CAB38294 | 7 . Oe 


-41 (AL035605) f ormamidase-like 


protein [Arabidopsis thaliana] 1 








Seq. No. 


988 


Seq. ID 


OJ990713_ 


14.9A18 


.C5 


Gene No. 


2081 


Strand 


+ 






Start 


29324 


End 


32973 






Name 


OJ990713 14.9A18.C5.o6.gs 


Method 


GENSCAN 






Start 


29324 


End 


32973 






GI 


none 


Score 


.45 






Exons 


29324. .29383, 29438 .. 29553, 


29724.-29796, 29998. 


.30712, 






31106. .32248, 32266 32732, 


32782. .32973 






Seq. No. 


988 


Seq. ID 


OJ990713_ 


14.9A18 


.C5 


Gene No. 


2081 


Strand 


+ 






Start 


29324 


End 


32973 






Name 


OJ990713 14.9A18.C5.o5.np 


Method 


AAT/NAP 






Start 


29743 


End 


32970 






GI 


6907089 


Score 


4225 






Exons 


29743. .31002, 31106.. 32970 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


988 


Seq. ID 


OJ990713_ 


14.9A18 


,C5 


Gene No. 


2082 


Strand 








Start 


-1 


End 


3522 






Name 


OJ990713 14.9A18.C5.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3522 






GI 


6693023 


Score 


473 






Exons 


1..50, 1190. .1759, 3177. .3350, 3393. .3522 






GI Descrip. 


(AC012375) T22C5.20 [Arabidopsis thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713 14.9A18.C5 



988 
2083 
20159 

OJ990713_14 . 9A18.C5.o3.gp 
19737 

81061_1.R1084 
19737.. 20641 

! 2642446 2.0e-43 (AC002391) similar to auxin-responsive GH3 
protein [Arabidopsis thaliana] ' 



23455 
AAT/GAP 
20641 
1706 



988 Seq. ID 

2083 Strand 

20159 > End 

OJ990713 14;9A18.C5.o4."gs Method 



OJ990713_14.9A18.C5 

23455 
GENSCAN 



1083 




Of- o r 4- 


7 0 1 5 9 


End 


23381 




r;T 


nunc 


Score 


.97 






20159 21551 22762 22863. 


23032. .23381 




Ofarr Mn 

OC4 . ViKJ • 


988 


Seq. ID 


OJ990713_14.9A18 


. C5 


Gene No. 


2083 


Strand 






Start 


20159 


End 


23455 




Kfamp 


OJ990713 14.9A18.C5.'o4.np 


Method 


AAT/NAP 




Cfarf 


20159 


End 


23351 




rij 


4887010 


Score 


2134 






20159. .21551, 22762. .22863, 


23032.. 23351 






(AF123503) Nt-gh3 deduced protein [Nicotiana tabacum] 






988 


Seq. ID 


OJ990713_14.9A18 


. C5 


(2pr)p Mrs 


2083 


Strand 






Start 


20159 


End 


2345.5 




Name 


OJ990713 14 . 9A18.C5.o4.gp 


Method 


AAT/GAP 




Start 


23079 


End 


23455 






5003144 


Score 


713 






23079. .23455 










4887010/gb|AAD32141.1|AF123503 1 1 . Oe- 


17 (AF123503) Nt- 


gh3 




deduced protein [Nicotiana 


tabacum] 






Seq. No. 


988 


Seq. .ID 


OJ9'90713_14.9A18 


.C5 


Gene No. 


2084 


Strand 








24854 


End 


28614 




Name 


OJ990713 14.9A18.C5.o5.gs 


Method 


GEN SCAN 




0 tax t. 


24854 


End 


28614 




r*T 


none 


Score 


.61 




Exons 


24854. .24936, 26406 .. 26421, 


28162. .28332, 28561.. 28614 




OC4. Vi KJ • 


988 


Seq. ID 


OJ990713JL4.9A18 


.C5 


Con d ftlo 


2085 


Strand 






Start 


33597 


End 


38057 




Name 


OJ990713 14.9A18.C5.oll.tm 


' Method 


TBLASTX: Maize 




Start 


13 


End 


1251 




r;T 

ul 


none 


Score 


213 




l?vnn c; 

IjAUIJo 


13. .204/ 18. .206, 1018. .1044, 1020. .1046, 1020. .1049, 






1087. .1134, 1088. .1132, 1089. .1145, 1148. .1246, 1170. .1250 




1198. .1251 








DctJ • 1NU . 


988 


Seq. ID 


OJ990713_14.9A18 


.C5 




2085 


Strand 






Start 


33597 


End 


38057 




Name 


OJ990713 14.9A18.C5.o7.tm 


Method 


TBLASTX: Maize 




Start 


12685 


End 


13653 




\3 ±. 


none 


Score 


61 




TP von c? 


12685. .12771, 12778 .. 12939, 


12904. .13320, 12904 .. 13068 , 






12997. .13242, 13050 .. 13220, 


13054. .13242, 13117 .. 13320, 






13189. .13320, 13326. .13652, 


13327. .13653 




Seq. No. 


988 


Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 


Strand 






Start 


33597 


End 


38057 




Name 


OJ990713 14.9A18.C5.o4.tc 


Method 


TBLASTX: Cress 




Start 


12781 


End 


13440 




GI 


none 


Score 


291 ■ 





1084 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12781. .13218, 12793. .13080, 
13102. .13314, 13222. .13320, 

988 

2085 

33597 

OJ990713_14 . 9A18 . C5 . 08 . tw 

12883 

none 

12883. .13320, 12903 .. 13292, 

988 

2085 

33597 

OJ990713_14. 9A18.C5.o5.ts 

13051 

none 

13051. .13116, 13114. .13305, 
13327. .13455 



12987. .13241, 12 9.88 13161 , 
13333. .13440 

Seq. ID OJ990713_14. 9A18.C5 
Strand 

End 38057 

Method TBLASTX : Wheat 

End 13359 

Score 288 
13206. .13295, 13324. .13359 

Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Soybean 

End 13455 

Score 41 
13114. .13311, 13323. .13454, 



'■IS* 

.31=1 



Seq. No. 988 

Gene No. 2085 

Start 33597 

Name OJ990713_14 . 9A18 .C5 .o3 . tc 

Start 15188 

GI none 

Exons 15188 
15543 



Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Cress 

End 15769 

Score 214 

15367, 15220. .15396, 15221 .. 15400, 15542 157 69, 
15767 



Seq. No. 988 
Gene No. 2085 
Start 33597 

Name OJ990713_14 . 9A18 .C5.ol . tm 

Start 15209 

GI none 

Exons 15209. .15367, 15210 15383, 15215 .. 15400, 15217 

15400. .15438, 15402 15437 , 15403. . 15465, 15542 
15543. .15782, 15545 .. 15790, 15854 
15856. .16059, 15860.. 16060 



Seq. ID OJ990713_14 . 9A18.C5 
Strand 

End 38057 

Method TBLASTX : Mai ze 

End 16060 

Score 153 



,16057,- 15855. 



,15402, 
15790, 
16058, 



Seq. No. 988 

Gene No. 2085 

Start 33597 

Name OJ990713_14.9A18.C5.o4.ts 

Start 15220 

GI none 

Exons 15220. .15396, 15221 .. 15400, 15402 
15546. .15596, 15548. .15595 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713_14.9A18.C5 
38057 

TBLASTX: Soybean 

15596 

230 



15464, 15403. .15465, 



Seq. No. 988 

Gene No. 2085 

Start 33597 

Name OJ990713_14 . 9A18 . C5 . o9 . tw 

Start 15239 

GI none 

Exons 15239. .15367, 15241 .. 15399, 15242 
15400. .15438, 15403.. 15438 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713_14.9A18.C5 
38057 

TBLASTX: Wheat 

15438 

247 



,15400, 15258. .15401, 



1085 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.. 

Gene No. 
'"'t Start 
li Name 
i n Start 

: y gi 

= 1 Exons 



988 Seq. ID 

2085 Strand 

33597 End 

OJ990713_14 . 9A18 . C5 . o3 . tm Method 

16387 End 

none Score 



OJ990713_14. 9A18.C5 
38057 

TBLASTX: Maize 

18469 

197 



16387. .16512, 16389 .. 16517, 16392 .. 16514 , 17104 .. 17364 , 

17115. .17363, 17116. .17367, 17443 .. 17550, 17444 17554 , 

17449. .17556, 17459 .. 17554 , 174 60 . .17570, 18313 .. 184 68 , 

18333. .18464, 18347.. 18469 



988 

2085 

33597 

OJ990713_14 . 9A18.C5.o2.tc 

17133 

none 

17133. .17363, 17 136 .. 17363, 
17443. .17550, 174 4 4 .. 17554 , 



Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Cress 

End 184 63 

Score 128 
17137. .17364, 17137 .. 17367 , 
18344. .184 54, 18347. .184 63 



OJ99Q713 14.9A18.C5 



988 Seq. ID 

2085 Strand 

33597 End 

OJ990713 JL4 . 9A18 . C5 . o2 . tm Method 

20152 End 

none Score 

20152. .20199, 20159 .. 20437 , 20160 .. 204 38 , 2048 6 .. 20677 , 
20487. .20678 



38057 

TBLASTX: Maize 

20678 

75 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



988 

2085 

33597 

OJ990713_14 .9A18.C5.ol. tc 
20162 
none 



Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Cress 

End 21379 

Score 160 



20162. .20368, 20184 .. 20363, 20367 .. 204 38 , 20375 .. 204 37 , 
20486. .20806, 20487 .. 20786, 20642 207 94 , 20855 .. 21100, 
20880. .21098, 21098 .. 21205, 21183 21377 , 21194. .21379 



988 

2085 

33597 

OJ990713_14 . 9A18 .C5.ol.ts 
20162 



none 

20162. 

20489. 

20880. 

21152. 



.20365, 20166. .20363, 

.20806, 20493. .20564, 

.20993, 20987. .21112, 

.21379, 21183.. 21386 



Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Soybean 

End 21386 

Score 159 
20367. .20438, 20375 .. 20437 , 
20643. .20786, 20852. .21001, 
20988. .21110, 20990. .21112, 



988 

2085 

33597 

OJ9907 13_14 .9A18.C5.o2. tw 

20329 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_14.9A18.C5 
38057 

TBLASTX: Wheat 

36555 

57 



1086 




Exons 


20329. .20397, 36135 


. .36554, 


36160.. 36555 


Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




End 


38057 


Name 


OJ990713 14.9A18.C5 


.o9.tm 


Method 


TBLASTX: Maize 


Start 


20679 




End 


20947 


GI 


none 




Score 


127 


Exons 


20679. .20786, 20679 


. .20762, 


20681. .20809, 20681 .. 20806, 




20852. .20935, 20864 


. .20947 






Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




End 


38057 


Name 


OJ990713 14.9A18.C5 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


20714 




End 


21082 


GI 


none 




Score 


65 


Exons 


20714. .20809, 20714 


. .20806, 


20858. .21082, 20880 .. 21071 , 




20992. .21072 








Seq. No. 


988 




Seq. ID 


OJ990713JL4.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




End 


38057 


Name 


OJ990713 14.9A18.C5 


,o4 . tm 


Method *' 


TBLASTX: Maize 


Start 


21152 




End 


21527 


GI 


none 




Score 


94 


Exons 


21152. .21298, 21174 


. .21287, 


21293. .21526, 21305 .. 2137 6, 




21330. .21527 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




End 


38057 


Name 


OJ990713 14.9A18.C5 


. o2 . ts 


Method 


TBLASTX : Soybean 


Start 


21386 




End 


23306 


GI 


none 




Score 


156 


Exons 


21386. .21550, 21387 


. .21548, 


21395. .21556, 22755 .. 22868 , 




23032. .23268, 23034 


. .23306, 


23106. .23297 


Seq. No. 


988 




Seq. ID 


OJ990713JL4.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




■ End 


38057 


Name 


OJ990713 14.9A18.C5 


.oll.tw 


Method 


TBLASTX: Wheat 


Start 


21395 




End 


21544 


GI 


none 




Score 


103 


Exons 


21395. .21523, 21408 


. .21524, 


21434. .21544 


Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


Gene No. 


2085 




Strand 




Start 


33597 




End 


38057 


Name* 


OJ990713 14.9A18.C5 


.ol0. tm 


Method 


TBLASTX: Maize 


Start 


22809 




End 


23297 


GI 


none 




Score 


109 


Exons 


22809. .22868, 23032 


. .23181, 


23034 . .23186, 23178 . .23297 , 




23190. .23297 








Seq. No. 


988 




Seq. ID 


OJ990713JL4.9A18 


Gene No. 


2085 




Strand 





1087 




Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


22812 




End 


23303 




GI 


none 




Score 


149 




Exons 


22812. .22868, 23032. 


.23268, 


23034. .23303, 23106.. 23297 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


o7 . gs 


Method 


GENSCAN 




Start 


33597 




End 


37916 




GI 


none 




Score 


.77 




Exons 


33597. .35339, 35544. 


.36736, 


36818. .37365, 37371 .. 37671, 






37780. .37916 










Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


06 . np 


Method 


AAT/NAP 




Start 


33600 




End 


38057 




GI 


6498441 




Score 


5769 




Exons 


33600. .33881, 33975. 


.35372, 


35544. .36267, 36442 .. 36576, 






36760. .38057 










GI Descrip. 


(AP000815) EST C727E 


i6(E2258) corresponds to a region of 


th( 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3- type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


33609 




End 


34211 




GI 


none 




Score 


189 




Exons 


33609. .33734, 33765. 


.33824, 


33921. .34211, 33922.. 34206 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 ■ 




Name 


OJ990713 14.9A18.C5. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


34212 




End 


34593 




GI 


none 




Score 


240 




Exons 


34212. .34592, 34243. 


.34593 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


34407 




End 


34730 




GI 


none 




Score 


216 




Exons 


34407. .34730, 34420. 


.34713 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


34923 




End 


35235 




GI 


none 




Score 


66 





1088 



i!3 



F.xons 


34923. . 35183, 35059. 


.35235 








Sea No. 


988 




Seq. ID 


OJ990713_14.9A18. 


C5 


Gene No. 


2085 




Strand 






Start 


33597 




• End 


38057 




Name 


OJ990713 14.9A18.C5. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


34983 




End 


35549 




GI 


5666795 




Score 


68 




p von c; 


34983. .35183, 35238. 


.35372, 


35451. .35549 




GI DescriD. 


4206306 2. 0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18. 


■ C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


35238 




End 


35672 




GI 


none 




Score 


88 




Exons 


35238 35387, 35239. 


.35376, 


35431. .35607, 35448.-35672 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18, 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


o3.ts 


Method 


TBLASTX: Soybean 




Start. 


36105 




End 


36476 




(IT 


none 




Score 


90 






36105 36476. 36316. 


.36459 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


36228 




End 


36612 




(IT 


none 




Score 


236 




Exons 


36228 . . 36611, 36247 . 


, .36612 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


.38057 




Name 


OJ990713 14.9A18.C5. 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


. 36639 




End 


36995 






none 




Score 


68 




i_J AVI 1 O 


36639.-36755, 36639, 


. .36995, 


36649.. 36960 




Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5. 


.ol .tw 


Method 


TBLASTX: Wheat 




Start 


36663 




End 


37074 




ox 


none 




Score 


323 




Exons 


36663. .37073, 36670, 


. .37074 








Seq. No. 


988 




Seq. ID 


OJ990713_14.9A18 


.C5 


Gene No. 


2085 




Strand 






Start 


33597 




End 


38057 




Name 


OJ990713 14.9A18.C5 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


37577 




End ;■'*-. 


37966 




GI 


none 




Score 


' 80 





1089 



Exons 



37577. .37834, 37611 37817, 37817 .. 37915, 37860 37898 , 
37922. .37966 



Seq. No. 


988 


Gene No. 


2085 


Start 


33597 


Name 


OJ990713 14 


Start 


37679 


GI 


none 


Exons 


37679 . . 3792 


Seq. No. 


989 


Gene No. 


2086 


Start 


1950 


Name 


OJ990713 14 


Start 


1950 


GI 


none 


Exons 


1950 . . 2041 


Seq. No. 


990 


Gene No. 


2087 


Start 


863 


Name 


OJ990713 14 


Start 


863 


GI ' 


none 


Exons 


863 . . 870, 1' 


Seq. No. 


990 


Gene No. 


2088 


Start 


11906 


Name 


OJ990713 14 


Start 


11906 


GI 


none 


Exons 


11906, .1191: 


Seq. No. 


990 


Gene No. 


2089 


Start 


3854 


Name 


OJ990713 14' 


Start 


3854 


GI 


none 


Exons 


3854. .3996, 




6537. .6671, 




9514 . . 9609, 


Seq. No. 


990 


Gene No. 


2089 


Start 


3854 


Name 


OJ990713 14 


Start 


8571 


GI 


3762972 


Exons 


8571. .8823 


Seq. No. 


990 


Gene No. 


2090 


Start 


11268 


Name 


OJ990713 14, 



Seq. ID OJ990713_14.9A18.C5 
Strand 

End 38057 

Method TBLASTX : Mai ze 

End 37927 

Score 189 



Seq. ID OJ990713_14.9A18.C6 
Strand 

End 2041 

Method GENSCAN 

End 2041 

Score .83 



Seq. ID OJ990713_14.9A18.C7 

Strand + 

End 1520 

Method GENSCAN 

End 1520 

Score .56 



Seq. ID OJ990713_14.9A18.C7 

Strand + 

End 13510 

Method GENSCAN 

End 13510 

Score . 65 



Seq. ID OJ990713_14.9A18.C7 
Strand 

End 11362 

Method GENSCAN 

End 11362 

Score .41 



Seq. ID OJ990713_14.9A18.C7 
Strand 

End .11362 

Method AAT/GAP 

End 8823 

Score 4 44 



Seq. ID OJ990713_14.9A18.C7 
Strand 

End 11914 

Method AAT/GAP 



1090 



Start 
GI 

Exons 



11268 End 
2442702 Score 
11268. .11384, 11703.. 11914 



11914 
578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq; No., 
(iaa " Gene No. 

Start 

Name 
fif! Start 

ry gi 

Exons 



990 
2091 
12211 
OJ990713 
12211 
none 
12211 
12307 
13411 



14.9A18.C7.ol.tm 



12249, 12212. .12250, 
12417, 12406. .12555, 
13515, 13413. .13514, 



991 

2092 

1252 

OJ9907 13_14 . 9A18 . C8 . ol . gp 

1252 

426827 



Seq. ID OJ990713_14.9A18.C7 
Strand 

End 13726 

Method TBLASTX: Maize 

End 13726 

Score 4 6 
12303. .12416, 12306. .12347, 
12406. .12555, 13409. .13513, 
13673. .13726 

Seq. ID OJ990713_14 .9A18.C8 



Strand 
End 

Method 

End 

Score 



+ 

2365 
AAT/GAP 
2365 
773 



1252. .1305, 1447. .1509, 1947. .2050, 2143. .2365 



•991 , -Seq. -ID 

2092 " Strand 

1252 End ' 

OJ990713_14 .9A18.C8.ol. gs Method 

1447 End 

none Score 

1447. .1509, 1947. .2050, 2143. .2229 



.OJ990713_14, 9A18.C8 
+ 

2365 
GENSCAN 
2229 
.48 



'id! 
E 

-'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



p Seq. No. 

Gene No. 
L - J Start 

Name 

Start 

GI 

Exons 



991 Seq. ID 

2093 Strand 

7112 End 

OJ990713JL4 . 9A18 . C8 . ol . np Method 

7112 End 

4335759 Score 



OJ990713_14.9A18.C8 
+ 

9838 
AAT/NAP 
8616 • 
8 9 



7112.,. 7268, 7680.. 7856, 8550.. 8616 

(AC006284) unknown protein [Arabidopsis thaliana] 



991 Seq. ID 

2093 Strand 

7112 End 

OJ9907 13_14 .9A18.C8.o2. np Method 

8089 End 

4335771 Score 



OJ990713_14.9A18.C8 
+ 

9838 
AAT/NAP 
9838 
448 



8089. .8142, 8216. .8307, 8409. .8487, 8563. .8656, 8903. .9015, 
9425. .9470, 9692. .9732, 9812. .9838 



GI Descrip. (AC006284) unknown protein [Arabidopsis thaliana] 



Seq. No. 991 

Gene No. 2093 

Start 7112 

Name OJ990713_14 . 9A18 . C8 . ol . tm 

Start 8099 

GI none' 

Exons 8099.. 8134, 8100.. 8153, 8101. 



Seq. ID OJ990713_14.9A18.C8 

Strand + 

End 9838 

Method TBLASTX: Maize 

End 9000 

Score 52 

.8154, 8214.. 8306, 8215.. 8307, 



8216.. 8308, 8399.. 8488, 8401.. 8493, 8410.; ..'8493, 8561.. 8653, 



1091 



8565. .8657, 8566. .8658, 8901. .8999, 8902. .9000 



U 

m 
ru 
a 



:=i : 



Seq. No. 


991 




Seq. ID 


OJ990713_14.9A18.C8 


bene no . 






Strand 


+ 


otart 


7 119 . ' 
/XXZ 




End 


9838 


Name 


ujyyu/xj i^ . yAio . to . oi . 




Method 


TBLASTX: Cress 


start 


Q A Cil 
O 4U / 




End 


9018 


PT 
bX 


none 




Score 


101 


Exons 


04A7 Q4Q7 QdlH Q4Q^ 


ft S fiS 


.8657, 8566.. 8658, 8896.. 9015, 




8901. .9017, .8902. .9018 








beq. no. 


QQ1 




^prr TP) 


OJ990713 14 9A18 C8 


Gene No . 






Strand 




b tare 


7 1 1 9 
/ X XZ 




End 


9838 


Name 


fiTQQfm "3 14 QZil Q Pff n9 
UJ y y U / X .3 X fi . y/\X O.L*0.(_>Z. 








OUdiL 






ona 


Q^9 

y jz d 


P T 
bX 


^ Oil? J / 




Score 


d y d 


Exons 


O^jZ . . y jZ O 








Seq. No. 


992 




Car* t n 
beq • iu 


nTQQ071^ 14 QA1 R PQ 


Gene No. 


2094 




Strand 




otart 


(5 Q 




End 


558 


Name. 


ujyyu/u x 4 . y/ix o . by . ox . 


gp 




7\t\T /PZi P 


Start 


o y 






c c Q 
JJO 


GI 


1 9Q7 9 1 D1 C[Q A 
/Z X . KXUo 4 




Score 


77C 


Exons 


Q Q C^Q 
O y . . JJO 








GI Descrip. 




Ho-4 n 


r zipn n c o p 4 

I iib U U D Z O H 


[ ; unKnown proT,exri 




[Arabidopsis thaliana] ' 








beq. no. 


QQ9 
y yz 




Seq. ID 


OJ990713__14 .9A18.C9 


bene no . 


zuy4 




Strand 




btarc 


o y 




End 


558 


Name 


ATQQH71 1/1 QJ\1 Q P Q /-\1 

ujyyu/xo X4 . y/\xo . by . oi . 


gs 


Method 


GEN SCAN 


o tar z 


1 *34 

x J4 




End 


546 


GI 


none 




Score 


.46 


Exons 


i *3 >i oco /icq e^4£ 
X J 4 . . ZO Z , .4 O y . . D 4 O 








Seq. No. 


993 




Seq. ID 


OJ990713_14 .9A18.C10' 


Gene No. 


2095 




Strand 


+ 




7 1 n 




End 


2583 


Name 


PiTQQn71"3 14 QZAl ft. PI fl n1 




Method 


TBLASTX: Cress 


btart 


DflO 




End 


2495 




none 




Score 


275 


Exons 


£ 4 ft Q 9 7 9 £ QD9 7 "3 
040..y.jz, /zd. • 3UZf / jd 




767. .919, 


1567.. 1695, 1568.. 1705, 




i cro 17HQ IciCQ 1 11 Q 

Ijdo . . x / uo , iooy. .1/xo, 


1 QRQ 

i y o y . 


.2096, 2009.. 2095, 2238.. 2348, 




O07C 9 T 4 7 9 "5 ^ 1 949Q 
ZZ/O..Z.34/, ZJOX..Z4ZO, 


9 "37 7 
Z O / / . 


.2427, 2430. .2495, 2434.. 2478 


Seq. No. 


y yj 




Seq. ID 


OJ990713_14 .9A18.C10 


belle v*U . 


ZU7J 




Strand 


+ 


Start 


710 




End 


2583 


Name 


OJ990713 14.9A18.C10.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


709 




End 


2583 


GI 


none 




Score 


296 


Exons 


709. .930, 714. .932, 770 


. .931, 


1009. .1110, 1013. .1099, 




1014. .1112, 1567. .1713, 


1568. 


.1732, 1569. .1718, 1959. .2096, 




2001. .2102, 2232. .2342, 


2238. 


.2354, 2258. .2347, 2313. .2426, • 




2351'. .2428, 2353. .2430, 


2429. 


.2482, 2433.-2483, 2434. .2481, 



1092 





2435. .2485., ^24 69-. .2528, 2494 


. .2535,' 2542. .2583 


Seq. No. 


993 


Seq. ID 


OJ990713_14 . 9A18 . C10 


Gene No. 


2095 


Strand 


+ 


Start 


710 


End 


2583 


Name 


OJ990713 14.9A18.C10.ol.gs 


Method 


GENSCAN 


Start 


710 


End 


2384 


GI 


none 


Score 


. 98 


Exons 


710.. 929, 1016. .1102, 1569.. 


1712, 2004 


onrt/" OOyll OOO/l 

.2096, 2z41..zoo4 


Seq. No. 


993 


Seq.. ID 


OJ990713_14 . 9A18 . C10 


Gene No. 


2095 


Strand 


+ 


Start 


710 


End 


2583 


Name 


OJ990713 14.9A18.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


717 


End 


874 


GI 


none 


Score 


198 


Exons 


717. .872, 729. .872, 767. .874 


, 791 . .874 




Seq. No. 


993 


Seq. ID 


OJ990713_14 . 9A18 . C10 


Gene No. 


2095 


Strand 


+ 


Start 


710 


End 


2583 


Name 


OJ990713 14.9A18.C10.ol.np 


Method 


AAT/NAP 


Start 


723 


. End 


2475 . . ' 


GI 


4512122 


Score 


742 ' ' 


Exons 


723. .929, 1016. .1102, 1569.. 


1712, '200.4 


. .2096/ 2241. .2475 



GI Descrip. (AF131-219) chorismate mutase 3 [Arabidopsis thaliana] 



Seq. No. 993 

Gene No. 2095 

Start 710 

Name OJ990713_14 . 9A18 . C10 . ol . gp 

Start 755 

GI LIB3432-049-P1-K1-C8 

Exons 755.-929, 1016.. 1102, 1569 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1675 

, 1168940/sp|P42738|CHMU_ARATH 9.0e-35 CHORISMATE MUTASE 

PRECURSOR (CM-1) >gi_629509_pir S38958 chorismate mutase 

precursor - Arabidopsis thaliana >gi_4 29153_emb_CAA8128 6_ 
(Z26519) chorismate mutase precursor [Arabidopsis thaliana]. 1 



OJ990713_14 . 9A18 . C10 
+ 

2583 
AAT/GAP 
1675 
660 



Seq. No. 


994 




Seq. ID 


OJ990713_14 


.9A18 


.Cll 


Gene No. 


2096 




Strand 


+ 






Start 


8012 




End 


9381 






Name 


OJ990713 14. 


9A18.Cll.o3.gs 


Method 


GENSCAN 






Start 


8012 




End 


9381 






GI 


none 




Score 


.44 






Exons 


8012. .8014, 


9133. .9381 










Seq. No. 


994 




Seq. ID 


OJ990713_14 


.9A18 


.Cll 


Gene No. 


2097 




Strand 








Start 


143 




End 


3829 






Name 


OJ990713 14. 


9A18.Cll.ol.gs 


Method 


GENSCAN 






Start 


143 




End 


3829 






GI 


none 




Score 


.84 






Exons 


143. .280, 37 


8. .492, 1253. .1404, 1499.. 


1647, 2060.. 


2219, 






2393. .2504, 


2696.. 2973, 3002.. 


3123, 3721.. 3829 






Seq. No. 


994 




Seq. ID 


OJ990713_14 


.9A18 


.Cll 



1093 



Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

U 
hi 

'Cfl Seq. No. 
| ! IJ Gene No. 
r=j Start 
'i^z Name 
,S J Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



2098 
5177 

OJ990713_14 .9A18.Cll.o2.gs 

5177 

none 

5177. .5685, 6639.-6696 

994 

2099 

10416 

OJ990713_14 . 9A18.Cll.ol.ts 

222 

none 

222. .311, 233. .301, 378. .485, 
1253. .1366 



Strand 
End 

Method 

End 

Score 



6696 
GENSCAN 
6696 
.48 



Seq. ID OJ990713_14.9A18.C11 
Strand 
End 

Method 
End 
Score 

378. .512, 1250. .1360, 1252. .1362, 



10570 

TBLASTX : Soybean 

1366 

66 

1250.. 1360, 1252. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

500/ 422.. 502, .422 .. 508 , • 1252 . 
.1418, 1470.. 1634, 1496.. 1624,' 



994 
2099 
10416 

OJ990713_14 . 9A18 . Cll . ol . tm 
420 
none 
420. . 
1314. 

1577. .1648, 1577. .1648 

994 

2099 

10416 

OJ990713_14 . 9A18.Cll.ol.tc 
1270 
none 

1270. .1404, 
1499. .1645 



OJ990713JL4 .9A18.C11 
10570 

TBLASTX: Maize 
1648 
76 

1404, 1253. .1405., 
1498. .1647, 1576. .1647, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_14 .9A18.C11 
10570 

TBLASTX: Cress 

1648 

134 



1277. .1405, 1314. .1418, 1470. .1643, 1496. .1648, 



994 ^ . Seq. ID 

2099 * Strand 
10416 End 
OJ990713_14 . 9A18 . Cll . o4 . gs Method 
10416 End 
none Score 
10416. .10570 

995 Seq. ID 

2100 Strand 
241 End 
OJ990723_14 . 9A18 . C2 . ol . gs Method 
241 End 
none Score 
241. .618 

995 Seq. ID 

2101 Strand 
371 End 
OJ990723_14 . 9A18 . C2 . ol . gp Method 
371 End 
827 1.R1084. Score 



OJ990713_14 .9A18.C11 

10570 
GENSCAN 
10570 
.65 



OJ990723_14.9A18.C2 
+ 

618 

GENSCAN 

618 

.77 



OJ990723_14 . 9A18.C2 
481 

AAT/GAP 

481 

178 



1094 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No-, 
a, Gene No. 
t Start 

Name 
ft Start 

y gi 

=i Exons 



371. ..481" . ' 

'3560531 0.0e+00 (AF042332) cycloartenol-C24-methyltransf erase 
[Oryza sativa subsp. japonica] 1 



995 
2101 
371 

OJ990723_14 . 9A18 . C2 . ol . np 
373 

3560531 
373.-455 

(AF042332) cycloartenol-C24-methyltransf erase [Oryza sativa 
subsp. japonica] 



Seq. ID OJ990723_14.9A18.C2 
Strand 

481 

AAT/NAP 
455 
103 



End 

Method 

End 

Score 



996 
2102 
279 

OJ990723_14 . 9A18 . C3 . ol . gs 
279 
none 

279. .486 

996 . 
2103. * 
1817 

OJ990723_14 . 9A18 . C3 . o2 . gs 
1817 
none 

1817. .2004, 2032. .2101, 3225. .3512 



Seq. ID OJ990723_14.9A18.C3 

Strand + 

End 486 

Method GENSCAN 

End 486 

Score .82 



Seq. ID OJ990723_14.9A18.p3 

Strand' + 

End 3512 

Method GENSCAN 

End 3512 

Score . 7 



Seq. No. 


996 


Gene No. 


2104 


Start 


3791 


Name 


OJ990723 14 


Start 


3791 


GI 


none 


Exons 


3791. .4408, 




7746. .7844, 


Seq. No. 


996 


Gene No. 


2104 


Start 


3791 


Name 


QJ990723 14 


Start 


3794 


GI 


6714377 


Exons 


3794. .4408, 


GI Descrip. 


(AC012562) 


Seq. No. 


996 


Gene No. 


2104 


Start 


3791 


Name 


OJ990723 14 


Start 


6287 


GI 


none 


Exons 


6287. .6652, 


Seq. No. 


996 



Seq. ID OJ990723_14.9A18.C3 
Strand 

End 10773 

Method GENSCAN 

End 8721 

Score .59 
.5180, 6131. .6276, 



6334. .6608, 



8633. .8721 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_14.9A18.C3 

10773 
AAT/NAP 
6637 
1112 



,4787, 4923.. 5180, 6006.. 6637 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_14.9A18.C3 

10773 
AAT/GAP 
7922 
1022 



.7922 



Seq. ID OJ990723_14.9A18.C3 



1095 



Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2104 
3791 

OJ990723_14, 

6428 

81286 

6428. .6539, 



9A18.C3.o2.np 



7762. .7908, 



Strand 
End" 
Method 
End 
Score 
7957. .8036, 



10773 
AAT/NAP 
10766 
91 

10394. .10766 



extensin - Volvox carteri (fragment) gi | 21992 | emb | CAA4 6283 I 
(X65165) extensin [Volvox carteri] 





Seq. No. 


996 








Seq. ID 


OJ990723_14 .9A18.C3 




Gene No. 


2104 








Strand ,.. 






Start 


3791 








End 


. 10773. 




Name 


OJ990723 14 


. 9A18 


.C3.o4. 


gs 


Method 


GEN SCAN 




Start 


10388 








End 


10773 




GI 


none 








Score 


.92 




Exons 


10388. .10559, 10613. .10773 








Seq. No. 


996 








Seq. ID 


OJ990723_14.9A18.C3 




Gene No . 


2105 








Strand 






Start 


12752 








End 


13531 




Name 


OJ990723 14 


. 9A18 


,C3.o5. 


gs 


Method 


GENSCAN 




Start 


12752 








End 


13531 




* GI 


• none- 








Score 


.91 . 




Exons 


12752. .12976, 13118. .13189, 


13379. .13531 




Seq. No. 


996 








Seq. ID 


OJ990723^14.9A18.C3 


. ■ I 


Gene No . 


2106 








Strand 




' I E 


Start 


13688 








End 


15206 




Name 


OJ990723 14 


.9A18 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3621 








End 


4018 


-M 


GI 


none 








Score 


49 


i 

: sr 

3 ; : 


Exons 


3621. .3656, 


3684 


. .4016, 


3797 


. .4018 




u 


Seq. No. 


996 








Seq. ID 


OJ990723_14.9A18.C3 




Gene No. 


2106 








Strand 




3 £7 


Start 


13688 








End 


15206 


'J 

z£x 


Name 


OJ990723 14 


. 9A18 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3887 . 








End 


4244 


=& 


GI 


none 








Score 


42 


: 


Exons 


3887. .3970, 


3936 


. .3971, 


4031 


..4243,, 4035. .4244 


s • 


Seq. No. 


996 








Seq. ID 


OJ990723_14.9A18.C3 




Gene No. 


2106 








Strand 






Start 


13688 








End 


15206 




Name 


OJ990723 14 


.9A18 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3942 








End 


5039 




GI 


none 








Score 


405 




Exons 


3942. .4409, 


3942 


. .4406, 


3944 


..4408, 4671. .4817, 4672. .4794, 






4692. .4817, 


4918 


. .5004, 


4921 


..5028, 4923. .5039, 4923. .5039 




Seq. No. 


996 








Seq. ID 


OJ990723_14 . 9A18.C3 




Gene No. 


2106 








Strand 






Start 


13688 








End 


15206 




Name 


OJ990723 14 


. 9A18 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4083 








End 


4388 




GI 


none 








Score 


56 




Exons 


4083. .4214, 


4085 


. .4387, 


4305 


. .4388 





1096 






Seq. No. 


996 




Seq. ID 


OJ990723 


_14. 9A18.C3 




Gene No. 


2106 




Strand 








Start 


13688 




End 


15206 






Name 


OJ990723 14 


.9A18.C3.ol.tm 


Method 


TBLASTX:: 


Maize 




Start 


4292 




End 


6534 






GI 


none 




Score 


102 






Exons 


4292. .4402, 


4292. .4408, 4293. 


.4406, 4686. .4790, 


4689. .4790, 






4690. .4794, 


4690. .4791, 4890. 


.5183, 48 


91. .5187, 


4918. .5004, 






4923. .5183, 


4934. .5188, 6000. 


.6068, 61 


83. .6350, 


6190. . 6393, 






6192. .6440, 


6233. .6484, 6428. 


.6532, 6439.. 6531, 


6439. .6534, 






6444. .6533 












Seq. No. 


996 




Seq. ID 


OJ990723 


14 . 9A18 . C3 




Gene No. 


2106 




. Strand 








Start 


13688 




End 


15206 






Name 


OJ990723 14 


.9A18.C3.ol.tc 


Method 


TBLASTX : 


Cress 




Start 


4713 




End 


5190 






GI 


none 




Score 


75 






Exons 


4713. .4790, 


4944. .5183, 4945. 


.5187, 5068. .5190 






Seq. No. 


996 




Seq. ID . 


OJ990723 


14 . 9A18 .C3 




Gene No. 


2106 




Strand 








Start ■ 


13688 •'- 




End 


15206 




a 


Name 


OJ990723 14 


. 9A18 .C3.o6.gs 


Method 


GEN SCAN 




: e 

*BSF 


Start 


13688 




End 


15206 




i;n 


GI 


none 




Score 


.7 




i y 


Exons 


13688. .13869, 15062. .15206 








; ; js? 


Seq. No. 


997 




Seq. ID 


OJ990723 


_14. 9A18.C4 


31 


Gene No. 


2107 




Strand 


+ 




E 

'is* 


Start 


1525 




End 


5575 




I'll 


Name 


OJ990723 14 


.9A18.C4.o4.np 


Method 


AAT/NAP 






Start 


1525 




End 


5575 




,-J 


GI 


4680183 




Score 


137 




\ 


Exons 


1525. .1567, 


5484. .5575 








-i 

i 5 


GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. 


indica] 


:? 


Seq. No. 


997 




Seq. ID 


OJ990723 


_14.9A18.C4 


e 


Gene No. 


2108 




Strand 






rr 


Start 


1 




End 


380 




s e? 


Name 


OJ990723 14 


.9A18.C4 .ol.np 


Method 


AAT/NAP 






Start 


1 




End 


380 






GI 


5777631 




Score 


48 






Exons 


1..57, 241. 


.380 










GI Descrip. 


(AJ245900) 


CAA303719.1 protein [Oryza 


sativa] 






Seq. No. 


997 




Seq. ID 


OJ990723 


_14 . 9A18.C4 




Gene No. 


2109 




Strand 








Start 


419 




End 


594 






• Name 


OJ990723 14 


.9A18.C4.ol.gp 


Method 


AAT/GAP 






Start 


419 




End 


594 






GI 


5771106 




Score 


245 






Exons 


419. .594 












GI Descrip. 


5922603/dbj 


IAP000492. 1 1 AP000492 3.0e-52 Oryza sativa genomic 



'• DNA, chromosome 1, clone : P0705D01 



1097 



Seq. No. 997 

Gene No. 2110 

Start 650 

Name OJ990723_14 . 9A18 . C4 . o2 . np 

Start 650 

GI 5922636 

Exons 650.. 781, 1071. 
GI Descrip. (AP000492) ESTs 



Seq. ID 
Strand 

End 1382 
Method AAT/NAP 
End 1382 
Score 390 

1382 

C99517 (E20319) , AU078130 (E20319) 



OJ990723 14.9A18.C4 



correspond to a 



region of the predicted gene.; hypothetical protein [Oryza 
sativa] gi | 6016869 | dbj | BAA85212 . 1 1 (AP000570) ESTs 
C99517 (E20319) , AU078130 (E20319) correspond to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 997 Seq. ID OJ990723_14 . 9A18 . C4 

Gene No. 2111 Strand 

Start 5367 End 5453 

Name OJ990723_14 . 9A18 . C4 . o3 . np Method AAT/NAP 

Start 5367 End 5453 

GI 6721561 Score 94 

Exons 5367.. 5453 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds • to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



fl Seq. No. 

y Gene No. 

% Start 

^. Name 

y Start 

3 GI 

Lj Exons 

GI Descrip. 



998 Seq. ID 

2112 Strand 
373 End' 
OJ990723_14 . 9A18 .C5.ol.gp Method 
373 End 
LIB3431-026-P1-N1-F3 Score 
373. .640 

'5922603/dbj | AP0004 92 . 1 | AP000492 3.0e-52 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 1 



OJ990723_14.9A18.C5 
+ 

640 

AAT/GAP 

640 

496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



998 

2113 

1545 

OJ990723_14 . 9A18 . C5 . o2 . gs 

1545 

none 



Seq. ID OJ990723_14.9A18.C5 

Strand + 

End -* 7072 

Method GENSCAN 

End 7072 

Score . 9 



1545. .1603, 1728. .1781, 4393. .4495, 6638. .7072 



Seq. No. 998 Seq. ID 

Gene No. 2114 Strand 

Start 531 End 

Name OJ990723_14 . 9A18 .C5.ol.gs Method 

Start 531 End 

GI none Score 

Exons 531.. 1157 



OJ990723_14.9A18.C5 

1157 
GENSCAN 
1157 • 
.7 



Seq. No. 998 Seq. ID 

Gene No. 2114 Strand 

Start 531 End 

Name OJ990723_14 . 9A18 .C5.ol.np Method 

Start 586 End 



OJ990723_14-. 9A18.C5 

1157 

AAT/NAP 

1118 



1098 



u 

: "1 



□ 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

'GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630539 Score 306 

586. .1118 

(AC011708) putative RING zinc finger protein [Arabidopsis . 
thaliana] 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ990723 14.9A18.C5 



1526 
AAT/GAP 
1526 
725 



998 
2115 
1107 

OJ990723_14 . 9A18 . C5 . o2 . gp 
1107 

9836J..R1084 
1107. .1526 

'5922603/dbj | AP0004 92 . 1 | AP000492 3.0e-52 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 ' 

998 Seq. ID OJ990723_14 . 9A18 . C5 

2116 Strand 

3338 End 3558 

OJ990723_14 . 9A18 . C5 . o2 . np Method AAT/NAP 

3338 End 3558 

6069646 Score 220 

3338. .3558 

.(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



998 

2117 

8989 

OJ990723_14 . 9A18 .C5 . o2 . tw 

651 

none 

651. .770, 651. .788, 652. .801 

998 

2117 

8989 

OJ990723_14 .9A18 .C5.o2.tc 

660 

none 

660.. 788, 661.. 792 



Seq. ID OJ990723_14.9A18.C5 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method , 

End 

Score 



12407 

TBLASTX: Wheat 

801 

65 



OJ990723_14.9A18.C5 
12407 

TBLASTX: Cress 

792 

122 



Seq. No. 


998 








Seq. ID 


OJ990723_14 . 9A18 


Gene No. 


2117 








Strand 




Start 


8989 








End 


12407 


Name 


OJ990723 


14.9A18.C5 


.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


660 








End 


807 


GI 


none 








Score 


168 


Exons 


660. .806, 


661. .807 










Seq. No. 


998 








Seq. ID 


OJ990723_14 . 9A18 


Gene No. 


2117 








Strand 




Start 


8989 








End 


12407 


Name 


OJ990723 


14.9A18.C5 


.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


660 








End 


801 



1099 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

660. .800, 661. .801 



Score 152 



OJ990723 14.9A18.C5 



998 Seq. ID _ 

2117 Strand 
8989 End 12407 

OJ990723_14.9A18.C5.o3.gp Method AAT/GAP 
8407 End 9456 

26857_1.R1084 Score 1817 

8407. .8918, 9005. .9456 

'6093512/sp|Q39950|NLTP_HELAN 1.0e-16 NONSPECIFIC LIPID-TRANSFER 
PROTEIN PRECURSOR (LTP) (NSLTP) (SDI-9) 

>gi_1050918_emb_CAA63340_ (X92648) lipid transfer protein 
[Helianthus annuus] 1 





Seq. No. 


998 




Seq. ID 


OJ990723_14 . 9A18 .C5 




Gene No. 


2117 




Strand 


- 




Start 


8989 




End 


12407 




Name 


OJ990723_14 


;9A18.C5.o4.np 


Method 


AAT/NAP 




Start 


8710 




End 


10392 




GI 


6539588 




Score 


207 




Exons 


8710. .8732, 


10080. .10392 








GI Descrip. 


(AP000837) : 


hypothetical protein :fOryza 


sativa] 


! e =5 
a 


Seq. No. 


998 




Seq. ID 


OJ990723_14.9A18.C5 


! (J 


Gene No. 


2117 




Strand 




;* Fs 

*: ■ ' 


Start 


8989 




End 


12407 


i'i ! 
: i-S 


Name 


OJ990723 14 


.9A18.C5.o3.gs 


Method 


GEN SCAN 


i!3 


Start 


8989 




End 


9357 




GI 


none 




Score 


.97 


. : L< J 


Exons 


8989. .9357 








I s ! ; 

: csf 


Seq. No. 


998 




Seq. ID 


OJ990723_14.9A18.C5 


■'; 


Gene No. 


2117 




Strand 




L _i 


Start 


8989 




End 


12407 




Name ' 


OJ990723 14 


.9A18.C5.o3.np 


Method 


AAT/NAP 




Start 


8998 




End 


9360 


I 1 




6492243 




Score 


449 - ■ 




Exons 


8998. .9360 










GI Descrip. 


(AF109195) 


lipid transfer protein [Hordeum vulgare] 


!. «J 


Seq. No. 


998 




Seq. ID 


OJ990723_14.9A18.C5 




Gene No. 


2117 




Strand 






Start 


8989 




End 


12407' 




Name 


OJ990723 14 


.9A18.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9004 




End 


9274 




GI 


none 




Score 


329 




Exons 


9004. .9273, 


9008. .9274, 9176. 


.9274 






Seq. No. 


998 




Seq. ID 


OJ990723_14 .9A18.C5 




Gene No. 


2117 




Strand 






Start 


8989 




End . 


12407 




Name 


OJ990723 14 


.9A18.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


9007 




End 


9355 




GI 


none 




Score 


93 




Exons 


9007. .9093, 


9008.. 9094, 9094. 


.9216, 9095. .9217, 9184.. 9273, 






9203. .9355 









1100 






Seq. No. 


998 


Seq. ID 


OJ990723_14 . 


9A18 


. CD 




Gene No. 


2117 


. Strand 










Start 


8989 


End 


12407 








Name 


OJ990723 14.9A18.C5.ol.tc 


Method 


TBLASTX: Cress 






Start 


9008 


End 


9273 








GI 


none 


Score 


130 








Exons 


9008.. 9259, 9010.. 9273 












Seq. No. 


998 


. Seq. ID 


OJ990723_14. 


9A18 


PC 




Gene No. 


2117 


Strand 










Start 


8989 


End 


12407 








Name 


OJ990723 14.9A18.C5.ol.ts 


Method 


TBLASTX: Soybean 






Start 


9010 


End 


9274 








GI 


none 


Score 


50 








Exons 


9010. .9273, 9011. .9076, 9107. .9274 










Seq. No. 


998 


Seq. ID 


OJ990723JL4. 


9A18 






Gene No. 


2117 


Strand 










Start 


8989 


End 


12407 








Name 


OJ990723 14.9A18.C5.o4.gs 


Method 


GEN SCAN 








Start 


10085 


End 


12407 








GI 


none 


Score 


.54 ' 






'ad 


Exons ■ 


10085. .10307, 11653. .11792, 


12384.. 12407 








Seq. No. 


999 


Seq. ID 


OJ990723_14. 


9A18 


. LD 




Gene No. 


2118 


Strand 










Start 


796 


End 


958 








Name 


OJ990723 14.9A18.C6.ol.gs 


Method 


GENSCAN 






: := : 


Start 


796 


End 


958 








GI 


none 


Score 


.65 








Exons 


796. .829, 867. .958 










: 9T 

:i 


Seq. No. 


1000 


Seq. ID 


OJ990723_14. 


9A18 


. U / 


i J 


Gene No. 


2119 


Strand 


+ 






*: =? 

! t E 


Start 


827 


End 


2203 






* ti 


Name 


OJ990723 14.9A18.C7.ol.gs 


Method 


GENSCAN 






I s *. 


^Start 


827 


End 


2203 






: t ^5 - 


•GI 


none 


Score 


.52 






i'1 


Exons 


827. .986, 1705. .1813, 2012. 


.2050, 2091 


. .2203 






.3 S| 

: : ar? 


Seq. No. 


1000 


Seq. ID 


OJ990723_14. 


9A18 






Gene No. 


2120 


Strand 


+ 








Start 


3067 


End 


3375 








Name 


OJ990723 14.9A18.C7.o2.gs 


Method 


GENSCAN 








Start 


3067 


End 


3375 








GI 


none 


Score 


.75 








Exons 


3067. .3375 












Seq. No. 


1000 


Seq. ID 


OJ990723_14 


9A18 


.C7 




Gene No. 


2121 


Strand 


+ 








Start 


9867 


End 


11591 








Name 


OJ990723 14.9A18.C7.ol.gp 


Method 


AAT/GAP 








Start 


9779 


End 


11591 








GI 


993 1.R1084 


Score 


2646 








Exons 


9779. .10005, 10113. .10425, 


10787. .11591 








GI Descrip. 


•1041710 1.0e-121 (U30477) 


expansin Os 


-EXP2 [Oryza 


sativa] ' 



1101 




Seq. No. 


1000 






Seq. ID 


OJ990723_ 


_14 


9A18 


.C7 


Gene No. 


2121 






Strand 


+ 


j 






Start 


9867 






End 


11591 








Name 


OJ990723 14. 


9A18.C7. 


ol .np 


Method 


AAT/NAP 








Start 


9867 






End 


11087 








GI 


1041710 






Score 


1301 








Exons 


9867. .10005, 


10113. . 


10425, 


10787. .11087 








GI Descrip. 


(U30477) expansin Os 


-EXP2 


[Oryza sativa] 








Seq. No. 


1000 






Seq. ID 


OJ990723_ 


1 A 

14 


yAlo 


. c / 


Gene No. 


2121 






Strand 


+ 








Start 


9867 






End 


11591 








Name 


OJ990723 14. 


9A18.C7. 


o5 .gs 


Method 


GEN SCAN 








Start 


9867 






End 


11090 








GI 


none 






Score 


.99 








Exons 


9867. .10005, 


10113. . 


10425, 


10787. .11090 








Seq. No. 


1000 






Seq. ID 


OJ990723 


_14 


9A18 


-C7 


Gene No. 


2122 






Strand 


+ 








Start 


13005 






End 


17074 








Name 


OJ990723 14. 


9A18.C7. 


o2 .np 


Method 


AAT/NAP 








Start 


12999 






End 


17074 








GI ; 


1946372 






Score 


547 








Exons 


12999. .13119 


, 14722. 


.14846 


, 16486. .16718, 16957 


. . 17074 





! s3 GI Descrip. (U93215) putative integral membrane protein [Arabidopsis 
\S\ thaliana] 





Seq. No. 


1000 


Seq." ID 


OJ990723_14. 9A18 


.C7 


'» J 

: i 


Gene No. 


2122 


Strand 


-f 




: i : 
-sr 


Start 


13005 


End 


17074 




"t c; : 


Name 


OJ990723 14.9A18.C7.o6.gs 


Method 


GENSCAN 




: i 
: : : 
: sf 


Start 


13005 


End 


15797 






GI 


none 


Score 


.47 




.3 ca. 
i.J 


Exons 


13005. .13119, 13846. .14195, 


14784. .14 


906, 15771.. 15797 






Seq. No. 


1000 


Seq. ID 


OJ990723_14. 9A18 


.C7 


ja = 


Gene No. 


2123 


Strand 






i ^ 


Start 


16917 * 


.End 


17323 




i* "i 


Name 


OJ990723 14.9A18.C7.o2.tw 


Method 


TBLASTX: Wheat 




[- 


Start 


2216 


End 


10958 






GI 


none 


Score 


127 






Exons 


2216. .2326, 10283 .. 10426, 10777 .. 10908 , 10778 .. 10957 , 








10785. .10958 










Seq. No. 


1000 


Seq. ID 


OJ990723_14. 9A18 


.C7 




Gene No. 


2123 


Strand 








Start 


16917 


End 


17323 






Name 


OJ990723 14.9A18.C7-.ol.tc 


Method 


TBLASTX: Cress 






Start 


9795 


End 


10892 






GI 


none 


Score 


104 






Exons 


9795. .9869, 9944. .10006, 9945. .10007, 


10111. . 10425, 








10112. .10426, 10781. .10885, 


10785. .10892 






Seq. No. 


1000 


Seq. ID 


OJ990723_14.9A18 


.C7 




Gene No. 


2123 


Strand 








Start 


16917 


End 


17323 . 





1102 



Name 


OJ990723 14.9A18.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9938 






End 


10972 




GI 


none 






Score 


131 




Exons 


9938. . 


10006, 9939.. 


10007, 10099. .10179, 


10111. .10458, 






10112. 


.10426, 10199 


. .10246, 


10213. .10425, 10214. .10426, 






10358. 


.10426, 10784 


. .10972, 


10785. .10967 




Seq. No. 


1000 






Seq. ID 


OJ990723_14.9A18 


.C7 


Gene No. 


2123 






Strand 






Start 


16917. 






End 


17323 




Name 


OJ990723 14.9A18.C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9944 






End 


11086 




GI 


none 






Score 


106 




Exons 


9944. . 


10006, 9945.. 


10007, 10099. .10179, 


10111. .10425, 






10112. 


.10426, 10784 


11086, 


10785. .11054 




Seq. No. 


1000 






Seq. ID 


OJ990723_14.9A18 


.C7 


Gene No. 


2123 






Strand 






Start 


16917 






End 


17323 




Name 


OJ990723 14.9A18.C7 


. o2 . tc 


Method 


TBLASTX: Cress . 




Start 


10896 






End 


11089 




GI 


none 






Score 


222 




Exons 


10896. 


.11054, 10898 


11089 








Seer No 


1000 






Seq. ID 


OJ990723_14.9A18 


. C7 




2123 






Strand 






Start 


16917 






End 


17323 




Name 


OJ990723 14.9A18.C7 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10973 






"End 


11444 




GI 


none 






Score 


121 




Ex on s 


10973. 


.11086, 10974 


. . 11054, 


11056. - HOG 


8, 11057. .11089, 






11173. 


.11232, 11174 


. . 11239, 


11192. .11263, 11228. .11260, 






11233. 


.11280, 11327 


. .11413, 


11371. .11403, 11424. .11444 




Spa No 


1000 






Seq. ID 


OJ990723_14.9A18 


.C7 


fipriP No 


2123 






Strand 






Start 


16917 






End 


17323 




Name 


OJ990723 14.9A18.C7 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


13026 






End 


16752 




GI 


none 






Score 


74 




Exons 


13026. 


.13118, 14693 


. .14905, 


14717. .14905, 14724. .14909, 






15231. 


.15329, 15552 


. .15734, 


15556. .15699, 16200 .. 16370, 






16201. 


.16371, 16418 


. .16627, 


16446. .16670, 16453 .. 16752 , 






16453. 


.16701, 16455 


. .16736 








Sea No 


1.000 






■ Seq. ID 


OJ990723J.4.9A18 


.C7 


Gene No. 


2123 






Strand 






Start 


16917 






End 


17323 




Name 


OJ990723 14.9A18.C7 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16197 






End 


16680 




GI 


none 






Score 


76 




Exons 


16197. 


.16349, 16200 


. .16280, 


16201. .16371, 16446. .16670, 






16453. 


.16680, 16453 


. .16620, 


16455. .16670 




Seq. No. 


1000 






Seq. ID 


OJ990723_14.9A18 


.C7 


Gene No. 


2123 • 






Strand 






Start 


16917 






End 


17323 





1103 



ru 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



* Seq. No. 
H Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



OJ990723_14.9A18.C7,o2.ts Method TBLASTX : Soybean 

16200 End 16740 

none Score 224 

16200. .16370, 16201. .16371, 16449 .. 16619, 164 4 9 16736, 

16450. .16740 



1000 
2123. 
16917 

OJ990723_14 . 9A18 . C7 . o2 . gp 

16917 

none 

16917.. 17323 



1001 
2124 
1 

OJ990723_14 
1 

599_2.R1084 
1..36, 138. 



9A18.C8.ol.gp 



222, 404. .534, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1520. .1778, 



OJ990723_14.9A18.C7 

17323 
AAT/GAP 
17323 
798 



OJ990723_14.9A18.C8 
+ 

1979 
AAT/GAP 
1979 
902 

1932. .1979 



, 1350969/sp|P49216|RS26_ORYSA 2.0e-41 40S RIBOSOMAL PROTEIN S26 
(S31) >gi_971284_dbj_BAA07208_ (D38011) ribosomal protein S31 
[Oryza sativa] 1 



1001 Seq. ID OJ990723 14.9A18.C8 

2124 Strand 
1 End 
OJ990723_14 . 9A18 . C8 . ol . np Method 
1 End 
1350969 Score 
1..36, 138. .222, 404. .534, 1520. .1606 

40S RIBOSOMAL PROTEIN S26 (S31) gi | 971284 | dbj | BAA07208 | (D38011) 
ribosomal protein S31 [Oryza sativa] 



OJ990723JL4. 9A18, 
+ 

1979 
AAT/NAP 
1606 
518 



1001 Seq. ID 

2124 Strand 

1 End 

OJ990723JL4 . 9A18 .08 .ol . gs Method 

138 End 

none Score 

138. .222, 404. .534, 1503. .1676 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15716, 15850. .16043, 18937 
19759, 20181. .20356, 20640 
22103, 22217. .22386 



1001 
2125 
15654 

OJ990723_14 . 9A18 . C8 . o4 . gs 
15654 
none 
15654. 
19638, 
22040. 



OJ990723_14 . 9A18 -C8 
+ 

1979 
GEN SCAN 
1676 
.73 



OJ990723_14.9A18.C8 
+ 



22503 
GENSCAN 
22386 
.51 

19002, 19148. 
20806, 21713. 



,19507, 
,21905, 



1001 Seq. ID 

2125 Strand 

15654 End 

OJ990723 14.9A18.C8.o2.gp Method 



OJ990723_14.9A18.C8 
+ 

22503 
AAT/GAP 



1104 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21573 End 22503 

4850_1.R1084 Score 1295 

21573. .21905, 22040 .. 22103, 22217.. 22503 

M99099 2.0e-27 (U09942) beta-galactosidase alpha-peptide 
[Cloning vector pDB31] 1 



1001 Seq. ID 

2126 Strand 

24847 End 

OJ990723JL4 . 9A18 .C8 . 06 . gs Method 

24847 End 

none Score 

24847. .24976, 25649. .26130 



OJ990723_14.9A18.C8 
+ 

27685 
GENSCAN 
26130 
.83 



1001 
2126 
24847 

OJ990723_14 . 9A18 . C8 . o5 . np 
25992 
3033395 
25992. .26113, 27657.. 27685 

(AC004238) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723 
+ 

27685 
AAT/NAP 
27685 
57 



14.9A18.C8 



Seq. ID OJ990723_14.9A18.C8 



Seq. No. 1001 

Gene No. 2127 Strand + 

Start 34257 End 38558 

Name OJ990723_14 . 9A18 . C8 . 08 . gs Method GENSCAN 

Start 34257 End 38558 

GI none Score .53 

Exons 34257. .34408, 36522 .. 36587 , 38419.. 38558 



L| Seq. No. 
Gene No. 

2 Start 
1 Name 
' 4 Start 

3 Exons 

3 GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1001 
2128 
14051 

OJ990723_14. 9A18.C8.o2.np 

14051 

1946376 



Seq. ID OJ990723_14.9A18.C8 



Strand 
End 

Method 

End 

Score 



15184 
AAT/NAP 
15184 
283 



14051. .14467, 14531. .15020, 15115. .15184 
(U93215) unknown protein [Arabidopsis thaliana] 



1001 Seq. ID 

2129 Strand 

22768 End 

OJ990723_14 . 9A18 . C8 . o5 . gs Method 

22768 End 

none Score 
22768. .24081 



OJ990723_14.9A18.C8 

24081 
GENSCAN 
24081 
.57 



Seq. No. 1001 Seq. ID 

Gene No. 2129 Strand 

Start 22768 End 

Name \- , OJ990723_14 . 9A18 .C8 .o3.np Method 

Start 22774 End 

GI 2583128 Score 

Exons 22774. .23964 

GI Descrip. (AC002387) hypothetical protein [Arabidopsis thaliana] 



OJ990723_14 .9A18.C8 

24081 
AAT/NAP 
23964 
502 



1105 




Seq. No. 


1001 


Seq. ID 


OJ990723._14.9A18.C8 


Gene No . 


91 OQ 


Strand 




Start 


22768 


End 


24081 


Name 


OJ990723 14.9A18.C8.o4.np 


Method 


AAT/NAP 


Start 


22882 


End 


23882 


GI 


2911054 


Score 


354 


Exons 


22882. .23094, 23139 23882 , 






GI Descrip.' 


(AL021961) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


J: 1001 


Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2130 


Strand 




start 


31462 


End 


33843 


Name 


OJ990723 14.9A18.C8.o6.np 


Method 


AAT/NAP 


Start 


31462 


End 


33843 


GI 


6523054 


Score 


533 


Exons 


31462. .31572, 31972.. 33843 






GI Descrip. 


(AL133314) arm repeat containing protein homolog [Arabidopsis 




thaliana] 






Seq. No. 


1001 


Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2130 


Strand 




Start 


31462 


End 


33843 


Name 


OJ990723 14 . 9A18 .C8 .o3.gp 


Method 


AAT/GAP 


Start 


31580 


End 


32176 


GI 


15819 1.R1084 


Score 


1159 


Exons 


31580. .32176 






GI Descrip. 


'2462822 4.0e-16 (AF000657) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


1001 


Seq. ID 


OJ990723_14 .9A18.C8 


Gene No. 


2130 


Strand 




Start 


31462 


End 


33843 


Name 


OJ990723 14.9A18.C8.o4.gp 


Method 


AAT/GAP 


Start 


32546 


End 


32957 


GI 


5005341 


Score 


817 


Exons 


32546. .32957 






GI Descrip. 


2462822 4.0e-16 (AF000657) 


hypothetical protein. [Arabidopsis 




thaliana] 






Seq. No. 


1001 


Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2131 


Strand 




Start 


35736 


End 


36827 


Name 


OJ990723 14.9A18.C8.o3.tc 


Method 


TBLASTX: Cress 


Start 


14051 


End 


14258 


GI 


none 


Score 


81 


Exons 


14051. .14257, 14172. .14258 






XT _ 

Seq. No. 


1001 


Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2131 


Strand 




Start 


35736 


End 


36827 


Name 


OJ990723 14.9A18.C8.o3.tw 


Method 


TBLASTX: Wheat 


Start 


17802 


End 


18224 


GI 


none 


Score 


205 


Exons 


17802. .18224 






Seq. No. 


1001 


Seq. ID 


OJ990723_14 .9A18.C8 



1106 



a 
o 

ru 

Q 

hi 
rii 



Gene No; 


2131 






Strand 




Start 


35736 






" End 


36827 


Name 


OJ990723 14.9A18.C8 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


18165 






End 


18567 


GI 


none 






Score 


65 


Exons 


18165. 


.18224, 18261 


. .18563, 


18472. .18567 


Seq. No. 


1001 






Seq. ID 


OJ990723_14.9A18 


Gene No. 


2131 






Strand 




Start 


35736 






End 


36827 


Name 


OJ990723 14.9A18..C8 


. o4 . tm 


Method 


TBLASTX: Maize 


Start ■ 


21615 






End 


22310 


GI 


none 






Score 


64 


Exons 


21615. 


.21683, 21623 


. .21685, 


21627. .21686, 21711 .. 21767 , 




21762. 


.21905, 21775 


. .21903, 


21786. .21905, 22035 .. 22097 , 




22037. 


.22120, 22037 


. .22120, 


22039. .22122, 22211. .22309, 




22216. 


.22308, 22251 


. .22310 






Seq. No. 


1001 






Seq. ID 


OJ990723_14.9A18 


Gene No. 


2131 






Strand 




Start 


35736 






End 


36827 


Name 


OJ990723 14.9A18.C8 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


21753 






End 


22404 


GI- 


none 






Score 


170 


Exons 


21753. 


.21905, 21779 


. .21904, 


22037. .22120, 22039 .. 22122 , 




22199. 


.22393, 22216 


. .22404, 


22251. .22388 


Seq. No. 


1001 






Seq. ID 


OJ990723_14.9A18 


Gene No. 


2131 






Strand 




Start 


35736 






End 


36827 


Name 


OJ990723 14.9A18.C8 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


21795 






End 


22386 


GI 


none 






Score 


129 


Exons 


21795. 


.21905, 22037 


. .22120, 


22039. .22122, 22211 .. 22279, 




22216. 


.22386, 22251 


. .22385 






Seq. No. 


1001 






Seq. ID 


OJ990723_14. 9A18 


Gene No. 


2131 






Strand 




Start 


35736 






End 


36827 . 


Name 


OJ990723 14.9A18.C8 


. o3. tm 


Method 


TBLASTX: Maize 


Start 


22784 






End 


23844 


GI 


none 






Score 


78 


Exons 


22784. 


.22873, 22792 


. .22872, 


22862. .23176, 22862 .. 23113, 




22876. 


,.23190, 23017 


. .23202, 


23221. .23451, 23683.-23844 


Seq. No. 


1001 






Seq. ID 


OJ990723_14 . 9A18 


Gene No. 


2131 






Strand 




Start 


35736 






End 


36827 


Name 


OJ990723 14.9A18.C8 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


22814 






End 


23190 


GI 


none 






Score 


69 


Exons 


22814, 


.22873, 22862 


. .22948, 


22897. .22950, 22951 .. 23190, 




22961, 


.23164, 23017 


. .23190 






Seq. No. 


1001 






Seq. ID 


OJ990723_14.9A18 


Gene No. '■• 


2131 






Strand 




Start 


35736 






End 


36827 



,C8 



1107 



Name 


OJ990723 14.9A18.C8. 


o4 . tc 


Method 


TBLASTX: Cress 


Start 


22906 




End 


23202 


GI 


none 




Score 


37 


Exons 


22906. .22977, 22906. 


.23202, 


22961.. 23164 


Seq. No. 


1001 




Seq. ID 


OJ990723_14 .9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 




End 


36827 


Name 


OJ990723 14.9A18.C8. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


23254 




End 


23844 


GI .. 


none 




Score 


107 


Exons 


23254 . .23451, 23503. 


.23640, 


23671.. 23844 


Seq. No. 


1001 




Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 




End 


36827 


Name 


OJ990723 14.9A18.C8. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


32059 




End 


32464 


GI 


none 




Score 


416 


Exons 


32059. .32463, 32059. 


.32439, 


32277. .32456, 32366.. 32464 


Seq. No. 


1001 




Seq. ID 


OJ990723 14.9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 




End 


36827 


Name 


OJ990723 14.9A18.C8. 


ol . ts 


Method 


TBLASTX : Soybean 


Start 


32248 




End 


33102 


GI 


none 




Score 


151 


Exons 


32248 . . 32400, 32494 . 


.32562, 


32539. .3261 


38, 32545. .32754, 




32872. .33102, 32876. 


.33082 






Seq. No. 


1001 




Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 




End 


36827 


Name 


OJ990723 14.9A18.C8. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


32464 




End 


32719 


GI 


none 




Score 


113 


Exons 


32464. .32718, 32465. 


.32719 






Seq. No. 


1001 




Seq. ID 


OJ990723_14. 9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 




End 


36827 


Name 


•OJ990723 14.9A18.C8. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


32486 




End 


32905 


GI 


none 




Score 


375 


Exons 


32486. .32905, 32488. 


.32904 






Seq. No. 


1001 




Seq. ID 


OJ990723_14.9A18.C8 


Gene No. 


2131 




Strand 




Start 


35736 ' 




End 


36827 


Name 


OJ990723 14.9A18.C8. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


32785 




End 


33542 


GI 


none 




Score 


257 


Exons 


32785. .33120, 32786. 


.33082, 


32866. .33129, 33151 .. 33222, 




33157. .33300, 33158. 


.33427, 


33361. .33426, 334 42 .. 33483, 




33459. .33542 








Seq. No. 


1001 




Seq. ID 


OJ990723_14.9A18.C8 



1108 





Gene No. 


. 2131 


Strand 








Start 


35736 


End 


36827 






Name 


OJ990723 14.9A18.C8.o2.tc 


Method^ 


TBLASTX: Cress 






Start 


32872 ~ 


End 


33093 






GI 


none 


Score 


131 






Exons 


32872. .33093, 32873. .33082 










Spct No 


1001 


Seq. ID 


OJ990723_14.9A18 


.C8 




Gene No. 


2131 


Strand 








Start 


35736 


End 


36827 






Name 


OJ990723 14.9A18.C8.o2.tw 


Method 


TBLASTX: Wheat 






Start 


32906 


End 


33213 






GI 


none 


Score 


251 






Pvnn e 


32906. .33082, 32906. .32986, 


32908. .33108, 32908 .. 33111, 








33048. .33128, 33085. .33213, 


33118. .33213 






Seq. No. 


1001 


Seq. ID 


OJ990723_14.9A18 


.C8 




Gene No. 


2131 


Strand 








Start 


35736 


End 


36827 . 






Name 


OJ990723 14.9A18.C8.o7.tm 


Method 


TBLASTX: Maize 






Start 


33544 ~~ 


End 


33732 






GI 


none 


Score 


89 






Rxon s 

1*J *V V-/ likj 


3354 4 . . 33732, 33562 .. 33636, 


33572. .33730 




\..J 


Sea No 


1001 


Seq. ID 


OJ990723_14 . 9A18 


.C8 


, =\ 
"Z 5? 


Gene No. 


2131 


Strand 






i * 


Start 


35736 


End 


36827 




i L£ 


Name 


OJ990723 14.9A18.C8.o7.np 


Method 


AAT/NAP 






Start 


35736 


End 


36827 




=: J 


GI 


6815053 


Score 


727 




j s ij 


Pvnn q 


35736. .35971, 36021 .. 36175, 


36659. .36827 




i.1 
\'"\ \ 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




! l=? 
:t 


Seq. No. 


1002 


Seq. ID 


OJ990723_14.9A18 


.C9 


: : 


Gene No. 


2132 


Strand 


+ 




is si 


Start 


133 


End 


1077 






Name 


OJ990723 14.9A18.C9.ol.gs 


Method 


GENS CAN 






Start 


133 


End 


1077 




. ^ 


GI 


none 


Score 


.41 




u3 


F.xnns 


133. .300, 847. .1077 










Sea No 


1002 


Seq. ID 


OJ990723_14.9A18 


.C9 




Gene No.. 


2133 


Strand 








Start 


1 


End 


1629 






Name 


OJ990723 14.9A18.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1629 






GI 


6456162 


Score 


88 






FvAn q 


1..122, 150. .314, 1572. .1629 










GI Descrio. 


(AC011622) putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


1003 


Seq. ID 


OJ990723_14.9A18 


.C10 




Gene No. 


2134 


Strand 


+ 






Start 


48 


End 


1433 






Name 


OJ990723 14.9A18.Cl0.ol.gs • 


Method 


GEN SCAN 






Start 


48 


- End 


1433 






GI 


none 


Score 


,.59 - 






Exons 


48. .202, 347. .450, 878. .1029 


, 1241. .1433 





1109 





Seq. No. 


1003 






Seq. ID 


OJ990723_ 


1 A 

14 . 


9A18 


. C10 




Gene No. 


2135 






Strand 












Start 


2574 






End 


2982 










Name 


OJ990723 14 


.9A18.C10.o2.gs 


Method 


GEN SCAN 










Start 


2574 






End 


2982 










GI 


none 






Score 


.74 










Exons 


2574. 


.2606, 


2663.. 2759, 2765. 


.2982 












Seq. No. 


1003 






Seq. ID 


OJ990723_ 


1 A 

14 . 


9A18 


. C10 




Gene No. 


2136 






Strand 












Start 


4184 






End ' 


5527 










Name 


OJ990723 14 


. 9A18.C10.o3.gs 


Method 


GEN SCAN 










Start 


4184 






End 


5527 










GI 


none 






Score 


.79 










Exons 


4184. 


.4330, 


4689. .4790, 5369. 


.5527 












Seq. No. 


1004 






Seq. ID 


OJ990723_ 


1 A 

14 . 


9Alo 


/-111 

. Cll 




Gene No. 


2137 






Strand 


+ 










Start 


1630 






End 


2016 










Name 


OJ990723 14 


. 9A18.Cll.ol.gs 


Method 


GEN SCAN 










Start 


1630 






End 


2016 










GI 


none 






Score . 


.81 










Exons 


. 1630. 


..1743, 


1951.. 2016 












: s=? 

i.l 
: sr 


Seq. No. 


1004 






Seq. ID 


OJ990723 


_14. 


9A18 


.Cll 


.: sa 

: t : 
: t 


Gene No. 


2138 






Strand 


+ 








: :-i 


Start 


2416 






End 


3060 








1*1 


Name 


OJ990723 14 


. 9A18.Cll.ol.np 


Method 


AAT/NAP 










Start 


2416 






End 


3060 










GI 


6721543 




Score 


87 










Exons 


2416. 


.2545, 


3000. .3060 












ru 


GI Descrip. 


(AP001073) 


hypothetical protein [Oryza 


sativa]- 










Seq. No. 


1004 






Seq. ID 


OJ990723 


14 . 


9A18 


oil 

. Cll 




Gene No. 


2139 






Strand 












Start 


2368 






End 


2508 










Name 


• OJ990723 14 


. 9A18.Cll..o2.gs 


Method 


GENSCAN 








,3 


Start 


2368 






End 


2508 








. 


GI 


none 






Score 


.57 










Exons 


2368. 


.2508 
















Seq. No. 


1005 






Seq. ID 


OJ990723 


_14. 


9A18 


.C14 




Gene No. 


2140 






Strand 


+ 










Start 


1903 






End 


2019 










Name 


OJ990723 14 


.9A18.C14.ol.gp 


Method 


AAT/GAP 










Start 


1903 






End 


2019 










GI 


LIB3431-045 


-P1-N1-A10 


Score 


197 










Exons 


1903. 


.2019 
















GI Descrip. 


! 5441876/dbj IAP000367.1 IAP000367 0.0e+00 Oryza 


sativa genomic 






DNA, 


chromosome 2, clone: P0437H03 (contig b) 1 










Seq. No. 


1005 






Seq. ID 


OJ990723 


_14. 


9A18 


.C14 




Gene No. 


2141 






Strand 












Start 


1568 






End 


5511 










Name 


. OJ990723 14 


.9A18.C14.ol.gs 


Method 


GENSCAN 










Start 


1568 






End 


54 94 









1110 



GI 

Exons 



none Score .63 

1568. .1690, 2458. .2658, 3020. .3137, 3142. .3189, 3253. .3384, 

3485. .3540, 3698. .3880, 3973. .4179, 4473. .4598, 4690. .5095, 

5165. .5287, 5346.-5494 



Seq. No. 1005 
Gene No. 2141 
Start 1568 

Name OJ990723_14 . 9A18 . C14 . ol . np 

Start 2903 
GI 5441880 
Exons 2903.. 3137, 3253.. 3384, 

4907. .5240, 5346. .5511 
GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_14.9A18.C14 

5511 
AAT/NAP 
5511 
2247 



3631. .3728, 3973:. 4231, 4300. .4598, 



is? 



Seq. No. 1005 Seq. ID OJ990723_14.9A18.C14 - 

Gene No. 2141 Strand 

Start 1568- End 5511 

Name OJ990723_14 . 9A18 .C14 .o2 .gp Method AAT/GAP 

Start 3981 End 4472 

GI LIB3475-007-P1-K1-G8 Score 794 

Exons .3981.. 4231, 4300...4472 

GI Descrip. * 5441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C62 94 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



s * Seq. No. 

Gene No. 

.J Start 

.3 Name 

; H Start 

" GI 

] a Exons 

»=f GI Descrip. 



1006 Seq. ID 

2142 Strand 

1 End 

OJ990723_14 . 9A18 . C15 . ol . np Method 

1 End 

5441880 Score 
1..456, 714. .745, 1190. .1501 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990723_14.9A18.C15 

1501 
AAT/NAP 
1501 
1067 



Seq. No. 1006 Seq. ID 

Gene No. 2142 Strand 

Start 1 End 

Name OJ990723_14 . 9A18 .C15.ol.gs Method 

Start 21 End 

GI none Score 

Exons 21.. 218, 518.. 1310 



OJ990723_14.9A18.C15 

1501 
GENSCAN 
1310 
.55 



Seq. No. 1006 Seq. ID 

Gene No. 2142 Strand 

Start • 1 End 

Name OJ990723_14 . 9A18 .C15.ol.tw Method 

Start 960 End 

GI none Score 

Exons 960.. 1136, 990.. 1136, 1021.. 1140, 1134 
1186. .1341 



OJ990723_14 . 9A18.C15 
1501 

TBLASTX: Wheat 

1352 

85 

. .1352, 1146. .1340, 



Seq. No. 



1006 



Seq. ID OJ990723_14.9A18.C15 



1111 



Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2142 Strand 

1 End 1501 

OJ990723_14 . 9A18 .C15 . ol. gp Method AAT/GAP 
1160 End 1501 

5701669 Score 658 

1160. .1501 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 

1007 Seq. ID OJ990503_12 . 9A01 .CI 

2143 Strand + 
68 End 785 
OJ990503_12.9A01.Cl.ol.gp Method AAT/GAP 
68 End 575 
uC-osrocyp011h09bl Score 980 

68. .575 

' 1402906/emb | CAA66958 | 3.0e-31 (X98314) peroxidase [Arabidopsis 
thaliana] >gi_4 4 68977_emb_CAB382 91_ (AL035605) peroxidase, prxr2 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1007 Seq. ID 

2143 Strand 

68 End 

OJ990503_12 . 9A01 . CI . ol . gs Method 

244 End 

none Score 
244. .672 



OJ990503_12. 9A01.C1 
+ 

785 

GENSCAN 

672 

.52 



1007 Seq. ID 

2143 Strand 
68 End 
OJ990503_12 . 9A01 . CI . ol . np Method 
244 End 
1402906 Score 
244. .785 

(X98314) peroxidase [Arabidopsis thaliana] 
gi|4468977|emb|CAB38291|- (AL035605) peroxidase, prxr2 
[Arabidopsis thaliana] 



OJ990503_12 . 9A01 -CI 
+ 

785 

AAT/NAP 
785 
440 



i Seq. No. 


1007 






Seq. ID 


OJ990503_12.9A01 


.CI 


rf Gene No. 


2143 






Strand 


+ 




Start 


68 - 






End 


785 




Name 


OJ990503 


12. 9A01.C1 


ol . tc 


Method 


TBLASTX: Cress 




Start 


283 






End 


672 




GI 


none 






Score 


472 




Exons 


283. .672, 


327. .659 










Seq. No. 


■1007 






Seq. ID 


OJ990503_12.9A01 


.CI 


Gene No. 


2143 






Strand 


+ 




Start 


68 . 






End 


785 




Name 


OJ990503 


12.9A01.C1 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


286 






End 


672 




GI 


none 






Score 


273 




Exons 


286. .600, 


363. . 647, 


582. .668, 


610. . 672 






Seq. No. 


1007 






Seq. ID 


OJ990503_12. 9A01 


.CI 



1112 



Gene No. 


2143 




Strand 


+ 




Start 


68 




End 


785 




Name 


OJ990503 12.9A01.Cl.ol.tm 




Method 


TBLASTX: Maize 




Start 


305 




End 


675 




GI 


none 




Score 


93 




Exons 


305. .379, 309. .674, 310. .675 








Seq. No. 


1007 




Seq. ID 


OJ990503_12.9A01. 


CI 


Gene No. 


2143 




Strand 


+ 




Start 


68 




End 


785 




Name 


OJ990503 12 . 9A01 . CI .ol . ts 




Method 


TBLASTX : Soybean 




Start 


325 




End 


672 *• ■ 




GI 


none 




Score 


471 




Exons 


325. . 672, 342. . 671 










Seq. No. 


1008 




Seq. ID 


OJ990503_12.9A01, 


C2 


Gene No. 


2144 




Strand 


+ 




Start 


1 




End 


2145 




Name 


OJ990503 12.9A01.C2.ol.gp 




Method 


AAT/GAP 




Start 


1 




End 


1847 




GI 


739 1.R1084 




Score 


431 




Exons 


1..76, 1464. .1593, 1754. .1* 


347 








GI Descrio. 


, 3821793/emb ICAA72290.il 1 


Oe 


-180 (Y11526) casein kinase II 




alpha subunit [Zea mays] ' 










Seq. No. 


1008 




Seq. ID 


OJ990503_12.9A01 


,C2 


Gene No. 


2144 




Strand 


+ 




Start 


1 




End 


2145 




Name 


OJ990503 12.9A01.C2.ol.np 




Method 


AAT/NAP 




Start 


1 




End 


2145 




GI 


3821795 




Score 


377 




Exons 


1..76, 1464. .1593, 1754. .2145 








GI Descrip. 


(Y11649) protein kinase CK2, 


alpha subunit [Zea mays] 




Seq. No. 


1008 




Seq. ID 


OJ990503_12.9A01 


.C2 


Gene No. 


2144 




Strand 


+ 




Start 


1 




End 


2145 




Name 


OJ990503 12.9A01.C2.ol.gs 




Method 


GEN SCAN 




Start 


16 




End 


1593 




GI 


none 




Score 


.5 




Exons 


16. .76, 1436. .1593 










Seq. No. 


1009 




Seq. ID 


OJ990503_12.9A01 


,C4 


Gene No. 


2145 




Strand 






Start 


109 




End 


247 




Name 


OJ990503 12.9A01.C4.ol.gs 




Method 


GENSCAN 




Start 


109 




End 


247 




GI 


none 




Score 


.83 




Exons 


109. .247 










„Seq. No. 


1010 




Seq. ID 


OJ990503_12.9A01 


.C7 


Gene No. 


2146 




Strand 


+ 




Start 


112 




End 


276 




Name 


OJ990503 12.9A01.C7.ol.gs 




Method 


GENSCAN 




Start 


112 




End 


276 




GI 


none 




Score 


.83 




Exons 


112. .276 











1113 



Seq. No. 


1011 




Seq. ID 


OJ990503_12 . 9A01 


. C9 


Gene No. 


2147 




Strand 


+ 




Start 


764 




End 


992 




Name 


OJ990503 12.9A01.C9.ol.gs 


Method 


GENS CAN 




Start 


764 




End 


992 




GI 


none 




Score 


.68 




Exons 


764. .817, 882. .992 










Seq. No. 


1012 




Seq. ID 


OJ990503_12 . 9A01 


. C10 


Gene No. 


2148 




Strand 


+ 




Start 


245 




End 


779 




Name 


OJ990503_12 . 9A01 . CIO . ol . 


gs 


Method 


GENSCAN 




Start 


245 




End 


779 




GI 


none 




Score 


.89 




Exons 


245. .779 










Seq. . No. 


1013 




Seq. ID 


OJ990503_12 . 9A01 


. C12 


Gene No. 


2149 




Strand 


+ 




Start 


964 




End 


1840 




Name 


OJ990503 12.9A01.C12.o2.. 


tm 


Method 


TBLASTX: Maize 




Start 


639 




End 


980 




GI 


none 




Score 


266 




Exons 


639. .980,- 681. .908, 836. 


.958 








Seq. No. 


1013 




Seq. ID 


OJ990503_12.9A01 


.C12 


Gene No. 


2149 




Strand 


+ 




Start 


964 




End 


1840 




Name 


OJ990503 12.9A01.C12.ol. 


np 


Method 


AAT/NAP 




Start 


964 




End 


1825 




GI 


6967112 




Score 


431 




Exons 


964.. 1034, 1133.. 1825 










GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1013 




Seq. ID 


OJ990503_12.9A01 


-C.12 


Gene No. 


2149 




Strand 


+ 




Start 


964 




End 


1840 




Name 


OJ990503 12.9A01.C12.ol. 


tm' 


Method 


TBLASTX: Maize 




Start 


1132 




End 


1515 




GI 


none 




Score 


41 




Exons 


1132.. 1245, 1135.. 1443, 


1136 


..1513, 1282.. 1515, 1332.. 1499 


Seq. No. 


1013 




Seq. ID 


OJ990503_12.9A01 


.C12 


Gene No. 


2149 




Strand 


+ 




Start 


964 




End 


1840 




Name 


OJ990503 12.9A01.C12.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1133 




End 


1504 




GI 


none 




Score 


189 




Exons 


1133.. 1333, 1135.. 1311, 


1340 


..1504, 1360. .1425 




Seq. No. 


1013 




Seq. ID 


OJ990503_12.9A01 


.C12 


Gene No. 


2149 




Strand 


+ 




Start 


964 




End 


1840 




Name 


OJ990503 12.9A01.C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1174 




End 


1591 




GI 


none 




Score 


598 




Exons 


1174.. 1572, 1175.. 1591, 


1176 


. .1589 







1114 



# • 



Seq. No. 


1013 






Seq. ID 


OJ990503_12.9A01 


.C12 


Gene No . 


2149 






Strand 


+ 




Start 


964 






End 


1840 




Name 


OJ990503 12.9A01.C12.o3. 


tm 


Method 


TBLASTX : Maize 




Start 


1517 






End 


1840 




GI 


none 






Score 


260 




Pvnn <3 

l-J *V \J 1 1 kw> 


1517. 


.1840, 1519.. 1668 










Seq. No. 


1014 






Seq. ID 


OJ990503_12. 9A01 


.C13 


Gene No. 


2150 






. Strand, 






Start 


427 






"End 


744 




Name 


OJ990503 12. 9A01.C13.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


427 






End 


744 




GI 


none 






Score 


66 




Exons 


427. . 


480, 493. .663, 667. 


.744 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exorfs* 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1015 
2151 
609 

OJ990503_12 . 9A01 . C14 . ol . gs 

609 

none 



Seq. ID OJ990503_12.9A01.C14 



Strand 
End 

Method 

End 

Score 



+ 

7334 
GENSCAN 
7254 
.52 



609. .841, 995. .1058, 1060. .1953, 2379 .. 3738 3910 .. 3994, 
4049. .5562, 5704.. 7254 

1015 Seq. ID OJ990503_12.9A01.C14 

2151 Strand + 

609 End 7334 

OJ990503_12 . 9A01 . C14 . o2 . np Method AAT/NAP 

2042 End 7334 

6069646 Score 2707 

2042. .2062, 3808. .3883, 5222. .6068, 6351. .7334 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



1015 
2152 
1 

OJ990503_12.9A01.C14.ol.np 
1 

465445 



OJ990503 12.9A01.C14 



Seq. ID _ 
Strand 

End 4265 
Method AAT/NAP 
End 4265 
Score 110 

1..24, 337.. 693, 887.. 1091, 1583.. 1786, 2232.. 2427, 2967.. 3328, 
3669. .3897, 4208. .4265 

PROBABLE NUCLEAR ANTIGEN gi | 4 18708 | pir | | B4534 4 probable nuclear 
antigen - suid herpesvirus 1 (strain Kaplan) gi 1334072 (M34651) 
ORF-3 protein [ Pseudorabies virus] 



Seq. No. 1015 Seq. ID 

Gene No. 2153 Strand 

Start 4630 End 

Name OJ990503_12 . 9A01 . C14 . o4 . tm Method 

Start 4 630 End 

GI none ' Score 



OJ990503_12.9A01.C14 
5091 

TBLASTX: Maize 

5091 

87 



1115 



# 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



4630. .4749, 4747. .5091, 4752. .4949 



1015 
2154 
5098 

OJ990503_12.9A01. 

5098 

none 

5098. .5247, 5121. 
5526. .5585 

' :ro.i5 

'2154 
5098 

OJ990503_12.9A01. 

5170 

none 

5170.. 5316, 5299. 

1015 
2155 
5530 

OJ990503_12.9A01. 

5530 

none 

5530.. 5802, 5703. 

1015 
2155 
5530 

OJ990503_12.9A01. 

5596 

none 

5596.. 5763, 5600. 

1015 
2155 
5530 

OJ990503_12.9A01, 

5932 

none 

5932.. 6234, 5937, 

1015 
2156 
6514 

OJ990503_12.9A01, 

6514 

none 

6514. .6759 

1015 
2157 
6760 

OJ990503_12. 9A01, 

6760 

none 



C14 .o2. tm 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 5592 

Method TBLASTX : Maize 

End 5592 

Score 131 
.5231, 5271.. 5504, 5272.. 5514, 5509.. 5592, 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 5592 

Method TBLASTX : Wheat 

End 5505 

Score 81 



tw 



C14.o3. 
.5505 



C14.o4.tw 



,5798 



C14 .ol . tm 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 6372 

Method TBLASTX : Wheat 

End 5802 

Score 181 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 6372 

Method TBLASTX : Mai ze 

End 6293 

Score 88 



,5764, 5605.. 6291, 5784.. 6293 



C14.ol.tw 



.6191, 6244, 



C14.o5.tm 



Seq. ID OJ990503_12.9A01.C14 
Strand 

6372 

TBLASTX: Wheat 
6372 
219 



End 

Method 
End 
Score 
.6372 



C14.o3.tm 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 6759 

Method TBLASTX : Mai ze 

End 67 59 

Score 216 



Seq. ID OJ990503_12.9A01.C14 
Strand 

End 7230 

Method TBLASTX: Maize 

End 7230 

Score 311 



1116 



Exons 



6760.. 7095, 6864.. 7070, 7096.. 7230 



Seq. No. 1015 Seq. ID 

Gene No. 2157 Strand 

Start 6760 End 

Name OJ990503_12 . 9A01 .C14 . o2 . tw Method 

Start 6856 End 

GI none Score 

Exons 6856.. 7053, 6885.. 7049, 7174.. 7209 

Seq.. No. 1016 ' Seq. ID 

Gene No. 2158 \ Strand 

Start 1250 End 

Name OJ990503_12 . 9A01 . C15 . ol . gs Method 

Start 1250 End 

GI none Score 

Exons 1250.. 1268, 1301.. 1359 

Seq. No. 1017 Seq. ID 

Gene No. 2159 Strand 

Start 3111 End 

Name OJ990503_12 . 9A01 . C16 . ol . gs Method 

Start 3111 End 

GI none Score 

Exons 3111.. 3448, 3603.. 4920, 4959.. 5357 

1017 Seq. ID 

2159 Strand 
3111 End 
OJ990503_12. 9A01.C16.ol.np Method 
3590 End 
4680339 Score 
3590.. 3627, 5145.. 5382 
(AF128457) hypothetical protein [Oryza 

1018 Seq. ID 

2160 Strand 
799 End 
OJ990503_12 . 9A01 . C17 . ol . gs Method 
799 End 
none Score 
799. .888, 984. .1091, 1266. .1355, 1452. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 1019 Seq. ID 

Gene No. ' 2161 Strand 

Start 228 End 

Name OJ990503_12 . 9A01 . C20 . ol . tm Method 

Start 69 End 

GI none Score 

Exons 69.. 338, 75.. 131, 101.. 280 

Seq. No. 1019 Seq. ID 

Gene No. 2161 Strand 

Start 228 End 

Name OJ990503_12 . 9A01 . C20 . ol . gs Method 

Start 228 * ... End 

GI none Score 



OJ990503_12.9A01.C14 
7230 ' 

TBLASTX: Wheat 

7209 

211 



OJ990503_12 . 9A01 .C15 

1359 
GEN SCAN 
1359 
.91 



OJ990503_12.9A01.C16 
+ 

5382 
GENSCAN 
5357 
.63 



OJ990503_12.9A01.C16 
+ 

5382 
AAT/NAP 
5382 
85 

sativa subsp. indica] 

OJ990503_12.9A01.C17 

2173 
GENSCAN 
2173 
.86 

.1568, 2090.. 2173 

OJ990503_12.9A01.C20 
+ 

417 

TBLASTX :Maize 

338 

198 



OJ990503_12.9A01.C20 
+ 

417 

GENSCAN 

417 

.42 



1117 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
^ Start 

i gi 

f Exons 

n 

y Seq. No. 
=i Gene No. 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



2281'. 417 

1020 Seq. ID 

2162 Strand 

56 End 
OJ990503_12 . 9A01 . C25 . ol . gs Method 

56 End 

none Score 
56. .358 



OJ990503_12.9A01.C25 
358 

GEN SCAN 

358 

.83 



1021 
2163 
210 

OJ990503_12 . 9A01 . C2 9 . ol . gs 

210 

none 

210. .543 



Seq. ID OJ990503_12.9A01.C29 

Strand + 

End 543 

Method GENSCAN 

End 543 

Score . 6 



1022 Seq. ID 

2164 Strand 

2678 End 
OJ990503_12 . 9A01 . C30 . o2 . gp Method 

2678 End 

none Score 
2678.. 3217 



OJ990503_12 . 9A01 . C30 
+ 

3217 
AAT/GAP 
3217 
• 935 



1022 . Seq. ID 

2165 Strand 

11401 End^ 

;i OJ990503_12 . 9A01 . C30 . o3 . gp Method 

11401 End 

40965_1.R1084 Score 
11401. .11849 

, 1546696/emb|CAA67339| 4.0e-35 (X98807) peroxidase ATP21a 
[Arabidppsis thaliana] 1 



OJ990503_12 
+ 

11849 
AAT/GAP 
11849 
886 



.9A01.C30 



Seq. No. 


1022 








Seq. ID 


OJ990503_ 


Gene No. 


2166 








Strand 




Start 


1 








End 


223 


Name 


OJ990503 12. 


9A01. 


C30.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


223 


GI 


none 








Score 


423 


Exons 


1. .223 












Seq. No. 


1022 








Seq. ID 


OJ990503 


Gene No. 


2167 








Strand 




Start 


2985 








End 


4255 


Name 


OJ990503 12. 


9A01 


C30.ol 


gs 


Method 


GENSCAN 


Start 


2985 








End 


4255 


GI 


none 








Score 


.86 


Exons 


2985. .3181, 


3297 


. .3498, 


4202. 


.4255 




Seq. No. 


1022 








Seq. ID 


OJ990503 


Gene No. 


2168 








Strand 




Start 


6550 








End 


12307 


Name 


OJ990503 12. 


9A01 


,C30.o2 


.gs 


Method 


GENSCAN 


Start 


6550 








End 


10568 



1118 



'J 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seiq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .47 

6550. .6624, 7739. .7898, 8244. .8296, 8594. .9043, 9224. .9355, 
9611.. 9747, 9860.. 10568 



1022 
2168 
6550 

OJ990503_12 . 9A01 . C30 . ol . np 
8555 
5739323 
8555. .9789, 



OJ990503 12.9A01.C30 



Seq. ID 
Strand 

End 12307 
Method AAT/NAP 
End 12307 
Score 1207 
10067. .10833, 12277.. 12307 
(AF166121) Cf2/Cf5 disease resistance protein homdLog [Hordeum 
vulgare] 



1022 
2168 
6550 

OJ990503JL2 . 9A01 . C30 . ol . tm 
8765 



none 
8765. 
8860. 
9596. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 12.9A01.C30 



12307 

TBLASTX: Maize 
10750 
50 

8830, 8768. .8815, 8773. .8817, 8837. .8887, 8838. 
9186, 8868. .9191, 8869. .9180, 8928. .9191, 9287. 
9715, 10122. .10220, 10308 .. 104 99, 10308 .. 104 96, 



8888, 
9496, 



10374. .10529, 10631.. 10750 



1022 
2168 
6550 

OJ990503_12. 
8847 
none 
8847, 



9A01.C30.o2.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 12.9A01.C30 



.8972, 
8975. .9169, 
9281. .9580, 
9293. .9442, 
9315. .9548, 
9596.-9763, 
9722. .9772, 
10167. .10247 
10299. .10490 
10628. .10753 
10637. .10750 



8972.. 9193, 8972 
8975.. 9160, 9005 
9281.. 9562, 9287 
9296.-9574, 9296 
9377.. 9571, 9560 
9596.. 9685, 9596 
9762.. 9845, 9801 
10218. .10541, 
10299. .10499, 
10634. .10750, 
10682. .10753 



12307 

TBLASTX: Cress 
10753 
36 

..9169, 8972. .9142, 8972. .9136, 
..9133, 9006.. 9113, 9027.. 9134, 
..9568, 9287.. 9.562, 9287.. 9562, 
..9469, 9296.. 9568, 9314.. 9562, 
..9691, 9593. .9715, 9596. .9772, 
..9715, 9597. .9680, 9689.-9772, 
..9845, 9801. .9839, 9855. .9911, 
10299. .10499, 10299. .10499, 
10308. .104 99, 10548. .10610, 
10637. .10753, 10637. .10750, 



Seq. ID OJ990503_12.9A01.C30 
Strand 

End 12307 

Method TBLASTX : Soybean 

End 10801 

Score 66 



1022 
2168 
6550 

OJ990503_12.9A01.C30.o3.ts 
8975 
none 

8975.. 9160, 9026.. 9136, 9027.. 9185, 9287.. 9562, 9287.. 9580, 
9287. .9508, 9314.. 9583, 9314.. 9439, 9315.. 9506, 9380.. 9568, 
9551. .9610, 9595. .9714, 9596. .9715, 9596. .9715, 10224 .. 104 39, 
10227. .10529, 10299 .. 104 90 , 10308 .. 10499, 10374 .. 104 99, 
10634. .10732, 10637 .. 10801 , 10637 .. 10750 , 10652. .10741 



Seq. No. 
Gene No. 



1022 
2168 



Seq. ID OJ990503_12.9A01.C30 
Strand 



1119 






Start 


6550 


End 


12307 






Name 


OJ990503 12. 9A01.C30.o2. ts 


Method 


TBLASTX : Soybean 






Start 


9873 


End ■ 


10220 






GI 


none 


Score 


220 






Exons 


9873. .10220 










Seq. No. 


1022 


Seq. ID 


OJ990503_12.9A01 


.C30 




Gene No. 


2168 


Strand 








Start 


6550 


End 


12307 






Name 


OJ990503 12.9A01.C30.ol.tc 


Method 


TBLASTX: Cress 






Start 


11546 


End 


11956 . 






GI 


none 


Score 


194 






Exons 


11546. .11884, 11547. .11882, 


11891. .11956 






Seq. No. 


1022 


Seq. ID 


OJ990503_12.9A01 


.C30 




Gene No. 


2168 


Strand 








Start 


6550 


End 


12307 






Name 


OJ990503 12.9A01.C30.o3.gs 


Method 


GENS CAN 






Start 


11546 


End 


11940 






GI 


none 


Score 


.64 






Exons 


11546. . 11940 








S 51 


Seq. No. 


1022 


Seq. ID 


OJ990503_12.9A01 


.C30 


□ 


. Gene. No; 


2168 


Strand 








Start 


6550 


End 


12307 




:"f1 


Name 


OJ990503 12.9A01.C30.ol.ts 


Method 


TBLASTX : Soybean 




i lJ 


Start 


11549 


End 


11956 






GI 


none 


Score 


92 




Q 


Exons 


1154 9. . 11731, 11552. .11956, 


11556. .11936 




W 


Seq. No. 


1022 


Seq. ID 


OJ990503_12.9A01 


.C30 


; y 


Gene No . 


2168 


Strand 








Start 


6550 


End 


12307 






Name 


OJ990503 12.9A01.C30.o2.np 


Method 


AAT/NAP 






Start 


11549 


End 


12021 




" 


GI 


1546696 


Score 


412 




Li. 


Exons 


11549. . 12021 








. =j 


GI Descrip. 


(X98807) peroxidase ATP21a 


[Arabidopsis thaliana] 




I- 
[ -.J 




gi I 6522917 | emb | CAB62104 . 1 1 


(AL132978) 


peroxidase ATP21a 




Q 




[Arabidopsis thaliana] 










Seq . No . 


1022 


Seq. ID 


OJ990503_12.9A01 


-C30 




Gene No. 


2168 


Strand 








Start 


6550 


End 


12307 






Name 


OJ990503 12.9A01.C30.o2.tm 


Method 


TBLASTX: Maize 






Start 


11585 


End 


11956 






GI 


none 


Score 


96 






Exons 


11585. .11890, 11591. .11731, 


11677. .11868, 11891. .11956, 








11895. .11939 










Seq. No. 


1023 


Seq. ID 


OJ990503_12.9A01 


-C31 




Gene No. 


2169 


Strand 


+ 






Start 


1 


End 


283 






Name 


OJ990503 12.9A01.C31.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


283 






GI 


40965 1.R1084 


Score 


517 






Exons 


1. .283 









1120 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



■ 1546696/emb|CAA67339| 4.0e-35 (X98807) peroxidase ATP21a 
[Arabidopsis thaliana] ' 



1023 
2170 
1 

OJ990503_12.9A01.C31.ol.np 
1 

1546696 
1..377, 1552. .1595 

(X98807) peroxidase ATP21a [Arabidopsis thaliana] .. 

gil 6522917 | emb| CAB62104.il (AL132978) peroxidase ATP21a 

[Arabidopsis thaliana] 



Seq. ID OJ990503_12.9A01.C31 
Strand 

End 1595 

Method AAT/NAP 

End 1595 

Score 365 



Seq. ID QJ990503_12.9A01.C31 
Strand 

End 1595 

Method TBLASTX : Cress 

End 390 

Score 173 



1023 
2170 
1 

OJ990503_12.9A01.C31.ol.tc 
19 

none 

19.. 318, 29.. 316, 325.. 390 

1023 
2170 
1 

OJ990503_12 . 9A01 . C31 . ol . tm 
19 

none 

19. .324, 25. .165, 111. .302, 325. .390, 329. .373 



Seq. ID OJ990503_12.9A01.C31 
Strand 

End 1595 

Method TBLASTX : Mai ze 

End 390 

Score 96 



1023 
2170 
1 

OJ990503_12. 9A01.C31.ol.ts 

25 

none 

25. .390, 26. .370 



Seq. ID OJ990503_12.9A01.C31 
Strand 

End 1595 

Method TBLASTX : Soybean 

End 390 

Score 241 



1024 
2171 
1 

OJ990503_12 . 9A01 . C32 . ol . np 
1 

4138647 
1..75, 500. .671, 864. .902 
(AJ011939) peroxidase [Trifolium repens] 



Seq. ID OJ990503_12.9A01.C32 
Strand 

End 902 

Method AAT/NAP 

End 902 

Score 152 



1024 
2171 
1 

OJ990503_12 . 9A01 . C32 . ol . tw 

499 

none 

499.-624, 507. .671, 508. .669 

1024 
2171 ■ 



Seq. ID OJ990503_12.9A01.C32 

Strand 

End 902 

Method TBLASTX : Wheat 

End 671 

Score 132 



Seq. ID OJ990503_12.9A01.C32 
Strand 



1121 





Start 


1 * . 




End 


902 






OJ990503 12.9A01.C32.ol 


. tc 


Method 


TBLASTX: Cress 




Cf art 


504 ~ 




End 


672 




riT 


none 




Score 


150 






504 . . 671, 505. . 672 










Seq. No. 


1024 




Seq. ID 


OJ990503_12.9A01 




Gene No. 


2171 




Strand 






Start 


1 




End 


902 




Name 


OJ990503 12.9A01.C32.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


504 ~~ 




End 


671 ■ 




GI 


none 




Score 


149 






504 . . 671, 505. . 669 










Seq. No. 


1024 




Seq. ID 


OJ990503_12.9A01 




Gene No. 


2171 




Strand 






Start 


1 




End 


902 




Naine 


OJ990503 12.9A01.C32.ol 


. gs 


Method 


GEN SCAN 




Start * 


506 ~ 




End 


728 




GI 


none 




Score 


.5 






506. .728 










Seq. No. 


1024 




Seq. ID 


OJ990503_12. 9A01 


J 


Gene No. 


2171 




Strand 




J 


Start • 


1 




End 


902 


fe 




OJ990503 12 . 9A01 .C32 . ol 


. tm 


Method 


TBLASTX: Maize 


: s 




507 ~ 




End 


672 


y 




none 




Score 


170 


3 




507 . . 671, 508 . . 672 








j 

-J 


Seq. No. 


1025 




Seq. ID 


OJ990503_12.9A01 




Gene No. 


2172 




Strand 


+ 


Li 


Start 


2669 




End 


4199 




Name 


OJ990503 12.9A01.C33.o2 


. qs 


Method 


GEN SCAN 




Start 


2669 ~ 




End 


4199 


E 




none 




Score 


.65 




P. von s 


2669. .2759, 3096. .3233, 


3297. 


.3412, 3447. .4199 


3 


Seq. No. 


1025 




Seq. ID 


OJ990503_12.9A01 


3 


Gene No. 


2173 




Strand 


+ 


ST 


Start 


5944 




End 


6906 




Name 


OJ990503 12.9A01.C33.o3 


.gs 


Method 


GENSCAN 




Start 


5944 




End 


6906 




GI 


none 




Score 


.93 




Exons 


5944. .6027, 6272.. 6345, 


6747. 


.6906. 





Seq. No. 1025 
Gene No. 2174 
Start 1 

Name OJ990503JL2 . 9A01 .C33.ol.np 

Start 1 
GI 1402906 
Exons 1..32, 274.. 727 

GI Descrip. (X98314) peroxidase [Arabidopsis thaliana] 

gi|44 68977|emb|CAB38,291| (AL035605) peroxidase, prxr2 
[Arabidopsis thaliana] 



Seq. ID OJ990503_12.9A01.C33 
Strand 

903 

AAT/NAP 
727 
429 



End 

Method 

End 

Score 



1122 



Seq. No. 1025 Seq. ID 

Gene No. 2174 Strand 

Start 1 End 

Name OJ990503_12 . 9A01 . C33 . ol . gs Method 

Start 299 End 

GI none " Score 

Exons 299.. 715 



OJ990503_12.9A01.C33 
903 

GEN SCAN 

715 

.5 



Seq. No. 1025 Seq. ID OJ990503_12.9A01.C33 

Gene No. 2174 Strand 

Start 1 End 903 

Name OJ990503_12 . 9A01 . C33 . ol . gp '' Method AAT/GAP 

Start 396 End 903 

GI uC-osrocyp011h09bl Score 1000 

Exons 396.. 903 

GI Descrip. ' 1402906/emb | CAA66958 | 3.0e-31 (X98314) peroxidase [Arabidopsis 
thaliana] >gi_4 4 68977_emb_CAB38291_ (AL035605) peroxidase, prxr2 
[Arabidopsis thaliana] 1 



ry 

i.d 
•J 

ry 

Q 
•J 

at 
□ 





1025 


Seq. ID 


OJ990503_12.9A0.1 


.C33 


Gene No. 


2175 


Strand 






Start 


3677 


End 


4446 




Name 


OJ990503 12.9A01.C33.o3.np 


Method 


AAT/NAP 




O L. Ct -L U 


3677 


End 


4446 




(IT 


6016874 


. Score 


101 




Li AUllo 


3677.. 3912, 4350.. 4446 








Ol L/C OLi. -'"^ ' 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to 




region of the predicted gene. 


; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






l_) C * LN KJ . 


1025 


Seq. ID 


OJ990503_12.9A01 


.C33 




2175 


Strand 






Start 


3677 


End 


4446 




Name 


OJ990503 12.9A01.C33.o2.np 


Method 


AAT/NAP 




Start 


3933 


End 


4217 




GI 


6907093 


Score 


68 




Exons 


3933. .4217 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1025 


Seq. ID 


OJ990503_12. 9A01 


.C33 


Gene No. 


2176 


Strand 






Start 


8528 


End 


12499 




Name 


OJ990503 12.9A01.C33.ol.tm 


Method 


TBLASTX: Maize 




Start 


286 


End 


666 




GI 


none 


Score 


46 




Exons 


286. .312, 290. .370, 296. .661, 


297. .656, 


592. .666 




Seq. No. 


1025 


Seq. ID 


OJ990503_12.9A01 


.C33 


Gene No. 


2176 


Strand 






Start 


8528 


End 


12499 




Name 


OJ990503 12. 9A01.C33.ol.tc 


Method 


TBLASTX: Cress 




Start 


299 


End 


646 




GI 


none 


Score 


283 




Exons 


299. .646, 312. .644 








Seq. No. 


1025 


Seq. ID 


OJ990503_12.9A01 


.C33 


Gene No. 


2176 


Strand 







1123 



Start 
Name 
Start 
GI 

Exons 



8528 End 

OJ990503_12 . 9A01 . C33 . ol . tw Method 

299 End 

none Score 

299. .361, 303. .389, 324. .608, 371. .658 



12499 

TBLASTX: Wheat 

658 

77 



Seq. No. 1025 

Gene No. 217 6 

Start 8528 

Name OJ990503_12 . 9A01 . C33 . ol 

Start 299 

Gf*' none 

Exons 299.. 646, 300.. 629 

Seq. No. 1025 

Gene No. 2176 

Start 8528 

Name OJ990503_12 . 9A01 .C33 .o4 

Start 8528 

GI none 

Exons 8528.. 8734, 9967. .10120 
12462. .12499 



Seq. ID OJ990503_12.9A01.C33 
Strand 

. End 12499 

.ts Method TBLASTX: Soybean 

End 64 6 

Score 295 



Seq. ID OJ990503_12.9A01.C33 
Strand 

End 12499 

.gs Method GENSCAN 

End 12499 

Score . 63 

, 10436. .10512, 11289. .11427, 



Q 

'if 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. ID OJ990503_12.9A01.C34 



1026 

2177 Strand + 

95 End 1634 ' 

OJ990503_12 . 9A01 . C34 . ol . gs Method GENSCAN 

95 End 1634 

none Score .83 

95. .211, 870. .958, 1314. .1339, 1516. .1634 



1026 Seq. ID 

2178 Strand 

1677 End 

OJ990503_12 . 9A01 . C34 . o2 . np Method 

1677 End 

2133613 Score 



OJ990503_12 . 9A01 . C34 
+ 

21781 
AAT/NAP 
21781 
28 



1677. .1732, 19402. .19540, 21697. .21781 
Cl-tetrahydrofolate synthase - fall armyworm 



□ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



1026 Seq. ID 

2178 Strand 

1677 End 
OJ990503_12 . 9A01 . C34 . o2 . gs Method 

3280 End 

none Score 
3280.. 3415, 3520. .3665 

1026 Seq. ID 

2178 Strand 

1677 End 
OJ990503_12 . 9A01 . C34 . ol . gp Method 

6929 End 

LIB3477-003-P1-K1-E9 Score 
6929. .6963, 7051. .7120. 



OJ990503_12.9A01.C34 
+ 

21781 
GENSCAN 
3665 
. 97 



OJ990503_12.9A01.C34 
+ 

21781 
AAT/GAP 
7120 
-125 



, 24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



1124 




sativa] 1 





Seq. No. 


1026 


Seq. ID 


OJ990503_12 . 9A01 . C34 




Gene No. 


2178 


Strand 


+ 




Start 


1677 


End 


21781 




Name 


OJ990503 12.9A01.C34 ,o3.gp 


Method 


AAT/GAP 




Start 


18627 


End 


18709 




GI 


uC-osflM202097dl0bl 


Score 


99 




Exons 


18627. .18709 








GI Descrip. 


, 4062935/dbj IAB0034 95.1 IAB0034 95 3.0e- 


■14 Oryza sativa DNA for 






dihydrof lavonol ■ 4 -reductase 


, complete 


cds 1 




Seq. No. 


1026 


Seq. ID 


OJ990503_12.9A01.C34 




Gene No. 


2178 


Strand 


+ 




Start 


1677 


End 


21781 




Name 


OJ990503 12.9A01.C34.o4.gp 


Method 


AAT/GAP 




Start 


20922 


End 


21216 




GI 


739 1.R1084 


Score 


567 - 




Exons 


20922. .21216 -3$: \ -v 








GI Descrip. 


'3821793/emb|CAA72290.1| 1. 


Oe-180 (Y11526) casein kinase II ' 






alpha subunit [Zea mays] 1 








Seq. No. 


1026 


Seq. ID 


OJ990503_12.9A01.C34 




Gene No. 


2178 


Strand 


+ 


w . 


Start 


1677 


End 


21781 




Name 


OJ990503 12.9A01.C34.o3.np 


Method 


AAT/NAP 




Start 


21131 


End 


21781 


n I 


GI 


3821793 


Score 


122 




Exons 


21131. .21216, 21724.. 21781 






< S= 5 


GI Descrip. 


(Y11526) casein kinase II alpha subunit [Zea mays] 


*- ~i 


Seq. No. 


1026 


Seq. ID 


OJ990503_12.9A01.C34 


i y 


Gene No. 


2179 


Strand 






Start 


7363 


End 


21781 


!„ Jj 


Name 


OJ990503 12.9A01.C34.ol.np 


Method 


AAT/NAP 


Start 


7363 


End 


21781 


' 


GI 


81286 


Score 


115 




Exons 


.7363.. 7564, 7631.. 7693, 16221 .. 16428 , 


17406. .17588, 21715. .21781 




GI Descrip. 


extensih- Volvox carteri ( 


fragment) gi | 21992 | emb | CAA4 6283 | 


Q 




(X65165) extensin [Volvox carteri] 




! a: l 


Seq. No. 


1026 . 


Seq. ID 


OJ990503_12.9A01.C34 




Gene No. 


2179 


Strand 






Start 


7363 


End 


21781 




Name 


OJ990503 12.9A01.C34.o4.gs 


Method 


GENSCAN 




Start 


10523 


End 


11366 




GI 


none 


Score 


.98 




Exons 


10523. .10661, 11078. .11157, 


11256.. 11366 




Seq. No. 


1026 


Seq. ID 


OJ990503_12.9A01.C34 




Gene No. 


2179 


Strand 






Start 


7363 


End 


21781 




Name 


OJ990503 12.9A01.C34.o5.gs 


Method 


GENSCAN 




Start 


12462 


End 


16335 




GI 


none 


Score 


.83 




Exons 


124 62.. .12545, 1257 9. .12714, 


12749. .12777, 14228 .. 14 4 79, 



15000. .15045, 15068. .15258, 16207.. 16335 



1125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene " No . ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1026 Seq. ID 

2179 Strand 

7363 End 

OJ990503_12. 9A01.C34.o6.gs Method 

16957 End 

none Score 



OJ990503_12.9A01.C34 

21781 
GENS CAN 
21362 • 
.73 



16957. .17525, 18023 .. 18169, 20668 .. 20842 , 21246.. 21362 



1027 Seq. ID 

2180 Strand 

. 123 End 
OJ990503_12 . 9A01 . C36 . ol . gs Method 

123 End 

none Score 
123. .401 



OJ990503_12 . 9A01 . C36 
+ 

401 

GEN SCAN 

401 

.54 



OJ990503 12.9A01.C36 



1027 Seq.- ID _ 

2181 Strand 
1 End 413 

OJ990503_12 . 9A01 . C36 . ol . np Method AAT/NAP 
1 End 359 

6539553 Score 492 

1. .359- 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 





Seq. No. 


1027 












Seq. ID 


OJ990503_12.9A01.C36 




Gene No. 


2181 












Strand 






Start 


1 












End 


413 


1 t 


Name 


OJ990503 


_12. 


9A01 


.C36. 


ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


63 












End 


365 


™i 


GI 


none 












Score 


158 


J 


Exons 


63 . . 365 , 


64. 


.354 














Seq. No. 


1027 












Seq. ID 


OJ990503_12.9A01.C36 


3 


Gene No. 


2181 












Strand 






Start 


1 












End 


413 


t 


Name 


OJ990503 


_12. 


9A01 


.C36. 


ol 


.tm 


Method 


TBLASTX: Maize 




Start 


75 












End 


413 




GI 


none 












Score 


40 




Exons 


75. .182, 


75. 


.224 


, 204 




365, 


232. .366, 


347. .412, 372. .413 




Seq. No. 


1028 












Seq. ID 


OJ990503_12.9A01.C37 




Gene No. 


2182 












Strand 


+ 




Start 


305 












End 


520 




Name 


OJ990503 


_12. 


9A01 


.C37. 


ol 


.gs 


Method 


GENSCAN 




Start 


305 












End 


520 




GI 


none 












Score 


.44 




Exons 


305. .520 


















Seq. No. 


1029 . 












Seq. ID 


OJ990503_12.9A01.C39 




Gene No. 


' 2183 












Strand 






Start 


447 












End 


533 




Name 


OJ990503 


_12. 


9A01 


.C39. 


ol 


.gs 


Method 


GENSCAN 



1126 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 
' Exons 

Seq. No. 
Gene No. 
Start 
□ Name 
3 Start 

l n GI 

:;; Exons 
f GI Descrip. 

: J 



;y Seq. No. 

!i Gene No. 

£3 Start 

'"-J Name 

il Start 
GI 

\t Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



447 End 

none Score 
447. .533 

1030 Seq. ID 

2184 Strand 
359 End 
OJ990503_12. 9A01.C40.ol.gs Method 
359 , End 
none Score 
359. .455 

1031 Seq. ID 

2185 Strand 
77 End 
OJ990503_12 . 9A01 . C4 1 . ol . gs Method 
77 End 
none Score 
77. .178 



533 
.84 



OJ990503_12 . 9A01 . C40 
455 

GENSCAN 

455 

.45 



OJ990503_12.9A01.C41 
+ 

178 

GENSCAN 

178 

.85 



OJ990503 12.9A01.C41 



1031 Seq. ID 

2186 Strand 
1291 End 5202 

OJ990503_12.9A01.C41.ol.np Method AAT/NAP 
1291 End 5196 

6539553 Score 6722 

1291. .5196 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 

OJ990503 12.9A01.C41 



1031 Seq. ID 

2186 • Strand 

1291 End 
OJ990503_12 . 9A01 . C4 1 . o2 . tw Method 

1427 End 

none Score 

1427. .1813, 1428. .1811, 1465. .1812, 1828. .1902, 1830. .1901, 
1832.. 1903 



5202 

TBLASTX: Wheat 

1903 

338 



1031 Seq. ID OJ990503_12.9A01.C41 

2186 Strand 

1291 End 5202 

OJ990503_12 . 9A01 . C4 1 . o4 . ts Method TBLASTX : Soybean 

1555 End 1896 

none Score 83 

1555. .1764, 1634. .1759, 1783. .1896, 1796. .1870 



1031 
2186 
1291 

OJ990503_12 . 9A01 . C4 1 . o4 . tm 

1759 

none 

1759.. 2097, 1760.. 2098 



Seq. ID OJ990503_12.9A01.C41 
Strand 

End 5202 

Method TBLASTX : Mai ze . 

End 2098 

Score 186 



1127 




Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01. 


C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12. 


9A01 


C41.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


1909 








End 


2254 




GI 


none 








Score 


125 




Exons 


1909. .2253, 


2054 


. .2254 










Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name . 


OJ990503 12. 


9A01 


.C41.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2107 








End 


2652 




GI 


none 








Score 


42 




Exons 


2107. .2313, 


2117 


. .2239, 


2308. 


.2652, 2332.. 2505 




Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start * 


' 1291 








End 


5202 




'Name 


OJ990503 12 


9A01 


.C41.o3 


. tm . 


Method 


TBLASTX: Maize 




Start 


2188 








End 


2653 




GI 


none 








Score 


59 




Exons 


2188. .2652, 


2291 


. .2401, 


2335. 


.2517, 2471. .2653 




Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


.9A01 


.C41.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2323 








End 


2787 




GI 


5509260 








Score 


52 




Exons 


2323. .2787, 


2342 


. .2401, 


2474. 


.2569, 2618. .2686 




GI Descrip. 
















Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


.9A01 


.C41.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2434 








End 


2694 




GI • 


none 








Score 


278 




Exons 


2434. .2694 














Seq. No. 


1031 








Seq. ID 


OJ990503_12. 9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


.9A01 


.C41.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2707 








End 


3462 




GI 


none 








Score 


194 




Exons 


2707. .2946, 


2708 


. .2866, 


2724. 


.2954, 2727. .2924, 2975. .3454, 




2998. .3462 














Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name' 


OJ990503 12 


.9A01 


.C41.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3088 








End 


3477 




GI 


none 








Score 


112 




Exons 


3088. .3282, 


3295 


. .3477 











1128 



Seq. No. 1031 Seq. ID 

Gene No. 2186 Strand 

Start 1291 End 

Name OJ990503_12 . 9A01 . C4 1 . o3 . t s Method 

Start 3112 End. 

GI . none Score 
Exons 



OJ990503_12 . 9A01 .C41 
5202 

TBLASTX: Soybean 

3510 

38 



3112. .3285, 3239. .3277, 3286.. 3510, 3332.. 3502 



Seq. No. 


1031 








Seq. ID 


OJ990503_12 . 9A01 


. C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


. 9A01 


.C41.o5. 


, tm 


Method 


TBLASTX: Maize 




Start 


3298 








End 


3732 




GI 


none 








Score 


84 




Exons 


3298. .3732, 


3323 


. .3523 ' 










Seq. _ No. 


1031 








Seq. ID 


OJ990503_12 . 9A01 


. C41 


Gene No . 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


. 9A01 


.C41.o5. 


,tw 


Method 


TBLASTX: Wheat 




Start 


3463 








End 


3654 




GI 


none 








Score 


184 




Exons 


3463. .3654, 


3463 


. .3654 










Seq . ' No . 


1031 








Seq. ID 


OJ990503JL2.9A01 


.C41 


Gene No . 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


.9A01 


.C41.o5, 


,ts 


Method 


TBLASTX : Soybean 




Start 


3520 








End ' 


3906 




GI 


none 








Score 


88 




Exons 


3520. .3768, 


3751 


. .3906 










Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


. C4 1 


Gene No . 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


. 9A01 


,C41.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


3933 








End 


4255 




GI 


none 








Score 


381 




Exons 


3933. .4100, 


3934 


. .4248, 


3935. 


.4228, 4001. .4255 




Seq. No. 


1031 








Seq. ID 


OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


. 9A01 


.C41.o2, 


.tm 


Method 


TBLASTX: Maize 




Start 


4754 








End 


5067 




GI 


none 








Score 


297 




Exons 


.4754. .5059, 


4756 


. .5067 










Seq. No. 


1031 








Seq. ID 


' OJ990503_12.9A01 


.C41 


Gene No. 


2186 








Strand 






Start 


1291 








End 


5202 




Name 


OJ990503 12 


.9A01 


.C41.o4. 


.tw 


Method 


TBLASTX: Wheat 




Start 


4815 








End 


5202 




GI 


none 








Score 


250 




Exons 


4815. .5078, 


4816 


. .5202, 


4817. 


.5191 - 







1129 



Seq. No. 1032 Seq. ID 

Gene No. 2187 Strand 

Start 291 End 

Name OJ990503_12 . 9A01 . C42 . ol . gs Method 

Start 291 End 

GI none Score 

Exons 291.. 355, 1197.. 1328 



OJ990503_12.9A01.C42 
+ 

1328 
GENSCAN 
1328 
.75 



Seq. No. 1032 Seq. ID OJ990503_12.9A01.C42 

Gene No. 2187 Strand + 

Start 291 End 1328 

Name OJ990503_12 . 9A01 . C42 . ol . gp Method AAT/GAP 

Start 323 " End 442 

GI 15591JL.R1084 Score 181 

Exons 323.. 442 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1033 Seq. ID 

2188 Strand 

1 End 
OJ990503_12. 9A01.C43.ol.np Method 

1 End 

5852084 Score 
1..99, 683... 781 

(AL117264*)" zwh0007.1 [Oryza sativa] 



OJ990503_12.9A01.C43 
+ 

20206 
AAT/NAP 
781 
95 



1033 
2188 
1 

OJ990503_12 . 9A01 . C4 3 . o2 . 
1 

4539658 

1..93, 2326.-2467, 2508. 



Seq. ID 

Strand 
End 

np Method 
End 
Score 

.2677, 20180. 



OJ990503_12 
+ 

20206 
AAT/NAP 
20206 
218 
20206 



.9A01.C43 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



3 Seq. No. 


1033 










Seq. ID 


OJ990503 


_12.9A01.C43 


3 Gene No. 


2188 










Strand 


+ 




J Start 


1 










End 


20206 




Name 


OJ990503 12 


. 9A01. 


C43.ol, 


.gs 


Method 


GENSCAN 




Start 


1911 










End 


3250 




GI 


none 










Score 


.58 




Exons 


1911. 


.1980, 


2022. 


.2066, 


2723. 


.2863, 2962.. 3054, 


3138. .3250 


Seq. No. 


1033 










Seq. ID 


OJ990503 


_12.9A01.C43 


Gene No. 


2188 










Strand 


+ 




Start 


1 










End 


20206 




Name 


' OJ990503 12 


. 9A01. 


C43.o2, 


,tm 


Method 


TBLASTX : ] 


Maize 


Start . 


2102 










End 


2958 




GI 


none 










Score 


99 




Exons 


2102. 


.2212, 


2103. 


.2213, 


2103. 


.2213, 2116. .2214, 


2259. .2288, 




2265. 


.2294, 


2294. 


.2320, 


2346. 


.2477, 2358. .2477, 


2371. .2478, 




2724. 


.2846, 


2724. 


.2846, 


2726. 


.2848, 2738. .2854, 


2839. .2958, 




2842. 


.2958 














Seq. No. 


1033 










Seq. ID 


OJ990503 


_12.9A01.C43 



1130 






Gene No. 


2188 




. Strand 


+ 




Start 


1 




End 


20206 




Name 


OJ990503 12. 


9A01 . C4 3 . o2 . gs 


Method 


GEN SCAN 




■ start 


5985 ~ 




End 


8348 




GI 


none 




Score 


.52 




Exons 


5985. .8348 










Seq. No. 


1033 




Seq. ID 


OJ990503_12. 9A01 




Gene No. 


2188 




Strand 


+ 




Start 


1 




End 


20206 




Name 


OJ990503 12. 


9A01.C4 3.o3.gs 


Method 


GENSCAN 




Start 


9769 ~~ . 




End 


10819 




GI 


none 




Score 


.54 




Exons 


9769. .9902, 


10016. . 10410, 


10698. . 10819 






Seq. No. 


1033 




Seq. ID 


OJ990503_12. 9A01 




Gene No. 


2188 




Strand 


+ 




Start 


1 




End 


20206 




Name 


OJ990503 12. 


9A01.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


9981 ~~ 




End 


10250 




GI 


none 




Score 


198 




Exons 


9981. . 10250, 


10013. . 10192 






i 

sx 


Seq. No. 


1034 




Seq. ID 


OJ990503_12. 9A01 


cr 


Gene No. 


2189 




Strand 




i t 


Start 


1 




End 


473 


y 


Name 


OJ990503 12. 


9A01.C4 4.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


437 


. £ 


GI 


2129677 




Score 


287 




Exons 


1..171, 270. 


.437 







'"-^ GI Descrip. probablel N-acetyltransferase hookless 1 - Arabidopsis thaliana 
rij gi 1 1277090 (U50399) putative N-acetyltransf erase hooklessl 

iS [Arabidopsis thaliana] gi 11277092 (U50400) putative 

i>~. N-acetyltransferase hooklessl [Arabidopsis thaliana] 

;;1 gi|4468983|emb|CAB38297| (AL035605) probable N-acetyltransferase 







hookless 


1 [Arabidopsis 


thaliana] 










Seq. No. 


1034 






Seq. ID 


OJ990503_12 


9A01. 


C44 




Gene No. 


2189 






Strand 










Start 


1 






End 


473 








Name 


OJ990503 


_12.9A01.C44.ol 


.gs 


Method 


GENSCAN 








Start 


79 






End 


473 








GI 


none 






Score 


.77 








Exons 


79. .180, 


273. .473 














Seq. No. 


1034 






Seq. ID 


OJ990503_12 


9 AOL. 


C44 




Gene No. 


2190 






Strand 










Start 


2082 






End 


2729 








Name 


OJ990503 


_12.9A01.C4 4.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


86 






End 


437 








GI 


none 






Score 


60 








Exons 


86. .178, 


97. .147, 258.. 


350, 


259. .351, 


351. .437 








Seq. No. 


1034 






Seq. ID 


OJ990503_12 


9A01-- 


C44 




Gene No. 


2190 






Strand 










Start 


2082 - 






End 


2729 








Name 


OJ990503 


_12.9A01.C4 4. o2 


.gs 


Method 


GENSCAN 







1131 



□ 



Start 


2082 








End 


GI 


none 








Score 


Exons 


2082. .2168, 


2586. 


.2729 






Seq. No. 


1035 








Seq. ID 


Gene No. 


2191 








q -f- v- 2 nH 


Start 


1171 








End 


Name 


OJ990503 12 


.9A01. 


C48.ol, 


.gs 


Method 


Start 


1171 








End 


GI 


none 








. Score 


Exons 


1171. .1361 










Seq. No. 


1036 








Seq. ID 


Gene No. 


2192 










Start 


491 








End 


Name 


OJ990503 12 


-9A01. 


C4 9.ol 


.gs 


Method 


Start 


491 








End 


GI 


none 








Score 


Exons 


491. .681 










Seq. No. 


1037 








Seq. ID 


Gene No. 


2193 








Strand 


Start 


1 








End . 


Name 


OJ990503 12 


.9A01. 


C54.ol 


.np 


Method 


Start 


1 ' 








End 


GI 


1076764 








Score 


Exons 


1. .572 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



2729 
.86 



+ 

1361 
GEN SCAN 
1361 
.8 



+ 

681 

GENSCAN 

681 

.7 



OJ990503_12 . 9A01.C54 
572 

AAT/NAP 

57'2 

376 



AWJL236 protein - wheat gi I 551214 | emb I CAA57 135 | 
[Triticum aestivum] 



(X81370) AWJL236 



1038 
2194 
139 

OJ990503_12 . 9A01 . C55 . ol . gs 

139 

none 

139.. 274 

1039 • :Z \-' 

2195 

9 

OJ990503_12. 9A01.C58.ol.gs 
9 

none 
9. .130 

1040 
2196 
112 

OJ990503_12 . 9A01 . C59 . ol . gs 

112 

none 

112.. 354 

1040 
2196 
112 



Seq. ID OJ990503_12.9A01.C55 

Strand 

End 274 

Method GENSCAN 

End 274 

Score .5 



Seq. ID OJ9905Q3__12.9A01.C58 
Strand 

End 130 

Method GENSCAN 

End 130 

Score .98 



Seq. ID OJ990503_12.9A01.C59 

Strand + 

End 366 

Method GENSCAN 

End 354 

Score .87 



Seq. ID OJ990503_12.9A01.C59 
Strand + 
End ' 366 



1132 





Name 


OJ990503 12.9A01.C59.ol.tm 


Method 


TBLASTX: Maize 






Start 


121 


End 


366 






GI 


none 


Score 


227 






Exons 


121. .366, 147. .260 










Seq. No. 


1041 


Seq. ID 


OJ990803_11.9A14 


.CI 




Gene No. 


2197 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990803 11.9A14.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


680 






GI 


4378066 


Score 


.442 






Exons 


1. .680 










GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] 








gil 4 680208 |gb| AAD27571. 1| AF114 171 12 


(AF114171) polyprotei 






[Sorghum bicolor] 










Seq. No. 


1041 


Seq. ID 


OJ990803_11.9A14 


.CI 




Gene No.. 


2197 


Strand 


+ 






Start 


1 


End 


680 






Name 


OJ990803 11.9A14 .Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


121 


End 


363 






GI 


none 


Score 


201 






Exons 


121. .363, 126. .170, 255. .362 








ssf 


Seq. No. 


1041 


Seq. ID 


OJ990803_11.9A14 


.CI 


n 


Gene No. 


2197 


Strand 


+ 






Start 


1 


End 


680 




» 


Name 


OJ990803 11.9A14.Cl.ol.gs 


Method 


GENSCAN 






Start 


136 


End 


483 




: S 
•=? 


GI 


none 


Score 


. 69 




3 


Exons 


136. .483 










Seq. No. 


1042 


Seq. ID 


OJ990803_11.9A14 


.C2 




Gene No. 


2198 


Strand 


+ 




E 


Start 


391 


End 


1292 






Name 


OJ990803 11.9A14.C2.ol.gs 


Method 


GENSCAN 






Start 


391 


End 


1292 




sf 


GI 


none 


Score 


.48 






Exons 


391. .478, 566. .656, 658. .812, 


894. .992, 1266. .1292 




3 


Seq. No. 


1042 


Seq. ID 


OJ990803JL1.9A14 


.C2 




Gene No. 


2199 


Strand 


+ 






Start 


3524 


End 


4075 






Name 


OJ990803 11.9A14.C2.o2.gs 


Method 


GENSCAN 






Start 


3524 


End 


4075 






GI 


none 


Score 


.85 






Exons 


3524. .4075 










Seq. No. 


1042 


Seq. ID 


OJ990803_11.9A14 


.C2 




Gene No. 


2200 


Strand 








Start 


3578 


End 


4446 






Name 


OJ990803 11.9A14.C2.ol.np 


Method 


AAT/NAP 






Start 


3578 


End 


4446 






GI 


5852180 


Score 


383 






Exons 


3578. .4132, 4338. .4446 










GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 







1133 






Seq. No. 


1042 


Seq. ID 


OJ990803_11.9A14 


.C2 




Gene No. 


2200 


Strand 








Start 


3578 


End 


4446 






Name 


OJ990803 11.9A14.C2.o3.gs 


Method 


GEN SCAN 






Start 


4345 


End 


4391 






GI 


none 


Score 


.64 






Exons 


4345. .4391 










Seq. No. 


1043 


Seq. ID 


OJ990803JL1.9A14 


.C3 




Gene No. 


2201 . 


Strand 


+ 






Start 


1 


End 


2702 






Name 


OJ990803 11.9A14.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2699 






GI 


4680179 


Score 


3771 






Exons 


1. .2699 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


1043 


Seq. ID 


OJ990803_11. 9A14 


.C3 




Gene No. 


2201 


Strand 


+ 






Start 


1 


End 


2702 






Name 


OJ990803 11.9A14.C3.ol.gs 


Method 


GENSCAN 






Start 


46 


End . 


2702 






GI 


none 


Score 


.54 




Q 


, Exons 


46. .918, 940. .1318, 1664. .2163, 2442.. 


2702. 




i'n 


Seq. No. 


1043 


Seq. ID 


OJ990803_11. 9A14 


.C3 


: ; : : 


Gene No . 


2202 


Strand 


+ 




.i si 


Start 


4666 


End 


5047 




c? 


Name 


OJ990803 11.9A14.C3.ol.gp 


Method 


AAT/GAP 




; ! 1 


Start 


4666 


End 


5047 




5-3 


GI 


uC-osflcyp033a04bl 


Score 


635 




t ; ) : 
i ss 


Exons 


4666. .5047 










GI Descrip. 


? 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


■59 Oryza sativa genomic 


M 

,c sr. 

!,J 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


1043 


Seq. ID 


OJ990803_11.9A14 


.C3 




Gene No. 


2203 


Strand 






■J 


Start 


1 


End 


6966 






Name 


OJ990803 11.9A14.C3.o2.np 


Method . 


AAT/NAP 




I- 


Start 


1 


End 


4949 




: t 


GI 


5852180 


Score 


405 






Exons 


1..47, 570. .632, 1903. .1959, 


3444.. 3916, 4898.. .4949 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


1043 


Seq. ID 


OJ990803_11.9A14 


.C3 




Gene No. 


2203 


Strand 








Start 


1 


End 


6966 






Name 


OJ990803 11.9A14.C3.o5.tm 


Method 


TBLASTX: Maize 






Start 


43 


End 


228 






GI 


none 


Score 


181 






Exons 


43. .228 










Seq. No. 


1043 


Seq. ID 


OJ990803_11.9A14 


.C3 




Gene No. 


2203 


Strand 








Start 


1 


End 


6966 






Name 


OJ990803 11.9A14.C3.o4.tw 


Method 


TBLASTX: Wheat 






Start 


73 


End 


445 





1134 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
tSsa Start 
! «3 Name 
u3 Start 

Exons 

H Seq. No. 

•*y Gene No. 

W Start 

r Li Name 

"f Start 

I; 0 ! Exons 

I s * Seq. No. 
-.I Gene No. 
i'n Start 
IS Name 
u Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none Score 
73. .156, 138. .218, 139. .222, 226. .423, 
328. .444 



1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . o3 . tm 
235 
none 



6966 

TBLASTX: Maize 
735 
167 

235. .414, 243. .389, 421. .735, 561. .614, 642. .692 



Seq. ID 
Strand 
End 

Method 
End 
Score 



65 

234. .428, 257. .445, 



OJ990803 11.9A14.C3 



1043 Seq. ID 

2203 Strand 

1 End 

OJ990803_11 . 9A14 . C3 . ol . ts Method 

289 End 

none Score 



OJ990803_11.9A14.C3 
6966 

TBLASTX: Soybean 

684 

57 



289. .321, 32S..684, 327 .. 365, 393 .. 683 



1043 
2203 
1 

OJ990803_11. 9A14 .C3.o5.tw 

447 

none 

447. .683, 451. .699 

1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . o2 . tw 

700 

none 

700. .1203, 732. .1196 

1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . o3 . ts 

706 

none 

706. .951 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . o2 . tm 
772 
none 

7*72. .1125, 773. .910, 846. .1121 

1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . o3 . tw 
1203 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990803_11.9A14 .C3 
6966 

TBLASTX: Wheat 

699 

321 



OJ990803_11.9A14.C3 
6966 

TBLASTX: Wheat 

1203 

601 



.OJ990803_11.9A14.C3 
6966 

TBLASTX : Soybean 

951 

180 



OJ990803_11. 9A14.C3 
6966 

TBLASTX: Maize 

1125 

447 



OJ990803_11 . 9A14 .C3 
6966 

TBLASTX: Wheat 
1689 



1135 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
£3 Name 
J 3 Start 

h gi 

!;:! Exons 

; t : 
: » 

□ Seq. No. 

LJ Gene No. 

^ Start 

if- Name 

* Start 

L GI 
=3 Exons 

' ti 

Seq. No. 

Gene No. 
li Start 

Name 
!3 Start 

GI 

Exons 



none 

1203. .1547, 
1557. .1688, 

1043 
2203 
1 

OJ990803_11, 

1399 

none 

1399. .1713, 

1043 
2203 
1 

OJ990803_11. 

1486 

none 

1486. .1557, 

1043 
2203 
1 

OJ990803_11. 

1560 ( 

none 

1560. .1823, 



1204.. 1557, 1228. 
1558. .1689 



9A14 .C3.ol.tc 



1572. .1712 



9A14 .C3.o2.ts 



Score 399 

.1569, 1538. .1684, 1557. .1685, 



Seq. ID OJ990803_11.9A14.C3 
Strand 

End 6966 

Method TBLASTX : Cress 

End 1713 

Score 199 



Seq. ID OJ990803_11.9A14.C3 
Strand 

End 6966 

Method TBLASTX : Soybean 

End 1738 

Score 58 



1557. .1736, 1558. .1737, 1559. .1738 



9A14.C3.o4.tm 



1561. .1827 



Seq. ID OJ990803_11.9A14..C3 
Strand 

End 6966 

Method TBLASTX : Maize 

End 1827 

Score 334 



1043 
2203 
1 

OJ990803_11 . 9A14 . C3 . ol . tw 

1696 

none 

1696.. 2322, 1752.. 2225, 2215. 



Seq. ID OJ990803_11.9A14.C3 
Strand 

6966 

TBLASTX: Wheat 
2322 
675 



End 

Method 
End 
Score 
.2319 



1043 
.2203 
1 

OJ990803_11, 

1876 

none 

1876. .2037, 
2340. .2474 



Seq. ID OJ990803_11.9A14.C3 
Strand 

End 6966 

Method ■ TBLASTX: Maize 

End 2474 

Score 231 
1879.. 2031, 2035.. 2367, 2037.. 2225, 2280.. 2393, 



9A14 .C3.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1043 
2203 
1 

OJ990803_11, 

2322 

none 

2322..2366, 

1043 
2203 
1 

OJ990803 11. 



9A14 .C3.o6.tw 



Seq. ID OJ990803_11.9A14.C3 
Strand 

End 6966 

Method TBLASTX : Wheat 

End 2654 

Score 68 



2323. .2397, 2367. .2654, 2369. .2587 



9A14.C3.o2.gs 



Seq. ID OJ990803_11.9A14.C3 
Strand 

End 6966 

Method GENSCAN 



1136 





Start 


3427 


End 


6966 




GI 


none 


Score 


.6 




Exons 


3427. .3678, 


4344. .4391, 5716. .6318, 6403. .6625, 




Seq. No. 


1044 


Seq. ID 


OJ990803_ 




Gene No. 


2204 


Strand 


+ 




Start 


1 


End 


327 




Name 


OJ990803 11 


. 9A14 . C4 . ol . np Method 


AAT/NAP 




Start 


1 


End 


327 




GI 


6498436 


Score 


69 




Exons 


1..71, 119. 


.327 






GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


1044 


Seq. ID 


OJ990803_ 




Gene No. 


2205 


Strand 


+ 




Start 


4418 


End 


10960 




Name 


OJ990803 11 


. 9A14 . C4 . o3 . np Method 


AAT/NAP 




•Start 


4418 


End 


10960 




GI 


6705984 


Score 


227 




Exons 


4418 . .4845, 


5177. .5692, 10841. .10960 






GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 




Seq. No. 


1044 


Seq. ID 


OJ990803_ 




Gene No. 


2205 


Strand 


+ 


s& 


Start 


4418 


End 


10960 




Name 


OJ990803 11 


. 9A14 . C4 . o2 . gs Method 


GEN SCAN 


n 


Start 


5698 ~~ 


End 


7164 




GI 


none 


Score 


.58 




Exons 


5698 . . 5851, 


6569. .6686, 6691. .6838, 6847. .7164 


■5? 


Seq. No. 


1044 


Seq. ID 


OJ990803 


» 


Gene No. 


2205 


Strand 


+ 




Start 


4418 


End . 


10960 




Name 


OJ990803 11 


. 9A14 ,C4 ,o4 .np Method 


AAT/NAP 




Start 


6714 


End 


8232 




GI 


6063554 


Score 


142 




Exons 


6714. .6898, 


6952. .7014, 8060. .8232 






GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) , C71850 (E0464) , 



protein [Oryza sativa] 



Seq. No. 


1044 


Seq. ID 


OJ990803JL1. 


9A14 


.C4 


Gene No. 


2205 


Strand 


+ 






Start 


4418 


End 


10960 






Name 


OJ990803 11.9A14.C4.o3.gs Method 


GENSCAN 






Start 


8634 


End 


10638 






GI 


none 


Score 


.51 






Exons 


8634. 


.8642, 9414. .10085, 10492. .10638 








Seq. No. 


1044 


Seq. ID 


OJ990803_11 


9A14 


.C4 


Gene. No. 


2205 


Strand 


+ 






Start 


4418 


End 


10960 






Name 


OJ990803 11.9A14.C4.o5.np Method 


AAT/NAP 






Start 


9414 


End 


10210 






GI 


4512231 Score 


1245 






Exons 


9414. 


.10210 








GI Descrip. 


(AB014741) ORF0 protein ' [Oryza sativa] 









1137 




Seq. No. 


1044 


Seq. ID 


OJ990803_11.9A14 .C4 


Gene No. 


2205 


Strand 


+ 


Start 


4418 


End 


10960 


Name 


OJ990803 11.9A14.C4.o6.np 


Method 


AAT/NAP 


Start 


10090 


End 


10960 


GI 


4680179 


Score 


359 


Exons 


10090. .10237, 10541.. 10960 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 


Seq. No. 


1044 


Seq. ID 


OJ990803_11.9A14.C4 


Gene No. 


2206 


Strand 




Start 


2814 


End 


4695 


Name 


OJ990803 11.9A14.C4.o2.np 


Method 


AAT/NAP 


Start 


2814 


End 


4695 


GI 


6063554 


Score 


178 


Exons 


2814. .2989, 4148. .4319, 4495. 


.4695 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


1044 


Seq. ID 


OJ990803_11.9A14.C4 


Gene No. 


2207 


Strand 




Start 


8615 


End 


8788 


Name 


OJ990803 11.9A14.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5332 


End 


5685 


GI 


none 


Score 


195 


Exons 


5332. .5685 






Seq. No. 


1044 


Seq. ID 


OJ990803_11.9A14.C4 


Gene No. 


2207 


Strand 




Start 


8615 


End 


8788 


Name 


OJ990803 11.9A14.C4.ol.gp 


Method 


AAT/GAP 


Start 


8615 


End 


8788 


GI 


LIB3433-026-P1-K1-C1 


Score 


257 


Exons 


8615. .8788 









GI Descrip. 


•5852170/emb|AL117265.1 IOST17804 1 . Oe- 


44 Oryza sativa 




i ^ 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 


i 


'." ^ 


Seq. No. 


1044 Seq. ID 


OJ990803_11.9A14. 


C4 




Gene No. 


2208 Strand 








Start 


10663 End 


10959 






Name 


OJ990803 ll.'9A14.C4.ol.tw Method 


TBLASTX: Wheat 






Start 


10663 End 


10959 






GI 


none Score 


223 






Exons 


10663. .10959, 10689 .. 10766, 10788.. 10958 






Seq. No. 


1045 Seq. ID 


OJ990803_11.9A14. 


C5 




Gene No. 


2209 Strand 


+ 






Start 


1 End 


3734 






Name 


OJ990803 11.9A14.C5.ol.np Method 


AAT/NAP 






Start 


1 ' End 


3731 






GI 


4680179 Score 


4955 






Exons 


1..323, 351. .3731 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 






Seq. No. 


1045 Seq. ID 


OJ990803_11.9A14. 


C5 



1138 



Gene No. 


2209 




Strand 


+ 








Cf a >-+- 

o tart 


i 




FnH 


3734 








Name 


nTQQnpn^ 11 qai a 


- 

• Ox • gs 


Mot" Vi H 












Q0 ~ 




FnH 












none 




O O^X C; 


. 82 








XT' vArt c 


QO "37*34 














Seq. No. 


1045 




Seq. ID 


OJ990803 


JL1. 


9A14 


.C5 


Gene No.^ 


2210 




Strand 


+ 








Cf- o T-4- 


64 QS 




End 


6965 








Name 


nTQQnfin^ 11 qai a ps 


- 

• Oj . qs 




\D £j LN O V-^xii-N 








Cf 3 -y- f- * 


Dfi _7 3 




FnH 










fT 


none 






.86 








Tj 1 V /"\ r*\ e» 
















O t3 q . IN (_) . 


1 04 S 
J. U *i «J 




Seq. ID 


OJ990803 


11 . 


9A14 


.C5 


Gene No. 


2211 




Strand 


+ 








Start 


13647 




End 


13850 








Marno 


OJQQOfiO^ 11 9A14 C5 


. o3 . np 


Mp+* hod 


AAT /NAP 








OtdlL 






FnH 


13850 








oX 


4 6ft oi ft 

f± DO U x O D 






202 








XT' v /-\ t"i o 


i ?^47 i ?ftso 














uescnp. 


/ 7\ tn 1 1 700^ linlrnriiAin 

\±\c±L±i\j¥) unKnown, 


i ory za 


aalivci oUiJoky 


"1 nHi 1 
• luuiLa j 








oeq. 1NO . 


1 04 S 
XU*i D 




q prr jn 




XX. 


9A14 




Gene No. 


2212 




Strand 










Start 


14730 




End 


15165 








Name 


niQQ0ft0*3 ii Qai 4 ps 




Mo t" h p»H 


AAT/NAP 








otari. 


14 7^0 
X f± / J U 




FnH 


1 SI 6S 

X o X U J 








P T 


4 6ft 0 1 ft S 
ft DO U X 0 3 




Score 


j i 








HjXons 


1 47*30 1 R1 fiS 














GI Descrip. 


/ 7\ T7" 1 1 1 70Q\ nnVrinun 

(Hr ill / u yj uiiKnowii 


- 

[Oryza 


O af 1 TT2 Oil lr\ O T"\ 

odLlvd oUJJbp 


■i nHi pa 1 








oeq . lno ■ 


1 04 R 

1U4 J 




OCL| i X u 


v_/ U 1/ -S \J \J \J 


11 . 


9A14 


. C5 


(~* o n o KTo 


2213 




Strand 










Start 


5230 




End 


5612 








Name 


OJ990803 11.9A14.C5 


.ol.qp 


Method 


AAT /GAP 








Of a >-f 


5230 




End 


5612 










uC-osflcyp033a04bl 




Score 


696 








Exons 


5230. .5612 














ol UcSClip. 


• 6016845/dbj | AP000570.il AP000570 3.0e- 


*j _7 v-/x _y a. 


sativa genomic 




DN A , c h r omo s ome 1 , 


clone : ] 


P0711E10 1 










Seq. No. 


1045 




Seq. ID 


OJ990803 


_11. 


9A14 


.C5 


Gene No. 


2214 




Strand ' 










Qf a r-4- 


7654 




End 


12164 








Name 


OJ990803 11.9A14.C5 


. o4 . qs 


Method 


\3 Hj IN O ^jTiiN 








Cf a y-4- 


7654 


End 


8727 








PT 

bl 


none 




Score 


1 








C v /-\ y*i e» 


7654. .8727 














Seq. No. 


1045 




Seq. ID 


OJ990803 


_11. 


9A14 


.C5 


Gene No. 


2214 




Strand 










Start 


7654 




End 


12164 








Name 


OJ990803 11.9A14.C5 


. o2 . np 


Method 


AAT/NAP 








Start 


7657 




End 


12164 








.GI 


4680179 




Score 


5295 









1139 



Exons 7657.. 11057, 11091.. 12164 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



in 



Seq. No. 


1045 


Seq. ID 


OJ990803JL1.9A14 


.C5 


Gene No. 


2214 


Strand 


_ 




Start 


7654 


End 


12164 




Name 


OJ990803 11.9A14.C5.o5.gs 


Method 


GENSCAN 




Start 


9043 


End 


12158 




GI 


none 


Score 


.72 




Exons 


9043. .9549, 9576. .11738, 11799. .12158 






Seq. No. 


1045 


Seq. ID 


OJ990803_11.9A14 


.C5 


Gene No. 


2215 


Strand 


- 




Start 


12413 


End 


15398 




Name 


OJ990803 11 . 9A14 .C5.o7 ,tm 


Method 


TBLASTX: Maize 




Start 


354 


End 


11037 




GI 


none 


Score 


175 




Exons 


354. .674, 398. .472, 10713.. 


11036, 10897 


. .11037 




Seq. No. 


1045 


Seq. ID 


OJ990803_1L.9A14 


.C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11.9A14.C5.o8.tw 


Method 


TBLASTX: Wheat 




Start 


357 


End 


11031 




GI 


none 


Score 


137 




Exons 


357. .548, 392. .523, 612. .72 


8, 617. .730, 


637.. 729, 10608 


. .10775, 




10663. .10776, 10821. .11030, 


10822. .11031 - 




Seq. No. 


1045 


Seq. ID 


OJ990803_11.9A14 


.C5 


Gene No . 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11. 9A14 .C5.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


893 


End 


10493 




GI 


none 


Score 


535 




Exons 


893.. 1333, 894.. 1376, 1005. 


.1373, 10011 


..10388, 10054.. 


10389, 




10443. . 10493 








Seq. No. 


1045 


Seq. ID 


OJ990803_11.9A14 


.C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11. 9A14 .C5.o5.tm 


Method . 


TBLASTX: Maize 




Start 


903 


End 


10481 




GI 


none 


Score 


332 




Exons 


903.. 1193, 905.. 1195, 10192 


..10383, 10194. .10481 




Seq. No. 


1045 


Seq. ID 


OJ9908'03_11. 9A14 


.C5 


Gene No . 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11. 9A14 .C5.o3.ts 


Method 


TBLASTX : Soybean 




Start 


930 


End ' 


10388 




GI 


none 


Score" 


198 




Exons 


930. .1244, 10143. .10388 








Seq. No. 


1045 


Seq. ID 


OJ990803_11.9A14 


,C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 





Name 



OJ990803 11.9A14.C5.o2.tc 



Method 



TBLASTX: Cress 



1140 



: =1 
"ssF 

Q 



O Ldl L 


1 09*3 

X \J d. o 








End 


10364 


ul 


none 








Score 


167 




1023 1340 


10047 


.10364 






Can Mo 










Seq. ID 


OJ990803_11.9A14 .C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


9A14 . 


C5.o4. 


tm 


Method 


TBLASTX: Maize 




1263 "~ 








End 


10124 




nunc 








Score 


116 




1263 1400 


1271 . 


.1396, 


1461. 


.1763, 1514. .1642, 9624. .9938, 




9667 9717 


9745 . 


.9798, 


9945. 


.10124, 


9997. .10116 


Can Mo 


1 04 S 








Seq. ID 


OJ990803_11.9A14.C5 


uCIlC LiU • 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11. 


9A14. 


C5.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1317 








End 


10070 


(IT 

<J X 


none 








Score 


57 


Hi AU 1 1 


1317 134 9 

X J X / • • X .J rt ^ , 


1317. 


.1349, 


1353. 


.1406, 1355. .1396, 1356. .1496, 




1461 1712 

X 1 VJ X ■ . X / X ^ , 


1469. 


.1702, 


9675. 


.10034, 


9676.. 9951, 9997.. 10032, 




10038 10070 


i, 10039.. 10068 






Seq. No. 


1045 








Seq. ID 


OJ990803_11.9A14.C5 ■ 


Gene No. 


2215 








Strand 




q+- -a r-i- 


1 941 *3 








End 


15398 


Name 


O.TQQOft 0^ 1 1 


9A14. 


C5.o5. 


tw 


Method 


TBLASTX: Wheat 


OtalL 


1 4 9R _ 








End 


9962 












Score 


373 


Exons 


1 49S 1 6Q4 


1464. 


.1727, 


1466. 


.1726, 9660.. 9962, 9676.. 9951 


oclj. IN U . 


1 04 S 

X U 1 J 








Seq. ID 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


9A14. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 


oiai I 


1728 ~ 








End 


9659 ■ 


O X 










Score 


584 


pynnq 

LlAUl 1 O 


1728 2153. 


1730. 


.2146, 


1803. 


.2153, 9238.. 9519, 9239.. 9520, 




9520 9627, 


9522. 


.9659 








Seq. No. 


1045 








Seq. ID 


OJ9908Q3JL1.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Ms mo 


OJ990803 11 

WU J JUO w J XX. 


9A14. 


C5.o4. 


ts 


Method 


TBLASTX: Soybean 


O L ctX C 


17^4 ~~ 








End 


9653 


\J X 










Score 


198 


Cj A. i 1 o 


1734 1982 


9409. 


.9516, 


9522. 


.9653 




C /-r 

Ocvj. L>HJ • 


104^ 
i y 4 j 








Seq. ID 


OJ990803_11.9A14.C5 


pQno Mo 
ofcillc 1N(J . 


991 S 

C. C. X J 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11. 


9A14. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1800 








End 


9587 


GI 


none 








Score 


451 


Exons 


1800. .2153, 


1805. 


.2146, 


9226. 


.9519, 9235.. 9519, 9239.. 9520, 




9522. .9587 













1141 



Seq. No. 


1045 








Seq. ID' 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


LNCLltlG 


OJ990803 11 


. 9A14 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 


O Lai L 


2181 ~~ 








End 


9235 


(IT 


none 








Score 


618 




2181 . . 2720. 


2363 


. .2413, 


2465. 


.2716, 8668.. 9204, 8669.. 9235 


JC^j i J.NU • 


1045 








Seq. ID 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 




2418 ~~ 








End 


8961 


GI 


none 








Score 


88 


Fxon s 


2418 2600, 


2601 


. . 2744, 


2603. 


.2743, 8644. .8787, 8645. .8785, 




8788 . .8961 












Seq. No. 


1045 








Seq. ID 


OJ990803_11. 9A14.C5. 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


.C5 . o2 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2508 _ 








End 


8880 


GI 


none 








. Score 


296 


F. xnn s 


2508 2768, 


2519 


2767, 


8619. 


.8801, 8620. .8880, 8621. .8875 




1045 








Seq. ID 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


. C5 . o3 . 


tm 


Method 


TBLASTX: Maize 




2567 ~~ 








End 


8822 


(IT 


none 








Score 


.411 


F von ^ 


2567 2854. 


2568 


2858, 


2700 . 


.2855, 8530. .8820, 8534. .8821, 




8634 8822 












k_J " \^ • nU • 


1045 








Seq. ID 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


,C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2727 ~~ 








End 


8661 


GI 


none 








Score 


706 


Fvnn q 


2727 . . 3353, 


2783 


. . 3235, 


2784 . 


.3311, 3293..33S2, 8035. .8661, 




8038 . . 8289, 


8147 


. . 8605 








O C ■ IN • 


1045 








Seq. ID 


OJ990803_11. 9A14.C5 


UCllC J.NJJ ■ 


2215 








Strand 




Start 


12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2906 








End 


8481 


(IT 


none 








Score 


226 


F. vnn 


2906 3061, 


2907 


3068, 


3065. 


.3238, 3066.. 3491, 3186.. 3470, 




3293 3490. 


7882 


8322, 


7898 . 


.8323, 8255.-8323, 8318. .8476, 




8320. .8481, 


8327 


. .8473 








Seq. No. 


1045 








Seq. ID 


OJ990803_11.9A14.C5 


Gene No. 


2215 








Strand 




Start 


' 12413 








End 


15398 


Name 


OJ990803 11 


. 9A14 


.C5.o6. 


tw 


Method. 


TBLASTX: Wheat 



1142 




Start 


3353 


End 


8035 




GI 


none 


Score 


313 






3353 3634. 3354.. 3686, 3504 


..3635, 7702. .8034, 7723. .8031, 




7766. . 8035 








Seq. No. 


1045 


Seq. ID 


OJ990803 11.9A14 


-C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11 . 9A14 . C5 . 06 . tm 


Method 


TBLASTX: Maize 




Start 


11385 ~~ 


End 


11690 




GI 


none 


Score 


86 




Exons 


11385. .11690, 11512. .11676 








Seq. No. 


1045 


Seq. ID 


OJ990803 11.9A14 


-C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11 9A14.C5.o7.tw 


Method 


TBLASTX: Wheat 




Start 


11571 _ 


End 


11933 




GI 


none " *" 


Score 


144 




Exons 


11571 . . 11933, 11572. . 11931 








Seq. No. 


1045 


Seq. ID 


OJ990803_11. 9A14 


. C5 


Gene No. 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11-9A14 C5 06 as 


■ Method 


GENSCAN 




Start 


12413 ~~ 


End 


15398 




GI 


none 


Score 


.49 




uAUl 1 0 


12413 12708 14559 14728 


14861. .15398 




k_) C N-j . IN V_/ • 


1045 


Seq. ID 


OJ990803_11. 9A14 


.C5 


Gene No . 


2215 


Strand 






Start 


12413 


End 


15398 




Name 


OJ990803 11.9A14.C5.o3.gp 


Method 


AAT/GAP 




Start 


13397 


End 


13780 




GI 


uC-osflcyp033a04bl 


Score 


657 




UAVl 1 O 


13397. .13780 








GT Dp^rriD 

\J .1- ^/ w O O ^» • 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Sea No 


1046 


Seq. ID 


OJ990803_11. 9A14 


.C6 


Gene No. 


2216 


Strand 


+ 




Start 


1 


End 


3138 




Name 


OJ990803 11. 9A14.C6.o2.np 


Method 


AAT/NAP 




Start 


1 


End 


3138 




GI 


6498436 


Score 


253 




F.X nn 


1..25, 977.. 1422, 1524. .1623 


, 1672.. 1876, 3009.. 3138 




GI Demerit}. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Sea No 


1046 


Seq. ID 


OJ990803_11.9A14 


,C6 


Gene No . 


2217 


Strand 






Start 


17 


End 


6047 




Name 


OJ990803 11. 9A14.C6.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


6047 




GI 


none 


Score 


.52 




Exons 


17. .436, 3248. .3526, 3561. .3751, 4082. 


.4390, 4501. .4686 


r 




5203.. 5255, 5997.. 6047 









1143 



E fc3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI Descrip. 



1047 
2218 
60 

OJ990803_11 . 9A14 . C7 . ol . gs 
60 

none 

60. .121, 289. .304, 768. .836 



1047 
2219 
3327 

OJ990803_11 .9A14.C7.o2. gs 

3327 

none 

3327. .3397, 
8858. .8975, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803 
+ 

836 

GEN SCAN 

836 

.9 



11.9A14.C7 



4463. .4499, 
9263. .9414, 



6443. 
9425. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6660, 



OJ990803 
+ 

11304 
GENSCAN 
11304 
.52 

6906. .7022, 



11.9A14.C7 



9702, 9775.. 9989, 



8337. . 
10045, 



8469, 
.10211, 



10363. .10485, 10567 .. 10673, 10989.. 11304 



Seq. ID OJ990803_il.9A14.C7 



1047 
2219 
3327 

OJ990803_11 . 9A14 . C7 . ol . np 
6248 
5777617 
6248. . 6275, 7430. .7556 

(AJ245900) CAA30375.1 protein [Oryz'a sativa] 



Strand 
End 

Method 

End 

Score 



+ 

11304 
AAT/NAP 
7556 
101 ■ 



1047 Seq. ID 

2220 Strand 
12940 End 
OJ990803_11 . 9A14 . C7 . o3 . gs Method 
12940 End 
none Score 

12940. .13006, 14339. .14418, 14658 

15834. .16105, 16128. .16337, 16353 



OJ990803_11.9A14.C7 
+ 

16481 
GENSCAN 
16481 
.77 

14811, 14971. .15054, 
16481 



OJ990803 11.9A14.C7 



1047 Seq. ID 

2221 Strand 
•14228 End 14400 

OJ990803_11 . 9A14 . C7 . ol . gp Method AAT/GAP 

14228 End 14400 

LIB3433-026-P1-K1-C1 Score 258 

14228. .14400 

, 5852170/emb|AL117265.1|OST17804 1.0e-44 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



1047 



Seq. ID OJ990803_11.9A14.C7 



.np 



2222 
18711 

OJ990803_11 . 9A14 . C7 . o4 , 
18711 
1076558 
18711. .18941, 20494.. 20598 
hypothetical protein x (nad5 exon c 5' 
primrose mitochondrion 



Strand 
End 

Method 

End 

Score 



20598 
AAT/NAP 
20598 
197 

region) - evening 



Seq. No. 



1048 



Seq. ID OJ990803_11.9A14.C8 



1144 



ru 



Gene No. 


2223 




Strand 


+ 




1 




End 


4631 


Name 


OJ990803 ll.9A14.C8.o2, 


. np 


Method 


AAT/NAP 


Start 


1 




End 


4631 


CT 


6063554 




Score 


195 


Lxons 


1..63, 391. .455, 3082., 


.3284, 4426. .4631 




(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 


rnrrp^nnnH "ho fi TPcrion 


of 


the predicted gene.; hypothetical 




nrnf oi n rnr\;7a qaf 1 V£} 1 
^LULclIl [ wl y -co. o a. i — L vaj 








Seq. No. 


104 8 




Sea ID 


OJ990803 11. 9A14 .C8 


Gene No. 


2224 




Strand 


+ ~~ 


O Lai L 


6480 




* End 


6802 


Name 


OJ990803 ll.9A14.C8.o2 


.gp 


Method 


AAT/GAP 


Of ar f 


6480 




End 


6802 


PT 


426860 




Score 


576 


TT von q 


6480. .6802 










1048 




Seq. ID 


OJ990803_11.9A14.C8 


Gene No. 


2225 




Strand 


+ 


Start 


7875 




End 


8308 


Name 


OJ990803 ll.9A14.C8.o3 


.gp 


Method 


AAT/GAP 


Start 


7875 




End 


8308 


GI 


94945 1.R1084 




Score 


653 


Exons 


7875. .8308 









GI Descrip. 

a 

III Seq. No. 
: *i Gene No. 
Start 
Name 

start 
Q GI 
! ij Exons 
ii. GI Descrip. 



, 4521194/dbj | AB013613 . 1 | AB013613 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11' 



1048 
2226 
1 

OJ990803_11.9A14.C8.ol.np 
1 

6721516 
1..40, 257.. 587, 996. .1240 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990803_11.9A14.C8 
Strand 

End 1240 

Method AAT/NAP 

End 1240 

Score 238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1048 
2227 
1537 

OJ990803_11 . 9A14 . C8 . ol . gs 

1537 

none 



Seq. ID OJ990803_11.9A14.C8' 
Strand 

End 10138 

Method GENSCAN 

End 9881 

Score .59 



1537. .1932, 3076. .3288, 3299. .3438, 4363. .4397, 6214. .6362, 
6410. .6501, 6651. .6815, 9536. .9659, 9789. .9881 

1048 Seq. ID OJ990803_11 . 9A14 . C8 

2227 Strand 

1537 End 10138 

OJ990803_11. 9A14.C8.o3.np Method AAT/NAP 

9432 End 10138 

4539660 Score 412 

9432.. 10001, 10086.. 10138 

(AF061282) polyprotein [Sorghum bicolor] 



1048 
2227 



Seq. ID 

Strand 



OJ990803 li.9A14.C8 



1145 



Start 


1537 




End 


10138 


Name 


OJ990803 11, 


. 9A14.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


9444 




End 


9863 


GI 


none 




Score 


76 


Exons 


9444. .9503, 


9507.. 9863, 9550.. 


9828, 9669.-9836 


Seq. No. 


1048 




Seq. ID 


ATrtftnono i 1 & n 1 a 

ojyyuoU-5 n.yAi4. 


Gene No. 


2227 




b Tirana 




Start 


1537 




T71.__._j 
End 


1U 1 jo 


Name 


OJ990803 11 


. 9A14 ,C8 .ol.tm 


Method 


TBLASTX: Maize 


Start 


9537 




End 


9798 


GI ' 


none 




Score 


lz / 


Exons 


9537. .9797, 


9556. .9798 






Seq. No. 


1049 




Seq. ID 


OJyyooUJ n.yAi4- 


Gene No. 


2228 




Strand 


+ 


Start 


1 




End 


Oil 


Name 


OJ990803 11 


.9A14.C9.ol.gs 


Method 


r* T? NT c c* 7\ TJ 


Start 


1 




End 


609 


GI 


none 




Score 


1 


Exons 


1. .609 








Seq. No. 


1049 




Seq. ID 


ojyyooUo n.yAi4 


Gene No. 


2228 




Strand 


, + 


Start 


1 




End 


- oil 


Name 


OJ990803 11 


. 9A14.C9.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


611 


GI 


4512231 




Score 


926 


Exons 


1. .611 








GI Descrip. 


(AB014741) < 


ORF0 protein [Oryza sativa] 




Seq. No. 


1050 




Seq. ID 


OJ990803_11.9A14 


Gene No. 


2229 




Strand 




Start 


1 




End 


938 


Name 


OJ990803 11 


.9A14.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


938 


GI 


4680179 




Score 


651 


Exons 


1..374, 408 


..938 






GI Descrip. 


(AF111709) 


polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


1050 




Seq. ID 


OJ990803_11.9A14 


Gene No. 


2229 




Strand ' 




Start 


1 




End 


938 


Name 


OJ990803 . 11 


.9A14.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


348 


GI 


none 




Score 


71 


Exons 


3. .92, 138. 


.347, 199. .348 






Seq. No. 


1050 




Seq. ID 


OJ990803_11. 9A14 


Gene No. 


2229 




Strand 




Start 


1 




End 


938 


Name 


OJ990803 11 


.9A14.C11. ol.tm 


Method 


TBLASTX: Maize 


Start 


28 




End 


306 


GI 


none 




Score 


43 


Exons 


28. .120, 30 


..305, 214.. 306 






Seq. No. 


1050 




Seq. ID 


OJ990803_11.9A14 



1146 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2229 Strand 

1 End 938 

OJ990803_11 . 9A14 . Cll . ol . gs Method GENSCAN 

296 End 928 

none Score .71 
296. .365, 371. .569, 585. .928 



1051 
2230 
1 

OJ990803_11.9A14.C12.ol.np 
1 

4680179 
1. .1705 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990803_11.9A14.C12 
Strand + 

1705 
AAT/NAP 
1705 
2374 



End 

Method 

End 

Score 



1051 
2230 
1 

OJ990803_11.9A14.C12.o4.tw 
11 

none 



Seq. ID OJ990803_11.9A14.C12 

Strand + 

End 1705 

Method TBLASTX : Wheat 

End 289 

Score 35 



11. .67, 12. .68, 68. .112, 74. .115, 119. .289, 125. .283, 127. .28$ 



1051 
2230 
1 

OJ990803_11.9A14.C12.ol.gs 
55 

none 

55. .733, 810. .1622 

1051 
2230 
1 

OJ990803_11 . 9A14 . C12 . o2 . tm 
128 
none 

128. .265, 326. .628, 379. .426, 454. .510 



Seq. ID OJ990803_11.9A14.C12 

Strand + 

End 1705 

Method GENSCAN 

End 1622 

Score .48 



Seq. ID OJ990803_11.9A14.C12 

Strand + 

End 1705 

Method TBLASTX : Mai ze 

End 628 . 

Score 112 



1051 
2230 
1 

OJ990803_11. 9A14 .C12.ol.ts 

182 

none 



Seq. ID OJ990803_11.9A14.C12 

.Strand + 

End - 1705 

Method TBLASTX : Soybean 

End 577 

Score 57 



182. .214, 182. .241, 218. .271, 220. .258, 326. .577, 334. .567 



1051 
2230 
1 

OJ990803_11.9A14.C12.o3.tw 

290 

none 



Seq. ID OJ990803_11.9A14.C12 

Strand + 

End 1705 

Method TBLASTX : Wheat 

End 592 

Score 66 



290. .559, 291. .407,. 329. .592, 331. .591 

1051 Seq. ID OJ990803_11.9A14.C12 



1147 



Gene No. 
Start 
Name 
.Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

;;3 Seq. No. 
,.3 Gene No. 

Start 
!:') Name 
^ Start 

.5 53. 

U GI 
l s y Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
p Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2230 
1 

0 J9 90 8 0 3_1 1 . 9 Al 4 . C 1 2 . o2 . t w 

593 

none 



1051 
2230 
1 

OJ990803JL1 . 9A14 . C12 . ol . tm 

665 

none 



1051 
2230 
1 

OJ990803_11. 9A14 ,C12.ol. tw 
1044 
none 

1044. .1583, 1226. .1579 

1051 
2230 
1 

OJ990803_11. 9A14.C12.ol.tc 
1281 
none 

1281. .1463, 1464. .1601, 1466. .1594 

1051 
2230 
1 

OJ990803_11. 9A14.C12.o2.ts 
1371 
none 

1371.. 1601, 1382.. 1585, 1589.. 1630 

1051 
2230 
1 

OJ990803_11 . 9A14 . C12 . o3 . tm 
1430 
none 



1052 
2231 
111 

OJ990803JL1 . 9A14 . C14 . ol . gp 
111 

uC-osflcyp033a04bl 
111. .493 

1 6016845/dbj IAP000570.1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Strand 


+ 




End 


1705 




Method - 


TBLASTX: Wheat 




End 


1016 




Score 


284 




828. .1016, 835. .990, 866.. 


1009 


Seq. ID 


OJ990803_11.9A14. 


C12 


Strand 


+ 




End 


1705 




Method 


TBLASTX: Maize 




End 


.1016 




Score 


191 




, 866. .1009 




Seq. ID 




C12 


Strand 


+ 




End 


1705 




Method 


TBLASTX : Wheat- 




End 


1 coo 

1 JO J 




Score 






Seq. ID 




,C12 


Strand 


+ 




End 


1705 




Method 


TBLASTX: Cress 




End 


1601 




Score 


92 




.1594 






Seq. ID 


OJ990803_11.9A14, 


.C12 


Strand 


+ 




End 


1705 . 




Method 


TBLASTX: Soybean 




End 


1630 




Score 


236 




.1630 






Seq. ID 


OJ990803_11.9A14 


.C12 


Strand 


+ 




End 


1705 




Method 


TBLASTX: Maize 




End 


1705 




Score 


217 




.1705, 1588.. 1704 




Seq. ID 


OJ990803_11. 9A14 


.C14 


Strand 


+ 




End 


493 




Method 


AAT/GAP 




End 


493 




Score 


676 





1148 



■J 

! 



Seq. No. 


1052 


Seq. ID 


OJ990803 


Gene No. 


2232 


Strand 




Start 


1 


End 


714 


Name 


OJ990803 11.9A14.C14.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


714 


GI 


5852180 


Score 


63 


Exons 


1..27, 341. .400, 630. .714 






GI Descrip . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


1052 


Seq. ID 


OJ990803 


Gene No. 


2232 


Strand 




Start 


1 


End 


714 


Name 


OJ990803 11. 9A14 .C14 .ol.gs 


Method 


GENSCAN 


Start 


41 


End 


245 


GI 


none 


Score 


.56 


Exons 


41. .245 






Seq. No. 


1052 


Seq. ID 


OJ990803 


Gene No. 


2232 


Strand 




Start 


1 


End 


714 


Name 


OJ990803 11.9A14.C14.ol.np 


Method 


AAT/NAP 


Start 


44 


End 


714 


GI 


4680186 


Score 


332 


Exons 


44. .243, 690. .714 






GI DescriD . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Sea No. 


1053 


Seq. ID 


OJ990803 


Gene No. 


2233 


Strand 


+ 


Start 


887 . 


End 


1312 


Name 


OJ990803 11.9A14.C15.ol.np 


Method 


AAT/NAP 


Start 


887 


End 


1312 


GI 


4544372 


Score 


276 


Exons 


887. .1312 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



1053 
2233 
887 

OJ990803_11. 9A14 .C15.ol.tw 

975 

none 



Seq. ID OJ990803_11.9A14.C15 

Strand + 

End 1312 

Method TBLASTX : Wheat 

End 1312 

Score 60 



975. .1031, 1026. .1232, 1034. .1231, 1238. .1312, 1243. .1311, 
1247.. 1312 



1053 
2233 
887 

OJ990803_11 . 9A14 . C15 . ol . tm 

1029 

none 



Seq. ID OJ990803_11.9A14.C15 

Strand + 

End 1312 

Method TBLASTX : Maize 

End 1293 

Score • 257 



1029. .1235, 1034. .1234, 1237. .1293, 1238. .1291 



1054 
2234 
193 

OJ990803_11 . 9A14 . C16 . ol . np 



Seq. ID OJ990803_11.9A14.C16 

Strand 

End 365 

Method AAT/NAP 



1149 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



193 End 365 

6063554 Score 132 

193. .365 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ990803_11.9A14.C17 
Strand 

End 849 

Method AAT/NAP 

End 84 9 

Score 139 



1055 
2235 
676 

OJ990803JL1 . 9A14 . C17 . ol . np 
676 

6063554 
676. .849 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1056 Seq. ID 

2236 Strand 
5264 End 
OJ990803_11 . 9A14 . C18 . ol . np Method 
5264 End 
4378066 Score 
5264.. 5713, 6820... 6866 

(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ990803_11.9A14.C18 
+ 

6866 
AAT/NAP 
6866 
334 



Seq. No. 


1056 






Seq. ID 


OJ990803_11. 9A14 


.C18 


Gene No. 


2237 






Strand 






Start 


762 






End 


1531 




Name 


OJ990803 


11.9A14.C18.ol 


gs 


Method 


GENSCAN 




Start 


7 62 






End 


1531 




GI 


none 






Score 


.52 




Exons 


762. .1193, 1481. .1531 










Seq. No. 


1056 






Seq. ID 


OJ990803_11.9A14 


.C18 


Gene No. 


2238 






Strand 






Start 


5968 






End 


6*633 




Name 


OJ990803 


ll.'9A14.C18.ol 


ts 


Method 


TBLASTX : Soybean 




Start 


145 






End 


5681 




GI 


none 






Score 


154 




Exons 


145. .282, 


147. .287, 297 


.386, 


303. .470, 


304. .492, 5322. 


.5681 


Seq. No. 


1056 






Seq. ID 


OJ990803_11.9A14 


.C18 


Gene No. 


2238 






Strand 






Start 


5968 






End 


6633 




Name 


OJ990803 


11.9A14.C18.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


190 






End 


5720 




GI 


none 






Score 


77 




Exons 


190. .279, 


325.. 480, 468 


.578, 


5325. .5720, 5471. .5683 




Seq. No. 


1056 






Seq. ID 


OJ990803JL1.9A14 


.C18 


Gene No. 


2238 






Strand 






Start 


5968 






End 


6633 




Name 


OJ990803 


11.9A14.C18.o2 


tw 


Method 


TBLASTX: Wheat 





1150 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4505 End 

none Score 
4505. .4843, 4513. .4842 

1056 Seq. ID 

2238 Strand 

5968 End 

OJ990803_11 . 9A14 . C18 . o3 . gs Method 

5968 End 

none Score 
5968. .6633 

1056 Seq. ID 

2238 Strand 
5968 End 
OJ990803_11 . 9A14 . C18 . o2 . ts Method 
6163 End 
none Score 
6163.. 6501 

1057 Seq. ID 

2239 Strand 
1 End 
OJ990803_11 . 9A14 . C19 . ol . gp Method 
1 End 
uOosflcyp033a04bl Score 
1..273 

1 601684 5/dbj | AP000570 . 1 | AP000570 3.0e- 
DNA, chromosome 1, clone :P0711E10 ' 

1057 Seq. ID 

2239 Strand 

1 End 

OJ990803JL1 . 9A14 . CI 9 . ol . gs Method 

70 End 

none Score 
70. .141, 1163. .1972 



4843 
176 ' 



OJ990803_11 . 9A14 .C18 

6633 

GENSCAN 

6633 



OJ990803_11.9A14.C18 
6633 

TBLASTX: Soybean 

6501 

198 



OJ990803_11 . 9A14 .C19 
+ 

1972 
AAT/GAP 
273 
472 

■59 Oryza sativa genomic 



OJ990803_11 . 9A14 .C19 
+ 

1972 
GENSCAN 
1972 
.93 



1057 Seq. ID 

2240 Strand 

122 End 
OJ990803_11 . 9A14 . C19 . ol . np Method 

122 End 

5852180 Score 
122. .192, 2034. .2113 

(AL117265) zhbOOOlO.l [Oryza sativa] 



1058 
2241 
96 

OJ990803JL1.9A14 .C21.ol.gs 
96 

none 
96. .227 

1059 
2242 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990803_11 . 9A14.C19 

2113 
AAT/NAP 
2113 
42 



OJ990803_11.9A14.C21 
+ 

227 

GENSCAN 

227 

.5 



OJ990923 10.-9A29.C1 



1151 



Start 7 

Name OJ990923_10 . 9A29 . CI . ol . gs 

Start 7 

GI none 

Exons 7.. 113, 295.. 459 

Seq. No. 1060 

Gene No. 2243 

Start. 2989 

Name OJ990923_10 . 9A29 . C5 . ol . gs 

Start 2989 

GI ' - none 

Exons 2989.. 4317 



End 459 

Method GENSCAN 

End 459 

Score .57 



Seq. ID OJ990923_10. 9A29.C5 
Strand 

End 4 347 

Method . GENSCAN 
End 4317 
Score .99 



Seq. No. 


1060 








Seq. ID 


OJ990923_10.9A29.C5 


Gene No . 


2243 








Strand 




Start 


2989 








End 


4347 


Name 


OJ990923 10 


. 9A29. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


2992 








End 


4314 


GI 


4510376 








Score 


872 


Exons 


2992. .3774, 


3844. 


.4314 








GI Descrip. 


(AC007017) i 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


1060 








Seq. ID 


OJ990923_10.9A29.C5 


Gene No. 


2243 








Strand 




Start 


2989 








End 


4347 


Name 


OJ990923 10 


.9A29. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3010 








End 


4347 


GI 


none 








Score 


47 


Exons 


3010. .3324, 


3025. 


.3069, 


3158. 


.3322, 3424. .3489, 3550. .3660 




3877. .3948, 


3973. 


.4068, 


4025. 


.4054, 4057. .4116, 4070. .4117 




4189. .4347, 


4190. 


.4294 








Seq. No. 


1060 








Seq. ID 


OJ990923_10.9A29.C5 


Gene No. 


2243 








Strand 




Start 


2989 








End 


4347 


Name ■ 


OJ990923 10 


.9A29. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


•4057 








End 


4294 


GI 


none 








Score 


116 


Exons 


4057. .4158, 


4058. 


.4159, 


4192. 


.4293, 4196. .4294, 4199. .4294 


Seq. No. 


1061 








Seq. ID 


OJ990923_10.9A29.C7 


Gene No. 


2244 








Strand 


+ 


Start 


2507 








End 


4189 


Name 


OJ990923 10 


.9A29. 


C7.ol. 


gs 


Method 


-GENSCAN 


Start 


2507 








End 


418 9 


GI 


none 








Score 


.41 


Exons 


2507. .2644, 


3517. 


.3708, 


4034. 


.4189 





Seq. No. 1062 Seq. ID 

Gene No. 2245 Strand 

Start 2554 End 

Name OJ990923_10 . 9A29 . C8 . o2 . gs Method 

Start 2554 End 

GI none Score 

Exons 2554.. 2744, 2749.. 2791 



OJ990923_10.9A29.C8 

2791 
GENSCAN 
2791 
.9 



1152 



Seq. No. 


1063 


Seq. ID 


OJ990923_10.9A29.C9 


Gene No. 


•2246 


Strand 


+ 


Start 


5139 


End 


5406 


Name 


OJ990923 10.9A29.C9.ol.np 


Method 


AAT/NAP 


Start 


5139 


End 


5406 


GI 


6553934 


Score 


94 


Exons 


5139. .5259, 5299.. 5406 






GI Descrip. 


(AC011915) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


1063 


Seq. ID 


OJ990923_10. 9A29.C9 


Gene No. 


2247 


Strand 




Start 


155 


End 


1918 


Name 


OJ990923 10.9A29.C9.ol.gs 


Method 


GENS CAN 


Start 


155 


End 


1918 


GI 


none 


Score 


. 64 


Exons 


155. .290, 574. .801, 1850..: 


1918 




Seq. No. 


1064 


Seq. ID 


OJ990923_10. 9A29.C12 


Gene No. 


2248 


Strand 


+ 


Start 


1 


End 


3298 


Name 


OJ990923 10.9A29.C12.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


535 


GI 


uC-osflM202052h06bl 


Score 


400 


Exons 


1..146, 470. .535 






GI Descrip. 


' 256404 9/dbj | AB00764 9 . 1 | AB007 64 9 6.0e- 


-10 Arabidopsis thaliana 




genomic DNA, chromosome 5, 


PI clone: 1 


MLE2 , complete sequence 1 


Seq. No. 


1064 


Seq. ID 


OJ990923_10.9A29.C12 


Gene No. 


2248 


Strand 


+ 


Start 


1 


End 


3298 


Name 


OJ990923 10.9A29.C12.ol.gs 


Method 


GENSCAN 


Start 


4 


End 


3243 


GI 


none • 


Score 


.64 


Exons 


4. .146, 470. .579, 1002. .1058, 1319. .1365, 1443. .1520, 




1998. .2180, 2276.-2356, 3009. .3074, 3152. .3243 


Seq. No. 


1064 


Seq. ID 


• OJ990923_10.9A29.C12 


Gene No. 


2248 - , 


Strand 


+ 


Start 


1 


End 


3298 


Name 


OJ990923 10.9A29.C12.ol.np 


Method 


AAT/NAP 


Start 


16 


End 


3298 


GI 


2833392 


Score 


257 


Exons 


16. .146, 470. .642, 1174. .1365, 1443.. 


1520, 1998.. 2190, 



3263.-3298 

GI Descrip. HYPOTHETICAL 61.5 KD PROTEIN. IN ADEC-PDHA INTERGENIC REGION 
gi I 2633824 |emb|CAB13326 | (Z99111) similar to hypothetical 
proteins [Bacillus subtilis] gi 13282138 (AF012285) unknown 
[Bacillus subtilis] 



Seq. ID OJ990923_10.9A29.C12 
Strand + 
End 3298 
Method AAT/GAP 
End 2089 
Score 776 
.1520, 1998. .2089 
'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 



Seq". No. 1064 

Gene No. 2248 

Start 1 

Name OJ990923_10 . 9A29 . C12 . o2 . gp 

Start 1003 

GI uC-osflcyp091gl0al 

Exons 1003.. 1058, 1174.. 1365, 1443. 
GI Descrip. 



1153 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



1064 
2248 
1 

OJ990923_10.9A29.C12.ol.tm 
1342 
none 
1342. 
1441. 
2275. 
3145. 
3207. 



1368, 
1593, 



1347. .1364, 
1443. .1523, 
.2355, 3009. .3074, 
.3198, 3149. .3217, 
.3245, 3208. .3249 



1436. 
1997. 
3011. 
3149. 



Seq. ID OJ990923_10.9A29.C12 

Strand + 

End 3298 

Method TBLASTX : Mai ze 

End 324 9 

Score 45 

.1519, 1439. .1516, 1440. .1523, 
.2233, 2000.. 2182, 2270.. 2359, 
.3073, 3013.. 3075, 3138.. 3197, 
.3205, 3154.. 3216, 3203.. 3229, 



Seq. No. 


1065 




Seq. ID 


OJ990923_10 . 9A29 .C13 


Gene No . 


2249 




Strand 


+ 


Start 


91 




End 


2600 


Name 


OJ990923 


_10.9A29.C13.ol.gs 


• Method 


GEN SCAN 


Start 


91 




End 


2600 


GI 


none 




Score 


.87 


Exons 


91. .204, 


669. .764, 854. .951, 


1111. .1466, 1720. .1929, 1963.. 




2505. .2600 






Seq. No. 


1065 




Seq. ID 


OJ990923_10 . 9A29 .C13 


Gene No . 


2250 




Strand 


+ 


Start 


6182 




End 


11217 


Name 


OJ990923 


_10.9A29.C13.o2.gs 


Method 


GEN SCAN 


Start 


6182 




End 


6825 


GI 


none 




Score 


.89 


Exons 


6182. .64£ 


12, 6647.. 6825 






Seq. No. 


1065 . 




Seq. ID 


OJ990923_10.9A29.C13 


Gene No. 


2250 




Strand 


+ 


Start 


6182 




End 


11217 


Name 


OJ990923 


_10.9A29.C13.o3.np 


Method 


AAT/NAP 


Start 


6182 




End 


11214 


GI 


5295971 




Score 


5910 


Exons 


6182. .6609, 6693. .6745, 7059 


. .11214 




GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of the 




predicted gene.; Similar to 


Tobacco DNA for retroviral-like 




transposon Tnt 1-94. (X13777) 


[Oryza sativa] 


Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29.C13 


Gene No. 


2250 




Strand 


+ 


Start 


6182 




End 


11217 


Name 


OJ990923 


_10.9A29.C13.o3.gs 


Method 


GENSCAN 


Start 


6949 




End 


11217 


Gl' 


none 




Score 


.6 


Exons 


6949. .7265, 7284. .7405, 7453 


..7610, 7742. .8404, 8447. .8808, 



2168, 



8888. .9172, 9326.-9458, 9529.. 9661, 9683.. 9861, 9967.. 10283, 
10608. .10871, 10944. .11217 



Seq. No. 
Gene No. 
Start 
Name 



1065 Seq. ID 

2251 Strand 
13406 End 

OJ990923 10.9A29.C13.o4.np Method 



OJ990923_10.9A29.C13 
+ 

13773 - * 

AAT/NAP 



1154 



U 



Start 13406 End 13773 

GI 6723804 Score 238 

Exons 13406.. 13773 

GI Descrip. (AJ271079) hypothetical protein [Oenothera elata subsp. hookeri] 
gi I 6723819 | emb | CAB67230.il (AJ271079) hypothetical protein 
[Oenothera elata subsp. hookeri] 



Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10.9A29 


.C13 


Gene No. 


2252 




Strand 


+ 






Start 


34781 




End 


36307 






Name 


OJ990923_10.9A29.C13 


. o9 . gs 


Method 


GENS CAN 






Start 


34781 




End 


36307 






GI ' 


none 




Score 


.77 






Exons 


34781. .34909, 35091. 


.35360, 


36257. .36307 






Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10.9A29 


.C13 


Gene No. 


2253 




Strand 








Start 


14143 




End 


19150 






Name 


OJ990923 10.9A29.C13 


, o4 .gs 


Method 


GENSCAN 






Start 


14143 




End 


19150 






GI 


none 




Score 


.92 






Exons 


14 14 3.. 14220, 14742. 


.14777, 


15740. . 16200, 16835. 








17038. .17129, 17255. 


.17306, 


17416. .17573, 17885. 


.17975, 






18092.. 19150 












Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10.9A29 


!ci3 


Gene No. 


2253 




Strand 








Start 


14143 




End 


19150 






Name 


OJ990923_10.9A29.C13 


. o5.np 


Method 


AAT/NAP 






Start 


15731 




End 


19099 






GI 


6633828 




Score 


494 






Exons 


15731. .16190, 16831. 


.16905, 


17115. .17306, 17416. 


.17600, 






17885. .17975, 18092. 


.18523, 


18596. .19099 






GI Descrip. 


(AC009519) F1N19.18 


[Arabidopsis thaliana] 






Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10. 9A2 9 


.C13 


Gene No. 


2254 




Strand 








Start 


20441 




End 


21726 






Name 


OJ990923 10.9A29.C13 


.oS.gs 


Method 


GENSCAN 






Start 


20441 




End 


21726 








none 




Score 


.84 






Exons 


20441. .20880, 21255. 


.21406, 


21539. .21726 






Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10.9A29 


.C13 


Gene No. 


2255 




Strand 








Start 


2504 6 




End 


25507 






Name 


OJ990923 10.9A29.C13 


. o 6 . np 


Method 


AAT/NAP 






Start 


25046 




End 


25507 






GI 


6069668 




Score 


770 






Exons 


25046.. 25507 












GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1065 




Seq. ID 


OJ990923_ 


10.9A29 


.C13 


Gene No. 


2256 




Strand 








Start 


28333 




End 


28602 






Name 


OJ990923 10.9A29.C13 


. o7 . gs 


- Method 


GENSCAN 






Start 


28333 




End 


28602 







1155 






GI 


none 




Score 


.84 




Exons 


28333. .28436, 28476.. 28602 








Seer. No. 


1065 




Seq. ID 


OJ990923JL0 . 9A29. C13 




Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


100 




End 


1425 




GI 


none 




Score 


176 




Exons. 


100.. 207, 105. .227, 668. 


.760, 


669. .767, 


673.-768, 848. .940, 






849. .938, 853. .951, 854. 


.949, 


1097.. 1423, 1108.. 1425, 1159. 




Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29.C13 




Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


150 




End 


982 




GI 


none 




Score 


69 




Exons 


150. .206, 150. .236, 668. 


.760, 


669. .767, 


853. .960, 853. .951, 






854 . . 982, 858 . . 962 










Seq. No. 


1065 




Seq. ID 


OJ990923_10 . 9A29 . C13 




Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




»* -Name- 


OJ990923 10.9A29.Cl-3.o4. 


ts 


Method 


TBLASTX: Soybean 




"Start 


1967 




End 


2173 


: : 
; far 


GI 


none 




Score 


250 


Exons 


1967 2173. 1986 .2168 










Seq. No. 


1065 




Seq. ID 


OJ990923_10 . 9A29 . C13 


w 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13.olC 


l.tm 


Method 


TBLASTX: Maize 




Start 


5542 




End 


5727 


□ 


GI 


none 




Score 


192 


'* J 


Exons 


5542.. 5721, 5564.. 5722, 


5565. 


.5723, 5565.-5726, 5566.-5727 


:: 32 

. ~ 
: t=f 


Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29.C13 


£3 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


■6930 




End 


7258 




GI 


none 




Score 


.44 




Exons 


6930.. 6980, 6931.. 7023, 


7013. 


.7036, 7068. .7256, 7068. .7193, 






7069. .7257, 7069. .7257, 


7091. 


.7258 






Sea No. 


1065 




Seq. ID 


OJ990923_10.9A29.C13 




■ Gene No . 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7492 




End 


8209 




GI 


none 




Score 


349 




Exons 


7492. .7761, 7492. .7680, 


7503. 


.7751, 7508. .7765, 7512. .7769, 






7786. .7920, 7787. .7921, 


7789. 


.7908, 7851. .7922, 7872. .7928, 






7907. .8209, 7923. .8201, 


8047. 


.8202 






Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29.C13 



1156 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



2257 Strand 
29445 End 
OJ990923_10 . 9A29 . C13 . o2 . tw Method 
8134 End 
none Score 
8134.. 8502, 8135.. 8500, 8507.. 8563 



33291 

TBLASTX: Wheat 

8563 

310 



Seq. No. 1065 

Gene No. 2257 

Start 29445 

Name OJ990923_10 . 9A2 9 . C13 . 06 . tm 

Start 8224 

GI none 

Exons 8224.. 8463, 8225.. 8470, 8258. 



Seq. ID OJ990923_10.9A29.C13 
Strand 

End 33291 

Method TBLASTX: Maize 

End 8470 

Score 289 
.8464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1065 
2257 
29445 

OJ990923_10, 

8712 

none 

8712. .8846, 
8860. .8979, 
8982. .9134 



9A29.C13.o3.tm 



8713. 
8909. 



,8910> 8714. 
,8980, 8910. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 10.9A29.C13 



33291 

TBLASTX: Maize 
9134 
274 

8911, 8729. .8911, 8730. 
8981, 8980.. 9102, 8981. 



,8912, 
. 9133, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1065 
2257 
29445 

OJ990923_10 . 9A2 9 . C13 . o5 . ts 

8741 

none 



Seq. ID OJ990923_10.9A29.C13 
Strand 
End 

Method 
End 
Score 



33291 

TBLASTX: Soybean 

9164 

150 



8741. .8911, 8914. .8979, 8985. .9047, 9072. .9164 



Seq. No. 


1065 




Seq. ID 


OJ990923_10. 9A29 


Gene No. 


2257 




Strand 




Start 


29445 




End 


33291 


Name 


OJ990923 10. 


9A29.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9664 




End 


10161 


GI 


5509260 




Score 


381 


Exons 


9664. .10161, 


9978.. 10142 






GI Descrip. 










Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29 


Gene No. 


2257 




Strand 




Start • 


29445 




End 


33291 


Name 


OJ990923 10. 


9A29.C13.o5.tm 


Method 


TBLASTX: Maize 


Start 


9703 . 




End 


10011 


GI 


none 




Score 


340 


Exons 


9703. .10011, 


9750. .10010 






Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29 


Gene No. 


2257 




Strand 




Start 


29445 




End 


33291 


Name 


OJ990923 10. 


9A29.C13.o3.tc 


Method 


TBLASTX: Cress 


Start 


9787 




End 


10050 


GI 


none 




Score 


191 


Exons 


9787. .10050, 


9880.. 10050 







1157 




Seq. No. 


1065 




Seq. ID 




ri ^ 
\^ j. j 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


9832 




End 


10386 




GI 


none 




Score 


265 




Exons 


9832. .10176, 9987. .10172, 10162. .10386 






Seq. No. 


1065 




Seq. ID 






Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


ojyyuyzo iu . yA^y .lij 


. oz . urn 


Method 


TBLASTX: Maize 




Start 


10213 




End 


10602 




GI 


none 




Score 


539 




Exons 


10213 .. 10602, 10213. 


. lUbUZ 








Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29. 


C13 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923_10.9A29.C13 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10519 




End 


11163 




GI. 


none 




.Score 


221 




Exons 


10519. .10800, 10528. 


. 10701, 


10729. .10779, 10815 .. 10904 , 






■1.0816. . 10905, 10963. 


. 11163, 


11001. .11147 




Seq. No. 


1065 




Seq. ID 


OJ990923_10. 9A29 


.C13 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.Clo 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10540 




End 


11175 




GI 


none 




Score 


113 




Exons 


10540 .. 10701, 10540. 


. 10 /Ul, 


10714. .10875, 10812. .10874, 






10945 . . 11175 










Seq. No. 


1065 




Seq. ID 


OJ990923_10.9A29 




Gene No. 


2257 




Strand 






Start 


O O A A C 




End 


33291 




Name 


OJ990923 10.9A29.C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


10732 




End 


11151 




GI 


none 




Score 


109 




Exons 


10732 .. 10896, 10815. 


. itJo yz , 


10957. .11139, 10972.. 11151 




Seq. No. 


1065 




Seq. ID 


OJ990923JL0.9A29 




Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13 


,o4. tm 


Method 


TBLASTX: Maize 




Start 


10792 




End 


11178 




GI 


none 




Score 


164 




Exons 


10792. .10899, 10792. 


.11178, 


10794. .11171, 10942. .11172 




Seq. No. 


1065 




Seq. ID 


OJ990923JL0.9A29 


.C13 


Gene No. 


2257 




Strand 






Start 


29445 




End 


33291 




Name 


OJ990923 10.9A29.C13 


.o2.tc 


Method 


TBLASTX: Cress 




Start , 


17256 




End 


17575 




GI 


none 




Score 


42 





1158 




Exons 17256. .17309, 17272 .. 17310, 17416 .. 17565, 17416. . 17574, 

17420.. 17575 





Seq. No. 


1065 


Seq. ID 


OJ990923_10.9A29. 


.C13 




Gene No . 


2257 


Strand 








Start 


29445 


End 


33291 






Name 


OJ990923 10.9A29.C13.o9.tm 


Method 


TBLASTX: Maize 






Start 


17256 


End 


17575 






GI 


none 


Score 


109 






Exons 


17256. .17309, 17416. .17574, 


17420. .17575 






Seq. No. 


1065 


Seq. ID 


OJ990923_10. 9A29, 


.C13 




Gene No. 


2257 


Strand 








Start 


29445 


End 


33291 






Name 


OJ990923 10.9A29.C13.o6.ts 


Method 


TBLASTX: Soybean 






Start 


17256 


End 


17575 






GI 


none 


Score 


82 






Exons 


17256. .17309, 17413 17562, 


17416. .17574, 17420.. 17575 






Seq. No. 


1065 


Seq. ID 


OJ990923_10. 9A29 


.C13 




Gene No. 


• 2257 


Strand 








Start 


29445 


End 


33291 




s et 


Name 


OJ990923 10. 9A29.C13.o8 .gs 


•Method 


GENSCAN 






Start 


29445 . : v ' 


End 


33291- 




:J 


GI 


hone . 


Score 


.85 




;n 


Exons 


29445.-29577, 30667 .. 30939, 


31050. .31353, 31726 .. 31833, 








32325.-32556, 32585 .. 32674, 


33286. .33291 




. U 


Seq. No. 


1066 


Seq. ID 


OJ990923_10.9A29 


-C14 




Gene No . 


2258 


Strand 








Start 


1760 


End 


3213 




*u 


Name 


OJ990923 10.9A29.C14.ol.gs 


Method 


GENSCAN 






Start 


1760 


End 


3213 






GI 


none 


Score 


.7 






Exons 


17 60. .1905, 2790. .2898, 3085 


i. .3213 








Seq. No. 


1066 


Seq. ID 


OJ990923_10.9A29 


.C14 




Gene No. 


2259 


Strand . 






: C? 


Start 


3640 


End 


3662 




! j 


Name 


OJ990923 10.9A29.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


2546 


End 


2918 






GI 


none 


Score 


95 






Exons 


2546. .2605, 2617. .2841, 2642 


I..2803, 2E 


J41. .2918 






Seq. No. 


1066 


Seq. ID 


OJ990923_10.9A29 


.C14 




Gene No . 


2259 


Strand 








Start 


3640 


End 


3662 






Name 


OJ990923 10.9A29.C14.ol.gp 


Method 


AAT/GAP 






Start 


3640 :>. 


End 


3662 






GI 


none 


Score 


5 






Exons 


3640. .3662 










Seq. No. 


1067 


Seq. ID 


OJ990513_07.9A21 


.CI 




Gene No. 


2260 


Strand 


+ 






Start 


1 


• End 


101 






Name 


OJ990513 07.9A21.Cl.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


101 





1159 



GI 

Exons 



none 
1. .101 



Score 



198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



1067 
2261 
225 

OJ9905 13_07 . 9A21 . CI . ol . gs 

225 

none 

225. .523, 600. .660 



Seq. ID OJ990513_07.9A21.C1 
Strand 

End 660 

Method GEN SCAN 

End 660 

Score .58 



1067 
2262 
1126 

OJ990513_07 . 9A2 1 . CI . ol . np 
1126 
4586031 
1126. .1253 

(AC007109) unknown protein [Arabidopsis thaliana] 



Seq 1 '. ID OJ990513_07.9A21.C1 
Strand 

1253 
AAT/NAP 
1253 
92 



End 

Method 

End 

Score 



1068 
2263 
1 

OJ990513_07.9A21.C2.ol.np " 

1- ' 

6815052 
1. .247 

(AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ990513_07.9A21.C2 

Strand + 

End 247 

Method AAT/NAP 

End '247 

Score 172 



1068 
2264 
265 

OJ990513_07 .9A21.C2.ol. gs 

265 

none 

265. .310 



Seq. ID OJ990513_07. 9A21.C2 

Strand 

End 310 

Method GENSCAN 

End 310 

Score .72 



3 



Seq. No. 

Gene No.* 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



Seq. ID OJ990513_07.9A21.C5 

Strand 

End 538 

Method AAT/NAP 

End 538 

Score 174 



1069 
2265 
1 

OJ990513_07 . 9A2 1 . C5 . ol . np 
1 

1362003 
1..91, 196. .264, 393. .538 

protein phosphatase 2A B regulatory chain 55K - Arabidopsis 
thaliana gi 1710330 (U18129) 55 kDa B regulatory subunit of 
phosphatase 2A [Arabidopsis thaliana] 



1069 
2265 
1 

OJ990513JD7 . 9A2 1 . C5 . ol . tm 

169 

none 



Seq. ID OJ990513_07.9A21.C5 

Strand 

End 538 

Method TBLASTX : Mai ze 

End • 489 

Score 53 



169. .270, 196. .285, 372. .488, 403. .489 

1069 Seq. ID OJ990513_07 . 9A21 . C5 



1160 



Gene No. 


2265 




Strand 




Start 


1 




End 


538 


Name 


OJ990513 07.9A21.C5 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


169 




End 


488 


GI 


none 




Score 


79 


Exons 


169. .270, 372. .488, 


382. .483 






Seq. No. 


1069 




Seq. ID 


OJ990513_07.9A21.C5 


Gene No. 


2265 




Strand 




Start 


1 




End 


538 


Name 


OJ990513 07.9A21.C5 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


169 




End 


492 


GI 


none 




Score 


75 


Exons 


169. .270, 372. .491, 


403. .492 






Seq. No. 


1069 




Seq. ID 


OJ990513_07.9A21.C5 


Gene No. 


2265 




Strand 




Start 


1 




End 


538 ■ 


Name 


OJ990513 07.9A21.C5 


. ol .gs 


Method 


GENSCAN 


Start 


196 




End 


486 


GI 


none 




Score 


.76 


Exons 


196. .264, 393. .486 








Seq. No. ■ 


1070 




Seq. ID 


OJ990513_07. 9A21.C6 


Gene No. 


22.66 




Strand 


+ ' - ■' . 


Start 


4 




End 


346 


Name 


OJ990513 07.9A21.C6 


.ol.np 


Method 


AAT/NAP 


Start 


4 




End 


346 


GI 


5922623 




Score 


170 


Exons 


4. .84, 153. .346 








GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj | BAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


1071 




Seq. ID 


OJ990513_07. 9A21.C7 


Gene No. 


2267 




Strand 


+ 


Start 


1 




End 


225 


Name 


OJ990513 07.9A21.C7 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


216 


GI 


6721157 




Score 


291 


Exons 


1. .216 








GI Descrip. 


(AC016829) putative 


GDSL-motif lipase/acylhydrolase [Axabi< 




thaliana] 








Seq. No. 


1071 




Seq. ID 


OJ990513_07.9A21.C7 


Gene No. 


2267 




Strand 


+ 


Start 


1 




End 


225 


Name 


OJ990513 07.9A21.C7 


.ol .ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


204 


GI 


none 




Score 


293 


Exons 


1..204, 1..132, 3.. 


197 "... 






Seq. No. 


1071 




Seq. ID 


OJ990513_07. 9A21.C7 


Gene No. 


2267 




Strand 


+ 


Start 


1 




End 


225 


Name 


OJ990513 07.9A21.C7 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


210 



1161 





none 






344 




Exons 


1 210 ^ 1 97 










Seq. No. 


1071 




Seq. ID 


OJ990513_07.9A21 


.C7 


Gene No. 


2267 




Strand 


+ 




O L CUL L 


1 




End 


225 




Name 


OJ990S13 07 9A21 C7 ol 


. tc 


M^t hod 


TBLASTX: Cress 




Of arf 
O Lai U 






End 


213 




bl 


I IL'ilC- 




Score 


292 




P v on c 


i i 141 3 188 

1 < i ^. 1 J ; X ■ . X 1 X , »J • • X U U 










Seq. No. 


1071 




Seq. ID 


OJ990513_07. 9A21 


.C7 


Gene No. 


2267 




Strand 


+ 




J Lai L 


1 




End 


225 




LNcUUt: 


O.T990S1 ^ 07 9A21 C7 ol 


. y o 


Mpt hod 


GEN SCAN 




OLax t 


7S ~~ 




End 


225 




o x 


n ot~i 




Score 


1 




von q 


7S 22S 










Qon Hp, 

> IN \J ■ 


1 072 




Seq. ID 


OJ990513 07.9A21 


.C8 


Gene No. 


' 2268 




Strand 






Start 


1 




End 


819 






OJ990513 07.9A21.C8.ol 


.np 


Method 


AAT/NAP 




Cf- -3 r-4- 
OLaiL 


1 




End 


819 




bl 


4512714 : 




Score 


201 v. • 




Exons 


1..247, 790. .819 










ox UcoCI ip . 


(AC006569) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1072 




Seq. ID 


OJ990513_07.9A21 


.C8 


Gene No. 


2268 




Strand 






O L Cl X L 


1 




End 


819 




Name 


OJ990513 07.9A21.C8.ol 


.tm 


Method 


TBLASTX: Maize 






78 




End 


250 




ox 


none 




Score 


196 




F von c 


78. .248, 83. .250, 92.. 


250 








Seq. No. 


1072 




Seq. ID 


OJ990513J37. 9A21 


.C8 


Gene No. 


2268 




Strand 






i»> L Cl-L. L 


1 




End 


819 




iNdlllt: 


OJ990513 07.9A21.C8.ol 


.ts 


Method 


TBLASTX: Soybean 




Of- r +- 
O Ldl L 


83 




End 


250 




or 
o X 


none 




Score 


144 




von c 


83. .250, 108. .248 










Seq. No. 


1072 




Seq. ID 


OJ990513_07.9A21 


.C8 


Gene No. 


2268 




Strand 






Cfarf 


1 




End 


819 




Name 


OJ990513 07.9A21.C8.ol 


.gs 


Method 


GENSCAN 




O Lai- L 


92 




End 


247 




\J X 


none 




Score 


;99 




F von c 


92. .247 










Seq. No. 


1073 




Seq. ID 


OJ990513_07.9A21 


.C9 


Gene No. 


2269 




Strand 






Start 


275 




End 


. 317 




Name 


OJ990513 07.9A21.C9.ol 


.gs 


Method 


GENSCAN 




Start 


275 




End 


317 





1162 



GI none 

Exons 275.. 317 

Seq. No. 1074 

Gene No. 2270 

Start 2873 

Name OJ990513_07 . 9A21 . C12 . ol . gs 

Start 2873 

GI none 

Exons 2873.. 2987, 3173.. 3402 

Seq. No. 1075 

Gene No. 2271 

Start 1 

Name OJ990513_07 . 9A21 . C13 . ol . gp 

Start 1 

GI 4107133 

Exons 1. .477 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,87 



OJ990513_07 . 9A21 . C12 

3402 
GENSCAN 
3402 
.73 



OJ990513_07 . 9A21 .C13 
591 

AAT/GAP 

477 

893 



Seq. No. 1075 

Gene No. 2271 

Start 1 

Name OJ990513_07 . 9A21 .C13 . ol . tm 

□ Start 9 

,3 GI none 

=f? Exons 9.. 44, 18.. 179, 23.. 208, 24? 
430. .510 

u 

=3 Seq. No. 1075 

; j Gene No. 2271 

Start 1 

Name OJ990513JD7 . 9A21 . C13 . ol . gs 

Start 121 

GI none 

Exons 121.. 315, 399.. 591 

Seq. No. 1076 

Gene No. 2272 

Start 107 

Name OJ990513_07 . 9A21 . C14 . ol . gs 

Start 107 

GI none 

Exons 107.. 160 

Seq. No. 1077 

Gene No. 2273 

Start 1 

Name OJ990513_07 . 9A21 . C16 . ol . gp 
Start - 1 

GI none 

Exons 1 . .406 

Seq. No. 1077 
Gene No. ' 2273 

Start 1 

Name OJ990513_07 . 9A21 . CI 6 . ol . np 

Start 1 



OJ990513_07 . 9A21 .C13 
591 

TBLASTX: Maize 
511 

124 ■ • - ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.304, 261. .314, 395. .511, 417. .509, 



Seq. ID OJ990513_07.9A21.C13 
Strand 

End 591 

Method GENSCAN 

End 591 

Score .93 



Seq. ID OJ990513_07.9A21.C14 

Strand + ' • 

End 160 

Method 'GENSCAN 

End 160 

Score .51 



Seq. ID OJ990513_07.9A21.C16 

Strand + 

End 406 

Method AAT/GAP 

End 406 

Score 743 



Seq. ID OJ990513_07.9A21.C16 

Strand + 

End '406 

Method AAT/NAP 

End 140 



1163 



ry 

;. 1 

i ! I z 

i 

P 

H 

□ 



GI 


3831441 




Score 


77 




Exons 


1..140 










GI Descrip. 


(AC005819) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1077 




Seq. ID 


OJ990513_07. 9A21 


.C16 


Gene No. 


2274 




Strand 


+ 




Start 


365 




End 


424 




Name 


OJ990513 07.9A21.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


356 




GI 


none 




Score 


193 




Exons 


2. .115, 3. .131, 3. .269, 


4 . . 


270, 200. . 


274, 243. .275, 252 


. .350, 




256.. 297, 318.. 356 










Seq. No. 


1077 




Seq. ID 


OJ990513_07 . 9A21 


.C16 


Gene No. 


2274 




Strand 


+ 




Start 


365 




End 


424 




Name 


OJ990513 07.9A21.C16.ol. 


gs 


Method 


GEN SCAN 




Start 


365 




End 


424 




GI 


none 




Score 


.56 




Exons 


365.-424 










Seq. No. 


1078 




Seq. ID 


OJ990513_07.9A21 


.C18 


Gene No. 


2275 




Strand 






Start 


1 




End . 


331 




Name 


OJ990513 07.9A21.C18.oL. 


tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


331 




GI 


none 




Score 


75 




Exons 


1..120, 2. .121, 3. .125, 


4. . 


126, 205.. 


315, 227.. 331, 227 


. .328 


Seq. No. 


1079 




Seq. ID 


OJ990513_07. 9A21 


.C19 


Gene No. 


2276 




Strand 


— 




Start 


150 




End 


192 




Name 


OJ990513 07.9A21.C19.ol. 


gs 


Method 


GENSCAN 




Start 


150 




End 


192 




GI 


none 




Score 


.85 




Exons 


150. .192 










Seq. No. 


1080 




Seq. ID 


OJ990513_07. 9A21 


.C20 


Gene No. 


2277 




Strand 


— 




Start 


633 




End 


855 




Name 


OJ990513 07. 9A21.C20.ol. 


gs 


Method 


GENSCAN 




Start 


633 




End 


'855 




GI 


none 




Score 


.41 




Exons 


633. .715, 816. .855 










Seq. No. 


1081 




Seq. ID 


OJ990513_07. 9A21 


.C21 


Gene No. 


2278 




Strand 


— 




Start 


195 




End 


548 




Name 


OJ990513 07.9A21.C21.ol. 


gp' 


Method 


AAT/GAP 




Start 


195 




End 


548 




GI 


4107133 




Score 


621 




Exons 


195. .548 










Seq. No. 


1081 




Seq. ID 


OJ990513JD7.9A21 


.C21 


Gene No. 


2278 




Strand 






Start 


195 




End 


548 




Name 


OJ990513 07.9A21.C21.ol. 


tm 


Method 


TBLASTX: Maize 





1164 



h J 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



263 End 

none Score 

263. .529, 264. .530, 267. .548 

1081 Seq. ID 

2278 Strand 

195 End 
OJ990513_07 . 9A21 . C21 . ol . gs Method 

323 End 

none Score 
323. .407 



548 
276 



OJ990513_07.9A21.C21 
548 

GEN SCAN 

407 

.45 



1082 Seq. ID 

2279 Strand 

739 End 
OJ990513_07.9A21.C22. ol.np Method 

739 End 

6498436 Score 
739. .831 

(AP000815) hypothetical protein [Oryza sativa] 



OJ990513_07.9A21.C22 
+ 

831 

AAT/NAP 
831 
96 



Seq. ID OJ990513_07.9A21.C24 
Strand 

End 72 9 

Method AAT/NAP 

End 729 

Score 117 



1083 
2280 
1 

OJ990513_07. 9A21.C24 .ol.np 
1 

1362003 
1..34, 376. .729 

protein phosphatase 2A.B regulatory chain 55K - Arabidopsis 
thaliana gi 1710330 (U18129) 55 kDa B regulatory subunit of 
phosphatase 2A [Arabidopsis thaliana] 



1083 
2280 
1 

OJ990513_07 . 9A2 1 . C24 . ol . ts 

405 

none 

405. .602, 442. .603 

1083 
2280 
1 

OJ990513_07 . 9A21 . C24 . ol . gs 

486 

none 

486. .600 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1084 Seq. ID 

2281 Strand 

1 End 522 
OJ990513_07. 9A21.C27. ol.np Method AAT/NAP 

1 End 522 

4512711 - Score 134 
1..317, 426. .522 

(AC006569) unknown protein [Arabidopsis thaliana] 



OJ990513_07 . 9A21 . C24 
729 

TBLASTX : Soybean 

603 

92 



OJ990513_07.9A21.C24 
729 

GENSCAN 

600 

.82 



OJ990513 07.9A21.C27 



1165 



Seq. No. 1085 

Gene No. 2282 

Start 1 

Name OJ990513_07 . 9A21 . C29 . ol . np 

Start 1 

GI 4678374 

Exons 1..70, 524.. 613 

GI Descrip. (AL049656) myb-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990513_07 . 9A21 -C29 
+ 

• 613 

AAT/NAP 
613 
74 



Seq. No. . 


1086 




Seq. ID 


OJ990513_07 


.9A21.C31 


Gene No. 


2283 




Strand 


+ 




Start 


1 




End 


172 




Name 


OJ990S13 0 / . . Col . Ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


172 




GI 


none 




Score 


317 




Exons 


1. .172 










Seq. No. 


1086 




Seq. ID 


OJ990513_07 


. 9A21-C31 


Gene No. 


2284 




Strand 


+ 




Start 


1151 




End 


1237 




Name 


OJ990513 07 . 9A21 . C31 .o2 


• gp 


Method 


AAT/GAP 




Start 


1151 




End 


1237 




GI 


LIB3477-003-P1-K1-E9 




Score 


130 




Exons 


1151.. 1237 










GI Descrip. 


1 2498586/sp|Q40638 IMPOl 


ORYSA- 


2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 


S 1 PRECURSOR (ORY SI)' 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


1086 




Seq. ID 


OJ990513_07 




Gene No. 


2285 




Strand 






Start . 


697 




End 


962 




Name 


OJ990513 07.9A21.C31.ol 


.gs 


Method 


GENSCAN 




Start 


697 




End 


962 




GI 


none 




Score 


.72 




Exons 


697. .832, 937. .962 










Seq. No. 


1087 




Seq. ID 


OJ990513_07 


. 9A21.C32 


Gene No. 






Strand 






Start 


468 




End 


678 




Name 


OJ990513 07.9A21.C32.ol 


.gs 


Method 


GENSCAN 




Start 


468 




End 


614 




GI 


none 




Score 


.9 




Exons 


468. .614 










Seq. No. 


1087 




Seq. ID 


OJ990513_07 


.9A21.C32 


Gene No. 


2286 




Strand 






Start 


468 




End 


678 




Name 


OJ990513 07.9A21.C32.ol 


.np 


Method 


AAT/NAP 




Start 


471 




End 


678 




GI 


6907089 




Score 


264 




Exons 


471. .678 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1088 




Seq. ID 


OJ990513_07 


. 9A21.C34 


Gene No. .• 


2287 




Strand 


+ 




Start 


533 




•End 


955 




Name 


OJ990513 07.9A21.C34.ol 


.gs 


Method 


GENSCAN 





1166 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



533 
none 

533. .646, 833. .941 



End 
Score 



941 
.74 



1088 Seq. ID 

2287 Strand 
533 End 
OJ990513_07. 9A21.C34.ol.np Method 
560 End 
4971998 Score 
560. .646, 833. .955 

(Y14685) polynucleotide phosphorylase [Arabidopsis thaliana] 

gi I 4972000 | embl CAB43865.il (Y14686) polynucleotide phosphorylase 

[Arabidopsis thaliana] 



OJ990513_07.9A21.C34 
+ 

955 

•AAT/NAP 
955 
163 



Seq. No. 1088 

Gene No. 2287 

Start 533 

Name OJ990513_07 . 9A21 . C34 . ol . tm 

Start 562 

GI none 

Exons 562.-648, 564.. 647, 565.. 648, 
832..954 



Seq. ID OJ990513_07.9A21.C34 

Strand + 

End 955 

Method TBLASTX : Maize 

End 955 

Score 103 

566.-649, 830. .955, 831. .953, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1088 Seq. ID OJ990513_07.9A21.C34 

2287 Strand + 

533 End 955 

OJ990513_07 . 9A2 1 . C34 . ol . gp Method AAT/GAP 

565 End 650 

43584_1.R1084 Score 126 

565. .650 

I 4 971998/emb|CAB4 38 64 .1 | 1.0e-53 (Y14685) polynucleotide 
phosphorylase [Arabidopsis thaliana] >gi_4 972000_emb_CAB4 38 65 . 1_ 
(Y14686) polynucleotide phosphorylase [Arabidopsis thaliana] 1 



1089 Seq. ID 

2288 Strand 

29 End 
OJ990513_07 ,^9A21 . C35 . ol . gs Method 

29 End 

none Score* 
29. .185, 357. .443 



OJ990513_07.9A21.C35 
443 

GENSCAN 

443 

.46 



Seq. No. 


1090 








Seq. ID 


OJ990513_07. 9A21 


.C37 


Gene No. 


2289 








Strand 


+ 




Start 


91 








End 


1236 




Name 


OJ990513 


_07. 


9A21. 


C37.o2.ts 


Method 


TBLASTX : Soybean 




Start 


64 








End 


294 




GI 


none 








Score 


81 




Exons 


64. .138, 


66. 


.140, 


122. .292, 


141. .293, 


142. .294 




Seq. No. 


1090 








Seq. ID 


OJ990513_07.9A21 


.C37 


Gene No. 


2289 








Strand 


+ 




Start 


91 








End 


1236 




Name 


OJ990513 


_07. 


9A21. 


C37.ol.gs 


Method 


GENSCAN 




Start 


91 








End 


1230 




GI 


none 








Score 


.59 





1167 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start .* 
Name 
Start 

□ G . T , 

Exons 

,\ n GI Descrip. 



91. .1230 

1090 
2289 
91 

OJ990513_07 . 9A21 . C37 . ol . ts 
334 
none 

334. .582, 337. .573, 342.-584 

1090 
2289 
91 

OJ990513_07 . 9A21 . C37 . ol . tm 
1015 
none 

1015.. 1233, 1017.. 1220, 1138., 1236 



Seq. ID OJ990513_07.9A21.C37 



Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



+ 

1236 

TBLASTX : Soybean 

584 

290 



OJ990513_07.9A21.C37 

+ 

1236 

TBLASTX: Maize 

1236 

205 



1091 "" ' Seq. ID 

2290 Strand 
1 End 
OJ990513_07 . 9A21 . C38 . ol . np Method 
1 End 
4580455 Score 
1..27, 93. .161, 279. .347, 822. .923, 1789. .1944 
(AC006081) unknown protein [Arabidopsis thaliana] 



OJ990513_07.9A21.C38 
+ 

1946 
AAT/NAP 
1944 
450 



■ y 



Seq. No. 1091 

Gene No. 2290 

Start 1 

Name OJ990513_07 . 9A21 . C38 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990513_07.9A21.C38 



Strand 
End 

Method 

End 

Score 



+ 

1946 

TBLASTX: Maize 

1946 

45 



1..33, 85. .159, 90. .176, 95. .163, 261. .356, 273. .347, 281. .355, 
821. .943, 822. .929, 1782. .1943, 1786. .1941, 1788. .1946 



j.ji Seq. No. 
[ ^ Gene No. 
)i Start 
^ Name 
C3 Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



End 

Method 

End 

Score 



1091 
2290 
1 

OJ990513_07 . 9A21 . C38 . ol . gs 
279 
none 

279.-347, 822. .923, 1789. .1916 

1091 
2290 
1 

OJ990513_07 . 9A21.C38.ol.tc 
813 
none 

813. .929, 821. .955, 1786. .1941, 1788. .1937 



Seq. ID OJ990513_07.9A21.C38 
Strand + 

1946 
GEN SCAN 
1916 
.91 



Seq. ID OJ990513_07.9A21.C38 
Strand + 

1946 

TBLASTX: Cress 
1941 
131 



End 

Method 

End 

Score 



1091 
2290 
1 

OJ990513_07 . 9A21 . C38 . ol . ts 
1794 



Seq. ID OJ990513_07.9A21.C38 

Strand + 

End 1946 

Method TBLASTX : Soybean 

End 1938 



1168 



GI 


none 


Score 


91 








Exons 


1794. .1937, 1794. .1937, 1795. 


.1938 










Seq. No. 


1092 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C39 


Gene No. 


2291 


Strand 










Start 


787 


End ' 


1070 








Name 


OJ990513 07. 9A21.C39.ol.gs 


Method 


GENSCAN 








Start 


787 


End 


1070 








GI 


none 


Score 


.59 








Exons 


787. .897, 1050. .1070 












Seq. No. 


1093 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C40 


Gene No. 


2292 


Strand 


+ 








Start 


125 


End 


238 








Name 


OJ990513 07. 9A21.C40.ol.gs 


Method 


GENSCAN 








Start 


125 


End 


238 








GI 


none 


Score 


.67 








Exons 


125. ..238 


■~ 










Seq. No. 


1094 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C43 


Gene No. 


2293 


Strand 










Start 


92 


End 


735 








Name 


OJ990513 07.9A21.C43.ol.tm 


Method 


TBLASTX: Maize 




Start 


92 


End 


735 








GI 


none 


Score 


196 








Exons 


92. .226, 101. .226, 118. .234, 


539. .643, 


592. .642, 


709. .735 


Seq. No. 


1095 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C45 


Gene No. 


2294 


Strand 










Start 


1 


End 


613 








Name 


OJ990513 07.9A21.C45.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


211 








GI 


6498436 


Score 


96 








Exons 


1..33, 112. .211 












GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 








Seq. No. 


1095 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C45 


Gene No. 


2294 


Strand 










Start 


1 


. End 


613 








Name 


OJ990513 07.9A21.C45.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


613 








GI 


6815052 


Score 


86 








Exons 


1..37, 329. .441, 586. .613 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


1095 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C45 


Gene No. 


2294 


Strand 










Start 


1 


End 


613 








Name 


OJ990513 07.9A21.C45.ol.gs 


Method 


GENSCAN 








Start 


125 


End ■ 


211 








GI 


none 


Score 


.72 








Exons 


125. .211 












Seq. No. 


1096 


Seq. ID 


OJ990513_ 


07. 


9A21 


.C48 


Gene No. 


2295 


Strand 


+ 








Start 


1 


End 


1481 








Name 


OJ990513 07.9A21.C48.ol.np 


Method 


'■'AAT/NAP 









1169 





Start 


1 




End 


1478 








GI 


6539586 




Score 


1763 








Exons 


1. .1478 














GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


1096 




Seq. ID 


OJ990513_07. 


9A21 


.C48 




Gene No. 


2295 




Strand 


+ 








Start 


1 




End 


1481 




- 




Name 


OJ990513 07.9A21.C48.ol. 


gs 


Method 


GENSCAN 








Start 


114 




End 


1481 








GI 


none 




Score 


.51 








Exons 


114. .1481 














Seq. No. 


1096 




Seq. ID 


OJ990513_07. 


9A21 


.C48 




Gene No. 


2296 




Strand 










Start 


1489 




End 


1946 








Name 


OJ990513 07.9A21.C48.ol. 


gp 


Method 


AAT/GAP 








Start 


1489 




End 


1946 








GI 


2428323 




Score 


632 








Exons 


1489. .1946 














GI Descrip. 


5803242/dbj IAP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 






DN A , ch r omo s ome 6 , clone 


s:P0535G04 








3 53? 


Seq. No. 


1096 




Seq. ID 


OJ990513_07. 


9A21 


.C48 


;-J 


Gene No. 


2296 




Strand 


— 








Start 


1489 




End 


1946 






i: : " 


Name 


OJ990513 07.9A21.C48.o2. 


gs 


Method 


GENSCAN 






=? 


Start 


1708 




End 


1866 






: sf 


GI 


none 




Score 


.64 






.if 


Exons 


1708.. 1866 












;3 

y 


Seq. No. 


1097 




Seq. ID 


OJ990513_07. 


9A21 


.C49 




Gene No. 


2297 




Strand 


+ 








Start 


244 




End 


329 






:3 


Name 


OJ990513 07.9A21.C49.ol. 


gs 


Method 


GENSCAN 






■e 


Start 


244 




End 


329 






: & 


GI 


none 




Score 


. 9 






1 
: sJ 


Exons 


244. .329 














Seq. No. 


1098 




Seq. ID 


OJ990513_07. 


9A21 


.C52 




Gene No. 


2298 




Strand 










Start 


1902 




End 


2478 








Name 


OJ990513 07.9A21.C52.ol. 


gs 


Method 


GENSCAN 








Start 


- 1902 




End 


2478 








GI 


none 




Score 


.51 








Exons 


1902.. 2072, 2297.. 2400, 


2454. 


.2478 










Seq. No. 


1098 




Seq. ID 


OJ990513_07. 


9A21 


.C52 




Gene No. 


2299 




Strand 










Start 


6671 




End 


7621 








Name 


OJ990513 07.9A21.C52.o2. 


gs 


Method 


GENSCAN 








Start 


6671 




End 


7621 








GI 


none 




Score 


.52 








Exons 


6671. .6783, 6798. .6905, 


7522. 


.7621 










Seq. No. 


1099 




.Seq. ID 


OJ990513_07. 


9A21 


.C53 




Gene No. 


2300 




"Strand 


+ 







1170 



1719 

OJ990513_07 . 9A21 . C53 . o2 . np 

1719 

5852180 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. (AL117265) zhbOOOlO.l [Oryza sativa] 



End 

Method 

End 

Score 



7007 
AAT/NAP 
7007 
739 



1719. .1901, 5290. .5359, 6351. .6467, 6519. .7007 



Seq. No. 1099 Seq. ID 

Gene No. 2300 Strand 

Start 1719 End 

Name OJ990513_07 . 9A21 . C53 . o3 . gs Method 

Start 6395 End 

GI none Score 

Exons 6395.. 6901 



OJ990513_07.9A21.C53 
+ 

7007 
GENS CAN 
6901 
.46 





Seq. No. 


1099 


Seq. ID 


OJ990513_07.9A21.C53 




Gene No. 


2301 


Strand 






Start 


594 


End 


1053 




Name 


OJ990513 07.9A21.C53.ol.gs 


Method 


GEN SCAN 




Start 


594 • 


End 


1053 




GI 


none 


Score 


.61 




Exons 


594.. 681, 938.. 1053 






□ 


Seq. No. 


1099 


Seq. ID 


OJ990513_07.9A21.C53 




Gene No. 


2302 


Strand 






Start 


5209 


End 


5592 




Name 


OJ990513 07.9A21.C53.ol.gp 


Method 


AAT/GAP 


i;5 


Start 


5209 


End 


5592 




GI 


uC-osflcyp033a04bl 


Score 


657 




Exons 


5209.. 5592 






hJ 


GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P0711E10 1 





:3 





Seq. No. 


1100 


Seq. ID 


OJ990513_07.9A21 


.C54 




Gene No. 


2303 


Strand 


+ 






Start 


968 


End 


1533 






Name 


OJ990513 07.9A21.C54.ol.np 


Method 


AAT/NAP 




'iJ 


Start 


968 


End 


1533 






GI 


2443320 


Score 


716 






Exons 


968. .1533 










GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


1100 


Seq. ID 


OJ990513_07.9A21 


.C54 




Gene No. 


2303 


Strand 


+ 






Start 


968 


End 


1533 






Name 


OJ990513 07.9A21.C54.ol.gs 


Method 


GENSCAN 






Start 


971 


End 


1358 






GI 


none 


Score 


.43 






Exons 


971. .1358 










Seq. No. 


1100 ■ 


Seq. ID 


OJ990513_07.9A21 


.C54 




Gene No^ 


2303 


Strand 


+ 






Start 


968 


End 


1533 






Name 


OJ990513 07.9A21.C54.ol.tw 


Method 


TBLASTX: Wheat 






Start 


• 1166 


End 


1512 






GI 


none 


Score 


203 






Exons 


1166. .1510,' 1300. .1512 









1171 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1101 
2304 
1 

OJ990513_07 . 9A21 . C55 . ol . np 
1 

2443320 
1..761 

(D85597) polyprotein [Oryza australiensis] 



Seq. ID OJ990513_07.9A21.C55 



Strand 
End 

Method 

End 

Score 



+ 

761 

AAT/NAP 
761 
1131 



1101 Seq. ID 

2304 Strand 

1 End 
OJ990513_07 . 9A21 .C55 . o2 . tw Method 

16 End 

none Score 

16. .150, 21. .215, 148. .276, 160. .276 

1101 Seq. ID 

2304 Strand 

1 End 
OJ990513_07 . 9A21 . C55 . ol . gs Method 

121 End 

none v \ . •' " ' . Score 
121. .684 



OJ990513_07 . 9A21 .C55 
+ 

761 

TBLASTX: Wheat 

276 

144 



OJ990513_07.9A21.C55 
+ 

761 

GENSCAN 
684 
.41 ■ 



Seq. No. 1101 Seq. ID 

Gene No. 2304 Strand 

Start 1 End 

Name OJ990513_07 . 9A21 . C55 . ol . ts Method 

Start 211 End 

GI none Score 

Exons 211.. 345, 370.. 594, 394.. 516 

Seq. No. 1101 ' Seq. ID 

Gene No. 2304 Strand 

Start 1 End 

Name OJ990513JD7 . 9A21 . C55 ; ol . tw Method 

Start 277 - End 

GI none Score 

Exons 277.. 669, 297.. 668 

Seq. No. 1101 Seq. ID 

Gene No. 2304 Strand 

Start ■ 1 End 

Name OJ990513_07 . 9A21 . C55 . ol . tm Method 

Start 37 6 End 

GI none Score 

Exons 376. .738 



OJ990513_07.9A21.C55 
+ 

761 

TBLASTX: Soybean 

594 

110 



OJ990513_07.9A21.C55 
+ 

761 

TBLASTX: Wheat . 

669 

496 



OJ990513_07.9A21.C55 
+ 

761 

TBLASTX: Maize 

738 

212 



Seq. No. ' 1102 Seq. ID 

Gene No. 2305 Strand 

Start 1 End 

Name OJ990513_07 . 9A21 . C56 . ol . np Method 

Start 1 End 

GI . 2443320 Score 

Exons 1 . . 357 



OJ990513_07\ 9A21.C56 
+ 

357 

AAT/NAP 

357 

475 



1172 



GI Descrip. 



(D85597) polyprotein [Oryza australiensis ] 



Seq. No. 1102 

Gene No. 2305 

Start 1 

Name OJ990513_07 . 9A21 . C56 . ol . tw 

Start 1 

GI none 

Exons 1..300, 3.. 302, 20.. 301 



Seq. ID OJ990513_07.9A21.C56 

Strand + 

End 357 

Method TBLASTX : Wheat 

End 302 

Score 388 



Seq. No. . 1102 

Gene No. 2305 

Start 1 

Name OJ990513_07 . 9A21 . C56 . ol . tm 

Start 3 

GI none 

Exons 3.. 302 



Seq. ID OJ990513_07.9A21.C56 

Strand * + 

End 357 

Method TBLASTX: Maize 

End 302 

Score 178 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 

i ■ gi 

f Exons : 

fi' Gi Descrip. 

1 ! 

2 Seq. No. 
. i Gene No. 
* Start 

^ Name 
U Start 
GI 

n Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



3- 



1103 
2306 
268 

OJ990513_07 . 9A21 . C57 . o2 . np 
268 

5852181-- 
268. .715 • 

(AL11726.5) zhbOOll.l [Oryza sativa] 



Seq. ID OJ990513_07.9A21.C57 
Strand 

715 

AAT/NAP 
715 
127 



End 

Method 
End 
Score 



1104 
2307 
1 

OJ990513_07. 9A21.C58.ol.np 
1 

4680179 
1. .2179 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990513_07.9A21.C58 
Strand + 

2182 
AAT/NAP 
2179 
3057 



End 

Method 

End 

Score 



1104 
2307 
1 

OJ990513_07 . 9A21 . C58 . o5 . tw 
1 

none 

1..159, 2. .175, 26. .169 



Seq. ID OJ990513_07.9A21.C58 

Strand .+ 

End 2182 

Method TBLASTX : Wheat 

End 175 

Score 214 



Seq. No. 1104 

Gene No. 2307 

Start 1 

Name OJ990513_07 . 9A21 . C58 . o4 . tm 

Start 1 

GI none 

Exons 1..240, 2.. 241 



Seq. ID OJ990513_07.9A21.C58 

Strand + 

End 2182 

Method TBLASTX: Maize 

End 241 

Score 253 



Seq. No. 1104 
Gene No. 2307 
Start 1 

Name " ' OJ990513_07 . 9A21 . C58 . o3 . ts 
Start 1 



Seq. ID OJ990513_07.9A21.C58 

Strand + 

End 2182 

Method TBLASTX : Soybean 

End 160 



1173 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 
U Start 
0 GI ' 
fn Exons 



i Lj 



a 

hi 

a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none - Score 199 

1..159, 2. .160 

1104 
2307 
1 

OJ990513_07 . 9A2 1 . C58 . ol . gs 
81 

none 

81. .516, 595. .1141, 11.86. .1668, 1787. .2182 



Seq. ID OJ990513_07.9A21.C58 
Strand + 

2182 
GENSCAN 
2182 
.63 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



1104 
2307 
1 

OJ990513_07 . 9A21 . C58 . o3 . tw 
176 
none 

176.. 598, 208.. 597 

1104 
2307 
1 

OJ990513_07.9A21.C58.o2.ts 
182 ■ 

none , * 

182. .427, 199. .426 

1104 
2307 

1 . 

OJ990513_07 . 9A21 . C58 . o2 . tm 
247 
none 

247. .549, 248. .601, 248. .610, 261. .662 



Seq. ID OJ990513_07.9A21.C58 
Strand + 

2182 

TBLASTX: Wheat 
598 
576 



Seq. ID OJ990513_07.9A21.C58 
Strand + 

2182 

TBLASTX: Soybean 
427 • 
207 



End 

Method 

End 

Score 



Seq. ID OJ990513_07.9A21.C58 
Strand + 

2182 

TBLASTX : Maize 
662 
462 



End 

Method 

End' 

Score 



1104 
2307 
1 

OJ990513_07 . 9A2 1 . C58 . o2 . tw 

601 

none 



Seq. ID OJ990513_07.9A21.C58 

Strand + 

End ■ 2182 

Method TBLASTX : Wheat 

End 1167 

Score 434 



601. .1023, 632. .1036, 713. .1030, 1033. .1167, 1035. .1163 



1104 ' 

2307 

1 

OJ990513_07 . 9A21 . C58 . o5 . tm 

818 

none 

818. .1033, 928. .1014 

1104 
2307 
1 

OJ990513_07.9A21.C58.ol.ts 

956 

none 



Seq. ID OJ990513_07.9A21.C58 

Strand + 

End 2182 

Method TBLASTX: Maize 

End 1033 

Score 178 



Seq. ID OJ990513_07.9A21.C58 

Strand + 

End 2182 

Method TBLASTX : Soybean 

End 1216 

Score 67 



1174 



□ 

ry 
□ 

: 

'is? 

i'l 



Exons 


956. .1036, 


1033. . 


1215, 1035.. 


1214, 1036.. 1215, 1085.. 1216 


Seq. No. 


1104 








Seq. ID 


OJ990513_07.9A21, 


.C58 


Gene No. 


2307 








Strand 


+ 




Start 


1 








End 


2182 




Name 


OJ990513 07 


.9A21. 


C58.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1033 








End 


1305 




GI 


none 








Score 


333 




Exons 


1033. .1305, 


1038. 


. 1301 










Seq. No. 


1104 








Seq. ID 


OJ990513_07.9A21 


.C58 


Gene No. 


' 2307 








Strand 


+ 




Start 


1 








End 


2182 




Name 


OJ990513 07 


.9A21. 


C58.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1174 








End 


1801 




GI 


none 








Score 


554 




Exons 


1174. .1677, 


1230. 


. 1676, 


1664 . 


.1801, 1676. .1798 




Seq. No. 


il04 








Seq. ID 


OJ990513_07.9A21 


.C58 


Gene No. 


2307 








Strand 


+ 




Start 


1 








End 


2182 




Name 


OJ990513 07 


.9A21. 


C58.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1354 








End 


1954 




GI 


none 








Score 


231 




Exons 


1354. .1515, 


1362. 


-.1508, 


1512. 


.1661, 1513. .1653, 1676. .1954, 




1684. .1938 














Seq. No. 


1104 








Seq. ID 


OJ990513_07.9A21 


.C58 


Gene No. 


2307 








Strand 


+ 




Start 


1 








End 


2182 




Name 


OJ990513 07 


. 9A21. 


C58.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1801 








End 


2134 




GI 


none 








Score 


328 




Exons 


1801. .2070, 


1802. 


.2134, 


1805. 


.2113 






Seq. No. 


1105 








Seq. ID 


OJ990513_07.9A21 


.C59 


Gene No. 


2308 








Strand 


+ 




Start 


1 








End • 


1026 




Name 


OJ990513 07 


.9A21. 


C59.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1026 




GI 


5803259 








Score 


378 




Exons 


1..59, 684. 


.1026 












GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


1105 








Seq. ID 


OJ990513_07.9A21 


.C59 


Gene No. 


2309 








Strand 






Start 


788 








End 


974 




Name 


OJ990513 07 


. 9A21 . 


C59.ol. 


,gs 


Method 


GENSCAN 




Start 


788 








End 


974 




GI 


none 








Score 


1 




Exons 


788. .974 














Seq. No. 


1106 








Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 








Strand 






Start 


1 








End 


1794 




Name 


OJ990513 07 


.9A21. 


C60.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1794 





1175 




GI 6498441 Score 2488 

Exons 1..1507, 1679.. 1794 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AE098806) [Oryza sativa] 



Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand 


- 




Start 


1 






End 


1794 




Name 


. OJ990513 07.9A21 


.C60.o3 


. tw 


Method 


TBLASTX : wheat 




Start 


2 






End 


346 




GI 


none 






Score 


177 




Exons 


2. .346, 63. .341 












Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand 


- 




Start 


1 






End 


1794 




Name 


OJ990513 07.9A21 


.C60.ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


347 






End 


728 




GI 


none 






Score 


- 168 




Exons 


347. .727, 378. .626, 672 


. .728 








Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand 


- 




Start 


1 






* End 


*1794 




Name 


OJ990513 07.9A21 


.C60.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


542 






End 


865 




GI 


none 






Score 


192 




Exons 


542. .865, 555. .836 










Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand 


- 




Start 


1 






End 


1794 




Name 


OJ990513 07.9A21 


.C60.O4 


.tw 


Method 


TBLASTX: Wheat 




Start 


1058 






End 






GI 


none 






Score 


66 




Exons 


1058.. 1318, 1194 


. .1370 










Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand' 


-' 




Start 


1 






End 


1794 




Name 


OJ990513 07.9A21 


.C60.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1118 






End 


1684 




GI 


5666795 






Score 


63 




Exons 


1118.. 1318, 1373 


. .1510, 


1586. 


.1684 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


1106 






Seq. ID 


OJ990513_07.9A21 


.C60 


Gene No. 


2310 






Strand 






Start 


1 






End 


1794 




Name 


OJ990513 07.9A21 


.C60.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1373 






End 


1792 




GI 


none 






Score 


92 




Exons 


1373.. 1522, 1374 


. .1511, 


1376. 


.1513, 1569.. 1742, 1583.. 1792, 




1583.. 1792 












Seq. No. 


1107 






Seq. ID 


OJ990513_07. 9A21 


.C61 



1176 




Gene No. 


2311 Strand 


+ 


Start 


4308 End 


6128 


Name 


OJ990513 07.9A21.C61.o2.np Method 


AAT/NAP 


Start 


4308 End 


6128 


GI 


5922623 Score 


396 


Exons 


4308. .4388, 4734. .4881, 5049. .5124, 5914. .6128 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi | 6016856 I db j | BAA85199.il (AP000570) 


hypothetical protein 




[Oryza sativa] 




Seq. No. 


1107 Seq. ID 


OJ990513_07.9A21.C61 


Gene No. 


2311 Strand 


+ 


Start 


4308 End 


6128 


Name 


OJ990513 07.9A21.C61.ol.gp Method 


AAT/GAP 


Start 


5400 End 


5966 


GI 


4879016 Score 


810 


Exons 


5400. .5966 




GI Descrip. 


6041757/gb|AC011806.1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 




Seq. No. 


1107 Seq. ID 


OJ990513_07.9A21.C61 


Gene No. 


2312 Strand 


+ 


1*5 Start 


6242 End 


.6534 


j , ^ Name 


OJ990513 07.9A2i;.C.61.o2.gs Method 


GEN SCAN 


L Start 


6242 End 


6534 


!:!! gi 


none Score 


.8 


' - Exons 


6242. .6391, 6421. .6534 




LJ Seq. No. 


1107 Seq. ID 


OJ990513_07 . 9A21 .C61 


: =j Gene No. 


2313 Strand 


+ 


Start 


9060 End 


11137 


1 y Name 


OJ990513 07.9A21.C61.o2.gp Method 


AAT/GAP 


:| Start 


9017 End 


9498 


Q GI 


30918 1.R1084 Score 


741 


'■4 Exons 


9017. .9286, 9381. .9498 




s; l GI Descrip. 


, 5734748/gb|AAD50013.1|AC007651 8 3.0e 


-20 (AC007651) Unknown 



protein [Arabidopsis thaliana] ' 



Seq. No. 


1107 






Seq. ID 


OJ990513_07 


.9A21 


-C61 


Gene No. 


2313 






Strand 


+ 






Start 


9060 






End 


11137 






Name 


OJ990513 07 


.9A21.C61.o3 


gs 


Method 


GENSCAN 






Start 


9060 






End 


11137 






GI 


none 






Score 


.43 






Exons 


9060. .9286, 


9381. .9498, 


10862 


. .11137 








Seq. No. 


1107 






Seq. ID 


OJ990513_07 


. 9A21 


.C61 


Gene No. ' 


2313 






Strand 


+ 






Start 


9060 






End 


11137 






Name 


OJ990513 07 


.9A21.C61.o3 


np 


Method 


AAT/NAP 






Start 


9066 






End 


11134 






GI 


5734748 






Score 


455 






Exons 


9066. .9286, 


9381. .9498, 


10862 


. .11134 








GI Descrip. 


(AC007651) 


Unknown protein [Arabidopsis 


thaliana] 






Seq. No. 


1107 






Seq. ID 


OJ990513_07 


.9A21 


.C61 



1177 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2314 
1 

OJ990513_07 . 9A21 . C61 . ol . np 
1 

6498441 



Strand 
End 

Method 
End 
Score 



3725 
AAT/NAP 
3725 
3962 

1..506, 699. .938, 1113. .1247, 1431. .1804, 1868. .2331, 2662. .3725 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


1107 


Seq. ID 


OJ990513 07.9A21 


.C61 




Gene No . 


2315 


Strand 








Start 


11051 


End 


11402 






Name 


OJ990513 07. 9A21.C61.o3.gp 


Method 


AAT/GAP 






Start 


11051 


End 


11402 






GI 


none 


Score 


651 






Exons 


11051. .11402 










Seq. No. 


1107 


Seq. ID 


OJ990513_07. 9A21 


.C61 




Gene No . 


2316 


Strand 








Start 


18445 


End 


18542 






Name 


OJ990513 07. 9A21.C61.o5. tw 


Method 


TBLASTX: Wheat 






Start 


1 ~~ 


End 


264 




; : 


GI 


none 


Score 


110 . 




i BIS F 

■J 


Exons 


1. -.12, -66. .263, 76. .264 










Seq. No. 


1107 


Seq. ID 


OJ990513_07.9A21 


.C61 


i y 


Gene No . 


2316 


Strand 






! =sf 


Start 


18445 


End 


18542 




LJ 


Name 


OJ990513 07.9A21.C61.o2.ts 


Method 


TBLASTX : Soybean 






Start 


777 


End 


1147 






GI 


none 


Score 


90 




r; i 


Exons 


777. .905, 911. .1147, 987..: 


1130 






Q 


Seq. No. 


1107 


Seq. ID 


OJ990513_07.9A21 


.C61 




Gene No. 


2316 


Strand 








Start 


18445 


End 


18542 






Name 


OJ990513 07.9A21.C61.o3.tw 


Method 


TBLASTX : Wheat 






Start 


802 


End 


1226 






GI 


none 


Score 


69 






Exons 


802. .894, 807. .950, 882. .1127, 891. .1172, 911. .1225, 1036. .1224, 






1194. .1226 










Seq. No. 


1107 


Seq. ID 


OJ990513JD7.9A21 


.C61 




Gene No. 


2316 


Strand 








Start 


18445 


End 


18542 






Name 


OJ990513 07.9A21.C61.o3.tm 


Method 


TBLASTX: Maize 






Start 


911 


End 


1283 






GI 


none 


Score 


166 






Exons 


911.. 1282, 918. .1139, 1197 


. .1283 








Seq. No. 


1107 


Seq.' ID 


OJ990513_07. 9A21 


.C61 




Gene No. 


2316 


Strand 








Start 


18445 


End 


18542 






Name 


OJ990513 07.9A21.C61.ol.tm 


Method 


TBLASTX: Maize 






Start 


1310 


End 


1666 






GI 


none 


Score 


114 





1178 






1310 1612, 


1310 


. .1666, 


1320. 


. 1631 






Seq. No. 


1107 








Seq. ID 


OJ990513JD7.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


18542 




Name 


OJ990513 07. 


9A21 


.C61.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1334 ~~ 








End 


1797 




GI 


none 








Score 


400 




F.x on s 


1334. 1795. 


1335 


. . 1796, 


1354 . 


. 1797 






Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


.18542 




Name 


OJ990513 07. 


9A21 


.C61.o3 


. ts 


Method 


TBLASTX : Soybean 




Start 


1391 ~~ 








End 


1756 




GI 


none 








Score 


117 




Exons 

i-J ** \J 1 X w 


1391 . . 1525, 


1532 


. . 1756 










Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


18542 




Name 


OJ990513 07. 


9A21 


.C61 .o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1964 ~~ 








End 


2447 




GI 


none 








Score 


165'- 




Exons 


1964. 2446,- 


1992 


. .2252, 


2274 . 


.•2447 






Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


18542 




Name 


OJ990513 07 


9A21 


C61 o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


3185 _ 








End 


3577 




GI 


none 








Score 


83 




Exons 


3185. . 3442, 


3297 


. .3458, 


3425. 


.3523, 3426.. 3506, 3530.. 3577 


Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


. 18542 




Name 


OJ990513 07. 


9A21 


.C61 .o4 


. tm 


' Method 


TBLASTX: Maize 




Start 


3287 ~ 








End 


3572 




GI 


none 








Score 


89 




Exons 


3287 . . 3535, 


3288 


. .3572 










Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








^Strand 






Start 


18445 








End 


18542 




Name 


OJ990513 07. 


9A21 


.C6I.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


9047 








End 


11023 




GI 


none 








Score 


154 




Exon s 


9047. .9289, 


9075 


. . 9290, 


9378. 


.9503, 9379.. 9501, 10859.. 


1091! 




10943. .11023 












Seq. No. 


1107 








Seq. ID 


OJ990513_07.9A21 


.C61 


Gene No. 


2316 








Strand 






Start 


18445 








End 


18542 




Name 


OJ990513 07. 


9A21 


.C61.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


. 9048 








End 


11140 




GI 


none 








Score 


43 





1179 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
H Start 
Name 
Start 

flJ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



r ~ Seq. No. 
W Gene No. 
□ Start 
i j Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9048. .9131, 9126. .9290, 9131. .9289, 9378. .9500, 9379. .9501, 
9382. .9537, 10859 .. 11095, 108 61 .. 11085, 11077 11136, 
11081. .11140 



1107 
2316 
18445 

OJ990513_07 . 9A2 1 . C61 . ol . tc 
9156 
none 



Seq. ID OJ990513_07.9A21.C61 
Strand 

18542 

TBLASTX: Cress 
11128 
151 



End 

Method 
End 
Score 

9156. .9290, 9158. .9289, 9379.-9462, 9457. .9501, 10859 .. 11128 , 
10861.. 11022 



1107 
2316 
18445 

OJ990513_07 . 9A21 . C61 . o4 . gp 

15980 

4716495 

15980. .16354 

1107 
2316 
18445 

OJ990513_07. 9A21.C61.o4.gs 

18445 

none 

18445. .18542 

1108 
2317 
199 

OJ990513_07.9A21.C62.ol.gs 

199 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990513_07 . 9A21 .C61 

18542 
AAT/GAP 
16354 
724 



OJ990513_07 . 9A21 . C61 

18542 
GEN SCAN 
18542 
.41 



Seq. ID OJ990513_07.9A21.C62 



Strand 
End 

Method 

End 

Score 



+ 

4909 
GEN SCAN 
4909 
.62 



199. .313, 3036. .3207, 4218. .4277, 4545. .4625, 4689. .4909 



1108 
2318 
4947 

OJ990513_07 . 9A21 . C62 . o2 . np 

4947 

6630699 

4947. .4969, 6214. .6291 
(AP000969) hypothetical 
gi| 6721536 | dbj IBAA89566 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990513^ 
+ 

6291 
AAT/NAP 
6291 
80 



07.9A21.C62 



protein [Oryza sativa] 
1| (AP001073) hypothetical protein 



1108 Seq. ID 

2319 Strand 

6427 End 

OJ990513_07 . 9A21 . C62 . o3 . np Method 

6427 End 

6539570 Score 



OJ990513_07 . 9A21 .C62 
+ 

8403 
AAT/NAP 
8403 
195 



6427.. 6632, 6829.. 6883, 8237.. 8403 

(AP000836) hypothetical protein [Oryza sativa] 



1180 






Seq. No. 


1108 


Seq. ID 


OJ990513JD7.9A21 


.C62 




Gene No. 


2320 


Strand 


+ 






Start 


10150 


End 


11473 






Name 


OJ990513 07.9A21.C62.ol.gp 


Method 


AAT/GAP 






Start 


9969 


End 


10683 






GI 


31743 1.R1084 


Score 


1338 






Exons 


9969. .10683 










GI Descrip. 


'3063468 5.0e-16 (AC003981) 


F22O13.30 


[Arabidopsis thaliana] 




Seq. No. 


1108 


Seq. ID 


OJ990513_07.9A21 


. C62 




Gene No. 


2320 


Strand 


+ „ 






Start 


10150 


End 


11473 






Name 


OJ990513 07.9A21.C62.o4.gs 


Method 


GENS CAN 






Start 


10150 


End 


11473 






GI 


none 


Score 


.91 






Exons 


10150. .10783, 11388. .11473 










Seq. No. 


1108 


Seq. ID 


OJ990513_07.9A21 


. C62 




Gene No. 


• 2320 


Strand 


+ 






Start 


10150 


End 


11473 






Name 


OJ990513 07.9A21.C62.o4.np 


Method 


AAT/NAP 






Start 


10207 


End 


10985 




act 


GI 


6175172 


Score 


308 




= d 


Exons 


10207. .10412, 10464. .10637, 


10665. .10783, 10909.. 10985 






GI Descrip. 


(AC01T437)- hypothetical protein [Arabidopsis thaliana] ' 




;n 


Seq. No. 


1108 


Seq. ID 


OJ990513_07.9A21 


.C62 




Gene No. 


2321 


Strand 








Start 


2983 


End 


6154 




«y 


Name 


OJ990513 07.9A21.C62.ol.np 


Method 


AAT/NAP 






Start 


2983 


End 


6154 




y 


GI 


5922620 


Score 


265 






Exons 


2983. .3205, 4424. .4678, 4777 


..4945, 5977. .6017, 6109. .6154 




GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 


! S7 

. _ 5 




predicted gene.; hypothetical protein 


[Oryza sativa] 








gi | 6016853 fdbj IBAA85196.1 | (AP000570) 


EST D15357 (C0514) 




== 




corresponds to a region of the predicted gene.; hypothetical 


-J 

■ aa 




protein [Oryza sativa] 








3 


Seq. No. 


1108 


Seq. ID 


OJ990513__07.9A21 


.C62 




Gene No. 


2321 


Strand 








Start 


2983 


End 


6154 






Name 


OJ990513 07.9A21.C62.o2.gs 


Method 


GENS CAN 






Start 


5071 


End 


6089 






GI 


none 


Score 


.89 






Exons 


5071.. 5249, 5556.. 5580, 5931 


. .6089 








Seq. No. 


1108 


Seq. ID 


OJ990513_07.9A21 


.C62 




Gene No. 


2322 


Strand 








Start 


11248 


End 


11602 






Name- 


-OJ990513 07.9A21.C62.'ol.tm 


Method 


TBLASTX: Maize 






Start 


10131 


End 


10616 






GI 


none 


Score 


117 






Exons 


10131. .10241, 10135. .10236, 


10302. .10613, 10302. .10367, 








10310. .10591, 10315. .10614, 


10581.. 10616 






Seq. No. 


1108 


Seq. ID 


OJ990513_07.9A21 


.C62 



1181 



Gene No. 2322 Strand 

Start 11248 End 11602 

Name OJ990513_07 . 9A21 . C62 . o3 . gp Method AAT/GAP 

Start 11248 End 11602 

GI uC-osflcypl06cllal Score 662 

Exons 11248. .11602 

GI Descrip. 1 604 1757/gb | AC011806 . 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



ry 
□ 



>I3f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No^ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1109 Seq. ID 

2323 Strand 

1266 End 
OJ990513_07 . 9A21 . C63 . ol . gs Method 

1266 End 

none Score 
1266.. 1317 



OJ990513_07 . 9A21 .C63 
+ 

1317 
GENSCAN 
1317 
.46 



OJ990513 07.9A21.C63 



1109 " Seq. ID 

2324 Strand 
61 End 415 

OJ990513_07 . 9A21 . C63 . ol . gp Method AAT/GAP 
61 End 415 

uC-osflcypl06cllal Score 662 

61. .415 • 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



1110 Seq. ID 

2325 Strand 

782 End 
OJ990513_07 . 9A21 . C64 . ol . np Method 

782 ' End 

5852172 Score 
782.. 923, 2424.. 2468 

(AL117265) zhb0002.1 [Oryza sativa] 



1111 
2326 
12 

OJ990513JD7 . 9A21 . C66 . ol . np 
12 

6691716 
12. .478 

(AP000492) hypothetical 
gi | 6691717 | dbj | BAA89397 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method • 

End 

Score 



OJ990513_07.9A21.C64 

2468 
AAT/NAP 
2468 
91 



OJ990513_07.9A21.C66 
478 

AAT/NAP 

478 

553 



protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. No. 1111 Seq. ID 

Gene No. 2326 1 ' < Strand 

Start 12 End 

Name OJ990513_07 . 9A2 1 . C66 . ol . gs Method 

Start 63 . End 

GI none Score 
Exons . 63 . . 341 



OJ990513JD7 . 9A21 . C66 
478 

GENSCAN 
341 
. 61 



1182 





Seq. No. 


1112 


Seq. ID 


OJ990513_07. 


9A21.C67 




Gene No. 


2327 


Strand 


+ 






Start 


400 


End 


1095 






Name 


OJ990513 07.9A21.C67.ol.np 


Method 


AAT/NAP 






Start 


400 


End 


1095 






GI 


4971998 


Score 


327 






Exons 


400. .597, 714. .933, 1028.. 


1095 








GI Descrip. 


(Y14 685) polynucleotide phosphorylase 


[Arabidopsis 


thaliana] 






gi | 4 972000 | emb I CAB43865 . 1 1 


(Y14 686) polynucleotide 


phosphorylase 






[Arabidopsis thaliana] 










Seq. No. 


1112 


Seq. ID 


OJ990513_07. 


9A21.C67 




Gene No. 


2327 


Strand 


+ 






Start 


400^ 


End 


1095 






Name 


OJ990513 07.9A21.C67.ol.gs 


Method 


GENSCAN 






Start 


472 


End 


597 






GI 


none 


Score 


.71 






Exons 


472. .597 










Seq. No. ' 


1112 


Seq. ID 


OJ990513_07. 


9A21.C67 




Gene No . 


2327 


Strand 


+ 






Start 


400 


End 


1095 






Name 


OJ990513 07.9A21.C67.ol.gp 


Method 


AAT/GAP 






Start 


758 


End 


1095 




:, 2 


GI 


43584 1.R1084 


Score 


•:4 34 






Exons 


758.. 933, 1028.. 1095 








ru 


GI Descrip. 


, 4971998/emb|CAB43864.1| 1 


. Oe-53 (Y14685) polynucleotide 






phosphorylase [Arabidopsis 


thaliana] >gi 4972000 emb_CAB4 38 65 . 1 


t; -J 

Lti 




(Y14 686) polynucleotide phosphorylase 


[Arabidopsis 


thaliana] ' 




Seq. No. 


1113 


Seq. ID 


OJ990513_07. 


9A21.C68 


ry 


Gene No. 


2328 


Strand 








Start 


1 


End 


395 






Name 


OJ990513 07.9A21.C68.ol.gp 


Method 


AAT/GAP 




0 


Start 


1 


End 


395 






GI 


286838 


Score 


742 




1. i. 


Exons 


1. .395 










Seq. No. 


1113 


Seq. ID 


OJ990513_07. 


9A21.C68 


!j J 


Gene No. 


2328 


Strand 








Start 


1 


End 


395 






Name 


OJ990513 07.9A21.C68.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


386 






GI 


4971998 


Score 


80 ' 






Exons 


1..386 










GI Descrip . 


(Y14 685) polynucleotide phosphorylase 


[Arabidopsis 


thaliana] 






gi| 4 972000 lembl CAB43865.il 


(Y14686) polynucleotide 


phosphorylase 






[Arabidopsis thaliana] 










Seq. No. 


1113 


Seq. ID 


OJ990513_07. 


9A21.C68 




Gene No. 


2328 • - 


Strand . 








Start 


1 


End 


395 






Name 


OJ990513 07.9A21.C68.ol.gs 


Method 


GENSCAN 






Start 


30 


End 


386 






GI 


none 


Score 


.9 






Exons 


30. .386 









1183 






Seq. No. 


1113 




Seq. ID 


OJ990513_07. 9A21 


.C68 




bene no. 






otrana 








Start 


1 




End 


395 






Name 


OJ990513 


07.9A21.C68.ol.tm 


Method 


TBLASTX: Maize 






Start 


39 




End 


306 






GI 


none 




Score 


150 






Exons 


39. .221, 


42.. 221, 234.. 305 


, 247. .306 








Seq. No. 


1114 




Seq. ID 


OJ990513_07.9A21 


.C69 




Gene No. 






Strand 








Start 


538 




End 


1864 






Name 


OJ990513 


07.9A21.C69.ol.gs 


■ Method 


GENSCAN 






Start 


538 




End 


1864 






GI 


none 




Score 


.42 






Exons 


538. .700, 


884. .1150, 1523. 


.1758, 1772. 


, .1864 






Seq. No. 


1115 




■ Seq. ID 


OJ990513_07.9A21 


.C70 




Gene No. 






OLianQ 








• Start 


122 




End 


2620 






Name 


OJ990513 


07.9A21.C70.ol.gs 


Method 


GENSCAN 






Start 


122 




End 


1958 






GI . 


none 




Score 


' .61 




: 1 
*; sr 


Exons 


122. .467, 


476. .649, 1894.. 


1958 






i. 1 


Seq. No. 


1115 '■ 




.Seq. ID 


OJ990513JD7.-9A21 


.C70 


.: pa. 


Gene no. 






otrana 


T 




ry 


Start 


122 




End 


2620 




;= St 


Name 


OJ990513 


07.9A21.C70.ol.gp 


Method 


AAT/GAP 




: . ! 


Start 


357 




End 


2620 




'-Us 


GI 


none 




Score 


780 




: ™s 


Exons 


357. .392, 


476. .649, 1894.. 


1958, 2392.. 


2620 




i y 


Seq. No. 


1115 




Seq. ID 


OJ990513_07.9A21 


.C70 


.5 Bj 


Gene No. 


2330 




Strand 


+ 






btart 


122 




End 


2620 






Name 


OJ990513 


07.9A21.C70.ol.tm 


Method 


TBLASTX: Maize 






Start 


484 




End 


2500 




st, 


GI 


none 




Score 


227 






Exons 


484. .651, 


496. .651, 539. .652, 1877. .1960, 1893. .1961, 








2386.. 2499, 2390.. 2500 










Seq. No. . 


1115 




Seq. ID 


' OJ990513_07.9A21 


.C70 




Gene No . 


2330 




Strand 


+ 






Start 


122 




End 


2620 






Name 


OJ990513 


07.9A21.C70.ol.tc 


Method 


TBLASTX: Cress 






Start 


517 




End 


660 






GI 


none 




Score 


180 






Exons 


517. . 660, 


543. .647 










Seq. No. 


1116 . 




Seq. ID 


OJ990513_07.9A21 


.C71 




Gene No. 


2331 ' - 




Strand 


+ 






Start 


318 




End 


372 






Name 


OJ990513 


07. 9A21.C71.ol.gs 


Method 


GENSCAN 






Start 


318 




End 


372 






GI 


none 




Score 


.54 






Exons 


318. .372 











1184 



Seq. No. 1117 Seq. ID 

Gene No. 2332 Strand 

Start 92 End 

Name OJ990513_07 . 9A21 . C72 . ol . np Method 

Start 92 End 

GI 1707980 Score 

Exons 92.. 264, 580.. 597 

GI Descrip. GLUT ARE DOX I N gi 1 1084458 | pir | | S4 1736 glutaredoxin 

thioltransferase - Rice gi | 485953 I emb | CAA54 397 | (X77150) 
glutaredoxin [Oryza sativa] 



OJ990513_07 . 9A21 .C72 
+ 

597 

AAT/NAP 
597 
76 





Seq. No. 


• 1118 








Seq. ID 


OJ990513_ 


_07 


.9A21 


.C74 




Gene No. 


2333 








Strand 


- 










Start 


486 








End 


632 










Name 


OJ990513 


07.9A21.C74. 


ol 


gs 


Method 


GEN SCAN 










Start 


486 








End 


632 










GI 


none 








Score 


. 69 










Exons 


486. .632 




















Seq. No. 


1119 








Seq. ID 


OJ990513_ 


_07 


.9A21 


.C79 




Gene No. 


2334 








Strand 












Start 


42 








End 


854 








.IK 


Name 


OJ990513 


07.9A21.C79. 


ol 


gs 


Method 


GEN SCAN 








L Jl 


Start 


42. 








End 


854 








! -3 




none 








Score 


.98 








ir n 
ru 


Exons 


42. .290, 


658. .854 
















'a si 


Seq. No. 


1120 








Seq. ID 


OJ990513_ 


_07 


-9A21 


.C80 




Gene No. 


2335 








Strand 












Start 


366 








End 


584 








"at cF 


Name 


OJ990513 


_07.9A21.C80. 


ol 


gs 


Method 


GENSCAN 










Start 


366 








End 


584 










GI 


none 








Score 


. 69 










Exons 


366. .449, 


521. .584 

















Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No . 



1120 Seq. ID OJ990513_07.9A21.C80 

2336 Strand 

527 End 1143 . 

OJ990513_07.9A21.C80.ol.np Method AAT/NAP 

527 End 1143 

3881104 Score 29 

527. .590, 673. .802, 1012. .1143 

(AL03264 6) similar to Helicases conserved C-terminal domain; 
cDNA EST EMBL:D36737 comes from this gene; cDNA EST yk430a5.5 
comes from this gene; cDNA EST yk432a9.5 comes from this gene; 
cDNA EST yk275d4.5 comes from this gene... 



1121 
2337 
209 

OJ990513_07 . 9A21 . C81 . ol . gs 

209 

none 

209. .348 

1122 
2338 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990513_07.9A21.C81 
+ 

348 

GENSCAN 

348 

.69 



OJ990513_07 . 9A21 .C82 
+ 



1185 





Start 


1 




End 


1583 




Name 


OJ990513 07.9A21.C82.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1583 




GI 


4971998 




Score 


597 




Exons 


1.-211, 415.-. 534, 1187. 


.1324, 


1414. .1583 




GI Descrip. 


(Y14 685) polynucleotide phosphorylase 


[Arabidop 






gi | 4 972000 | emb | CAB4 3865 


.11 (Y14686) polynucleot 






[Arabidopsis thaliana] 










Seq. No. 


1122 




Seq. ID 


OJ990513 




Gene No. 


2338 




Strand 


+ 




Start . 


1 




End 


1583 




Name 


OJ990513 _07 . 9A21 . C82 . ol 


. gs 


Method 


GENSCAN 




Start 


50 




End 


1576 




GI 


none 




Score 


.8 




Exons 


50. .211, 415. .534, 1187 


. .1324 


, 1414. .1576 




Seq. No. 


1123 




Seq. ID 


OJ990513 




Gene No. 


2339 




Strand 






Start 


119 




End 


708 




Name 


OJ990513 07.9A21.C83.ol 


. np 


Method 


AAT/NAP 




Start 


119 




End 


708 




GI 


6498436 




Score 


719 




Exons 


119. . 708 








i. 1 
; : re 


GI Descrip. 


(AP000815) hypothetical 


protein ' [Oryza 


sativa] 


n i 


Seq. No. 


1123 




Seq. ID 


OJ990513 




Gene No . 


2339 




Strand 




M 


" Start 


119 




End 


708 


j ; ! 


Name 


OJ990513 07.9A21.C83.ol 


. gs 


Method • 


GENSCAN 


1 1 


Start 


315 




End 


542 




GI 


none 




Score 


• 54 




Exons 


315. .542 








S3 


Seq. No. 


1124 




Seq. ID 


OJ990513 




Gene No. 


2340 




Strand 




is =3 


Start 


347 




End 


562 


'i =? 


Name 


OJ990513 07.9A21.C84.ol 


. np 


Method 


AAT/NAP 


; a 

i. J 


Start 


347 




End 


562 




GI 


6815052 




Score 


130 


•': as? 


Exons 


347. .562 










GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1125 




Seq. ID 


OJ990513 




Gene No. 


2341 




Strand 






Start 


136 ■ 




End 


226 




Name 


OJ990513 07.9A21.C86.ol 


.gs 


Method 


GENSCAN 




Start 


136 




End 


226 




GI 


none 




Score 


..57 




Exons 


136. .226 










Seq. No. 


1126 




Seq. ID 


OJ990513_ 




Gene No. 


2342 




Strand 


+ 




Start 


292 




End 


562 




Name 


OJ990513 07.9A21.C88.ol 


.gs 


Method 


GENSCAN 




Start 


292 




End 


562 




GI 


none 




Score 


.92 



thaliana] 
phosphorylase 



1186 



Exons 



292. .562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1127 
2343 
314 

OJ990513_07.9A21.C92.ol. 

314 

none 

314. .424, 345. .443, 432. 
806. .886, 831. .890 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990513_07 . 9A21 . C92 
890 

TBLASTX: Cress 

890 

82 



,650, 462. .635, 648. .695, 659. .694, 



1128 Seq. ID 

2344 Strand 

99 End 
OJ990513_07 . 9A21 . C93 . ol . gs Method 

99 End 

none Score 
99. .492 



OJ990513_07.9A21.C93 
492 

GENSCAN 

492 

.46 



Seq. No. 

Gene No. 

Start 
,„ Name 
CaP Start 
>i3 . GI 
i'fi Exons 
j = js GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ry 



1129 Seq. ID 

2345 Strand 

1 End 
OJ990513_07. 9A21.C96.ol.np Method 

1 End 

4218120 Score ' . - 
1..214 

(AL035353) Proline-rich APG-like protein [Arabidopsis thaliana] 



OJ990513_07.9A21.C96 
+ 

214 

AAT/NAP 
214 
156 . 



1129 Seq. ID 

2345 Strand 

1 End 
OJ990513_07 . 9A2 1 . C96 . ol . tm Method 

29 End 

none Score 
29. .175, 31. .174 



OJ990513_07.9A21.C96 
+ 

214 

TBLASTX: Maize 

175 

228 



!■* Seq. No. 1129 Seq. ID 

q Gene No. 2345 Strand 

Start 1 .End 

Name OJ990513_07 . 9A21 .C96 . ol . gs "Method 

Start 45 End 

GI none Score 

Exons 45.. 172 



OJ990513_07.9A21.C96 
+ 

214 

GENSCAN 

172 

.54 



Seq. No. 1129 

Gene No. 2345 

Start 1 

Name OJ990513_07 . 9A21 . C96 . ol . tc 

Start 4 6 

GI none ^ . 

Exons 46. .171, 47; .115 

Seq. No. 1129 

Gene No. 2345 

Start 1 

Name OJ990513_07 . 9A21 . C96 . ol . ts 

Start 47 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990513_07.9A21.C96 
+ 

214 

TBLASTX: Cress 

175 

179 



OJ990513_07.9A21.C96 
+ 

214 

TBLASTX: Soybean . 
175 



1187 



# 





GI 


none 






Score 


195 






Exons 


47. .175, 55 


. .174 












Seq. No. 


1130 






Seq. ID 


OJ990513_ 


_07.9A21.C97 




Gene No. 


2346 






Strand 


+ 






Start 


83 






End 


344 






Name 


OJ990513 07 


. 9A21 


.C97.ol.gs 


Method 


GENSCAN 






Start 


83 






End 


344 






GI 


none 






Score 


.51 






Exons 


83. .344 














Seq. No. 


1130 - 






Seq. ID 


OJ990513_ 


_07.9A21.C97 




Gene No. 


2347 






Strand 








Start 


588 






End 


800 






Name 


OJ990513 07 


.9A21 


.C97.o2.gs 


Method 


GENSCAN 






Start 


588 






End 


800 






GI 


none 




- 


Score 


.91 






Exons 


588. .800 














Seq. No. 


1131 






Seq. ID 


OJ990513_ 


_07.9A21.C98 




Gene No. 


2348 






Strand 


+ 






Start 


53 






End 


219 






Name 


OJ990513 07 


. 9A21 


.C98.ol.gs 


Method 


GENSCAN 






Start 


53 ... 






End 


219 




=~ 


GI 


none- : 






Score 


.77 




a : 
a. 

' 5 


Exons 


53. .219 












t I 

li 


Seq. No. 


1132 






Seq. ID 


OJ990513_ 


_07.9A21.C101 




Gene No. 


2349 






Strand 








Start 


388 






End 


747 






Name 


OJ990513 07 


.9A21 


.C101.ol.gs 


Method 


GENSCAN 






Start 


388 






End 


747 




y 


GI 


none 






Score 


.95 






Exons 


388. .747 














Seq. No. 


1133 • 






Seq. ID 


OJ990513_ 


_07.9A21.C102 




Gene No. 


2350 






Strand 


+ 






Start 


1 






End 


1258^ 






Name 


OJ990513 07 


.9A21 


.C102.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


1258 . 






GI 


2443320 






Score 


1892 






Exons 


1..1258 - 














GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


1133 






Seq. ID 


OJ990513_ 


_07.9A21.C102 




Gene No. 


2351 






Strand 


+ 






Start 


3599 






End 


9643 






Name 


OJ990513 07 


.9A21 


.C102 .o2 .np 


Method 


AAT/NAP 






Start 


3599 






End 


9643 






GI 


5922631 






Score 


6436 






Exons 


3599. .3723, 


3982 


..4226, 4485 


..4688, 4734. .5297, 


5340. .5490, 






5617. .6543, 


7150 


. .9643 










GI Descrip. 


(AP000492) 


ESTs 


C26347 (C12145) , AU078074 (C12145) 


correspond to 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 



1188 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to prpol; Zea 

Cinful-1. (AF049110) [Oryza sativ 

1133 Seq. ID 

2352 Strand 
94 97 End . 

OJ990513_07 . 9A21 . C102 . o5 . tm Method 

2 End 
none Score 
2. .97, 3. .410 

1133 Seq. ID 

2352 Strand 
94 97 End 
OJ990513_07.9A21.C102.ol.tw Method 

3 End 
none Score 

3. .212, 7. .219, 8. .205, 195. .659, 203. 



1133 Seq. ID 

2352 Strand 

94 97 End 
OJ990513_07 . 9A21.C102.o2.ts Method 

630 End 

none Score 

630.. 983-, 824.. 931 



mays retrotransposon 



OJ990513_07.9A21.C102 
9667 

TBLASTX: Maize 

410 

254 



OJ990513_07.9A21.C102 
9667 

TBLASTX: Wheat 
659 
261 
.658 

OJ990513_07.9A21.C102 
9667 

TBLASTX : Soybean 
983 

221 :; : 



Lii 



i'.J 



Seq. No, 1133 Seq. ID 

Gene No. 2352 Strand 

Start 94 97 End 

Name OJ990513_07 . 9A21 .C102 . o4 . tm Method 

Start 636 End 

GI none Score 

Exons ,636.. 977, 1028.. 1201 



OJ990513_07 . 9A21.C102 
9667 

TBLASTX: Maize 

1201 

197 





Seq. No. 


1133 




Seq. ID 


OJ990513_07. 9A21 


.C102 


j. JL 


Gene No. 


2352 




Strand 








Start 


9497 




End 


9667 




: : J 


Name 


OJ990513 07 


. 9A21.C102.o2.tw 


Method 


TBLASTX: Wheat 






Start 


732 




End 


1219 




:'• 


GI 


none 




Score 


344 






Exons 


732. .1031, 


737.. 1021, 1027.. 


1218, 1034 


..1219 






Seq. No. 


1133 




Seq. ID 


OJ990513_07. 9A21 


.C102 




Gene No. 


2352 




Strand . 








Start 


9497 




End 


9667 






Name 


OJ990513 07 


.9A21.C102.o9.tw 


Method 


TBLASTX: Wheat 






Start 


4901 




End 


5303 






GI 


none 




Score 


297 






Exons 


4901. .5005, 


4 902. .5303 










Seq. No. 


1133 




Seq. ID 


OJ990513_07. 9A21 


.C102 




Gene No. 


2352 




Strand 








Start 


9497 




End 


9667 






Name 


OJ990513 07 


.9A21.C102.o7.tw 


Method 


TBLASTX: Wheat 






Start 


5883 




End ■ 


6340 






GI 


none 




Score 


136 





1189 



Exons 



5883. .6059, 6104. .6193, 6108. .6338, 6114. .6281, 6221. .6340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



GI 

: :=7 



"'"4 
I. A 



□ 
□ 



Exons 

Seq. No. 
Gene No . 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1133 
2352 
9497 

OJ990513_07. 

6560 

none 

6560. .7015,. 

1133 
2352 
9497 

OJ990513_07. 

6609 

none 

6609. .6824, 

1133 
2352 
9497 

OJ990513_07, 

6690 

none 

6690. .7046, 



9A21.C102.o3.tw 
6561. .7016 

9A21.C102.o3.ts 
6831. .6965 

9A21.C102.o2.tm 
6731. .7036 



1133 
2352 
9497 

OJ990513_07 . 9A21 . C102 . o5 . tw 

7131 

none 

7131. .7550, 7175. .7555 



1133 
2352 
9497 

OJ990513_07. 

7209 

none 

7209. .7550, 



1133 
2352 
9497 

OJ990513_07, 

7277 

none 

7277. .7531, 

1133 
2352 
9497 

OJ990513_07. 

7716 

none 

7716. .7922, 



9A21.C102.ol.ts 
7226.. 7369, 7242. 

9A21.C102.o3. tm 
7278.. 7532, 7558, 

9A21.C102.o8.tw 
7717. .7947, 7977. 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Wheat 

End 7016 

Score 473 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Soybean 

End 6965 

Score 125 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Mai ze 

.End 7046 

Score 376 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Wheat 

End 7555 

Score 405 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Soybean 

End 7550 

Score 253 
.7523, 7406. .7549 

Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Mai ze 

End 7719 

Score 266 
.7695, 7693. .7719 

Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

Method TBLASTX : Wheat 

End 8108 

Score 234 
.8108, 7978. .8106 



1190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

;3 Exons 

;J Seq. No. 

il Gene No. 

"!J Start 

! 3 Name 

•A Start 

^ GI 

Exons 

j Seq. No. 
;3 Gene No. 
:j Start 

Name 
T Start 

;3 GI 

:3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

. Exons 



1133 
2352 
9497 

OJ990513_07. 

8111 

none 

8111. .8389, 

1133 
2352 
9497 

OJ990513_07. 

8550 

none 

8550. .8810, 

1133 
2352 
9497 

OJ990513_07. 

8561 

none 

8561. .8944, 

1133 
2352 
9497 

OJ990513_07, 

9059 

none 

9059. .9667, 

1133 
2352 
9497 

OJ990513_07. 

9383 

none 

9383. .9523, 

1133 
2352 
9497 

OJ990513_07. 

9497 

none 

9497. .9514, 

1134 
2353 
1 

OJ990513_07. 
1 

6691716 
1..262, 336. 
1481. .1676, 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

9A21.C102.ol0.tw Method TBLASTX : Wheat 

End 8389 

Score 272 

8116. .8238 

Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

9A2 1 . C102 . ol . tm Method TBLASTX : Mai ze 

End 8914 

Score 81 
8552. .8875, 8572. .8862, 8867. .8914 



.C102 



Seq. ID OJ990513_07.9A21 
. Strand 

End 9667 

9A2 1 . CI 02 . 06 . tw Method TBLASTX : Wheat 

End 8 94 6 

Score 380 
8566.. .8368, 8899.-8946 



Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

9A2 1 . CI 02 . o4 . tw Method TBLASTX : Wheat 

End 9667 

Score 439 
9079. .9141, 9214. .9351 

Seq. ID OJ990513_07.9A21.C102. 

Strand - 

End 9667 

9A21 . C102 . 06 . tm Method TBLASTX : Maize 

. End 9628 

• Score 130 
9427.. 9516, 9526.. 9627, 9527.. 9628 

Seq. ID OJ990513_07.9A21.C102 
Strand 

End 9667 

9A21.C102.o3.gs Method GEN SCAN 

End 9658 



Score 



.89 



9605. .9658 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123 

9A21.C103.ol.np Method AAT/NAP 

End 2740 

Score 2398 

.450, 599. .700, 775. .962, 1040. .1219, 1296. .1397, 
1865. .2740 



1191 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 



(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



1134 
2353 
1 

OJ990513J37 . 9A21 . C103 . o2 . np 
1 

5032266 
1..37, 15667. .15927 

(AF147265) similar to Arabidopsis -thaliana putative En/Spm 
transposon protein (GB: AC005396) 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123. 
Method AAT/NAP 
End ■ 15927 

Score 167 



1134 
2353 
1 

OJ990513_07 . 9A21 . C103 . ol . gs 
515 
none 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123 

Method GENSCAN 

End 2740 

Score . 8 



515. .754, 775. .1003, 1099. .1326, 1481. .1800, 1889. .2740 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123 

Method TBLASTX : Wheat 

End 2 620 

Score 204 



1134 
2353 
1 

OJ990513_07. 9A21.C103.ol.tw 
2330 
none 

2330. .2620 

1134 
2353 
1 

OJ990513_07. 9A21.C103.o2.gs 
3644 
none 

3644. .3753, 4354. .4378 

1134 
2353 
1 

OJ990513_07 . 9A21 . C10 3 . o3 . gs 
8023 
none 

8023.. 8211, 8631. .8741, 9128., 9216, 10069.. 10189 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123 

Method GENSCAN 

End 4378 

Score .45 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End . 16123 

Method GENSCAN 

End 10189 

Score .94 



1134 
2353 
1 

OJ990513_07 . 9A21 . C103 . o4 . gs 
12052 
none 



Seq. ID OJ990513_07.9A21.C103 
Strand 

End 16123 

Method. GENSCAN 

End 16123 

Score .56 



12052. .12167, 12220. .12381, 13195 .. 13311 , 15009 .. 15119, 
15131...15247, 15252. .15524, 15949.. 16123 



1134 
2353 



Seq. ID OJ990513_07.9A21.C103 
Strand 



1192 




Start 


1 




End 


16123 


Name 


OJ990513 07.9A21.C103. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


15668 




End 


15937 


GI 


none 




Score 


235 


Exons 


15668. .15937 








Seq. No. 


1135 




Seq. ID 


OJ990513_07.9A21 


Gene No. 


2354 




Strand 


+ 


Start 


2223 




End 


2558 


Name 


OJ990513 07.9A21.C105. 


ol.np 


Method 


AAT/NAP 


Start 


2223 




End 


2558 


GI - 


2370459 




Score 


248 


Exons 


2223. .2558 








GI Descrip. 


(Y11987) FPF1 protein 


[Sinapis alba] 







Seq. No. 


1135 


Seq. ID 


OJ990513_07.9A21.C105 




Gene No.. 


2355 


Strand 






Start 


2321 


End 


2999 . 




Name 


OJ990513_07. 9A21..C105.ol.gp 


Method 


AAT/GAP 




Start 


2321 


End 


2999 




GI 


2138 1.R1084 


Score 


1297 




Exons 


2321. .2999 








GI Descrip. 


, 2827533/emb|CAA16541.1| 1 . Oe 


-0.9 (AL021633) hypothetical protein 






[Arabidopsis thaliana] ' 






i J 


Seq. No. 


1135 


Seq. ID 


OJ990513_07.9A21.C105 


i!fl 


Gene No. 


2356 


Strand 




1 Lr 


Start 


5034 


End 


5991 


_c 


Name 


OJ990513 07.9A21.C105.ol.tm 


Method 


TBLASTX : Maize 


: s Li 


Start 


2223 


End 


2558 




GI 


none 


Score 


95 


i. : 

i \_i 


Exons 


2223.. 2285, 2228.. 2281, 2334. 


.2366, 2418.. 2558, 2420.. 2557 


II 


Seq. No. 


1135 


Seq. ID 


OJ990513_07.9A21.C105 




Gene No. 


2356 


Strand 






Start 


5034 


End 


5991 




Name 


OJ990513 07.9A21.C105.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2318 


End 


2573 




GI 


none 


Score 


41 


:• -j 
■J » 


Exons 


2318. .2353, 2334 .. 2573, 2420 . 


.2572 






Seq. No. 


1135 


Seq. ID 


OJ990513JD7 . 9A21 .C105 




Gene No. 


2356 - 


Strand 






Start 


5034 


End 


5991 




Name 


OJ990513 07.9A21.C105.o2.np 


Method 


AAT/NAP 




Start " 


5034 


End 


5991 




GI 


6907106 


Score 


240 




Exons 


5034.. 5267, 5307.. 5514, 5578. 


.5991 






GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region of the 






predicted gene.; hypothetical 


protein 


[Oryza sativa] 



Seq. No. 1136 Seq. ID OJ990513_07.9A21.C106 

Gene No. 2357 Strand + 

Start 215 End 682 

Name OJ990513_07 . 9A21 . C106 . ol . gs Method GENSCAN 

Start 215 End 682 

GI none Score . 62 



1193 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
• Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq.. No-. 

Gene No. 

Start 

Name 
P Start 
-3 GI 
i;f| Exons 

Seq. No. 
H Gene No. 
W Start 
;,j Name 
m Start 

•:~ GI 
'L Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ 



Seq. - No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



215. .303, 669. .682 

1137 
2358 
19 

OJ990513JD7 . 9A21.C109.ol.gs 
19 

none 

19. .171, 236. .363 



Seq. ID OJ990513_07.9A21.C109 
Strand 

End 363 

Method GENS CAN 

End 363 

Score .93 



1138 
2359 
1 

OJ990513_07 . 9A21 . C110 . ol . np 
1 

6682236 
1. .596 

(AC016661) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990513_07.9A21.C110 
Strand 

596 

AAT/NAP 
596 
383 



End 

Method 

End 

Score 



1138 
2359 
1 

OJ990513_07 . 9A21 . C110 . ol . gs 
27 

none 
27. .543 

1138 

2359 - 
1 

OJ990513_07 . 9A21 . C110 . ol . ts 
27 

none 

27. .359, 31. .357, 435. .470 

1138 
2359 
. 1 

OJ990513_07. 9A21.C110.ol.tm 
30 

none 

30. .365, 31. .351 

1138 
2359 
1 

OJ990513_07 . 9A21 . C110 . ol . tc 

168 

none 

168. .365, 169. .366, 384. .494 

1139 
2360 
138 

OJ990513_07. 9A21.C116.ol.gs 

138 

none 



Seq. ID OJ990513_07.9A21.C110 
Strand 

End 596 

Method GEN SCAN 

End 543 

Score 1 ■' 



Seq. ID OJ990513_07.9A21.C110 
Strand 

End 596 

Method TBLASTX : Soybean 

End 470 

Score 165 



Seq. ID OJ990513_07.9A21.C110 

Strand - 

End 596 

Method TBLASTX : Mai ze 

End 365 

Score 191 



Seq. ID OJ990513_07.9A21.C110 
Strand 

End 596 

Method TBLASTX : Cress 

End 494 

Score 60 



Seq. ID OJ990513_07.9A21.C116 

Strand + 

End 337 

Method GENSCAN 

End 337 

Score .89 



1194 



Exons 



138. .337 



Seq. No. 1140 Seq. ID 

Gene No. 2361 Strand 

Start 523 End 

Name OJ990513_07 . 9A21 .C117 .ol.gs Method 

Start 523 End 

GI none Score 

Exons 523. .568 



OJ990513_07.9A21.C117 
+ 

568 

GEN SCAN 

568 

.87 



Seq. No. 1140 ' ' Seq. ID OJ990513_07.9A21.C117 

Gene No. 2362 Strand 

Start 250 End 413 

Name OJ990513_07 . 9A21 . C117 ,ol . np Method AAT/NAP 

Start 250 End 413 

GI 6321710 Score 104 

Exons ' 250.. 413 

GI Descrip. Ygr271wp gi | 1723776 | sp | P53327 | YG50_YEAST PUTATIVE HELICASE 

YGR271W gi|2131712|pir| IS64604 hypothetical protein YGR2-71w - 
yeast (Saccharomyces cerevisiae) gi | 13234 93 | emb | CAA97301 I 
(Z73056) ORF YGR271w [Saccharomyces cerevisiae] 



ry 
□ 



Seq. No. 


1141 


Seq. ID 


OJ990513_07.9A21.C118 


Gene No . 


2363 


Strand 




Start 


91 - - > 


:-'c£nd 


396 


Name 


OJ990513 07. 9A21.C118. ol.gs 


Method * 


'genscan 


Start 


91 


End 


396 


GI 


none 


Score 


.97 


Exons 


91. .396 






Seq. No. 


1142 


Seq. ID 


OJ990513_07.9A21.C119 


Gene No. 


2364 


Strand 


+ 


Start 


1072 


End 


4849 


Name 


OJ990513 07. 9A21.C119. ol.gs 


Method 


GENSCAN 


Start 


1072 


End 


4849 


GI 


none 


Score 


.57 


Exons 


1072.. 1346, 1695. .1726, 1767. 


.1813, 4381. .4463, 4717. .4849 


Seq. No. 


1142 


Seq. ID 


OJ990513_07 . 9A21 .C119 


Gene No. 


2365 


Strand 


+ 


Start 


11442 


End 


12033 


Name 


OJ990513 07.9A21.C119.ol.gp 


Method 


AAT/GAP 


Start 


11442 


End 


12033 


GI 


4879016 


Score 


857 


Exons 


11442. .11548, 11571. .12033 






GI Descrip. 


6041757/gb|AC011806.1|AC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


1142 


Seq. ID 


OJ990513_07 . 9A21.C119 


Gene No. 


2366 


Strand 


+ 


Start 


12509 


End 


15586 


Name 


OJ990513 07.9A21.C119.o2.np 


Method 


AAT/NAP " 


Start 


12509 


End 


14513 


GI 


1666236 


Score 


281 


Exons 


12509. .13232, 14495. .14513 







GI Descrip. (U76261) unknown [Hordeum vulgare] 



1195 



Seq. No. 1142 Seq. ID 

Gene No. 2366 Strand 

Start 12509 End 

Name OJ990513_07 . 9A2 1 . Cll 9 . o3 . np Method 

Start 13875 End 

GI 2522230 Score 

Exons 13875. .14334, 15514.. 15586 

GI Descrip. (AB007467) retrotransposon-like gene; 

determined to be leucine [Vicia faba] 



07.9A21.C119 



OJ990513 
+ 

15586 
AAT/NAP 
15586 
153 



the first amino acid was 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1142 ' Seq. ID 

2367 ' Strand 

1 End 

OJ990513_07 . 9A21 . C119 . ol . np Method 

1 End 

5042447 Score 



OJ990513_07 . 9A21 . C119 

10538 
AAT/NAP 
10538 
850 



1..241, 6869. .7097, 9907. .10538 

(AC007789) putative polyprotein [Oryza sativa] 



□ 



i ; I 

ru 



'4 

La 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1142 
2367 
1 

OJ990513_07 . 9A21 . C119 . o2 . gs Method GENSCAN 



Seq. ID OJ990513_07.9A21.C119 
Strand 

End 10538 



6910 
none 

6910. .7117, 8016. .8047 

1142 
2367 
1 



End 
Score 



8047 
,86' 



Seq. ID OJ990513_07.9A21.C119 
Strand 

End 10538 



OJ990513 07.9A21.C119.ol.tw Method TBLASTX : Wheat 



9908 
none 

9908.. 10270, 9912.. 10238 

1142 
2368 
12680 



End 
Score 



10270 
88 



Seq. ID OJ990513_07.9A21.C119 
Strand 

End 16878 



OJ990513. 07.9A21.C119.o2.tw Method TBLASTX : Wheat 



12680 
none 



End 
Score 



16878 
107 



12680. .12796, 12812 .. 1288 6, 128 95 .. 13026, 16525. .16878 



Seq. No. 


1142 


Seq. ID 


OJ990513_07.9A21, 


.C119 


Gene No. 


2368 


Strand 






Start 


12680 


End 


16878 




Name 


OJ990513 07. 9A21.C119.o3.tw 


Method 


TBLASTX: Wheat 




Start 


13870 


End 


14271 




GI 


none *• 


Score 


116 




Exons 


13870. .14049, 14092 .. 14271 , 


14163. .14270 




Seq. No. 


1143 


Seq. ID 


OJ990513_07.9A21, 


.C120 


Gene No. 


2369 


Strand 


+ 




Start 


216 


End 


1028 




Name 


OJ990513 07.9A21.C120.ol.gs 


Method 


GENSCAN 




Start 


216 


End 


' 1028 





1196 





GI 


none 


Score 


.54 




Exons 


216.. 517, 1010.. 1028 








Seq. No. 


1144 


Seq. ID 


OJ990513_07 




Gene No. 


2370 


Strand 


+ 




Start 


107 


End 


278 




Name 


OJ990513 07.9A21.C121.ol.gs 


Method 


GEN SCAN 




Start 


107 


End 


278 




GI 


none 


Score 


.72 




Exons 


107. .278 








Seq. No. 


1145 


Seq. ID 


OJ990513JD7 




Gene No. 


2371 


Strand 


- 




Start 


1 


End 


392 




Name 


OJ990513 07 . 9A21 .C124 .ol .np 


Method 


AAT/NAP 




Start 


1 


End 


340 




GI 


3645898 


Score 


96 




Exons 


1. .340 








GI Descrip. 


(U68408) in- frame stop codon; 


possibly 


a post-tran 






mutation [Zea mays] 








Seq. No. 


1145 


Seq. ID 


OJ990513_07 




Gene No. 


2371 


Strand 






Start 


1 


End 


392 




Name.-..^ " 


OJ990513 07.9A21.C124;ol.gs . 


Method 


GENS.CAN 


rf\ 


Start 


174 


End 


392 


rU 


GI 


none 


Score 


.65 




Exons 


174. .392 








Seq. No. 


1146 


Seq. ID 


OJ990503_01 




Gene No. 


2372 


Strand 


+ 


. — . 


Start 


1 


End 


571 




Name 


OJ990503 01.9A29.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


571 


! * J 


GI 


469508 


Score 


200 


U& 


Exons 


1..26, 190. .571 






: " 


GI Descrip. 


(D16455) endo-xyloglucan transferase [Glycine max] 


'ssf 
□ 


Seq. No. 


1146 


Seq. ID 


OJ990503_01 


i 


Gene No. 


2372 


Strand 


+ 




Start 


1 


End 


571 




Name 


OJ990503 01.9A29.Cl.ol.gs 


Method 


GENSCAN 




Start 


190 


End 


514 




GI 


none 


Score 


. 69 




Exons 


190. .514 








Seq. No. 


1147 


Seq. ID 


OJ990503_01 




Gene No. 


2373 


Strand 


+ 




Start 


2067 


End 


2439 




Name 


OJ990503 01.9A29.C3.o2.gs 


Method 


GENSCAN 




Start 


2067 


End 


2439 




GI 


none 


Score 


.67 




Exons 


2067. .2169, 2270. .2439 








Seq. No. 


1147 


Seq. ID 


OJ990503_01 




Gene No. 


2374 " 


Strand 






Start 


480 


End 


1175 



9A21.C124 



1197 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene . No. 
Start * - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

' Exons 



OJ990503_01 . 9A2 9 . C3 . ol . gs Method GENS CAN 

480 • End 1175 

none Score .55 
480. .685, 752. .1175 



1148 
2375 
1 

OJ990503_01 . 9A2 9 . C4 . ol . np 
1 

6330235 
1..515 

(AB033003) KIAA1177 protein [Homo sapiens] 



Seq. ID OJ990503_01.9A29.C4 
Strand 

515 

AAT/NAP 
515 
265 



End 

Method 

End 

Score 



1148 
2375 
1 

OJ990503_01 .9A29.C4.ol. gs 
12 

none 
12. .425 



Seq. ID OJ990503_01. 9A29.C4 
Strand 

End 515 

Method GENS CAN 

End 425 

Score .99 



1149 
2376 
1 . 

OJ990*503_01 . 9A2 9 . C5 . ol . np 
1 

5091543 
1.-28, 130. .210, 293. .632 

(AC007067) T10O24.12 [Arabidopsis thaliana] 



Seq. ID OJ990503_01.9A29.C5 
Strand 

632 

AAT/NAP 
632 
294 



End- 
Method 
End 
Score 



1149 
2376 
1 

OJ990503_01.9A29.C5.ol.ts 
2 

none 



Seq. ID OJ990503_01.9A29.C5 
Strand 

End 632 

Method TBLASTX : Soybean 

End 531 

Score 75 



2. .31, 128. .211, 130. .216, 279. .389, 293..391, 462. .530, 
463. .531, 467. .529 



1149 
2376 
1 

OJ990503_01 .9A29.C5.ol. gs 

130 

none 

130. .210, 293. .388, 466. .570 

1150 
2377 
109 

OJ990503_01.9A29.C6.ol.gs 

109 

none 

109. .567 



Seq. ID OJ990503_01.9A29.C5 
Strand 

End' 632 

Method GENSCAN 

End 570 

Score . 92 



Seq. ID OJ990503_01.9A29.C6 

Strand + 

End * 689 

Method GENSCAN 

End 567 

Score . 63 



Seq. No. 



1150 



Seq. ID OJ990503_01.9A29.C6 



1198 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



2377 Strand + 

109 End 689 

OJ990503_01 . 9A2 9 . C6 . ol . np Method AAT/NAP 

170 End 689 

2335106 Score 166 
170.. 525, 585. .689 

(AC002339) putative salt-inducible protein [Arabidopsis 
thaliana] 



1151 Seq. ID 

2378 Strand 

454 .;. ' End 

OJ990503_01 . 9A29 . C8 . ol . gs Method 

454 End 

none Score 
454. .524 



OJ990503_01.9A29.C8 
524 

GENSCAN 

524 

.83 



1152 Seq. ID OJ990503_01 . 9A29 . C9 

2379 Strand + 

1 End 530 

OJ990503_01 . 9A2 9 . C9 . ol . gp Method AAT/GAP 

1 End 302 

uC-osflcypl74b05bl Score 584 

1..302 

'•2131358/pir-l IS67760 2.0e-ll hypothetical protein YDL201w - 
yeast (Sacchafomyces cerevisiae) >gi_1429356_emb_CAA674 68_ 
(X99000) ORF D1075 [Saccharomyces cerevisiae] 

>gi_1431332_emb_CAA98779_ (Z74249) ORF YDL201w [Saccharomyces 
cerevisiae] 1 



1152 Seq. ID 

2379 Strand 

1 End 

OJ990503_01 . 9A2 9 . C9 . ol . np Method 

37 End 

1418767 Score 
37. .371, 443. .530 

(X96698) D1075-like [Homo sapiens] 



1152 
2379 

1 * 

OJ990503_01 . 9A2 9 . C9 . ol . gs 
47 

none 
47. .367 

1152 
2379 
1 

OJ990503_01 . 9A2 9 . C9 . ol . tm 
95 

none 

95. .331, 100. .276, 164. .328 

1152 
2379 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand ' 



OJ990503_01.9A29.C9 
+ 

530 

AAT/NAP 

530 

188 



OJ990503_01.9A29.C9 
+ 

530 

GENSCAN 

367 

.97 



OJ990503_01.9A29.C9 
+ 

530 

TBLASTX: Maize 

331 

267 



OJ990503JU. 9A29.C9 
+ 



1199 




Start 


1 




End 


530 


Name 


OJ990503 


_01.9A29.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


98 




End 


370 


GI 


none 




Score 


179 


Exons 


98. .214, 


100. .195, 257. .370, 


313. .369 




Seq. No. 


1152 




Seq. ID 


OJ990503_01. 9A29.C9 


Gene No. 


2379 




Strand 


+ 


Start 


1 




End 


530 


Name 


OJ990503 


_01.9A29.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


98 




End 


370 


GI 


none 




Score 


192 


Exons 


98. .220, 


100.. 222, 263.. 370, 


313. .369 




Seq. No. 


1153 




Seq. ID 


OJ990503JD1. 9A29.C10 


Gene No. 


2380 




Strand 


+ 


Start 


167 




End 


686 


Name 


OJ990503 


_01.9A29.C10.ol.np 


Method 


AAT/NAP 


Start 


167 ■ 




End 


557 


GI 


6069646 




Score 


201 


Exons 


167. .557 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


1153 








Seq. ID 


OJ990503JU.9A29 


.C10 


Gene No. 


2380 








Strand 


+ 




Start 


167 








End 


686 




Name 


OJ990503 


01.9A29.C10 


.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


180 








End 


686 




GI 


none 








Score 


304 




Exons 


180. .686, 


296. .436, 


479 


. .577 








Seq. No. 


1153 








Seq. ID 


OJ990503_01. 9A29 


.C10 


Gene No. 


2380 








Strand 


+ 




Start 


167' 








End 


686 




Name 


OJ990503 


01.9A29.C10 


.ol 


. gs 


Method 


GENSCAN" 




Start 


303 








End 


485 




GI 


none 








Score 


.47 




Exons 


303. .485 














Seq. No. 


1153 








Seq. ID 


OJ990503_01. 9A29 


.C10 


Gene No. 


2380 








Strand 


+ 




Start 


167 








End 


686 




Name 


OJ990503 


01.9A29.C10 


.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


390 








End 


686 




GI 


none 








Score 


229 




Exons 


390. .686, 


392. .670 












Seq. No. 


1154 








Seq. ID 


OJ990503_01.9A29 


.Cll 


Gene No. 


2381 








Strand 






Start 


250 








End 


412 




Name 


OJ990503 


01.9A29.C11 


.ol 


. gs 


Method 


GENSCAN • 




Start 


250 








End 


412 




GI 


none 








Score 


. 67 





1200 




Exons 


250. .412 








Seq. No. 


1155 


Seq. ID 


OJ990503JD1 


. 9A29.C12 


Gene No. 


2382 


Strand 


+ 




Start 


248 


End 


277 




Name 


OJ990503 01.9A29.C12.ol.gs 


Method 


GEN SCAN 




Start 


248 


End 


277 




GI 


none 


Score 


. 95 




Exons 


248. .277 








Seq. No. 


1156 


Seq. ID 


OJ990503JD1 


.9A29.C14 


Gene No. 


2383 


Strand 


+ 




Start 


821 


End 


1285 




Name 


OJ990503 01.9A29.C14.ol.np 


Method 


AAT/NAP 




Start 


821 


End 


1285 




GI 


6580645 


Score 


74 




Exons 


821. .1285 








GI Descrip. 


(AL133469) putative secreted proline- 


rich protein 


[Streptomyces 




- coelicolor A3 (2)] 









< !a ! 

rfj 

ry 
Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990503 01.9A29.C15 



1157 Seq. ID 

2384 Strand 

1 End 618 
OJ990503_01.9A29.C15.ol.np Method AAT/NAP 

1 End • 618 . 

4741199 Score 356 
1. .618 

(AL049746) putative protein [Arabidopsis thaliana] 



1157 Seq. ID 

2384 Strand 

I End 
OJ990503_01 . 9A29 . C15 . ol . gs Method 

II End 
none Score 
11. .531 



OJ990503_01.9A29.C15 
618 

GENS CAN 

531 

.5 



Seq. No. 1158 Seq. ID. OJ990503_01.9A29.C16 

Gene No. 2385 Strand 

Start 1 End 

Name 0 J 9 9 0 5 0 3_0 1 . 9 A2 9 . C 1 6 . o 1 . np Method 

Start 1 End 

GI 5441880 Score 

Exons 1..80, 171.. 302, 418.. 642 

GI Descrip. (AP000367 ) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to. maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990503_01, 
+ 

642 

AAT/NAP 

642 

517 



Seq. No. 1158 ' Seq. ID OJ990503_ 

Gene No. 2385 Strand + 

Start 1 End 642 

Name OJ990503_01 . 9A29 . C16 . ol . gs Method GENSCAN 

Start 171 End 615 

GI none Score . 85 

Exons 171.. 302, 366.. 413, 418.. 615 



01.9A29.C16 



Seq. No. 



1159 



Seq. ID OJ990503 01.9A29.C19 



1201 



Gene No. 


2386 








Strand 


+ 


Start 


52 








End 


482 


Name 


OJ990503 01. 


9A29 


C19.ol 


.gs 


Method 


GENSCAN 


Start 


52 








End 


482 


GI 


none 








Score 


.59 


Exons 


52. .482 












Seq. No. 


1160 








Seq. ID 


OJ990503_01.9A29.C20 


Gene No. 


2387 








Strand 




Start 


659 








End 


1105 


Name 


OJ990503 01. 


9A29 


.C20.ol 


.gs 


Method 


GENSCAN 


Start 


659 








End 


1105 


GI 


none 








Score 


.98 ' . 


Exons 


659. .1105 












Seq. No. 


1161 








Seq. ID 


OJ990503_01.9A29.C24 


Gene No. 


2388 








Strand 


+ 


Start 


1443 








End 


2103 


Name 


OJ990503 01. 


9A29 


.C24.ol 


.gs 


Method 


GENSCAN 


Start 


1443 








End 


1982 


GI 


none 








Score 


.97 


Exons 


1443. .1594, 


1859 


. .1982 








Seq. No. 


1161 








Seq*. ID 


OJ990503_01.9A29.C24 


Gene No. 


2388 








Strand . 




Start 


1443' 








. End 


2103 


Name 


OJ990503 01. 


9A2 9 


.C24 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1451 








End 


2102 


GI 


none 








Score 


74 


Exons 


1451. .1504, 


1452 


. .1505, 


1484 . 


.1585, 1491.. 1586, 1517.. 1597, 




1527. .1595, 


1841 


. .1987,, 


1855. 


.1980, 1857. .1982, 2053. .2100, 




2054. .2098, 


2070 


. .2102 








Seq. No. 


1161 








Seq. ID 


OJ990503_01 . 9A29 . C24 


Gene No. 


2388 








Strand 


+ 


Start 


1443 








End 


2103 


Name 


OJ990503 01. 


9A29 


.C24.ol 


. np 


Method 


AAT/NAP 


Start 


1458 








End 


2103 


GI 


2829865 








Score 


314 


Exons 


1458. .1594, 


1859 


. .1982, 


2050. 


.2103 





U GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



(AC002396) N-terminal region similar to DNA-J proteins 
[Arabidopsis thaliana] 



1161 Seq. ID 

2388 Strand 

14 43 * End 
OJ990503_01.9A29.C24 .ol. ts Method 

1509 End 

none Score 

1509. .1586, 1517. .1603, 1841. .1981, 1857. .1982, 1860. .1985, 
1867. .1989 



OJ990503_01.9A29.C24 
+ 

2103 

TBLASTX : Soybean 

1989 

115 



1162 
2389 
63 

OJ990503_01 . 9A29 . C27 . ol . gs 
63 



Seq. ID OJ990503_01.9A29.C27 

Strand 

End 363 

Method GENSCAN 

End 363 



1202 



=1 



GI 


none 


Score 


.52 




Exons 


63. .182, 197. .363 








Seq. No. 


1163 


Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2390 


Strand 


+ 




Start 


7120 


End 


13211 




Name 


OJ990503 01.9A29.C28.o3.gs 


Method 


GENSCAN 




Start 


7120 


End 


12782 




GI 


none 


Score 


.71 




Exons 


7120. .7347, 9467. .9606, 10169 .. 10504 , 


11610. .11811, 12669.. 12782 


Seq. No. 


1163 _ 


Seq. ID 


OJ990503_01.9A29. 




Gene No. 


2390 


Strand 


+ 




Start 


7120 


End 


13211 




Name 


OJ990503 01.9A29.C28.o2.np 


Method 


AAT/NAP 




Start 


10031 


End 


12752 




GI 


4544428 


Score 


340 




Exons 


10031. .10133, 10468. .10540, 


11477. .11512, 11610. .11811, 






12669. .12752 








GI Descrip. 


(AC006955) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


1163 


Seq. ID 


OJ990503_01. 9A29. 


C28 


Gene No. 


2390 


Strand 


+ 




Start 


7120 


. End 


13211 




Name 


OJ990503. 01.9A29.C28.ol.gp 


Method 


AAT/GAP 




Start 


10304 '[; 


End . 


13211 




GI 


4671 1.R1084 


Score 


1414 




Exons 


10304. .10540, 11477. .11512, 


11610. .11811, 12669. .12747, 






12838. .12955, 13050. .13211 








GI Descrip. 


, 4544428/gb|AAD22337.1 |AC006955_23 7. 


De-33 (AC006955) unknown 




protein [Arabidopsis thaliana] 1 






Seq. No. 


1163 


Seq. ID 


OJ990503JD1.9A29. 


C28 


Gene No. 


2391 


Strand 






Start 


217 


End 


6307 




Name 


OJ990503 01. 9A29.C28.ol.gs 


Method 


GENSCAN 




Start 


217 


End 


5043 




GI 


none 


Score 


.48 




Exons 


217. .3429, 3634. .4332, 4450 


..5043 






Seq. No. 


1163 


Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2391 


Strand 






Start 


217 


End 


6307 




Name 


OJ990503 01.9A29.C28.ol.np 


Method 


AAT/NAP 




Start 


336 


End 


6307 




GI 


6466937 


Score 


2403 





Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



336. .4154, 4182. .4638, 6277. .6307 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



1163 
2391 
217 

OJ990503_01. 9A29.C28.o4.tm 

412 

none 



Seq. ID OJ990503_01.9A29.C28 
Strand 

End 6307 

Method TBLASTX: Maize 

End 1008 

Score 112 



412.. 630, 412.. 1008, 698... 880, 703.. 1002 



1203 



# • 





Seq. No. 


1163 










Seq. ID 








Gene No. 


2391 










Strand 








Start 


217 










End 


6307 






Name 


OJ990503 01. 


9A29 


.C28.o5, 


.tw 


Method 


TBLASTX: Wheat 






Start 


671 










End 


846 






GI 


none 










Score 


81 






Exons 


671. . 


835, 682. .846 












Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 




Gene No . 


2391 










Strand 








Start 


217 










End 


6307 






Name 


OJ990503 01. 


9A29 


.C28.o4. 


.tw 


Method 


TBLASTX: Wheat 






Start 


847 • 










End 


1431 






GI 


none 










Score 


88 






Exons 


847. . 


969, 1026.. 


1319, 1039.. 


1326, 1045, 


..1431, 1052. .1339 




Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 




Gene No. 


2391 










•Strand 








Start 


217 










End 


oiO / 






Name 


OJ990503 01. 


9A29 


.C28 . ol , 


. tm 


Method 


TBLASTX : Mai ze 






Start 


1051 










End 


168 6 






GI 


none 










Score 


473 




S3 


Exons 


1051. 


.1686, 


1052 


. .1684 












Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 




Gene No. 


2391 










Strand 






hi 

! 37 


Start 


217 










End 


6307 






Name 


OJ990503 01. 


9A29 


.C28 .ol, 


. ts 


Method 


TBLASTX: Soybean 




: a sf 


Start 


1279 










End 


1662 




*e is? 


GI 


none 










Score 


185 




: ' t -J 


Exons 


1279. 


.1662, 


1280 


. . 1648 










! Li 


Seq. No. 


1163 










Seq. ID 


OJ990503_01. 9A29. 




,:a 


Gene No. 


2391 










Strand 






; <o 


Start 


217 










End 


6307 




u t 


Name 


OJ990503 01. 


9A29 


.C28.o2, 


.tw 


Method 


TBLASTX: Wheat 




s s 


Start 


1519 










End 


1923 




w 


GI 


none 










Score 


53 




■acf 


Exons 


1519. 


.1923, 


1520 


. .1573, 


1673 


. .1786 






□ 


Seq. No. 


1163 










Seq. ID 


OJ990503JD1.9A29. 


C28 




Gene No. 


2391 










Strand 








Start 


217 










End ■ 


6307 






Name 


OJ990503 01. 


9A29 


.C28.o6, 


,tm ' 


Method 


TBLASTX: Maize 






Start 


1687 










End 


2112 






GI 


none 










Score 


133 






Exons 


1687. 


.1926, 


1936 


. .2112, 


1943 


. .2110, 1972. .2112 






Seq. No. 


1163 










Seq. ID 


OJ990503_01. 9A29. 


C28 




Gene No. 


2391 










Strand 








Start 


217 










End 


6307 






Name 


OJ990503 01. 


9A29 


.C28.o5, 


. ts 


Method 


TBLASTX: Soybean 






Start 


2098 










End 


2352 






GI 


none 










Score 


75 






Exons 


2098. 


.2352, 


2204 


. .2320 











1-204 




Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A29 


.C28.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2113 










End 


2634 




GI 


none 










Score 


155 




Exons 


2113. 


.2607, 


2113 


. .2634, 


2123. 


.2632 






Seq. No. 


1163 










Seq. ID 


OJ990503J31.9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A29 


.C28..o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


2263 










End 


2664 




GI 


none 










Score 


57 




Exons 


2263. 


.2664, 


2326 


. .2529 










Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A29 


.C28 ,o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2377 










End 


2749 




GI 


none 










Score 


119 




Exons 


2377. 


.2736, 


2390 


. .2749 










Seq. No. 


1163 










Seq. ID 


OJ990503_01. 9A29. 


C28 


Gene No. 


' 2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A29 


.C28 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2659 










End 


3133 




GI 


none 










Score 


309 




Exons 


2659. 


.3132, 


2660 


. .3133 










Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A29 


.C28 .ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2713 










End 


3196 




GI 


none 










Score 


195 




Exons 


2713. 


.3195, 


2717 


. .3196 










Seq. No. 


' 1163 










Seq. ID 


OJ990503_01. 9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


. 9A2 9 


,C28.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


2845 










End 


3159 




GI 


none 










Score 


202 




Exons 


2845. 


.3159 














Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 


Gene No. 


2391 










Strand 






Start 


217 










End 


6307 




Name 


OJ990503 01 


.9A2 9.C28.o7. 


. tm 


Method 


TBLASTX: Maize 




Start 


3184 










End 


4017 




GI 


none 










Score 


131 




Exons 


3184. 


.3288, 


3409 


. .3492, 


3580. 


.3822, 387 


4. .4017 




Seq. No. 


1163 










Seq. ID 


OJ990503_01.9A29. 


C28 



1205 



Q 

rn 

• s •' • 

ru 



Gene No. 


2391 




Strand 




Start 


217 




End 


6307 


Name 


OJ990503 01.9A29.C28 


. o2.gs 


Method 


GENSCAN 


Start 


5448 




End 


6117 


GI 


none 




Score 


.88 


Exons 


5448.-5649, 5817. .5936, 5951 


. .6117 




Seq. No. 


1163 




Seq. ID 


OJ990503_01.9A29 


Gene No. 


i o rt o 

2392 




Strand 




Start 


11471 




End 


12950 


Name 


OJ990503 01.9A29.C28 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


11471 




End 


12920 


GI 


none 




Score 


197 


Exons 


11471. .11527, 11605. 


.11757, 


11613. .11753, 11763. .11813, 




11767 .. 11814 , 12b7o. 


. LZ /ho, 


12834. .12905, 12843. .12920 


Seq. No. 


1163 • 




Seq. ID 


OJ990503_01.9A29 


Gene No . 


2392 




Strand 




Start 


11471 




End 


12950 


Name 


OJ990503 01.9A29.C28 


.o3. ts 


Method 


TBLASTX: Soybean 


Start 


11471 




End 


12911 


GI 


none 




Score 


57 


Exons 


11471 11515, 11475. 


. IXDLO, 


11605. .11817, 11611. .11811, 




11613. .11813, 12666. 


.12746, 


12834. .12908, 12839 .. 12910 , 




1284.0.. 12911 








Seq. No. 


1163 




Seq. ID 


OJ990503_01.9A29 


Gene No . 


2392 




Strand 




Start 


11471 




End 


12950 


Name 


OJ990503 01.9A29.C28 


. o5 . tm 


Method 


TBLASTX: Maize 


Start 


- 11471 




End 


11858 


GI 


none 




Score 


87 


Exons 


11471. .11542, 11474. 


.11560, 


11475. .11543, 11516. .11719, 




11551. .11814, 11565. 


.11813, 


11566. .11814, 11568. .11816, 




11820. .11858, 11822. 


.11857 







^ Seq. No. 

Gene No. 
,3 Start 
□ Name 
i'5 Start 
z ~ GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1163 
2392 
11471 

OJ990503_01. 9A29.C28.o8.tm 

12664 

none 

12664. .12747, 12669 .. 1274 6, 
12839. .12946, 12840 .. 12950, 

1164 
2393 
126 

OJ990503JD1. 9A29.C29.ol.gs 

126 

none 

126. .704 

1164 
2394 
1 

OJ990503 01.9A29.C29.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12669 

12840 



12785, 
12947 



OJ990503_01.9A29.C28 
12950 

TBLASTX: Maize 

12950 

108 

12839. .12949, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



0 J 9 9 0 5 0 3_0 1 . 9 A2 9 . C 2 9 
+ 

704 

GENSCAN 

704 

.97 



OJ990503 01.9A29.C29 



617 

AAT/NAP 



1206 



Start 


1 


End 


617 






GI 


4741199 


Score 


125 






Exons 


1..95, 287. .617 










GI Descrip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


1165 


Seq. ID 


OJ990503_01 


.9A29 


.C30 


Gene No. 


2395 


Strand 


+ 






Start 


316 


End 


642 






Name 


OJ990503 01. 9A29.C30.ol.gs 


Method 


GENSCAN 






Start 


316 


End 


642 






GI 


none 


Score 


.72 






Exons 


316. .642 










Seq. No. 


1165 


Seq. ID 


OJ990503_01 


. 9A29 


.C30 


Gene No. 


2396 


Strand 








Start 


1 


End 


434 






Name 


OJ990503 01.9A29.C30.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


434 






GI 


4741199 


Score 


178 






Exons 


1. .434 










GI Descrip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


1166 


Seq. ID 


OJ990503_01 


. 9A2 9 


.C31 


Gene No. 


2397 


Strand 


+ 






Start ... 


306 


End 


517 






Name 


OJ990503 01.9A29.C31.ol.gs 


Method 


GENSCAN 






Start 


306 


End 


517 






GI 


none 


Score 


.81 






Exons 


306. .517 










Seq. No. 


1167 


Seq. ID 


OJ990503J)1 


.9A29 


.C32 


Gene No. 


2398 


Strand 








Start 


1021 


End 


1250 






Name 


OJ990503 01. 9A29.C32.ol.np 


Method 


AAT/NAP 






Start 


542 


End 


1250 






GI 


5852093 


Score 


74. 






Exons 


542. .658, 1223. .1250 










GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 








Seq. No. 


1167 


Seq. ID 


OJ990503_01 


.9A29 


.C32 


Gene No. 


2398 


Strand 








Start 


1021 


End 


1250 






Name 


OJ990503 01. 9A29.C32.ol.gs 


Method 


GENSCAN 






Start 


1021 


End 


1142 






GI 


none 


Score 


.98 






Exons 


1021. .1142 










Seq. No. 


1168 


Seq. ID 


OJ990503^01 


.9A29 


.C33 


Gene No. 


2399 


Strand 


+ 






Start 


255 


End 


2976 






Name • 


OJ990503 01.9A29.C33.ol.ts 


Method 


TBLASTX : Soybean 




Start 


237 


End 


741 






GI 


none 


Score 


196 






Exons 


237. .377, 253. .378, 256. .381, 263. .385, 


443. .523, 


618. . 


719, 




625. .741 










Seq. No. 


1168 


Seq. ID 


OJ990503_01 


.9A29 


.C33 



1207 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2399 Strand 

255 End 

OJ990503_01 . 9A29 . C33 . o2 . tm Method 

237 End 

none Score 



+ 

2976 

TBLASTX: Maize 

648 

178 



237. .383, 251. .376, 252. .377, 253. .378, 449.-532, 450. .524, 
466..52S, 624. .644, 625. .648 



1168 Seq. ID 

2399 Strand . 

255 End 

OJ990503_01 . 9A2 9 . C33 . ol . tc Method 

252 End 

none Score 



OJ990503_01 . 9A29 . C33 
+ 

2976 

TBLASTX : Cress 

2962 

166 



2S2..377, 253.-378, 263.-379, 443.-526, 481. .528, 621. .740, 
625. .741, 816. .929, 818. .946, 819. .932, 1780. .1839, 2281. .2352, 
2285. .2362, 2461. .2568, 2462. .2578, 2643. .2786, 2644.-2793, 
2886.. 2957, 2891.. 2962 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI - 
Exons 

GI Descrip. 



| . E 

U3 Seq. No. 

ry Gene No. 

! s w Start 

.'I- Name 

H Start 

y- GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1168 
2399 
255 

OJ990503_01 . 9A2 9 . C33 . ol . np 
255 

4249662 

255. .378, 446. .528, 627. .'738, 
2443.-2567, 2645.-2793, 2889. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
825. .929, 
.2976 

(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi I 6714354 |gb|AAF26045.1|AC015986_8 (AC015986) ARG1 protein 
(Altered Response to Gravity) [Arabidopsis thaliana] 



OJ990503_01.9A29.C33 
+ 

2976 
AAT/NAP 
2976 
703 

1789.. 1839, 2288.. 2361, 



1168 Seq. ID 

2399 Strand 

255 End 

OJ990503_01 . 9A29 . C33 . ol . gs Method 

298 End 

none Score 



OJ990503_01.9A29.C33 
+ 

2976 
GENSCAN 
2793 
.87 



298.-378, 446. .528, 627. .738, 1789. .1839, 2288. .2374, 2593.-2793 



1168 
2399 
255 

OJ990503_01 . 9A29 . C33 . ol . tm 

649 

none 

649. .741, 660. .740, 821. .928, 
2285.. 2380, 2285.-2374, 2458. 
2628. .2786, 2643. .2795, 2644. 
2887. .2940, 2888. .2941 

1168 
2399 
255 

OJ990503_01 . 9A29 . C33 . o2 . ts 

2285 

none 



Seq. ID OJ990503_01.9A29.C33 

Strand + 

End 2976 

Method TBLASTX : Mai ze 

End 2945 

Score 119 

822.. 932, 1780.. 1839, 2284.. 2373, 



2568, 
2796, 



2459. .2578, 
2881. .2943, 



2459. 
2886. 



.2593, 
.2945, 



Seq.' ID OJ990503_01.9A29.C33 

Strand + 

End 2976 

Method TBLASTX : Soybean 

End 2572 

Score 128 - 



2285.-2365, 2285-. 2356, 2287. .2361, 2461. .2568, 2462. .2572 



1208 



US 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1168 
2399 
255 ■ 

OJ990503_01.9A29.C33.ol.gp . 
2459 

LIB3434-010-P1-K1-F1 

2459. .2567, 2645. .2794, 2889. 



OJ990503_01.9A29.C33 
+ 

2976 
AAT/GAP 
2976 
541 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2976 

'2829865 4.0e-41 (AC002396) N-terminal region similar to DNA-J 
proteins [Arabidopsis thaliana] ' 

1169 Seq. ID . OJ990503_01.9A29.C35 

2400 Strand + 

1 End 1510 

OJ990503_01 . 9A29 . C35 . ol . np Method AAT/NAP 

1 End 1510 

5441880 Score 534 

1..25, 278. .342, 601. .915, 1442. .1510 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



1169 Seq. ID 

2400 Strand 

.1. . End 
OJ990503_01 . 9A29 . C35 . ol . gs Method 
7 End 
none Score 



OJ990503_01.9A29.C35 
+ 

15i0 
GENSCAN 
1394 
.54 



7. .539, 740. .915, 938. .1035, 1284. .1394 



1170 
2401 
1 

OJ990503_01. 
1 

5441880 
1..83, 173.. 



9A29.C36.ol.np 



300, 416.. 650 



Seq. ID OJ990503_01.9A29.C36 

Strand + 

End 1207 

Method AAT/NAP 

End 650 

Score 592 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


1170 




Seq. ID 


OJ990503 


Gene No. 


2401 




Strand 


+ 


Start 


1 




End 


1207 


Name 


OJ990503 01.9A29.C36.ol. 


gs 


Method 


GENSCAN 


Start 


169 




End 


956 


GI 


none 




Score 


.74 


Exons 


169. .300, 364. .411, 416. 


.618, 


769. .956 




Seq. No. 


1170 




Seq. ID 


OJ990503 


Gene No. 


2401 




Strand 


+ 


Start 


1 




End 


1207 


Name 


OJ990503 01.9A29.C36.ol. 


gp 


Method 


AAT/GAP 


Start 


754 




End 


1207 


GI 


LIB3431-045-P1-N1-A10 




Score 


836 


Exons 


754. .1207 









GI Descrip. ' 544 1876/dbj I AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 



1209 




DNA, chromosome 2, clone : P0437H03 (contig b) ' 





Con Klr> 
Ot;^ . INtJ • 


1170 








Seq. ID 


OJ990503JU.9A29 


.C36 




Gene No. 


2402 








Strand 








Start 


2037 




.C36.p2 




End 


3982 






Name 


OJ990503 01 


. 9A2 9 


.np 


Method 


AAT/NAP 






Start 


2037 








End 


3982 






GI 


6330235 








Score 


1343 






Exons 


2037. .3982 
















GI Descrip. 


(AB033003) 


KIAA1177 protein 


[Homo sapiens] 






o e cj . in o • 










Seq. ID 


OJ990503_01. 9A29 


.C36 




Gene No. 


2403 








Strand 








Start 


6397 








End 


7480 






Name 


OJ990503 01 


Qa 9 Q 


. LjD . 0£ 


, LIU 


Method 


TBLASTX: Maize 






Start 


2042 








End 


2654 






GI 


none 








Score 


59 






Exons 


2042. .2134, 




9 1 "3 9 


9 1/11 


..2260, 2142. .2261, 2264. .2593, 






2265. .2579, 


2592 


. .2654, 


2594 


. .2653 








Seq. No. 


1170 








Seq. ID 


OJ990503_01.9A29 


.C36 




Gene No. 


2403 








Strand 








Start 


6397 








End 


7480 






Name 


OJ990503 01 


Q 7\ 9 Q 


. Cob . Ol 


ts 


Method 


TBLASTX: Soybean 




J 


Start 


2207 








End 


2530 




3 


GI 


none 








Score 


135 




ft 


Exons 


2207. .2260, 


9 9 C A 


. . ZDjU/ 


9 9 Q Q 


. .2528 






u 


Seq. No. 


1170 








Seq. ID 


OJ990503_01. 9A29 


.C36 




Gene No. 


2403 








Strand 






y 


Start 


6397 








End 


7480 




3 


Name 


OJ990503 01 


Q7i 9 Q 


POT T 

. D.Ol 


tc 


Method 


TBLASTX: Cress 




y 


Start 


2537 








End 


2911 






GI 


none 








Score 


90 




S3. 


Exons 


2537. .2848, 




9 ££Q 


£ Do O 


..2858, 2816. .2911 




4 


Con NTo 


1170 








Seq. ID 


OJ990503_01.9A29 


.C36 


ss 


Gene No. 


2403 








Strand 






=1 

: 

cJ 


Start 


6397 








End 


7480 




T 


Name 


OJ990503 01 


QZ19 Q 

. y/\z y 


. tJ D . O J. 




Method 


TBLASTX: Maize 






Start 


2765 








End 


3301 




J 


GI 


none 








Score 


78 






Exons 


2765. .2839, 


2766 


. .2858, 


2816 


..3073, 2817. .3074, 3077. .3301, 






3078. .3206 
















Seq. No. 


1170 








Seq. ID 


OJ990503JD1.9A29 


.C36 




Gene No. 


2403 








Strand 








Start 


6397 








End 


7480 






Name 


OJ990503_01 


. 9A29 


.C36.o2 


tc 


Method 


TBLASTX: Cress 






Start 


3038 








End 


3307 






GI 


none 








Score 


178 






Exons 


3038. .3073, 


3077 


. .3307 












Seq. No. 


1170 








Seq. ID 


OJ990503_01.9A29 


.C36 




Gene No. 


2403 








Strand 








Start 


6397 








End 


7480 






Name 


OJ990503 01 


. 9A29 


.C36.03 


gs 


Method 


GENSCAN 





1210 




Start 


6397 


End 


7480 








GI 


none 


Score 


.78 








Exons 


6397. .6461, 7165. .7480 












Seq. No. 


1171 


Seq. ID 


OJ990503_ 


01, 


.9A29. 


C37 


Gene No. 


^404 


Strand 


+ 








Start 


558 


End 


1004 








Name 


OJ990503 01.9A29.C37.ol.gs 


Method 


GENSCAN 








Start 


558 


End 


1004 








GI 


none 


Score 


. 67 








Exons 


558.. 694, 953.. 1004 












Seq. No. 


1171 


Seq. ID 


OJ990503 


01, 


.9A29. 


C37 


Gene No. 


2405 


Strand 


- 








Start 


2199 


End 


4812 








Name 


OJ990503 01.9A29.C37.ol.np 


Method 


AAT/NAP 








Start 


2119 


End 


2490 








GI 


4651204 


Score 


131 








Exons 


2119. .2490 












GI Descrip. 


(AB026262) ring finger protein [Cicer 


arietinum] 









Seq. No. 


1171 




Seq. ID 


OJ990503_01.9A29.C37 


Gene No. 


2405 




Strand 




Start 


2199 




End 


4812 


Name 


OJ990503 01.9A2 9.C37.o2. 


gs Method 


GENSCAN 


Start 


2199 




End 


4812 


GI 


none 




Score 


. 92 


Exons 


2199. .2924, 


3335. .3468, 


3565. .3632, 4176. .4220, 4325. .4344, 




4503. .4565, 


4651. .4812 






Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29.C38 


Gene No. 


2406 




Strand 


+ 


Start 


151 




End 


4379 


Name 


OJ990503 01 


.9A29.C38.ol. 


gs Method 


GENSCAN 


Start 


151 




End 


4379 


GI 


none 




Score 


.73 


Exons 


151.. 156, 221.. 256, 320. 


.605, 1695.. 1750, 2726.. 3699, 4202. 


Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29.C38 


Gene' No. 


2407 




Strand 


+ 


Start 


6040 




End 


7595 


Name 


OJ990503 01 


.9A29.C38.o2. 


gs Method 


GENSCAN 


Start 


6040 




End 


7595 


GI 


none 




Score 


.73 


Exons 


6040. .6092, 


7523. .7595 






Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29.C38 


Gene No. 


2408 




Strand 


+ 


Start . 


9281 




End 


10859 


Name 


OJ990503 01 


.9A29.C38.ol. 


np Method 


AAT/NAP 


Start 


9281 




End 


10859 


GI 


4249380. 




Score 


254 


Exons 


9281. .9754, 


10793. .10859 




GI Descrip. 


(AC005966) 


ESTs gb|Z37637, gb|AA042498 


and gb|AA042269 come 




this gene. 


[Arabidopsis 


thaliana] 




Seq. No. 


1172 




Seq. ID 


OJ990503_01 . 9A29 . C38 



1211 



Gene No. 


2408 


Strand 


+ 


Start 


9281 


End 


10859 


Name 


OJ990503 01.9A29.C38.o3.gs 


Method 


GENSCAN 


Start 


9281 


End 


9850 


GI 


none 


Score 


.86 


Exons 


9281. .9850 






Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29.C38 


Gene No. 


2409 


Strand 


+ 


Start 


10768 


End 


11264 


Name 


OJ990503 01.9A29.C38.o4.gs 


Method 


GENSCAN 


Start 


10768 


' 'End 


11013 


GI 


none 


Score 


.89 


Exons 


10768.. 11013 






Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29.C38 


Gene No. 


2409 


Strand 


+ 


Start 


10768 


End 


11264 


Name 


OJ990503 01.9A29.C38.ol.gp 


Method 


AAT/GAP 


Start 


10771 


End 


11264 


GI 


LIB3433-015-Q6-K6-C4 


Score 


956 


Exons 


10771. .11264 






GI Descrip. 


, 5123950/emb ICAB4 5508.il 1. 


0e-10 (AL079349) endoxyloglucan 


transferase-like protein [Arabidopsis 


thaliana] 1 , • 


Seq. No. 


1172 


' Seq. ID 


OJ990503_0I. 9A29.C38 


Gene No. 


2410 


Strand 


+ 


Start 


15045 


End 


17347 


Name 


OJ990503 01.9A29.C38.o6.gs 


Method 


GENSCAN 


Start 


15045 


End 


17253 


GI 


none 


Score 


.44 


Exons 


15045. .15170, 15784.. 17253 






Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29.C38 


Gene No. 


2410 


Strand 


+ 


Start 


15045 


End 


17347 


Name 


• OJ990503 01.9A29.C38.o2.np 


Method 


AAT/NAP 


Start 


15720 


End 


17347 


GI 


6069646 


Score 


612 


Exons 


15720. .16075, 16358.. 17347 






GI Descrip. 


(AP000616) similar to putative reverse 


! transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1172 
2411 
11280 

OJ990503_01 . 9A29 .C38 .o5 .gs 
11280 
none 

11280. ,11429, 12005. .12309, 12353 .. 12380 , 12526 .. 12778 , 
.13215. .13408 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503 01.9A29.C38 



13408 
GENSCAN 
13408 
.79 



Seq. No. 
Gene No. 



1172 
2412 



Seq. ID 
Strand 



OJ990503 01.9A29.C38 



1212 




Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.o3.tm 


Method 


TBLASTX: Maize 




Start 


9278 


End 


9580 




GI 


none 


Score 


250 




Exons ' 


9278.. 9442, 9280.. 9417, 9347 


..9436, 9524. .9580, 9524. .9580 


Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.o2.tc 


Method 


TBLASTX: Cress 




Start 


9280 


End 


9607 




GI 


none 


Score 


142 




Exons 


9280.. 9405, 9281.. 9415, 9523 


..9594, 9524. .9607 




Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9280 


End 


9604 




GI 


none 


Score 


164 




Exons 


9280.. 9417, 9281.. 9415, 9524 


. .9604 






Seq. No. 


1172 


Seq. ID 


OJ990503JU.9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End . 


21996 




Name 


OJ990503 01.9A29.C38.ol.tm 


Method 


TBLASTX: Maize 




Start 


15721 


End 


16290 




GI 


none 


Score 






Exons 


15721. .16290, 15837. .15977, 


16020. .16223: 




Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.o3.ts 


Method 


TBLASTX : Soybean 




Start 


15910 


End 


16449 




GI 


none 


Score 


161 




Exons 


15910. .16260, 16267. .16290, 


16321. .16449 




Seq. No. 


1172 


Seq, t&' ' 


OJ990503_01..9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.o3.np 


Method 


AAT/NAP 




Start 


15925 


End 


21519 




GI 


3915635 


Score 


320 




Exons 


15925. .16015, 18172. .18300, 


18451. .18593, 19663 .. 198 64 , 






19948. .20046, 21411.. 21519 








GI Descrip. 


CYCLIN DELTA- 1 gi | 2995130 I emb | CAA58285 


I (X83369) cyclin 


delta 




[Arabidopsis thaliana] 








Seq. No. 


1172 


Seq. ID 


OJ990503_01.9A29. 


C38 


Gene No. 


2412 


Strand 






Start 


15925 


End 


21996 




Name 


OJ990503 01.9A29.C38.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15931 


End 


16371 




GI 


none 


Score 


256 




Exons 


15931. .16233, . 15933. .16223, 


16213. .16371, 16278.. 16367 





1213 




Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01.9A29.C38 


. o4 . tm 


Method 


' TBLASTX: Maize 




Start 


16302 




End 


16527 




GI 


none 




Score 


236 




Exons 


16302. .16526, 16303. 


.16527 








Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01.9A29.C38 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


16860 




End 


17139 




GI 


none 




Score 


319 




Exons 


16860. .17057, 16864-. 


.17139 








Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01.9A29.C38 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16873 




End 


17220 




GI 


none 




Score 


171 




Exons 


16873. .17061, 17173. 


.17220 








Seq. No. 


1172 




Seq. 1 ID. 


OJ990503_01. 9A29 


.C38- 


Gene No. 


2412 




Strand 






Start 


15925 




End . 


21996 




Name 


OJ990503 01.9A29.C38 


. o7 . gs 


Method 


GENSCAN 




Start 


18139 * 




End 


21996 




GI 


none 




Score 


.6 




Exons 


18139. .18300, 18451. 


.18621, 


19736. .19864, 21411 .. 214 97 , 






21595. .21996 










Seq. No. 


1172 




Seq. ID 


OJ990503_01.9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01 . 9A29 .C38 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


18451 




End 


19850 




GI 


none 




Score 


80 




Exons 


18451. .18471, 18503. 


.18592, 


18503. .18589, 18510 .. 18596, 






18520. .18597, 18543. 


.18590, 


19631. .19843, 19664 .. 1984 3, 






19668. .19850 










Seq. No. 


1172 




Seq. ID 


OJ990503JU.9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01.9A29.C38 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19667 




End 


21512. 




GI 


none 




Score 


108 




Exons 


19667. .19867, 19719. 


.19862, 


19936. .20037, 1994 6 .. 20038 , 






21411. .21512 










Seq. No. 


1172 




Seq. ID 


OJ990503_01. 9A29 


.C38 


Gene No. 


2412 




Strand 






Start 


15925 




End 


21996 




Name 


OJ990503 01.9A29.C38 


. ol . ts * 


Method 


TBLASTX : Soybean 




Start 


19667 




End 


21619 





1214 



GI 

Exons 



none Score 129 

19667. .19867, 19692 .. 198 65, 19945 .. 20034 , 19945 2004 6, 

19949. .20038, 21366. .21428, 21399 .. 21485 , 214 11 .. 21512 , 

21584 . .21619, 21592.. 21618 





Seq. No. 


1173 


Seq. ID 


OJ990503JD1. 


9A29.C39 




Gene No. 


2413 


Strand 


+ 






Start 


747 


End 


992 






Name 


OJ990503 01.9A29.C39.ol.gs 


Method 


GENSCAN 






Of- a y-4- 






-7 J 






GI 


none 


Score 


.97 






Exons 


747. .772, 890. .992 










Seq. No. 


1174 


Seq. ID 


OJ990503 JD1. 


9A29.C40 




Gene No. 


2414 


Strand 


+ 






Start 


84 


End 


489 






Name 


OJ990503 01.9A29.C40.ol.gs 


Method 


GENSCAN 






Start 


84 


End 


489 






GI 


none 


Score 


.64 






Hi 1 O 


84. .119, 4'42..489 










Seq. No. 


1175 


Seq. ID 


OJ990503_01. 


9A29.C43 




Gene No. 


2415 


Strand 


+ 






Start 


1 


End 


415 




'.:s? 


Name • 


OJ990503 01.9A29.C43.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


415 ' 




t 5 r; 
L i 5 


GI 


4880017 


" Score 


416 




i j-S 


Exons- 


1. .99, 263. .415 








; ; 3 


GI Descrip. 


5123950/emb |GAB45508.1| l.Oe- 


10 (AL079349) endoxyloglucan 


! j I 




transferase-like protein [Arabidopsis 


thaliana] 




hJ 


Seq. No. 


1175 


Seq. ID 


OJ990503_01. 


9A29.C43 


\ y 


Gene No. 


2416 


Strand 






■! 


Start 


1 


End 


463 






Name 


OJ990503 01.9A29.C43.ol.np 


Method 


AAT/NAP 




""' 


Start 


1 


End 


454 






GI 


5123949 


Score 


122 




• i; A 




1..102, 247. .454 










GI Descrip. 


(AL079349) endoxyloglucan transferase- 


■like protein 


[Arabidopsis 






thaliana] 










Seq. No. 


1175 


Seq. ID 


OJ990503_01. 


9A29.C43 




Gene No. 


2416 


Strand 








Start 


1 


End 


463 






Name ' 


OJ990503 01.9A29.C43.ol.gs 


Method 


GENSCAN 






Start 


13 


End 


463 






GI 


none 


Score 


.67 






Exons 


13. .102, 247. .463 










Seq. No. 


1176 


Seq. ID 


OJ990503_01. 


9A29.C44 




Gene No. 


2417 


Strand 


+ 






Start 


61 


End 


194 






Name 


OJ990503 01.9A29.C44.ol.gs 


Method 


GENSCAN 






Start 


61 


End 


194 






GI 


none 


Score 


.86 






Exons 


61. .194 









1215 




Seq. No. 


1177 






Seq. ID 


OJ990503_01 


.9A29. 


C45 




OL 1 ft 






Oil d VWJl 








Start 


747 






End 


909 






Name 


OJ990503 


01.9A29.C4 5 


.ol.gs 


Method 


GENSCAN 






Start 


747 






End 


909 






GI 


none 






Score 


.64 






Exons 


747. .909 














Seq. No. 


1178 






Seq. ID 


OJ990503_01 


.9A29. 


C46 


Gene No. 


2419 






Strand 


+ 






Start 


201 






End 


5302' 






Name 


OJ990503 


01.9A29.C46 


.ol.gs 


Method 


GEN SCAN 






Start 


201 






End 


5270 






GI 


none 






Score 


.78 






Exons 


201. .250, 


993. .1031, 


3767. 


3956, 4058. 


.4413, 4812. 


.5270 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9A29.C46.ol.np 



Seq. ID OJ990503_01.9A29.C46 
Strand + 
End 5302 
Method AAT/NAP 
End 5302 
Score 651 

4812. .5302 

methyltransf erase-like 1 (S. cerevisiae) 

gi|4512325|dbj IBAA75230.il (AB023619) methyltransf erase related 
protein [Mus musculus] 



1178 
2419 
201 

OJ990503_01 
4120 
6754682 
4120. .4413, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990503_01.9A29.C46 



01.9A29.C46 



1178 

2420 ' Strand + 

10685 End 12568 

OJ990503JD1. 9A29.C46.o3.gs Method GENSCAN 

10685 End 12568 

none Score . 67 

10685. .10919, 11034. .11201, 12342 ... 12568 

1178 Seq. ID OJ990503_ 

2420 Strand + 

10685 End 12568 

OJ990503_01.9A29.C46.o3.np Method AAT/NAP 
10853 End 12526 

732311 Score 158 

10853. .10919, 11034. .11201, 12345.. 12526 

HYPOTHETICAL 15.7 KD PROTEIN IN PBPD-COMA INTERGENIC REGION 
(ORF2) gi | 1075880 | pir | IB55220 pbpD 3 ? -region hypothetical 
protein - Bacillus subtilis gi 1 520537 (U11882) unknown [Bacillus 
subtilis] gi| 1934785 | emb | CAB07916 | (Z93933) unknown [Bacillus 
subtilis] gi|2635646|emb|CAB15139| (Z99120) alternate gene name: 
yugD [Bacillus subtilis] 



-Seq. No. 1178 Seq. ID 

Gene No. 2421 Strand 

Start 6139 End 

Name OJ990503_01 . 9A2 9 . C4 6 . o2 . tm Method 

Start 4141 End 

GI none Score 

Exons 4141.. 4347, 4146.. 4346 ,. 



OJ990503_01.9A29.C46 
8120 

TBLASTX: Maize 

4347 

303 



1216 



Seq. No. 1178 

Gene No. 2421 

Start 6139 

Name OJ990503_01 . 9A29.C4 6. o2 . ts 

Start 4144 

GI none 

Exons 4144.. 4266, 4146.. 4268, 4309. 

4835. .4930, 4836. .4940 



Seq. ID OJ990503_01.9A29.C46 
Strand 

End 8120 

Method TBLASTX : Soybean 

End 4 94 0 

Score 192 

.4416, 4359. .4415, 4809. .4835, 



Seq. No. 1178 

Gene No. 2421 

Start 6139 

Name OJ990503_01 . 9A2 9 . C4 6 . o3 . tc 

Start 4144 

GI none 

Exons 4144.. 4260, 4146. .4241, 4303. 
4848. .4910 



Seq. ID OJ990503_01.9A29.C46 
Strand 

End - 8120 

Method TBLASTX : Cress 

End 4 910 

Score 179 

.4416, 4359. .4415, 4809. .4859, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons * 



1178 
2421 
6139 

OJ990503_01. 

4348 

none 

4348. .4425, 
5038. .5280, 



9A29.C4 6.ol. tm 



4363. .4416, 
5167. .5280 



4809. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5267, 



OJ990503 01.9A29.C46 



8120 

TBLASTX: Maize 
5280 
77 

48.09.. 5258, 4814.. 5266, 



Seq. No. 1178 

L2 Gene No. ■ 2421 " 

^ Start 6139 

LJ Name OJ990503_01 . 9A2 9 . C4 6 . ol . tc 

;J Start 4973 

rji GI none 

: Le 

Exons 



Seq. ID OJ990503_01.9A29.C46 



Strand 
End 

Method 

End 

Score 



8120 

TBLASTX: Cress 

5260 

406 



4973. .5254, 4974. .5258, 4974. .5255, 5168. .5260 



Seq. No. 1178 Seq. ID 

Gene No. 2421 Strand 

Start 6139 End 

Name OJ990503_01. 9A29.C4 6.o2.gs Method 

Start 6139 End 

GI none Score 
Exons 



OJ990503_01.9A29.C46 

8120 
GENSCAN 
8120 
. 65 



6139.. 6243, 6511.. 6609, 6700.. 6798, 7009.. 7107, 7270.. 7368, 
7518. .7597, 7724. .8120 



Seq. No. 1178 

Gene No. 2421 

Start 6139 

Name OJ990503_01 . 9A29 . C4 6 . o2 . np 

Start 6145 

GI 5911312 

Exons 6145.. 6243, 6511.. 6609, 6700. 

7518. .7597, 7727. .7885 

GI Descrip. (AF026167) ankyrin repeat protein EMB506 [Arabidopsis thaliana] 



OJ990503_01.9A29.C46 

8120 
AAT/NAP 
7885 . 
550 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6798, 7009.. 7107, 7270. .7368, 



Seq. No. 
Gene No. 
Start 



1178 
2421 
6139 



Seq. ID 

Strand 

End 



OJ990503 01.9A29.C46 



8120 



1217 



Name 

Start 

GI 

Exons 



OJ990503_01 . 9A29 . C4 6 . o2 . tc Method TBLASTX : Cress 
6157 End 6801 

none Score 65 

6157. .6246, 6158. .6244, 6509. .6610, 6509. .6604, 6511. .6612, 
6511.. 6609, 6697.. 6780, 6700.. 6801, 6740.. 6799 



Seq. No. 1178 

Gene No. 2422 

Start 10865 

Name OJ990503_01 . 9A29 . C4 6 . ol . ts 

Start 10865 

GI none 
Exons 



Seq. ID OJ990503_01.9A29.C46 
Strand 

End 11200 

Method TBLASTX : Soybean 

End 11200 

Score 88 



10865. .10921, 10873. .10923, 11002. .11094, 11021. .11200, 
11023. .11199 



'is? 
:'.t I 



rii 



Seq. No. 


1179 




Seq. ID 


OJ990503 


_01 


Gene No. 


2423 




Strand 


+ 




Start 


3451 




End 


3717 




Name 


OJ990503 01.9A29. 


C47 .ol.gp 


Method 


AAT/GAP 




Start 


3451 




End 


3717 




GI 


none 




Score 


504 




Exons 


3451. .3717 










Seq. No. 


1179 




Seq. ID 


OJ990503 


_01 


Gene No. - 


2424 




Strand 






Start 


1 




End. 


3139 




Name 


OJ990503 01.9A29. 


C47 .ol.np 


Method 


AAT/NAP 




Start 


1 




End 


3139 




GI 


5091544 




Score 


652 




Exons 


1..131, 579. .915, 


1005. .1067 


, 1405.. 1535, 1599. 


.17; 




2232. .2601, 2778. 


.2939, 3027 


. .3139 






GI Descrip. 


(AC007067) T10O24 


.13 [Arabidopsis thaliana] 




Seq. No. 


1179 




Seq. ID 


OJ990503 


_ 01 


Gene No. 


2425 




Strand 






Start 


4095 




End 


4603 




Name 


OJ990503 01.9A29. 


C47 ,o2.gp 


Method 


AAT/GAP 




Start 


4095 




End 


4603 




GI 


uC-osflcyp032h03bl 


Score 


932 




Exons 


4095. .4603 










GI Descrip. 


'283442/pir MA40215 5.0e-09 


TcD antigen - Trypanosi 


Seq. No. 


1179 




Seq. ID 


OJ990503 


_01 


Gene No. 


2426 




Strand 






Start 


7102 




End 


9393 




Name 


OJ990503 01.9A29. 


C47.o2.np 


Method 


AAT/NAP 




Start 


7102 




End 


9393 




GI 


4105772 




Score 


525 




Exons 


7102. .7317, 7931. 


.8031, 8292 


..8421, 9259.-9393 




GI Descrip. 


(AF049917) PGP9B 


[Petunia x 


hybrida] 






Seq. No. 


1179 




Seq. ID 


OJ990503 


_01 


Gene No. 


2427 




Strand 






Start 


10668 




•End 


16497 




Name 


OJ990503 01.9A29. 


C47 .o4 .tm 


Method 


TBLASTX : 1 


Mai 


Start 


3832 




End 


6099 




GI 


none 




Score 


86 





1218 



Exons 



3832..3999, 3877.. 4101, 3921.. 4097, 3921. 

3951. .4163, 3961. .4221, 3985. .4020, 3994, 

4023. .4277, 4024. .4281, 4062. .4106, 4084. 

4138. .4311, 4152. .4316, 4158. .4256, 4201. 

4204. .4422, 4224. .4259, 4264 44 91, 4 324 . 

4339. .4482, 4346. .4480, 4362. .4481, 5600. 



4043, 3928. .4161, 

4221, 4021. .4281, 

4341, 4098. .4301, 

,4422, 4203. .4301, 

,4575, 4338. .4481, 

5773, 5875.. 6099 



Seq. No. 1179 
Gene No. 2427 
Start 10668 

Name 0 J990503_01 . 9A29 . C47 . ol . tm 

Start 4682 
GI none 

Exons 4682.. 4738, 4699.-4866, 4704 

4786..4833, 4807. .5142, 4880. .5047, 4897. .5136, 5211 
5269.-5325, 5304. .5369, 5334. .5426, 5344. .5430, 5437 
5442. .5549 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503 01.9A29.C47 



16497 

TBLASTX: Maize 

5550 

40 



,4805, 4746.-4856, 4774. 



.5097, 
,5231, 
.5550, 



□ 
□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1179 
2427 
10668 

OJ990503_01.9A29.C47.oZ.tc 

7124 
none 

7124. .7327, 7129. .7326, 7144. 
7929.. 8006, 8305.. 8418, 8320. 
9262.. 9387, 9263.-9379 

1179 
2427 
10668 

OJ990503_01.9A29.C47.o2.ts 

7138 

none 

7138-.7284, 7142. .7291, 7144, 
7920.. 8006, 7922.. 8005, 7925. 
8321.. 8428, 9256.. 9381, 9262. 

1179 
2427 
10668 

OJ990503_01. 9A29.C47.o2.tm 

7171 

none 

7171.. 7308, 7216.. 7320, 7217. 

7925.. 8017, 7929.. 8015, 8152. 

8322..8423, 9259.. 9387, 9260, 



Seq. ID OJ990503_01.9A29.C47 
Strand 

End 16497 
Method TBLASTX : Cress 
End 9387 
Score 92 

.7296, 7922.. 8005, 7925.. .,7990,- 
.8427, 8321.. 8428, 9256.-9387, 



Seq. ID OJ990503_01.9A29.C47 
Strand 

End 16497 

Method TBLASTX : Soybean 

End 9387 

Score 66 

.7296, 7153. .7320, 7157. .7327, 
.7999, 8290.. 8418, 8305. .8427, 
.9387, 9263..9379 

Seq. ID OJ990503_01.9A29.C47 
Strand 

End 16497 
Method TBLASTX: Maize 
End 9387 
Score 139 

.7318, 7906. .8004, 7922. .8014, 
.8187, 8302. .8427, 8303. .8422, 
.9379, 9262.. 9381, 9278. .9379 



Seq. No. 1179 Seq. ID 

Gene No. 2427 Strand 

Start 10668 End 

Name 0 J9 90 5 0 3_0 1 . 9A2 9 . C4 7 . o2 . gs Method 

Start 10668 End 

GI none Score 
Exons 



OJ990503_01 . 9A29 . C47 

16497 
GENS CAN 
16497 
.5 



10668. .10695, 10972. . 1117 6, 11201 .. 1 1356, 11702 .. 11756, 
12273. .12299, 12785 .. 12985, 13000 .. 1327 9, 14 194 .. 14583, 
14883. .15082, 15231. .15331, 15476 .. 15674 , 164 65. .164 97 



1219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1179 Seq. ID OJ990503_01.9A29.C47 

2427 Strand 

10668 End 16497 

OJ990503_01 . 9A2 9 . C4 7 . o4 . np Method AAT/NAP 

14178 End 15683 

5123949 Score 566 

14178. .14583, 14 883 15064 , 15219 .. 15331, 15476. .15683 

(AL079349) endoxyloglucan transf erase-like protein [Arabidopsis 

thaliana] 



Seq. No. 1179 

Gene No. 2427 

Start 10668 

Name OJ990503_01 . 9A29 . C4 7 . o3 . tm 

Start 14412 

GI none 

Exons 14412. .14510, 14419 .. 14508 , 
15219.. 15335 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_01.9A29.C47 
16497 

TBLASTX: Maize 

15335 

77 



14882. .15052, 14895 .. 15017, 





Seq. No. 


1179 




Seq. ID 


OJ990503_01.9A29.C47 




Gene No. 


2427 




Strand 






Start 


10668 




End 


16497 




Name 


OJ990503 01.9A29.C47 


. ol . tc 


Method 


TBLASTX: Cress 


=3 


Start 


14807 




End,;- . 


'ri5061- .. 


a 


GI 


none 




Score 


.78 


: u 


Exons 


14807. .15061, 14880. 


.15017 






: s* 
-J 


Seq. No. 


1179 




Seq. ID 


OJ990503_01.9A29.C47 




Gene No. 


2427 




Strand 




; y 


Start 


10668 




End 


16497 


S3, 


Name 


OJ990503 01.9A29.C47 


.ol.ts 


Method 


TBLASTX : Soybean 


'U 


Start 


14840 




End 


15052 


GI 


none 




Score 


92 


; sl 

E 

is? 


Exons 


14840. .15052, 14877. 


.15023 






: 


Seq. No. 


1179 




Seq. ID 


0 J 9 9 0 5 0 3_0 1 . 9 A2 9 . C 4 7 




Gene No. 


2427 




Strand 




St. 

J 


Start 


10668 




End 


16497 


1 


Name 


OJ990503 01.9A29.C47 


. o3 . gp 


Method 


AAT/GAP 


3 


Start 


14911 




End 


15644 




GI 


4880017 




Score 


696 




Exons 


14911. .15082, 15231. 


.15323, 


15487. .15644 




GI Descrip. 


5123950/emb|CAB45508 


.11 l.Oe 


-10 (AL079349) endoxyloglucan 



transf erase-like protein [Arabidopsis thaliana] 



Seq. No. 1180 Seq. ID 

Gene No. 2428 Strand 

Start 302 End 

Name OJ990503_01. 9A2 9 . C48 . ol . gp Method 

Start 302 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 302. .420 

GI Descrip'. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990503_01. 9A2 9.C48 
+ 

420 

AAT/GAP 

420 

153 



1220 



• 



Seq. No. 


1180 






Seq. ID 


OJ990503 


_01. 


.9A29 


.C48 


Gene No. 


2429 






Strand 


+ 








Start 


1971 






End 


2160 








Name 


OJ990503 01.9A29. 


C48.o2 


.gp 


Method 


AAT/GAP 








Start 


1971 






End 


2160 








GI 


none 






Score 


359 








Exons 


1971. .2160 
















Seq. No. 


1180 






Seq. ID 


OJ990503_ 


_01. 


,9A29 


.C48 


Gene No. 


2430 






Strand 


+ 








Start 


8144 






End 


9178 








Name 


OJ990503 01.9A29. 


C48.o2 


.gs 


Method 


GEN SCAN 








Start 


8144 






End 


9178 








GI 


none 






Score 


.85 








Exons 


8144. .8695, 9014. 


.9178 














Seq. No. 


1180 






Seq. ID 


OJ990503 


_01. 


.9A29 


.C48 


Gene No. 


2431 






Strand 


+ 








Start 


13383 






End 


13639 








Name 


OJ990503 01.9A29. 


C48.o3 


.gp 


Method 


AAT/GAP 








Start 


13383 






End 


13639 








GI 


969000 






Score 


401 








Exons 


13383. .13639 

















";Z- Seq. : No. 

;^ Gene No. 

£M Start 

fU Name 

□ Start 

: ~l GI 

"~ Exons 



□ Seq. No. 
V! Gene No. 
: '2 Start 

l? 7 Name 

Q Start 

□ GI 

! ! i Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



1180 '."..I-. 

2432 

1342 

OJ990503_01. 9A29.C48.ol.gs 

1342 

none 

1342. .1413, 2451. .2552, 2654, 
3176. .3250, 3900. .3959, 4488. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 01.9A29..C48 



8536 
GENSCAN 
7564 
.91 

.2734, 2817. .2912, 2990. .3094, 
.4618, 4703. .4778, 5841. .5987, 



6316.. 6399, 6976. .7113, 7261.. 7319, 7438.. 7564 



1180 



2432 - 
1342 

OJ990503_01. 9A29.C48.ol.np 
2309 
5091543 

2309. .2374, 2451. .2552, 2654. .2734, 2817. .3094, 3176. 
3900. .4056, 4485. .4618, 4703. .4778, 5918. .5987, 6247. 
6501. .6575, 6976. .7113, 7261. .7319, 7438. .7688, 8262. 
(AC007067) T10O24.12 [Arabidopsis thaliana] 



Seq. ID OJ990503_01.9A29.C48 
Strand 
End 

Method 
End 
Score 



8536 
AAT/NAP 
8536 
1221 



,3250, 
,6399, 
,8536 



1180 
2433 
11190 

OJ990503_01 . 9A29 . C48 . o2 . np 
11190 • - 

2245128 
11190. .12179 

(Z97344) peroxidase like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503 01.9A29.C48 



12179 
AAT/NAP 
12179 
867 



1180 
2434 
14143 



Seq. ID 

Strand 

End 



OJ990503 01.9A29.C48 



14213 



1221 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



OJ990503_01 . 9A2 9 . C48 . o3 . tm 

2305 

none 

2305. .2376, 2324.. 2377, 2428. 
2654. .2695, 2658. .2696 

1180 
2434 
14143 

OJ990503_01 . 9A29 . C4 8 . o2 . ts 

2317 

none 

2317. .2379, 2324. .2377, 2449. 
2519.. 2557, 2652.. 2735, 2654. 
2986. .3054, 2987. .3055, 2991. 



Method TBLASTX: Maize 
End 2696 
Score 84 

.2505, 2445. .2555, 2511. .2552, 



Seq. ID- OJ990503_01.9A29.C48 
Strand 

End 14213 

Method TBLASTX : Soybean 

End 3962 

Score 4 8 

.2553, 2451.. 2555, 2452.. 2502, 
.2740, 2803. .2913, 2817. .2915, 
.3053, 2991.. 3056, 3900.. 3962 



Seq. No. 1180 

Gene No. 2434 

Start 14143 

Name OJ990503_01 . 9A2 9 . C4 8 . o2 . tm 

Start 3912 

GI none 

Exons 3912.. 3995, 4484. 

4688.-4768, 4701, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_01.9A29.C48 
14213 

TBLASTX: Maize 

4773 

72 



,4621, 4488. .4619, 4489. 
,4772, 4702. .4773 



.4623, 4671. .4772, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1180 
2434 
14143 

OJ990503_01 . 9A29 . C48 . ol . tm 

11193 

none 

11193. .11531, 11194. .11337, 
11553. .11777, 11560. .11709, 
11767. .12021 



1180 
2434 
14143 

OJ990503_01 . 9A29 . C48 . ol . tc 

11202 

none 

11202. .11444, 11478. .11531, 
11937. .12110, 11965.. 12081 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11277. .11393, 11401 
11679. .12020, 11736 



OJ990503_01.9A29.C48 
14213 

TBLASTX: Maize 
12021 
110 

11532, 
11951, 



Seq. ID OJ990503_01.9A29.C48 
Strand 

End 14213 

Method TBLASTX: Cress 

End 12110 

Score 4 7 
11553. .11921, 11767. .11919, 



Seq. No. 1180 

Gene No. 2434 

Start 14143 

Name OJ990503_01 . 9A2 9 . C4 8 . ol . t s 

Start 11214 

GI none 

Exons 11214. .11465, 11484 .. 11531, 
11883. .12110, 11884.. 12081 



Seq. ID OJ990503_01.9A29.C48 
Strand 

End 14213 

Method TBLASTX: Soybean 

End 12110 

Score 78 
11553. .11834, 11569. .11655, 



Seq. No. 1180 

Gene No. 2434 

Start 14143 

Name OJ990503 01 . 9A29 . C48 . ol . tw 



Seq. ID OJ990503_01.9A29.C48 
Strand 

End 14213 

Method TBLASTX : Wheat 



1222 



Start 


11553 


End 


12104 






GI 


none 


Score 


68 






Exons 


11553. .12104, 11569. .11691, 


11754. .11900, 11767 


. .12081 




Seq. No. 


1180 


Seq. ID 


OJ990503 


JD1.9A29. 


C48 


Gene No. 


2434 


Strand 








Start 


14143 


End 


14213 






Name 


OJ990503 01.9A29.C48.o4.tm 


Method 


TBLASTX:! 


Maize 




Start 


13891 


End 


14213 






GI 


none 


Score 


139 






Exons 


13891. .14211, 13900. .14034, 


13910. .14212, 14094 


. .14213 




Seq. No. 


1180 


Seq. ID 


OJ990503 


_01.9A29. 


C48 


Gene No. 


2434 


Strand 








Start 


14143 


End 


14213 






Name 


OJ990503 01.9A29.C48.o4.gp 


Method 


AAT/GAP 






Start 


14143 


End 


14204 






GI 


LIB34 34-010-P1-K1-F1 


Score 


93 






Exons 


14143. .14204 










GI Descrip. 


•2829865 4.0e-41 (AC002396) 


N-terminal 


region similar tc 


i DNA- 




proteins [Arabidopsis thaliana] 1 








Seq. No. 


1181 


Seq. ID 


OJ990503 


01. 9A29. 


C49 


Gene No. 


2435 


Strand 


+ 






Start 


581 


End 


748 






Name 


OJ990503 01.9A29..C4 9.ol.gs 


Method 


GEN SCAN 






Start 


581 


End 


748 






GI 


none 


Score 


.48 






Exons 


581. .748 










Seq. No. 


1181 


Seq. ID 


OJ990503 


01.9A29. 


C49 


Gene No. 


2436 


Strand 








Start 


1023 


End 


1228 






Name 


OJ990503 01.9A29.C49.ol.np 


Method 


AAT/NAP 






Start 


1023 


End 


1228 






GI 


6539571 


Score 


60 






Exons 


1023. .1228 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1181 


Seq. ID 


OJ990503 


_01.9A29. 


C49 


Gene No. 


2437 


Strand 








Start 


2678 


End 


2846 






Name 


OJ990503 01.9A29.C49.o2.gs 


Method 


GENSCAN 






Start 


2678 


End 


2846 






GI 


none 


Score 


.92 






Exons 


2678. .2846 










Seq. No. 


1182 


Seq. ID 


OJ990503 


_01.9A29. 


C50 


Gene No. 


2438 


Strand 


+ 






Start 


1185 


End 


1526 






Name 


OJ990503 01.9A29.C50.ol.gs 


Method 


GENSCAN 






Start 


1185 


End 


1526 






GI 


none 


Score 


.4 






Exons 


1185. .1526 










Seq. No. 


.1182 


Seq. ID 


OJ990503_ 


JU.9A2 9. 


C50 


Gene No. 


2439 


Strand 









1223 



Start 
Name 
Start 
GI 

Exons 



3427 End 

OJ990503_01 . 9A29 . C50 . ol . tm Method 

2426 End 

none Score 



3604 

TBLASTX: Maize 

2811 

293 



2426. .2707, 2430. .2708, 2503. .2715, 2741. .2809, 2746. .2811, 
2747. .2809, 2748. .2810 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1182 Seq. ID 

2439 Strand 

3427 End 

OJ990503_01 . 9A2 9 . C50 . ol . np Method 

2562 End 

4741200 Score 



OJ990503_01.9A29.C50 

3604 . 
AAT/NAP 
3604 
48 



2562. .2659, 2708. .2773, 3521. .3604 

(AL049746) hypothetical protein [Arabidopsis thaliana] 



1182 Seq. ID 

2439 Strand 

3427 End 
OJ990503_01 . 9A29 . C50 . o2 . gs Method 

3427 End 

none Score 
3427. .3523 



OJ990503_01.9A29.C50 

3604 
GEN SCAN 
3523 
.61 



•i cr 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1183 . Seq. ID. OJ990503_01.9A29.C51 

2440 Strand 

'1' End 1740 

OJ990503_01.9A29.C51.ol.np Method AAT/NAP 

1 End 319 

4741200 Score 90 
1. .319 

(AL049746) hypothetical protein [Arabidopsis thaliana] 

1183 Seq. ID OJ990503_01.9A29.C51 

2440 Strand 

1 End 1740 

OJ990503_01 . 9A29 . C51 . o2 . np Method AAT/NAP 

1 End 508 

6016874 Score 61 

1..136, 402. .508 

(AP000570) ESTs C19143 (E100Z0 ) , D25076 (R3-116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 1183 * Seq. ID 

Gene No. 24.40 Strand 

Start 1 End 

Name OJ990503_01 . 9A29 . C51.ol.gs Method 

Start 4 6 End 

GI none Score 

Exons .46.. 455, 1143.. 1228, 1652.. 1740 



OJ990503_01 . 9A29.C51 

1740 
GENSCAN 
174 0 
.83 



Seq. No. 1184 

Gene No. 2441 

Start 417 

Name OJ990503_01 . 9A29 . C52 . ol . gs 

Start 417 



Seq. ID OJ990503_01.9A29.C52 
Strand 

End 470 

Method GENSCAN 

End 4 70 



1224 




GI 


none 




Score 


.41 








Exons 


417. .470 














Seq. No. 


1185 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C53 


Gene No. 


2442 




Strand 


+ 








Start 


587 




End 


1094 








Name 


OJ990503 01.9A29.C53 


.ol . gs 


Method 


GEN SCAN 








Start 


587 




End 


1094 








GI 


none 




Score 


.8 








Exons 


587.. 677, 1021.. 1094 














Seq. No. 


1186 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C56 


Gene No. 


2443 




Strand 


+ 








Start 


125 




End 


398 








Name 


OJ990503 01.9A29.C56 


.ol.gs 


Method 


GENSCAN 








Start 


125 




End 


398 








GI 


none 




Score 


.76 








Exons 


125.. 398 














Seq. No. 


1187 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C57 


Gene No. 


2444 




Strand 


+ 








Start 


173 




End 


484 








Name 


• OJ990503 01.9A29.C57 


.ol.gs 


Method 


GENSCAN 








Start 


173 




End 


484 








GI 


none 




: Score . 


.86 








Exons 


173.. 484 














Seq. No. . 


1188. 




* Seq. ID 


OJ99.0503_ 


_01. 


9A29. 


C58 


Gene- No. 


2445 




. Strand 


+ 








Start 


143 




End 


244 








Name 


OJ990503 01.9A29.C58 


. ol . gs 


Method 


GENSCAN 








Start 


143 




End 


244 








GI 


none 




Score 


.61 








Exons 


143. .244 














Seq. No. 


1189 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C60 


Gene No. 


2446 




Strand 


+ 








Start 


1 




End 


976 








Name 


OJ990503 01.9A29.C60 


.ol.np 


Method 


AAT/NAP 








Start 


1 




End 


97 6 








GI 


5091544 




Score 


220 








Exons 


1..27, 540. .626, 721 


. .805, 


881. .976 










GI Descrip. 


(AC007067) T10O24.13 


[Arabidopsis thaliana] 








Seq. No. 


1190 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C61 


Gene No. 


2447 




Strand 










Start 


74 




End 


762 . 








Name 


OJ990503 01.9A29.C61 


. ol . gs 


Method 


GENSCAN 








Start 


74 




End 


762 








GI 


none 




Score 


.75 








Exons 


74. .180, 717. .762 














Seq. No. 


1191 




Seq. ID 


OJ990503_ 


_01. 


9A29. 


C62 


Gene No. 


2448 




Strand 










Start 


154 




End 


606 








Name 


OJ990503 01.9A29.C62 


.ol.gs 


Method 


GENSCAN 








Start 


154 




End 


597 









1225 



GI 


none 


Score 


.97 




Exons 


154. .597 








Seq. No. 


1191 


Seq. ID 


OJ990503JD1.9A29 


.C62 


Gene No. 


2448 


Strand 






btart 


1 A 


End 


606 




Name 


OJ990503 01.9A29.C62.ol.np 


Method 


AAT/NAP 




Start 


183 


End 


606 




GI 


4741199 


Score 


164 




Exons 


183. .606 








GI Descrip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1191 


Seq. ID 


OJ990503_01.9A29 


.C62 


Gene No . 


O A A O 

Z4 4 o 


Strand 






Start 


154 


End 


606 




Name 


OJ990503 01.9A29.C62.ol.tm 


Method 


TBLASTX: Maize 




Start 


223 


End 


594 




GI 


none 


Score 


60 




Exons 


223. .267, 304. .378, 350. .505 


, 358.. 471 


, 511. .594 




Seq. No. 


1192 


Seq. ID 


OJ990503_01.9A29 


.C63 


Gene No. 


2449 


Strand 


+ 




Start 


1 


End 


258 




Name 


OJ990503 01.9A29.C63.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


258 




GI 


4581164 


Score 


137 




Exons 


1. .258 








GI . Descrip. 


(AC006220) putative retroelement pol polyprotein [Arabidops 




thaliana] 








Seq. No. 


1192 


Seq. ID 


OJ990503_01. 9A29 


.C63 


Gene No. 


2449 


Strand 


+ 




Start 


1 


End 


258 




Name 


OJ990503 01.9A29.C63.ol.tm 


Method 


TBLASTX: Maize 




Start 


4 


End 


249 




GI 


none 


Score 


240 




Exons 


4. .249, 24. .113, 138. .200 








Seq. No. 


1192 


Seq[. ID 


OJ990503_01. 9A29 


.C63 


Gene No. 


2449 


Strand 


+ 




Start 


1 


End 


258 




Name 


OJ990503 01.9A29.C63.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4 


End 


249 




GI 


none 


Score 


190 




Exons 


4. .249, 69. .179 








Seq. No. 


1193 


Seq. ID 


OJ990503JD1.9A29 


.C64 


Gene No. 


2450 


Strand 






Start 


538 


End 


693 




Name 


OJ990503 01.9A29.C64.ol.tm 


Method 


TBLASTX: Maize 




Start 


538 


End 


693 




GI 


none 


Score 


81 




Exons 


538. .693, 542. .652, 615. .689 








Seq. No. 


1194 


Seq. ID 


OJ990503_01.9A29 


.C66 


Gene No. 


2451 


Strand 






Start 


321 


End 


439 





1226 






Name 


OJ990503 01.9A29.C66 


.ol.gs 


Method 


GEN SCAN 








Start 


321 




End 


439 








GI 


none 




Score 


.91 








Exons 


321. .439 














Seq. No. 


1195 




Seq. ID 


OJ990503_01 


9A29. 


C68 




vjene wo . 






O T-.XTa.na 


_{_ 

i 








Start 


84 




End 


353 








Name 


OJ990503 01.9A29.C68 


.ol.gs 


Method 


GENSCAN 








Start 


84 




End 


353 








GI 


none 




Score 


.52 








Exons 


84. .353 














Seq. No. 


1196 




Seq. ID 


OJ990503_01 


9A29. 


C71 




Gene No. 


2453 




Strand 


+ 










i 

X 




End 


696 








Name 


OJ990503 01.9A29.C71 


. ol.np 


Method 


AAT/NAP 








Start 


1 




End 


696 








■GI 


5091544 




Score 


147 








Exons 


1..44, 408. .498, 555 


. .696 












GI Descrip. 


(AC007067) T10O24.13 


[Arabidopsis thaliana] 








Seq. No. 


1197 




Seq. ID 


OJ990503_01 


9A2 9. 


C73 




Gene No. 


2454 




Strand 










C-f- -J v-4- 

OLalL 


1 






, 645 








Name 


OJ990503 01.9A29.C73 


.ol.np 


Method 


AAT/NAP 






: : I 


Start 


1 ' 




End 


645 






"1! 


GI 


5070280 




Score 


111 






: y 

; : =i 


Exons 


1. .59, 187. .297, 520 


. .645 










{ :=? 
! : E 


GI Descrip. 


(AF116849) LIM domain protein WLIM-1 


[Helianthus annuus] 






Seq. No. 


1197 




Seq. ID 


OJ990503_01 


9A29. 


C73 




Lrene jno . 


2454 




Strand 








Start 


1 




End 


645 








Name 


OJ990503 01.9A29.C73 


. ol.tm 


Method 


TBLASTX: Maize 




J 


Start 


164 




End 


289 






■'i. t 


GI 


none 




Score 


169 






L -3. 


Exons 


164. .289, 165. .284, 


184. .285 










:3 

;«j 


Seq. No. 


1197 




Seq. ID 


OJ990503_01 


9A29. 


C73 




laene cmo . 


2454 




Strand 








;3 


Start 


1 




End 


645 








Name 


OJ990503 01.9A29.C73 


.ol.gs 


Method 


GENSCAN 








Start 


187 




End 


546 








GI 


none 




Score 


.72 








Exons 


187. .283, S38..546 














Seq. No. 


1198 




Seq. ID 


OJ990503_01 


9A29. 


C76 




oene no . 


2455 




Strand 


+ 








Start 


384 




End 


571 








Name 


OJ990503 01.9A29.C76 


.ol.gp 


Method 


AAT/GAP 








Start 


384 




End 


571 








GI 


none 




Score 


305 








Exons 


384. .571' 














Seq. No. 


1199 




Seq. ID 


OJ990503_01. 


9A29. 


C79 




Gene No. 


2456 




Strand 


+ 







1227 






Start 


397 






End 


719 






Name 


OJ990503 01.9A29.C79 


.ol. 


.gs 


Method 


GENSCAN 






Start 


397 






End 


719 






GI 


none 






Score 


.5 






Exons 


397. .423, 605. .719 














Seq. No. 


1200 






Seq. ID 


OJ990503_01.9A29 


.C83 




Gene No. 


2457 






Strand 


+ 






Start 


143 






End 


229 






Name 


. OJ990503 01.9A29.C83 


.ol. 


. gs 


Method 


GENSCAN 






Start 


143 






End 


229 






GI 


none 






Score- 


.86 






Exons 


143. .229 














Seq. No. 


1201 






Seq. ID 


OJ990503_01.9A29 


.C84 




Gene No. 


2458 






Strand 








Start 


277 






End 


327 






Name 


OJ990503 01.9A29.C84 


.ol, 


.gs 


Method 


GENSCAN 






Start 


277 






End 


327 






GI 


none 






Score 


.85 






Exons 


277. .327 














Seq. No. 


1202 






Seq. ID 


OJ990503_01.9A29 


.C86 




Gene No. 


2459 






Strand 


+ 




Q 


Start 


46 






End.. . 


297 




T.-T1'" 


Name 


OJ990503 01.9A29.C86 


.ol. 


.gs 


Method 


GENSCAN' 




en . 


Start 


'4 6., 






End 


297 




r\l 


GI 


none 






Score 


.86 




i =? 

-a ~: 


Exons 


46. .297 














Seq. No. 


1203 






Seq. ID 


OJ990503_01.9A29 


.C87 




Gene No. 


2460 






Strand 






r y 


Start 


1 






End 


262 




Name 


OJ990503 01.9A29.C87 


.ol, 


.np 


Method 


AAT/NAP 






Start 


1 






End 


262 




u 

: i t 


GI 


2829863 






Score 


197 




• '-t 


Exons 


1. .262 














GI Descrip. 


(AC002396) Putative 


peroxidase [Arabidopsis thaliana] 




i* ~i 


Seq. No. 


1203 






Seq. ID 


OJ990503_01.9A29 


.C87 




Gene No. 


2460 






Strand 








Start 


1 






End 


262 






Name 


OJ990503 01.9A29.C87 


.ol, 


.tc 


Method 


TBLASTX: Cress 






Start 


2 






End 


208 






GI 


none 






. Score 


125 






Exons 


2. .208, 6. .173 














Seq. No. 


1203 






Seq. ID 


OJ990503_01.9A29 


.C87 




Gene No. 


2460 






Strand 








Start 


1 






End 


262 






Name 


OJ990503 01.9A29.C87 


.ol, 


,tm 


Method 


TBLASTX: Maize 






Start 


2 






End 


199 






GI 


none 






Score 


171 






Exons 


2. .199, 30. .173 














Seq. No. 


1203 






Seq. ID 


OJ990503_01.9A29 


.C87 




Gene No. 


2460 






Strand 







1228 






Start 


1 


End 


262 




Name 


OJ990503 01.9A29.C87.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


262 




GI 


none 


Score 


.99 




Exons 


51. .262 








Seq. No. 


1204 


Seq. ID 


OJ990503_01.9A29.C88 




Gene No. 


2461 


Strand 






Start 


53 


End 


4 D 1 




Name 


OJ990503 01.9A29.C88.ol.np 


Method 


AAT/NAP 




Start 


47 


End 


457 




GI 


3043422 


. Score 


183 




Exons 


47. .457 








GI Descrip. 


(AJ004917) endoxyloglucan transferase 


[Cicer arietinum] 




Seq. No. 


1204 


Seq. ID 


OJ990503_01.9A29.C88 




Gene No. 


2461 


Strand 






Start 


53 


End 


457 




Name 


OJ990503 01.9A29.C88.ol.gs 


Method 


GENSCAN . 




Start 


53 


End 


457 




GI - 


none 


Score 


.94 




Exons 


53..4S7 








Seq. No;.* ; 


1205 


Seq. ID 


OJ990503_01.9A29.C89 


. ^ 


Gene No. 


2462 


Strand 






Start 


144 


' End 


327 


i*n 


Name 


OJ990503 01.9A29.C89.ol.gs 


Method 


GENSCAN 


: i e 


Start 


144 


End 


327 


•ssJ 


GI 


none 


Score 


.51 




Exons 


144 . .327 






w 


Seq. No. 


1206 


Seq. ID 


OJ990503_01.9A29.C90 


i L? 


Gene No. 


2463 


Strand 


+ 




Start 


1 


End 


678 




Name 


OJ990503 01.9A29.C90.ol.np 


Method 


AAT/NAP 


» 


Start 


1 


End 


678 




GI 


5091543 


Score 


347 


i. jl 


Exons 


1..171, 254. .334, 436. .537, 


614. .-678 






GI Descrip. 


(AC007067) T10O24.12 [Arabidopsis thaliana] 




Seq. No. 


1206 


Seq. ID 


OJ990503_01.9A29.C90 




Gene No. 


2463 


Strand 


+ 




Start 


1 


End 


678 




Name 


OJ990503 01.9A29.C90.ol.ts 


Method 


TBLASTX: Soybean 




Start 


73 


End 


664 




GI 


none 


Score 


123 




Exons 


73. .171, 75. .185, 248. .334, 


253. .336, 


433.-537, 435. .539, 






486. .536, 609. .662, 611. .664 








Seq. No. 


1206 


Seq. ID 


OJ990503_01.9A29.C90 




Gene No. 


2463 


Strand 


+ 




Start 


1 


End 


678 




Name 


OJ990503 01.9A29.C90.ol.gs 


Method 


GENSCAN 




Start 


76 


End 


537 




GI 


none 


Score 


.83 




Exons 


76. .17i; : 254. .334, 436. .537 







1229 



Seq. No. 


1-206 


Seq. ID 


OJ990503_01.9A29.C90 


Gene No. 


2463 


Strand 


+ 


Start 


1 


End 


678 


Name 


OJ990503 01.9A29.C90.ol.tm 


Method 


TBLASTX: Maize 


Start 


292 


End 


664 


GI 


none 


Score 


68 


Exons 


292. .330, 293.-334, 433. .543 


, 436. .477, 


482. .544, 483. .560, 




610. .663, 611. .664 






Seq. No. 


1207 


Seq. ID 


OJ990323_03.9A18.C1 


Gene No. 


2464 


Strand 




Start 


68 


End 


164 


Name 


OJ990323 03.9A18.Cl.ol.gs 


Method 


GENS CAN 


Start 


68 


End 


164 


GI 


none 


Score 


.7 


Exons 


68. .164 






Seq. No. 


1208 


Seq. ID 


OJ990323_03.9A18.C4 


Gene No. 


2465 


Strand 




Start 


1 


End 


654 


Name 


OJ990323 03.9A18.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


654 


GI 


2119980 


Score 


1063 


Exons 


1. .654 




■-re; 


GI Descrip. 


transposase (transposons ) - 


Escherichia coli 


gi| 43089 | emb | CAA42760 | (X60200) transposase [Escherichia coli] 




gi I 303566 | dbj IBAA03914 | . (D16449) transposase. [Escherichia coli 


Seq. No. 


1208 


Seq. ID 


OJ990323_03. 9A18.C4 


Gene No. 


2465 


Strand 




Start 


1 


End 


654 


Name 


OJ990323 03.9A18.C4.ol.gs 


Method 


GENSCAN 


Start 


119 


End 


617 


GI 


none 


Score 


.6 


Exons 


119. .617 






Seq. No. 


1209 


Seq. ID 


OJ990323_03. 9A18.C5 


Gene No. 


2466 


Strand 


+ 


Start 


'631 


End 


737 


Name 


OJ990323 03.9A18.C5.ol.gs 


Method 


GENSCAN 


Start 


631 


End 


737 


GI 


none 


Score 


.72 


Exons 


631. .737 






Seq. No. 


1210 


Seq. ID 


OJ990323_03.9A18.C6 


Gene No.. 


2467 


Strand 


+ 


Start 


363 


End 


584 


Name 


OJ990323 03.9A18.C6.ol.np 


Method 


AAT/NAP 


Start 


363 


End 


584 


GI 


4512231 


Score 


315 


Exons 


363. .584 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


1211 


Seq. ID 


OJ990323_03. 9A18.C7 


Gene No. 


2468 • 


Strand 


+ 


Start 


1 


End 


578 ■:*" 


Name 


OJ990323 03.9A18.C7.ol.np 


Method 


AAT/NAP 



1230 





Start 


1 




End 


578 




GI 


4680179 




Score 


791 




Exons 


1. .578 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


1211 


- 




O.TQQ0^9^ 0*} QA1 ft CI 




P o n q NTo 


9 4 fift 




OLI cli L\J. 






Start 


1 




Ctll\JL 






Name 


OJ990323 03.9A18.C7.ol. 


tm 




X D Xj^VO I /\ • Lid IlC 




Start 


1 




End 


374 




GI 


none 




Score 


73 




Exons 


1..249, 2. .313, 4. .111, 


169. . 


ju y , Jii . • 


^74 




Seq. No. 


1211 




q prT T n 


n.TQQ0^9^ rn QA1 ft CI 




^Zona NT /~\ 


Z fi DO 




J LI Cll L\J. 






Start 


1 




Fnd 


S78 




Name 


OJ990323 03.9A18.C7.ol. 


tw 


lie l. nuu. 


i, O J_tr^.O J. /\ • V v 1 1 C; Cl L 




Start 


149 




End 


517 




GI 


none 




Score 


188 




Exons 


149. .310, 169.. 309, 312 


. .515, 


^9 M 7 






Seq. No. 


1211 






nTQQH' : l9'^ fl^ QA1 ft CI 






94 fiR 

Z ft D 0 




Q 4- -v- a n /H 


_(_ 

r 




Start 


1 






R7ft 

O / O 




Name 


OJ990323 03.9A18.C7.ol. 


gs 




P NT Q P A NT 


i. "j 


Start 


177 




End 


493 




GI 


none 




Score 


.45 


: 

t t=? 


Exons 


177.. A 93 ' 










Seq. No. 


1212 




oeq . iu 


PiTQQn^9^ QA1 ft PQ 


Vtf 




9 4 fiQ 

Z *± D ^ 




C f- y -a y-i^-l 






Start 


23 




tULlKJL 




; i i 


Name 


OJ990323 03.9A18.C9.ol. 


gs 


Mot - Vi /^s /H 


PPPNjqpAN 


! e " 


Start 


23 




End 


103 





GI 


none 




Score 


.9 


r ™ 


Exons 


23. .103 








'--J 


Seq. No. 


.1213 






n,TQQn^9^ qai ft pin 




OCl it: LNU . 


947D 








i s= E 


Start 


477 




Hi 1 ILL 


64ft 

D *i O 


:.J 


Name' 


OJ990323 03.9A18.C10.ol 


.gs 


L v ie L.IHJQ 




'3 E? 


Start 


477 




End 


648 




GI 


none 




Score 


.73 




Exons 


" 477. .648 










Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18.C11 




Gene No. 


2471 




Strand 


+ 




OLalL 


-7 D O 




End 


6095 




Name 


OJ990323 03.9A18.Cll.ol 


.gs 


Method 


GENSCAN. 




Start 


963 




End 


6067 




GI 


none 




Score 


.67 




Exons 


963. .1158, 3446. .3503, 


4547. . 


4745, 5456. .5524, 5806. .5839, 






5916. .6067 










Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18.C11 




Gene No. 


2471 




Strand 


+ 




Start 


963 




End 


6095 



1231 






Name 


OJ990323 03. 


9A18 


.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


4589 








End 


6095 




GI 


287160 








Score 


599 




Exons 


4589. .4821, 


6001 


. .6095 










Seq. No. 


1214 








Seq. ID 


OJ990323_03.9A18.C11 




Gene No. 


2472 








Strand 


+ 




Start 


14 342 








End 


15746 




Name 


OJ990323 03. 


9A18 


.Cll.o3 


. gs 


Method 


GENSCAN 




. Start 


14342 








End 


15746 




GI 


none 








Score 


.97 




Exons 


14342. .14344 


, 14525. .14741, 


15619. .15746 




Seq. No. 


1214 








Seq. ID 


OJ990323_03 . 9A18 . Cll 




Gene No. 


2473 








Strand 






Start 


8553 








End 


12652 




Name 


OJ990323 03. 


9A18 


.Cll.o2 


. gs 


Method 


GENSCAN 




Start 


8553 








End 


12652 




GI 


none 








Score 


.62 




Exons 


8553. .8728, 


8921 


. .9335, 


9561 


..9732, 9982.. 10229, 10904. .Ill: 






11957. .12069, 12209. .12296, 


12445. .12652 




Seq. No. 


1214 








Seq. ID 


OJ990323_03.9A18.C11 




Gene No. 


2474 








Strand 






Start 


17142 








End 


20773 




Name 


OJ990323 03. 


9A18 


.Cll .06 


. tm 


Method 


TBLASTX: Maize 


rn 


Start 


5993 








End 


6300 




GI 


none 








Score 


300 


ri 


Exons 


5993. .6238, 


5994 


. .6239, 


6250 


. .6300 




1 ; ^ 


Seq. No. 


1214 








Seq. ID 


OJ990323_03.9A18.C11 




Gene No. 


2474 








Strand 




ry 


Start 


17142 








End 


20773 


•i 


Name 


OJ990323 03. 


9A18 


.Cll.oS 


.ts 


Method 


TBLASTX : Soybean 


.: =. 

L -J 


Start 


6003 








End 


6241 




GI . 


none 








Score 


88 




...Exons 


6003. .6116, 


6003 


. .6098, 


6023 


..6115, 6119. .6241, 6120. .6239 


"s K? 


'Seq. No. 


1214 








Seq. ID 


OJ990323_03. 9A18.C11 


» 


Gene No. 


2474 








Strand 






Start 


17142 








End 


20773 




Name 


OJ990323 03. 


9A18 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8907 








End 


9726 




GI 


none 








Score 


181 




Exons 


8907. .9047, 


8912 


. .8998, 


8914 


..9033, 8922. .9077, 8923. .9078, 






9040. .9333, 


9042 


. .9335, 


9043 


..9339, 9507.. 9719, 9509.. 9721, 






9511. .9696, 


9511 


. .9726, 


9515 


. .9721 






Seq. No. 


1214 








Seq. ID 


OJ990323_03. 9A18.C11 




Gene No. 


2474 








Strand 






Start 


17142 








End 


20773 




Name 


OJ990323 03. 


9A18 


.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


8925 








End 


9689 




GI 


none 








Score 


66 




Exons. 


8925. .9149, 


8926 


. .9117, 


9138 


..9335, 9139. .9318, 9507. .9689 




Seq. No. 


1214 








Seq. ID 


OJ990323_03.9A18.C11 



1232 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



2474 Strand 
17142 End 
OJ990323_03 . 9A18 . CI 1 . o2 . tc Method 
8946 End 
none Score 
8946.. 9140, 9123.. 9329, 9151.. 9318 



20773 

TBLASTX: Cress 

9329 

93 



Seq. No. 1214 

Gene No. 2474 

Start 17142 

Name OJ990323_03 . 9A18 ? Cll . 06 . tw 

Start 9255 

GI none 
Exons 



Seq. ID OJ990323_03.9A18.C11 



Strand 
End 

Method 

End 

Score 



20773 

TBLASTX: Wheat 

9701 

63 



9255.. 9335, 9256.. 9348, 9546.. 9701, 9550.. 9693 



Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18 


.Cll 


Gene No. 


2474 




Strand 






Start 


17142 




End 


20773 




Name 


OJ990323 03.9A18.C11 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


9729 




End 


9887 




r*T 
bl 


none 




Score 


128 




Exons 


9729.. 9887, 9737.. 9856 








Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18 


.Cll 


Gene No. 


2474 




Strand 






Start 


17142 




End 


20773 • 




Name 


OJ990323 03.9A18.C11 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


10092 




End 


11132 




GI 


none 




Score 


175 




Exons 


10092. .10121, 10093. 


.10230, 


10105. .10230, 10173. .10247, 






10904. .11131, 10905. 


.11132 








Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18 


.Cll 


Gene No. 


2474 




Strand 






Start 


17142 




End 


20773 




Name 


OJ990323 03.9A18.C11 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


16354 




End 


16706 




GI 


none 




Score 


74. 




Exons 


16354. .16458, 16371. 


.16457, 


16384. .16458, 16484 .. 16558, 






16485. .16562, 16489. 


.16563, 


16492. ,16560, 16562 .. 16633, 






16563. .16625, 16634. 


.16705, 


16635. .16706 




Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18 


.Cll 


Gene No. 


2474 




Strand 






Start 


17142 




End 


20773 




Name 


OJ990323 03.9A18.C11 


.ol.np 


Method 


AAT/NAP 




Start 


16845 




End 


20668 




GI 


6630696 




Score 


5991 




Exons 


16845. .20668 











GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. - 1214 Seq. ID OJ990323_03 . 9A18 . Cll 

Gene No. 2474 Strand 

Start 17142 End 20773 

Name OJ990323 03 . 9A18 . Cll . o2 . tw ■ Method TBLASTX: Wheat 



1233 



Start 
GI 

Exons 



16981 
none 

16981. .17229, 16982 17119, 
17171. .17257, 17211. .17387, 
17389. .17472, 17403 17477 , 



End 17477 

Score 229 
16986. .17228, 17014 .. 17232 , 
17230. .17388, 17232 .. 17396, 
17404. .17472, 17408. .17476 



IS? 



Seq. No. 


1214 




Seq. ID 


Gene no. 


2474 




Strand 


Start 


17142 




End 


Name 


OJ990323 03.9A18.C11 


. o4 .gs 


Method 


Start 


17142 




End 


GI 


none 




Score 


Exons 


17142. .19421 






Seq. No. 


1214 




Seq. ID 


Gene No. 


2474 




Strand 


Start 


17142 




End 


Name 


OJ990323 03.9A18.C11 


. o5.tm 


Method. 


Start 


17334 




End 


GI 


none 




Score 


Exons 


17334. .17675, 17335. 


.17679 




Seq. No. 


1214 




Seq. ID 


Gene No. 


2474 




Strand 



3 J Start 
;3 Name 
= n Start 

Exons 

; y Seq. No. 
• r J Gene No. 
■y Start 

Name 

Start 

''"4 Exons 

^ Seq. No. 
1- Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



17142 End . 

OJ990323_03.9Ai8.Cll.o4.ts . Method 

17484 .End 
none Score 
17484. 



20773 
GENSCAN 
19421 
.94 



20773 

TBLASTX: Maize 

17679 

280 



20773 

TBLASTX : Soybean 

17832 

88 



.17672, 17485. .17673, 17668 .. 17832, 17673.. 17831 



1214 
2474 
17142 

OJ990323_03 . 9A18 . Cll . o3 . tw 

17685 

none 

17685. .17891, 17695 .. 17817, 

1214 
2474 
17142 

OJ990323JD3 . 9A18 . Cll . o4 . tm 

17766 

none 

17766. .18230, 17869 17979, 

1214 
2474 
17142 

OJ990323_03.9A18.Cll.ol.ts 

17901 

5509260 

17901. .18365, 18109.. 18270 



1214 
2474 



Seq. ID OJ990323_03.9A18.C11 
Strand 

End 20773 

Method TBLASTX : Wheat 

End 18230 

Score 59 
17886. . 18230, 18052. .18213 

Seq. ID OJ990323_03.9A18.C11 
Strand 

End 20773 

Method TBLASTX : Mai ze 

End 18231 

Score 61 
18015. .18077, 18100.. 18231 

Seq. ID OJ990323_03.9A18.C11 
Strand 

End 20773 

Method TBLASTX : Soybean 

End ' 18365 

Score 92 



Seq. ID OJ990323_03 r 9A18.Cll 
Strand 



1234 




Start 


17142 




End 


20773 


Name 


OJ990323 03-9A18.C11 


. ol . tc 


Method 


TBLASTX: Cress 


Start 


18012 




End 


18272 


GI 


none 




Score 


108 


Exons 


18012. .18272, 18100. 


.18270, 


18153. .182 


72 


Seq. No. 


1214 




Seq. ID 


OJ990323_03.9A18 


Gene No. 


2474 




Strand 




Start 


17142 




End 


20773 


Name 


OJ990323 03.9A18.C11 


. ol . tw 


Method . 


TBLASTX: Wheat 


Start 


18285 




End 


19040 


GI 


none 




Score 


97 


Exons 


18285. .18443, 18285. 


.19040, 


18289. .18468, 18305 .. 18835, 



18550. .19032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1214 

2474 Strand 

17142 End 
OJ990323_03 . 9A18 . Cll . o3 . tc Method 

18579 End 

none Score 

18579. .18662, 18666 .. 18854 , 18870.. 19073 



Seq. ID OJ990323_03. 9A18.C11 



20773 

TBLASTX: Cress 
19073 
130 



1214 

2474 Strand 

17142 End 
OJ990323_03 . 9A18 . CI 1 . o2 . ts Method 

18690 End 

none Score 

18690. .18863, 18867 .. 19088 , 18868.. 19086 



Seq. ID OJ990323__03. 9A18.C11 



20773. 

TBLASTX: Soybean 
19088 
107 



1214 
2474 
17142 

OJ990323 J)3 . 9A18 .Cll . o7 . tm 

18876 

none 

18876. .19340, 18949. .19059 

1214 
2474 
17142 

0 J990323_03 . 9A18 . CI 1 . o5 . tw 

19041 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_03. 9A18-C11 
20773 

TBLASTX: Maize 

19340 

75 



OJ990323_03.9A18.C11 
20773 

TBLASTX: Wheat 

19233 

137 



19041. .19232, 19041. .19232, 19162. .19233 



1214 
2474 
17142 

OJ990323_03 . 9A18 . Cll . o3 . tm 

19428 

none 

19428. .19490, 19488 .. 19592, 
19520. .19594, 19593 .. 19808, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
19509. .19592, 
19593. .19811, 



OJ990323 03.9A18.C11 



20773 

TBLASTX: Maize 
19831 
84- 

19511. .19594, 
19595. .19831 



Seq. No. 



1214 



Seq. ID OJ990323_03.9A18.C11 



1235 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



2474 Strand 

17142 End 

OJ990323_03. 9A18 .Cll .08 . tm Method 

20321 End 

none Score 



20773 

TBLASTX: Maize 

20590 

82 



20321. .20392, 20394 20513, 20394 20459, 204 56 .. 20590, 
20463.. 20579 



Seq. No. 1214 Seq. ID 

Gene No. 2474 Strand 

Start 17142 End 

Name OJ990323_03 . 9A18 . Cll . o4 . tw Method 

Start 20390 End 

GI none Score 

Exons 20390. .20461, 20394 .. 20483, 

20451. .20561, 20456 .. 20587, 



20394. .20459, 20396 
20463. .20636, 20642 



OJ990323_03. 9A18.C11 
20773 

TBLASTX: Wheat 

20773 

87 

20461, 
20773 



Seq. No. 1215 Seq. ID 

Gene No. 2475 Strand 

Start 611 End 

Name OJ990323_03 . 9A18 . C12 . ol . gs Method 

Start 611 End 

GI none Score 

Exons 611. .772, 865. .919, 1034. ,1097, 1220.. 

1840.. 2173, 2245.. 239.9, 2520. .3215 



OJ990323_03.9A18.C12 
+ 

3215 
GENS CAN 
3215 
.89 

1262, 1638.. 1706, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1215 
2475 
611 

OJ990323_03. 9A18 . C12 . ol . gp 

2502 

2799207 

2502. .2977 

58066/emb I X52324 IARBLSKM 1. 



Seq. ID OJ990323_03.9A18.C12 

Strand + 

End 3215 

Method AAT/GAP 

End 2977 

Score 701 

0e-20 pBluescript SK(-) vector DNA, 



phagemid excised from lambda ZAP 



1215 Seq. ID 

2476 Strand 
9076 End 
OJ990323_03.9A18.C12.o3.gp . Method 
907 6 End 
3760334 Score 
9076.. 9389 

'2500354/sp|P93847 |RL10_SOLME 1.0e-35 60S RIBOSOMAL PROTEIN L10 
(EQM) >gi_1902894_dbj_BAA19462_ (AB001891) QM family protein 
[Solanum melongena] 



OJ990323_03 . 9A18 . C12 
+ 

9389 
AAT/GAP 
9389 
578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1215 
2477 
3634 

OJ990323_03. 

3472 

none 

3472. .3552, 
3634 . .3714., 
3934. .4110, 
4851. .4934, 



9A18.C12.ol.tm 



3477. 
3637. 
4669. 
4856. 



.3557, 
.3711, 
.4782, 
.4942, 



3485. 
3644. 
4669. 
4856. 



Seq. ID OJ990323_03.9A18.C12 
Strand 

'End 8030 

Method TBLASTX : Mai ze 

End 6183 

Score 52 

.3553, 3554.. 3580, 3555.. 3611, 
.3712, 3931. .4107, 3933. .4112, 
.4782, 4670.. 4783, 4709.. 4786, 
.4930, 4858. .4935, 5275. .5460, 



1236 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5276. .5440, 5307. .5462, 5884. 
6088. .6150, 6103. .6183 

1215 
2477 
3634 

OJ990323_03.9A18.C12.ol.tc 

3634 

none 

3634.. 3735, 3643.. 3711, 3931. 
4670. .4777, 4856. .4903, 4860. 
5896.. 6006, 6084.. 6155 

1215 
2477 
3634 

OJ990323_03 . 9A18 . C12 . o2 . gs 

3634 

none 

3634.. 3708, 3933. .4127, 4669. 
5737.. 5859, 5885. .6007, 6067. 
7888. .8030 



6006, 5896.. 6006, 6084.. 6158, 



Seq. 'ID 
Strand 
End 

Method 

End 

Score 
.4110, 3933.. 4112, 
.4883, 5275. .5460, 



OJ990323_03.9A18.C12 
8030 

TBLASTX: Cress 
6155 
65 



4669. 
5303. 



,4782, 
.5440, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4782, 4856.. 4934, 
.6153, 6158.. 6335, 



OJ990323_03.9A18.C12 

8030 
GENSCAN 
8030 
.8 



5300. 
7552. 



,5461, 
.7634, 



1 

1ST 

a. 



Seq. No. 1215 Seq. ID OJ990323_03.9A18.C12 

Gene No. 2477 Strand 

Start 3634 End 8030 

Name OJ990323J33 . 9A18 .C12 . ol . np Method AAT/NAP 

Start 3637 End 6146 

GI 3913733' .... Score 863 

Exons 3637.. 3708, 3933.'. 4109, 4669.-4782, 4856.-4934, 5300.. 5461, 

5885. .6007, 6100. .6146 

GI Descrip. HYDROXYACYLGLUTATHIONE HYDROLASE CYTOPLASMIC (GLYOXALASE II) 
(GLX II) gi | 1924921 | emb | CAA69644 | (Y08357) 
hydroxyacylglutathione hydrolase [Arabidopsis thaliana] 
gi | 6630545 | gb| AAF19564 . 1 [ AC0117Qa_7 (AC011708), 
hydroxyacylglutathione hydrolase cytoplasmic (glyoxalase II) 
(GLX II) [Arabidopsis thaliana] 



Seq. No. 1215 

Gene No. 2477 

Start 3634 

Name OJ990323_03 . 9A18 . C12 . o2 . ts 

Start 3933 

GI none 

Exons 3933.. 4112, 3937.. 4110 

Seq. No. 1215 

Gene No. 2477 

Start 3634 

Name OJ990323_03 . 9A18 . C12 . o2 . gp 

Start 3985 

GI 2443021 

Exons 3985.. 4109, 4669.. 4782, 4856. 
GI Descrip. 3913733/sp 1024496 | GL2C_ARATH 
HYDROLASE CYTOPLASMIC ISOZYME 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323_03.9A18.C12 
8030 

TBLASTX : Soybean 

4112 

142 



OJ990323 03.9A18.C12 



8030 
AAT/GAP 
5352 
667 

.4934, 5300. .5352 
9.0e-50 HYDROXYACYLGLUTATHIONE 
(GLYOXALASE II) (GLX II) 



>gi_1924 921_emb_CAA6964 4_ (Y08357) hydroxyacylglutathione 
hydrolase [Arabidopsis thaliana] 



1237 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1215 
2477 
3634 

OJ990323_03.9A18-C12.ol.ts 

4683 

none 

4683. .4778, 4684. 
4856. .4930, 4860. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_03.9A18.C12 
8030 

TBLASTX: Soybean 

5463 

111 



,4782, 4685.-4783, 4715. 
.4937, 5410. .5463 



.4783, 4856. .4936, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323 03.9A18.C13 



4580 
AAT/GAP 
1272 
999 



1216 
2478 
53 

OJ990323_03 . 9A18 . C13 . ol . gp 
53 

3760334 

53. .331, 908. .989, 1086. .1272 

2500354/sp|P93847|RL10_SOLME 1.0e-35 60S RIBOSOMAL PROTEIN L10 
(EQM) >gi_1902894_dbj_BAA19462_ (AB001891) QM family protein 
[Solanum melongena] 

1216 Seq. ID OJ990323_03.9A18.C13 

2478 Strand 

53 End 4580 

OJ990323_03.9A18-.C13.ol.np Method AAT/NAP 

269 End 1597 

2500354 Score 875 

269. .331, 908. .989, 1086. .1597 

60S RIBOSOMAL PROTEIN L10 (EQM) gi | 1902894 | dbj | BAA194 62 | 
(AB001891) QM family protein [Solanum melongena] 



1216 Seq. ID 

2478 Strand 
53 End 
OJ990323_03.9A18.C13.ol.gjs Method 
556 ' ' End 

none Score 
556. .639, . 908. .989, 1086. .1587, 1739.. 
3110. .3316, 3799.-4225, 4424. .4580 



OJ990323_03.9A18.C13 
4580 

' GEN SCAN 
4580 
.53 

1787, 2331.. 2502, 



OJ990323 03.9A18.C13 



1216 Seq. ID 

2478 Strand 
53 End 4580 

OJ990323_03.9A18.C13.o2.gp Method AAT/GAP 
1370 End 1822 

2312091 Score 765 

1370. .1822 

6093994/sp|O22431|RL10_PINTA 1.0e-12 60S RIBOSOMAL PROTEIN L10 
(WILM'S TUMOR SUPRESSOR HOMOLOG) >gi_2317762 (AF013804) Wilm f s 
tumor supressor homolog [Pinus taeda] 



1216 Seq. ID 

2478 Strand 

53 End 

OJ990323_03 . 9A18 . C13 . o2 . np Method 

2325 End 

3786012 Score 



OJ990323_03.9A18.C13 

4580 
AAT/NAP 
4156 
612 



1238 




Exons 


2325.. 2502, 3110.. 3316, 3793. 


.4156 






GI Descrip. 


(AC005499) putative acid phosphatase 


[Arabidopsis thaliana] 


Seq. No. 


1216 


Seq. ID 


OJ990323_03.9A18 


.C13 


Gene no. 


2478 


Strand 






Start 


53 


End 


4580 




Name 


OJ990323 03.9A18.C13.o3.gp 


Method 


AAT/GAP 




Start 


3804 


End 


4509 




GI 


uC-osroM202023a02bl 


Score 


976 




Exons. 


3804 . . 4225, 4424 . . 4509 








GI Descrip. 


, 4539330/emb|CAB38831.1 | 1 . Oe 


-22 (AL035679) putative 






receptor-like protein kinase 


(fragment) [Arabidopsis thaliai 


Seq. No. 


1216 


Seq. ID 


OJ990323_03. 9A18 


.C13 


Gene No. 


2479 


Strand 


— 




Start 


7620 


End 


12303 




Name 


OJ990323 03.9A18.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


903 


End 


1603 




GI 


none 


Score 


52 




Exons 


903. .989, 908. .988, 1085. .1603, 1086. 


. 1133, 1172. . 1507, 






1182. .1586 








Seq. No. 


1216 


Seq. ID 


OJ990323_03. 9A18 


.C13 


Gene No. 


2479 


Strand 


— 




Start 


7620 


End 


12303 




Name 


OJ990323 03.9A18.C13.ol.ts 


Method 


TBLASTX : Soybean ' 




Start 


903 


End 


1589 




GI 


none 


Score 


58 




Exons 


903. .989, 905. .988, 1085. .1585, 1086. 


.1133, 1166. .1507, 






1179. .1586, 1446. .1589 








Seq. No. 


1216 


Seq. ID 


OJ990323_03.9A18 


.C13 


Gene No. 


2479 


Strand 


— 




Start 


7620 


End 


. 12303 




Name 


OJ990323 03.9A18.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


905 


End 


1631 




GI 


none 


Score 


52 




Exons 


905. .988, 906. .989, 1085. .1585, 1086. 


.1631 




Seq. No. 


1216 


Seq. ID 


OJ990323_03.9A18 


.C13 


Gene No. 


2479 


Strand 






Start 


7620 


End 


12303 




Name 


OJ990323 03.9A18.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


905 


End 


1483 




GI 


none 


Score ' 


60 




Exons 


905. .988, 913. .984, 1046. .1483, 1086. 


.1469, 1163. .1483 




Seq. No. 


1216 


Seq. ID 


OJ990323_03.9A18 


.C13 


Gene No. 


2479 


Strand 






Start 


7620 


End 


12303 




Name 


OJ990323 03.9A18.C13.o2.tc 


Method 


TBLASTX: Cress 




Start 


2316 


End 


4067 




GI 


none 


Score 


127 




Exons 


2316. .2435, 2317.. 2436, 3798. 


.4067 






Seq. No. 


1216 


Seq. ID 


OJ990323_03.9A18 


.C13 


Gene No. 


2479 


Strand 







1239 



Start 
Name 
Start 
GI 

Exons 



7 620 End 

OJ990323_03 . 9A18 . C13 - o2 . ts Method 

3205 End 

none.. Score 
3205. .3312, 3798. .4046 



12303 

TBLASTX: Soybean 

4046 

233 



Seq. No. 1216 Seq. ID 

Gene No. 247 9 Strand 

Start 7620 End 

Name OJ990323_03 . 9A18 . C13 . o2 . tw Method 

Start 3840 End 

GI none Score 

Exons 3840.. 4091, 3936.. 4052 



OJ990323_03.9A18.C13 
12303 

TBLASTX: Wheat 

4091 

78 



Seq. No. 1216 

Gene No. 2479 

Start 7620 

Name OJ990323_03 . 9A18 .C13 . o4 ,gp 

Start 6968 

GI 28437_1.R1084 

Exons 6968.. 7384, 7601.. 7706, 8298. 
GI Descrip. 



Seq. ID OJ990323_03.9A18.C13 
Strand 

End 12303 

Method AAT/GAP 

End 9063 

Score 1933 
.8704, 8927. .9063 



, 267152/sp|Q00830|ABCX_ODOSI 2.0e-15 PROBABLE ATP- DEPENDENT 
TRANSPORTER YCF16 >gi_11938_emb_CAA43151_ (X60752) ORF 756 
[Odontella sinensis] >gi_11945_emb_CAA4 3158_ (X60752) ORF 252 
[Odontella sinensis] >gi_1185205_emb_CAA91688_ . ( Z67753) ORF251 
[Odontella sinensis] 1 



'4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1216 
2479 
7620 

OJ990323_03 . 9A18 . C13 . o2 . tm 

7616 

none 



Seq. ID OJ990323_03.9A18.C13 
Strand 

End 12303 
Method TBLASTX : Maize 
End 10743 
Score 65 

8344, 8286.-8474, 
9026, 8924.. 9046, 



7616. .7708, 7620. .7715, 7629. .7763, 8264 
8293. .8391,, 8298. .8444,.. 83.17 .-. 8475, 8922 
8930.79052, 8932.. 9048, 9418.. 9645, 9422 
10427. .10480, 10435. .10482, 10576 .. 10674 , 1057 6 .. 10674 , 
10586. .10693, 10717. .10743 



964'0, 10426. .10479, 



1216 
2479 
7620 

OJ990323_03. 9A18 . C13 . o3 . gs 

7620 

none 

7620. .7706, 8298. .8474, 8927. 
10585. .10747, 10819. .10859 



OJ990323_03.9A18.C13 

12303 
GENSCAN 
10859 
. 95 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9049, 9418. .9639, 1042 9 .. 1047 9, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1216 
2479 
7620 

OJ99032 3_03 . 9A18 . C13 . o3 . np 

7626 

6119518 



Seq. ID OJ990323_03.9A18.C13 
Strand 

End 12303 

Method AAT/NAP 

End 12303 

Score 737 



7626. .7706, 8298.-8474, 8927. .9049, 9418. .9639, 10429 .. 1047 9, 
10585. .10719, 12241. .12303 



GI Descrip. (AC011560) putative ABC transporter ATPase [Arabidopsis 



1240 



thaliana] 



OJ990323 03.9A18.C13 



Seq. No. 1216 Seq. ID 

Gene No. 2479 Strand 

Start . 7620 End 

Name OJ990323_03 . 9A18 . C13 . o3 . ts Method 

Start 8924 End 

GI 4294569 Score 

Exons 8924.. 9043, 8925.. 9032, 9418.. 9600, 

GI Descrip. 267152/sp_Q00830_ABCX_ODOSI 5.0e-28 PROBABLE ATP-DEPENDENT 
TRANSPORTER YCF16 >gi_11938_emb_CAA4 3151_ (X60752) ORF 756 
[Odontella sinensis] >gi_1194 5_emb_CAA43158_ (X60752) ORF 252 ' 
[Odontella sinensis] >gi_1185205_emb_CAA91688_ (Z67753) ORF251 
[Odontella sinensis] 



12303 

TBLASTX: Soybean 
9601 
86 

9425. .9601 



Seq. No. 1216 

Gene No. 2479 

Start . 7620 

Name OJ990323_03 . 9A18 . C13 . o5 . gp 

Start 9563 

GI 41121_1.R1084 

Exons 9563.. 9639, 10429 .. 10479, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10585. .10918 



OJ990323_03.9A18.C13 

12303 
AAT/GAP 
10918 
864 



1 1351834/sp| P48255 | ABCX_CYAPA 6.0e-17 PROBABLE ATP-DEPENDENT 
TRANSPORTER YCF16 >gi_1016162 (U30821) ABC transporter subunit 
[Cyanophora paradoxal ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

GI Descrip. 



1216 
2479 
7620 

OJ990323_03 . 9A18 . C13 . o4 . np 

10076 

4323298 



OJ990323 03.9A18.C13 



Seq. ID _ 
Strand 

End 12303 
Method AAT/NAP 
End 12303 
Score 57 
10076. .10129, 11626. .11822, 12260.. 12303 

(AF099096) pulvinus outward-rectifying channel for potassium 
SPOCK1 [Samanea saman] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1217 
2480 
1713 

OJ990323_03 . 9A18 . C14 . ol . gs 

1713 

none 



Seq. ID OJ990323_03.9A18.C14 

Strand + 

End -9576 

Method GEN SCAN 

End 957 6 

Score . 7 



1713. .1848, 3348.-3442, 3876. .4008, 5051. .5106, 5292. .5394, 
6124. .6210, 7473. .7711, 7850. .8765, 8945. .9576 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



1217 Seq. ID 

2480 Strand 

1713 End 

OJ990323_03 . 9A18 . C14 . ol . np Method 

7496 End. 

6714369 Score 
7496. .8770, 8953. .9570 

(AC012562) putative protein kinase [Arabidopsis thaliana] 



OJ990323_03.9A18.C14 
+ 

9576 
AAT/NAP 
9570 
1530 



1217 
2481 
9754 



Seq. ID 

Strand 

End 



OJ990323 03.9A18.C14 



11643 



1241 






Name 


OJ990323 03. 


9A18 


.C14 .o3 


. tc 


Method 


TBLASTX: 


Cress 




Start 


7556 ~ 








End 


7891 






GI 


none 








Score 


53 






Exons 


7556. .7660, 


7661 


. .7891, 


7666. 


.7890 








Seq. No. 


1217 








Seq. ID 


OJ990323 


03. 9A18 .C14 




Gene No . 


2481 








Strand 








Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14 .ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


7586 








End 


9632 






GI 


norie 








Score 


523 






Exons 


7586. .8170, 


7589 


. . 8200, 


7591. 


.8220, 7945. .8181, 


8200. .8301, 






8242. .8304, 


8322 


. .8384, 


8324. 


.8428, 8393. .8770, 


8394 . .8570, 






8435. .8767, 


8557 


. .8769, 


8937. 


.9344, 8944. .9588, 


8944. .9426, 






9302. .9628, 


9378 


. . 9632 












Seq. No. 


1217 








Seq. ID 


OJ990323 


03. 9A18 .C14 




Gene No. 


2481 








Strand 








Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14 .o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


7909 








End 


8767 






GI 


none 








Score 


55 






Exons 


7909. .8043, 


7919 


. . 8044, 


8048. 


.8131, 8056.. 8130, 


8450. .8650, 


■J 




8506. .8649, 


8663 


. . 8767, 


8663. 


.8728, 8737.. 8766 




3 


Sea. No. 


1217 








Seq. ID 


OJ990323 


03. 9A18 .C14 




Gene No . 


2481 








Strand 






: u 


Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14.ol 


.ts 


Method • 


TBLASTX: 


Soybean 


, : 


Start 


7945 








End 


9632 






GI 


none 








Score 


185 




:3 


Exons 


7945. .8220, 


7946 


. . 8170, 


7998. 


.8180, 8200.. 8301, 


8242. .8304, 


: ; : 

y 




8322. .8384, 


8324 


. .8428, 


8393. 


.8770, 8394.. 8570, 


8435. .8767, 






8557 . .8769, 


8937 


. . 9344, 


8944 . 


.9588, 8944.. 9426, 


9302. .9628, 


: 

rf 
't 




9378. .9632. 
















Seq. No. 


1217 








Seq. ID 


OJ990323 


_03.9A18.C14 




Gene No. 


2481 








Strand 








Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14 .o3 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


8483 








End 


8656 






GI 


none 








Score 


190 






Exons 


8483. .8656 
















Seq. No. 


1217 








Seq. ID 


OJ990323 


_03.9A18.C14 




Gene No. 


2481 








Strand 








Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14 .ol, 


. tc 


Method 


TBLASTX: 


Cress 




Start 


8965 








End 


9519 






GI 


none 








Score 


443 






Exons 


8965 . . 9387, 


8973 


. . 9341, 


9178 . 


.9414, 9394. .9519, 


9429. . 9500 




Seq. No. 


1217 








Seq. ID 


OJ990323 


_03.9A18.C14 




Gene No. 


2481 








Strand 








Start 


9754 








End 


11643 






Name 


OJ990323 03. 


9A18 


.C14.o2, 


.tw 


Method 


TBLASTX: 


Wheat. 




Start 


8974 








End 


9285 





1242 




GI 


none 


Score 


136 




Exons 


8974. .9144, 9175. .9285, 9177. .9281 






Seq. No. 


1217 


Seq. ID 


OJ990323J33.9A18 


-C14 


Gene No. 


2481 


Strand 






Start 


9754 


End 


11643 




Name 


OJ990323_03. 9A18 .C14 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


9319 


End 


9561 




GI 


none 


Score 


208 




Exons 


9319. .9561, 9322. .9504 








Seq. No. 


1217 : - 


Seq. ID 


OJ990323_03.9A18 


.C14 


Gene No. 


2481 


Strand 






Start 


9754 


End 


11643 




Name 


OJ990323_03. 9A18.C14 .o2.gs 


Method 


GENSCAN 




Start 


9754 


End 


11421 




GI 


none 


Score 


.75 




Exons 


9754. .10125, 10223. .10418, 


10538. .10917, 11276.. 11421 




Seq. No. 


1217 


Seq. ID 


OJ990323_03.9A18 


■ C14 


Gene No . 


2481 


Strand 






Start 


9754 


End 


11643 




Name 


OJ990323 03.9A18.C14.o2.tm 


Method 


TBLASTX: Maize 




Start 


10257 


End 


10860 




GI 


none 


Score 


65 




Exons 


10257. .10322, 10264. .10323, 


10264. .10323, 10357 .. 10389, 






10357. .10389, 104 95 .. 10707 , 


10496. .10594, 104 98 .. 10707, 






10664. .10714, 10723. .10860, 


10727. .10804 




Seq. No. 


1217 


Seq. ID 


OJ990323_03.9A18 


.C14 


Gene No. 


2481 


Strand 






Start 


9754 


End 


11643 




Name 


OJ990323 03.9A18.C14.o2.np 


Method 


AAT/NAP 




Start 


10504 . 


End 


11643 




GI 


3786014 


Score 


104 




Exons 


10504. .10730, 11502. ;il643 








GI Descrip. 


(AC005499) hypothetical protein [Arabidopsis thaliana] 




Seq. No. . 


1218 


Seq. ID 


OJ990323_03.9A18 


.CIS 


Gene No. 


2482 


Strand 






Start 


272 


End 


2171 




Name 


OJ990323 03.9A18.C15.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


2171 




GI 


none 


Score 


.94 




Exons 


272. .334, 511. .573, 1167. .1244, 1764.. 


2171 





Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 



Seq. ID OJ990323_03.9A18.C17 

Strand + 

End 48 9 

Method AAT/GAP 

End 278 

Score 536 



1219 
2483 
1 

OJ990323_03 . 9A18 . C17 . ol . gp 
1 

53564_1.R1084 
1..278 

, 5262218/emb | CAB45844.il 3.0e-10 (AL080254) calcium-binding 
protein-like [Arabidopsis thaliana] ' 



1219 



Seq. ID OJ990323_03.9A18.C17 



1243 




Gene No. 


2483 


Strand 


+ 


Start 


1 


End 


489 


Name 


OJ990323 03.9A18.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


486 


GI 


5262218 


Score 


418 


Exons 


1. .486 






GI Descrip. 


(AL080254 ) calcium-binding 


protein-like [Arabidopsis thaliana] 


Seq. No. 


1219 


Seq. ID 


OJ990323_03 . 9A18 .C17 


Gene No. 


2483 


Strand 


+ 


Start 


1 


End 


48? T 


Name 


OJ990323 03.9A18.C17.ol.gs 


Method 


GENSCAN 


Start 


70 


End 


489 


GI 


none 


Score 


. 98 


Exons 


70. .489 






Seq. No. 


1219 


Seq. ID 


OJ990323_03.9A18.C17 


Gene No. 


2484 


Strand 


+ 


Start 


1661 


End 


2037 


Name 


OJ990323 03.9A18.C17.o2.gp 


Method 


AAT/GAP 


Start 


1661 


End 


2037 


GI 


56410 1.R1084 


Score 


660 


Exons 


1661. .2037 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 3.0e- 


94 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 ' 


Seq. No. 


1219 


Seq. ID 


OJ990323_03 . 9A18 . C17 


Gene No. 


2485 


Strand 


+ 


Start 


7118 


End 


7495 


Name 


OJ990323 03.9A18.C17.o2.np 


Method • 


AAT/NAP 


Start 


7118 


End 


7495 


GI 


6907105 


Score 


293 


Exons 


7118. .7346, 7436.-7495 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


1219 


Seq. ID 


OJ990323_03.9A18.C17 


Gene No. 


2485 


Strand 


+ 


Start 


7118 


End 


7495 


Name 


OJ990323 03.9A18.C17.o3.gs 


Method 


GENSCAN 


Start 


7118 


End 


7346 


GI 


none 


Score 


1 


Exons 


7118. .7346 






Seq. No. 


1219 


Seq. ID 


OJ990323JD3 . 9A18 . C17 


Gene No. 


2486 


Strand 




Start 


806 


End 


6141 


Name 


OJ990323 03.9A18.C17.ol.tm 


Method 


TBLASTX: Maize ' 


Start 


4 


End 


621 


GI 


none 


Score 


210 


Exons 


4. .162, 40. .225, 253. .621, 


274. .378, 282. .584 


Seq. No. 


1219 


Seq. ID 


OJ990323_03 . 9A18 . C17 


Gene No. 


2486 


Strand 




Start 


806 


End 


6141 


Name 


OJ990323 03.9A18.C17.o2.ts 


Method 


TBLASTX : Soybean 


Start 


253 


End 


468 


GI 


none 


Score 


190 



1244 




Exons 


253. .468, 271. .363, 393 


. .467 






Seq. No. 


1219 




Seq. ID 


OJ990323_03.9A18.C17 


Gene No. 


2486 




Strand 




Start 


806 




End 


6141 


Name 


OJ990323 03.9A18.C17.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


265 




End 


477 


GI 


none 




Score 


231 


Exons 


265. .477, 282. .476 








Seq. No. 


1219 




Seq. ID 


OJ990323_03 . 9A18 . C17 


Gene No. 


2486 




Strand 




Start 


806 




End 


6141 


Name 


OJ990323 03.9A18.C17.o2 


-gs 


Method 


GENSCAN 


Start 


806 




End 


6141 


GI 


none 




Score 


.78 


Exons 


806. .895, 2577. .2667, 3032. .3178, 5445. 


.5680, 5775. .5852, 




5884. . 6141 








Seq. No. 


1219 




Seq. ID 


OJ990323_03 . 9A18 . C17 


Gene No. 


2486 




Strand 




Start 


806 




End 


6141 


Name 


OJ990323 03. 9A18.C17.o3 


. QP 


Method 


AAT/GAP 


Start 


2704 




End 


6060 


GI 


4254 1.R1084 . 




Score 


1887 


Exons 


2704. .3178, 5445. .5680, 


5775. 


.6060 




GI Descrip. 


■16518 65/dbj |BAA16792| 


4.0e-l 


4 (D90900) 


hypothetical proteii 




[Synechocystis sp.] 1 








Seq. No. 


1219 




Seq. ID 


OJ990323_03.9A18.C17 


Gene No . 


2486 




Strand 




Start 


806 




End 


6141 


Name 


OJ990323 03.9A18.C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2809 




End 


5967 


GI 


none 




Score 


45 


Exons 


2809.. 2871, 2834.. 2902, 


2836. 


.2916, 2847. .2915, 2916. .3176, 




2931. .3173, 2936. .3184, 


2938. 


.3183, 5435.. 5533, 5444.. 5683, 




5445. .5543, 5631. .5750, 


5631. 


.5690, 5762.. 5803, 5775.. 5804,. 




,5792. .5830, " 5793. .5867, 


5860. 


.5967, 5877.. 5966 


Seq. No. 


1219 




Seq. ID 


OJ990323_03.9A18.C17 


Gene No. 


2486 




Strand 




Start 


. 806 




End 


6141 


Name 


OJ990323 03.9A18.C17.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3010 




End 


5813 


GI 


none 




Score 


159 


Exons 


3010. .3183, 3011. .3184, 


5444 . 


.5665, 5445. .5543, 5631. .5663, 




5781. .5813, 5782. .5811 








Seq. No. 


1219 




Seq. ID 


OJ990323_03.9A18.C17 


Gene No. 


2486 




Strand 




Start 


806 




End 


6141 


Name 


OJ990323 03.9A18.C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3064 




End 


5665 


GI 


none 




Score 


63 


Exons 


3064.. 3183, 3068.. 3184, 


5360. 


.5665, 5435.. 5527, 54-4 5 .. 5543, ' 




5631. .5663 









1245 



Seq. No. 1220 

Gene No. 2487 

Start 193 

Name OJ990323_03 . 9A18 . CI 9 . ol . tw 

Start 193 

GI none 
Exons 



Seq. ID OJ990323_03.9A18.C19 
Strand 

End 54 5 

Method TBLASTX : Wheat 

End 54 5 

Score 74 



193. .297, 210. .296, 323. .397, 324. .401, 327. .398, 328. .402, 
331. .399, 401. .472, 402. .464, 473.-544, 474. .545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1221 
2488 
1 

OJ990323_03 ; . 9A18 . C21 . ol . np 
1 

1362152 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..118, 221. .303, 382. .502, 600. .773, 883. .990, 1113. .1409 
ribosomal protein S6 kinase homolog (clone Aspkll) - oat 
gi|871986|emb|CAA56313| (X79992) putative pp70 ribosomal protein 
S6 kinase [Avena sativa] 



OJ990323_03.9A18.C21 
+ 

1524 
AAT/NAP 
1409 
1353 



Seq. No. 1221 Seq. ID 

Gene No. 2488 Strand 

Start 1 End 

Name OJ990323_03 .9A18 . C21 . ol . ts Method 

Start ' ' 1 End 

GI none Score 
Exons 



OJ990323_03.9A18.C21 
+ 

1524 

TBLASTX : Soybean 

137 9" 

185 



1..117, 2. .118, 3. .122, 4. .156, 208. .285, 209. .304, 213. .281, 
218. .307, 365. .502, 366. .503, 366. .503, 379. .504, 379. .507, 
380. .511, 602. .772, 602. .772, 603. .773, 873. .989, 880. .993, 
882. .992, 1101. .1331, 1181. .1330, 1350. .1379 



Seq. No. 1221 Seq. ID 

Gene No. 2488 Strand 

Start 1 End 

Name OJ990323_03 . 9A18 . C21 . ol . tc Method 

Start 1 End 

GI none Score 
Exons 



OJ990323_03.9A18.C21 
+ 

1524 ... _ 
TBLASTX: Cress 
1376 
190 



1..117, 2. .118, 208. .285, 209. .304, 213. .284, 218. .307, 
365. .505, 367. .504, 378. .506, 379. .507, 380. .511, 602. .772, 
603. .791, 603. .773, 885. .992, 946. .993, 1101. .1331, 1112. .1345, 
1350. .1376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1221 Seq. ID 

2488 Strand 

1 End 
OJ990323_03 . 9A18 . C21 . ol . tm Method 

2 End 
none Score 



OJ990323_03.9A18.C21 
+ 

1524 

TBLASTX: Maize 

1431 

195 



2. .118, 2. .118, 3. .119, 209. .304, 213. .296, 219. .305, 220. .303, 
379. .498, 380. .511, 574. .771, 596.-772, 597. .773, 600. .785, 
873. .989, 880. .993, 881. .961, 882. .989, 1113. .1415, 1113. .1169, 
1114. .1419, 1169. .1360, 1218. .1400, 1249. .1431 



Seq. No. 
Gene No. 
Start 



1221 
2488 
1 



Seq. ID OJ990323_03.9A18.C21 
Strand + 
End 1524 



1246 




Name 


OJ990323 03.9A18.C21.ol.gs 


Method 


GEN SCAN 


Qf art 


5 ~ 


End 


1367 


GI 


none 


Score 


.93 


J_J *\ w A 1 iL? 


5.. 105, 382.. 502, 600.. 773, 


883. . 990-, 


1113. .1367 


Seq. No. 


1221 


Seq. ID 


OJ990323_03.9A18.C21 


Gene No. 


2488 


Strand 


+ 


Start 


1 


End 


1524 


Name 


OJ990323 03.9A18.C21.ol.gp 


Method 


AAT/GAP 


Start 


885 


End 


1524 


GI 


uC-osflM202081g05bl 


Score 


991 



Exons 885.. 990, 1113.. 1524 

GI Descrip. f 1362152/pir | | S56639 9.0e-66 ribosomal protein S6 kinase homolog 
(clone Aspkll) - oat >gi_871986_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] ' 



Seq. No. 


1221 


Seq. ID 


OJ990323_03.9A18 


.C21 


Gene No. 


2488 


Strand 


+ 




Start 


1 


End 


1524 




Name 


OJ990323 03.9A18..C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1155 


End 


1420 




GI 


none 


Score 


432 




Exons 


1155. .1415, 1157. .1420, 1169 


..1360, 1221. .1415 




Seq. No. 


1222 ■ 


Seq. ID 


OJ990323_03.9A1& 


.C23 


Gene No . 


2489 


Strand 


+. 




Start 


1 


End 


5453 




Name 


OJ990323 03.9A18.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2875 




GI 


5042438 


Score 


227 




Exons 


1..72, 838. .1503, 2798. .2875 








GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1222 


Seq. ID 


OJ990323_03.9A18 


-C23 


Gene No. 


2489 


Strand 


+ 




Start 


1 


End 


5453 




Name 


OJ990323 03.9A18.C23.ol.gs 


Method 


GEN SCAN 




Start 


421 


End 


5453 




GI 


none 


Score 


.91 




Exons 


421.. 1510, 2266.. 2323, 2439. 


.2473, 2722. .2801, 5340. .5453 


Seq. No. 


1222 


Seq. ID 


OJ990323JD3.9A18 


.C23 


Gene No. 


2489 


Strand 


+ 




Start 


1 


End • 


5453 




Name 


OJ990323 03.9A18.C23.ol.gp 


Method 


AAT/GAP 




Start 


620 


End 


1093 




GI 


LIB3432-044-P1-K1-F3 


Score 


882 




Exons 


620. .1093 








GI Descrip. 


f 5042438/gb IAAD38275.il AC00778 9_1 5.0e- 


-12 (AC007789) 






hypothetical protein [Oryza 


sativa] ' 






Seq. No. 


1222 


Seq. ID 


OJ990323_03. 9A18 


.C23 


Gene No. 


2490- 


Strand 


+ 




Start 


7598 


End 


15375 




•Name 


OJ990323 03.9A18.C23.o2.np „ 


Method 


AAT/NAP 




Start 


6624 " 


End 


6708 




GI 


6721547 


Score 


89 





1247 



f a :i 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



6624.. 6708 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990323_03.9A18.C23 
+ 

15375 
GENSCAN 
11186 
.62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9030, 9234. .9341, 9497. .9646, 



1222 
2490 
7598 

OJ990323_03 . 9A18 . C23 . o2 . gs 
7598 
none 

7598.. 7682, 8733.. 8804, 8882. 
9806. .10170, 10925. .11186 

1222 
2490 
7598 

OJ990323_03.9A18.C23.o3.np 
7598 
6721547 
7598. .7682 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID • OJ990323_03.9A18.C23 

Strand + 

End 15375 

Method AAT/NAP 

End 7 682 

Score 84 



1222 
2490 
7598 

OJ990323_03 . 9A18 . C23 . o4 . gp 
8524 

7392JL.R1084 
8524. .8658, 8733. .8800, 8882.. 
'2500354/sp | P93847 | RL10_SOLME 
(EQM) >gi_19028 94_dbj_BAA19462 
[Solanum melongena] ' 



Seq. ID OJ990323_03.9A18.C23 
Strand + 
End 15375 
Method AAT/GAP 
End 9881 
Score 1255 
9004, 9497.. 9881 

1.0e-35 60S RIBOSOMAL PROTEIN L10 
(AB001891) QM family protein 



'•■-J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1222 Seq. ID 

24 90 Strand 

7598 End 

OJ990323_03 . 9A18 . C23 . o5 gp Method 

9982 End 

LIB3432-040-P1-K1-C12 Score 
9982. .10007, 10069. .10381 

'6015437/dbj | AB008112 . 1 | AB008112 4.0e-10 Homo sapiens PEX1 mRNA, 
complete cds 1 



OJ990323_03 . 9A18 . C23 
+ 

15375 
AAT/GAP 
10381 
596 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start-" 
Name 



1222 Seq. ID 

2490 Strand 

7598 End 

OJ990323_03 . 9A18 . C23 . o5 . np Method 

10985 End 

1362152 Score 
10985. .11006, 13257.. 13427 

ribosomal protein S6 kinase homolog (clone Aspkll) - oat 
gi|871986|emb|CAA56313| (X79992) putative pp70 ribosomal protein 
S6 kinase [Avena sativa] 



OJ990323_03 . 9A18 . C23 
+ 

15375' 
AAT/NAP 
13427 
262 



1222 Seq. ID 

2490 Strand 

7598 End 

OJ990323_03 . 9A18 . C23 . o4 . gs Method 



OJ990323_03.9A18.C23 
+ 

15375 
GENSCAN 



1248 



u 

hi 



ry 



u 
H 

a 
u 

.3 XX. 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Qescrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



12126 
none 



End 
Score 



15375 
.57 



12126. .12410, 12471. .12619, 1324 4 .. 13385, 14107 .. 14242, 
14286. .14718, 14763. .15375 



1222 



Seq. ID 
Strand 
End 

Method 
End 
Score 



2491 
16086 

OJ990323_03 . 9A18 . C23 . 08 . gp 
16086 - 

3266_1.R1084 
16086.. 16943 

'2809245 1.0e-41 (AC002560) F21B7.14 [Arabidopsis thaliana] 1 



OJ990323 _03 . 9A18 . C23 
+ 

16943 
AAT/GAP 
16943 
1535 



1222 . Seq. ID 

2492 Strand 
24323 End 
OJ990323_03 . 9A18 . C23 . olO . gp Method 
24323 ~ End 

533_1.R1084 Score 
24323. .24376, 24399. .24489 

, 113172/sp| P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17 928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 



OJ990323_03 . 9A18 . C23 
+ 

24489 
AAT/GAP 
24489 
167 



Seq. No. 


1222 




Seq. ID 


OJ990323_ 


03 


.9A18 


.C23 


Gene No. 


2493 




Strand 










Start 


2424 




End 


3084 








Name 


OJ990323 03.9A18.C23 


.o2 .gp 


Method 


AAT/GAP 








Start 


2424 




End 


3084 








GI 


none 




Score 


1196 








Exons 


2424. .3084 














Seq. No. 


1222 




Seq. ID 


. OJ990323. 03 


.9A18 


.C23 


Gene No. 


2494 




Strand 








Start 


11447 




End 


11781 








Name 


.OJ990323 03.9A18.C23 


.o3.gs 


v. Method 


GENSCAN 








Start 


11447 




*' ' End 


11781 








GI 


none 




Score 


.82 








Exons 


11447. .11633, 11678. 


.11781 












Seq. No. 


1222 




Seq. ID 


OJ990323_ 


03 


.9A18 


.C23 


Gene No. 


2495 




Strand 










Start 


12647 




End 


14861 








Name 


OJ990323 03.9A18.C23 


. o4 . np 


Method 


AAT/NAP 








Start 


12647 




End 


14861 








GI 


2809245 




Score 


130 








Exons 


12647. .12706, 12913. 


.13019, 


14823. .146 


161 








GI Descrip. 


(AC002560) F21B7.14 


[Arabidopsis thaliana] 








Seq. No. 


1222 




Seq. ID 


OJ990323_ 


03 


. 9A18 


.C23 


Gene No. 


2495 




Strand 










Start 


12647 




End 


14861 








Name 


OJ990323 03.9A18.C23 


. o7 . gp 


Method 


AAT/GAP 








Start 


13012 




End 


13542 








GI 


uC-osflM202081g05bl 




Score 


583 









1249 



Exons 13012. .13046, 13248.. 13542 

GI Descrip. ■ 1362152/pir | IS56639 9.0e-66 ribosomal protein S6 kinase homolog 
{clone Aspkll) - oat >gi_871986_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] 1 





1222 




Seq. ID 


OJ990323_03. 9A18 


.C23 




2496 




Strand 






Start 


15695 




End 


23471 




Name 


OJ990323 03. 9A18 .C23 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12638 _ 




End 


16643 




GI 


none 




Score 


75 




F.xons 

i_l 1 1 o 


12638 12706, 12645 . 


. 12716, 


12647. .12712, 12908 .. 1297 9, 






12913. .12963, 12965. 


.13021, 


12966. .13016, 16285. .16635, 






16308. .16643 










Sea No 


1222 




Seq. ID 


OJ990323_03.9A18 


.C23 


fipnp No 


2496 




Strand 






Start 


^15695 




End 


23471 




Name 


OJ990323 03 9A18 C23 


. ol . tc 


Method 


TBLASTX: Cress 




OLdl L 


12644 _ 




End 


16638 




(IT 


nnno 




Score 


62 




Exons 


12644. .12706, 12931. 


.12963, 


12965. .13021, 16314. .16391, 






16315. .16392, 16392. 


.16526, 


16393. .16515, 16527 .. 16637, 






16585 16638 










OC^i IN w • 


1 999 




Seq. I'D 


OJ990323_03.9A18 


.C23 


OCX ItJ LNvJ • 


9 A Qfi 

^ *i .7 U 




Strand 






O Lai L 


15695 




End 


23471 






OJ990^23 03 9A18 C23 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12644 




End 


16643 




GI 


none 




Score 


63 




Pvnn q 


12644. .12706, 12913. 


. 12963, 


12914. .12979, 12962 .. 13015, 






12965. .13021, 16314. 


.16643, 


16321.. 16638 




Spa No 


1222 




Seq. ID 


OJ990323_03.9A18 


.C23 


Gpnp No . 


2496 




Strand 






Start 


15695 




End 


23471 




Name 


OJ990323 03.9A18.C23 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13243 




End 


13449 




GI 


none 




Score 


147 






13243. . 13449, 13250. 


. 13387, 


13257. .13433, 13264.. 13437 




Spa No 


1222 




Seq. ID 


OJ990323_03.9A18 


.C23 


Cpnp No 


2496 




Strand 






O Lai L 


15695 ' 




End 


23471 




Name 


OJ990323 03.9A18.C23 


. ol . tw 


Method 


• TBLASTX: Wheat 




Start 


13253 




End 


13434 




GI 


none 




Score 


295 




Exons 


13253. .13378, 13257. 


.13433, 


13263. .13433, 13264.. 13434 




Seq. No. 


1222 




Seq. ID 


OJ990323_03.9A18 


.C23 


Gene No. 


2496 




Strand 






Start 


15695 




End 


23471 




Name 


OJ990323 03.9A18.C23 


. o5 . gs 


Method 


GENSCAN 




Start 


15695 




End 


23471 




GI 


none 




Score 


.56 




Exons 


15695. .15857, 16318. 


.16823, 


18760. .18845, 19410 .. 19618, 





1250 



19661. .19806, 20415. .20515, 20584 20635, 20736 .. 20791, 
20877. .20982, 21537 .. 21616, 21668 21955, 22952 23060, 
23292. .23471 



Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1222 Seq. ID 

2496 Strand 

15695 End ' 23471 
OJ990323_03 . 9A18 . C23 . 06 . np Method AAT/NAP 

16317 End 16840 

2809245 ,Score 400 
16317.. 16840 

(AC002560) F21B7.14 [Arabidopsis thaliana] 



OJ990323 03.9A18.C23 



1222 
2496 
15695 

OJ990323_03 . 9A18 . C23 . o2 . tm 

17172 

none 

17172. .17318, 17331. .17414, 

18746. .18844, 18748 .. 1884 6, 

19390. .19632, 19409 .. 19555, 

19661. .19807, 19663. .19809, 

20412. .20465, 20416 .. 204 69, 

20735. .20782, 20861 .. 21007 

1222 
2496 
15695 

OJ990323_03 . 9A18 . C23 . o2 . ts 
17333 
none 
17333. 
18788. 
19652. 



Seq. ID OJ990323_03.9A18.C23 
Strand 

End 23471 

Method TBLASTX : Mai ze 

End 21007 " 

Score 45 
17333. .17428, 17340 .. 17414, 
18760. .18846, 18764 18850, 
19653. .19703, 19660 .. 19809, 
19737. .19811, 20400. .20516, 
20459. .20518, 20733 .. 20780, 
20878.. 20982 

Seq. ID OJ990323_03.9A18.C23 
Strand 

End 23471 

■Method TBLASTX : Soybean 

End 20982 

Score 98 



.18844, 
.19555, 
.20459, 

20415. .20495, 20734 .. 20766, 20878 20937 , 20914. .20982 



.17428, 17337. .17411, 18760 .. 1884 6, 18764, 
.18847, 19393. .19632, 19407 .. 19532 , 19409. 
.19807, 19660. .19809, .19660. .19809, 20412, 



■Seq. No. 

Gene No, 

Start 

Name 

Start 

GI • 

Exons 



GI Descrip, 



1222 Seq. ID OJ990323_03.9A18.C23 

2496 Strand 

15695 End 23471 

OJ990323_03 . 9A18 . C23 . o7 . np Method AAT/NAP 

17336 End 21823 

3122234 Score ' 1059 
17336. .17410, 18760. .18845, 
20415. .20515, 20584 .. 20635, 
21779. .21823 

EUKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 

(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 
[Triticum aestivum] 



19410. .19552, 19661. 
20736. .20791, 20877. 



.19806, 
.20982, 



Seq. No. 1222 

Gene No. 2496 

Start 15695 

Name OJ9 90323_03 . 9A1 8 . C2 3 . o2 . tc 

Start 18760 

GI none 
Exons 



Seq. ID OJ990323_03.9A18.C23 



Strand 
End 

Method 

End 

Score 



23471 

TBLASTX: Cress 

20459 

71 



18760. .18843, 18764 .. 18838 , 19393 .. 19632, 194 05 .. 19551, 



1251 



19409. .19555, 19652 19807, 19660 .. 19809, 19660 .. 19818, 
20412. .20459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1222 Seq. ID 

2496 Strand 
15695 End 
OJ990323_03 . 9A18 . C23 . o9 . gp Method 
19762 End 
28160_1.R1084 Score 

19762. .19806, 204 15 20515, 20584 

20877. .20982, 21779 21885, 21961 



OJ990323 03.9A18.C23 



23471 
AAT/GAP 
22118 
1029 

20635, 20736. .20791, 
22118 



' 3122234 /sp | 024473 | IF2B_WHEAT 2.0e-30 EUKARYOTIC TRANSLATION 
INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38) >gi_2306768 
(U87163) eIF-2 beta subunit [Triticum aestivum] ' 



1223 Seq. ID 

24 97 Strand 

535 End 
OJ990323_03 . 9A18 . C24 . ol . gp Method 

535 End 

2317527 Score 
535. .983 



OJ990323_03.9A18.C24 

1356 . 
AAT/GAP 
983 
775 



□ Seq. No. 

; =1 Gene No. 

.!s Start 

!:!; Name 

TLI start 

Q GI 

l\l Exons 

Iy Seq. No. 

Gene No. 
Q Start 
: y Name 
i 7 Start 

;sss 

•1 GI 
'\° Exons 

O Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



1223 
2497 
535 

OJ990323_03.9A18.C24.ol.tm 

565 

none 



Seq. ID OJ990323_03.9A18.C24 
Strand 

End 1356 

Method TBLASTX: Maize 

End 1356 

Score 39 



565.-597, 578. .637, 600. .638, 657. .689, 664. .690, 678. .755, 
692. .745, 748. .1353, 768. .1355, 781. .1356 



1223 
2497 
535 

OJ990323_03.9A18.C24.ol.ts 

810 

none 



Seq. ID OJ990323_03.9A18.C24 
Strand 

End 1356 

Method TBLASTX : Soybean 

End 1355 

Score 61 



810. .911, 813. .905, 814. .915, 1011. .1352, 1020. .1355, 1021. .1353 



1223 
24 97 
535 

OJ990323_03.9A18.C24.ol.tc 

816 

none 



Seq. ID OJ990323_03.9A18.C24 
Strand 

End 1356 

Method TBLASTX : Cress 

End 1355 

Score 108 



816. .905, 820. .912, 999. .1355, 1009. .1350, 1023. .1355 



Seq. No. 1223 

Gene No. 2497 

Start 535 

Name OJ990323_03 . 9A18 . C24 . ol . np 

Start 819 

GI 6572076 

Exons' . 819. .1356 

GI Descrip. (AL133452) receptor-protein kinase-like protein [Arabidopsis' 
thaliana] 



Seq. ID OJ990323_03.9A18.C24 
Strand 

End 1356 

Method AAT/NAP 

End .1356 

Score 596 



1252 



Seq. No. 1224 Seq. ID 

Gene No. 2498 Strand 

Start 3655 End 

Name OJ990323_03 . 9A18 . C25 . o2 .gs Method 

Start 3655 End 

GI none Score 
Exons 



OJ990323_03.9A18.C25 
+ 

5213 
GEN SCAN 
5213 
.79 



3655. .3736, 4522.. 4769, 4798.-4893, 4902.. 5213 



Seq. No. 

Gene No. 
. Start 
' Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



sf Seq. No. 

J Gene No. 

3 Start 

r= Name 

y Start 
GI 

3 Exons 

■i GI Descrip. 



1224 Seq. ID 

2499 Strand 

1 . . End 
OJ990323_03 . 9A18 . C25 . ol . np Method 

1 End 

4680186 - Score 
1. .189 

(AF111709) unknown [Oryza sativa subsp, 



OJ990323_03.9A18.C25 
189 

AAT/NAP 

189 

187 



■1224 Seq. ID 

2500 Strand 

4 99 End 
OJ990323_03 . 9A18 . C25 . o2 . np Method 

4 99 End 

6539581 Score 

499. .645, 7.20. .2559, 2665. .2844, 4112. 



. indica] 

OJ990323_03.9A18.C25 

4131 
AAT/NAP 
4131 
2128 
.4131 



• (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



1224 
2500 
499 

OJ990323_03 . 9A18 . C25 . ol . gp 
3708 
2427387 
3708. .4090 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323 03.9A18.C25 



4131 
AAT/GAP 
4090 
508 



Seq. No. 


1224 




Seq. ID 


OJ990323_03. 


9A18 


.C25 


Gene No. 


2501 




Strand 








Start 


5799 




End 


10243 






Name 


OJ990323 03.9A18.C25.o3 


.np 


Method 


1 AAT/NAP 






Start 


5799 




End 


10243 






GI 


4680179 




Score 


5607 






Exons 


5799. .9155, 9183. .10243 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


1224 




Seq. ID 


OJ990323_03. 


9A18 


.C25 


Gene No. 


2502 




Strand 








Start 


10471 




End 


11265 






Name 


OJ990323 03.9A18.C25.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


1678 




End 


2109 






GI 


none 




Score 


66 






Exons 


1678. .2109, 1679. .1873 












Seq. No. 


1224 




Seq. ID 


OJ990323_03. 


9A18 


.C25 


Gene No. 


2502 




Strand 









1253 



Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


,C25.o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1741 








End 


2284 


GI 


none 








Score 


140 


Exons 


1741. .2283, 


1948 


. .2283, 


2132. 


.2284 




Seq. No. 


1224 








Seq.' ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


,C25.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


1960 








End 


2343 


GI 


none 








Score 


158 


Exons 


1960. .2343, 


1981 


. .2340 








Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


.C25.ol 


.tc 


Method 


TBLASTX -.Cress 


Start 


2029 








End 


2349 


GI 


none 








Score 


66 . 


Exons 


2029. .2349, 


2128 


. .2322 








Seq. No. 


1224 








Seq. ID 


OJ990323_03 . 9A18 . C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 : 


Name 


OJ990323 03. 


9A18 


.C25.o8 


. tw 


Method 


TBLASTX: Wheat 


Start 


2176 








End 


2568 


GI 


none 








Score 


66 


Exons 


2176. .24.66, 


2470 


. .2568 








Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


.C25.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


2344 








End 


2565 


GI 


none 








Score 


231 


Exons 


2344. .2565 












Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


.C25.o7 


.■tw 


Method 


TBLASTX: Wheat 


Start 


5844 








End 


6175 


GI 


none 








Score 


73 


Exons 


5844. .6101, 


5895 


. .6026, 


5896. 


.6081, 6103. .6174, 6104. .6175 


Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03. 


9A18 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6039 








End 


6622 


GI 


none 








Score 


68 


Exons 


6039. .6101, 


6100 


. .6462, 


6104. 


.6244, ' 6302. .6463, 6460. .6621, 




6467. .6622 












Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 





1254 




Start 


10471 








End - 


11265 


Name 


OJ990323 03 


.9A18 


.C25.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


6175 








End 


6801 


GI 


none 








Score 


182 


Exons 


6175. .6801, 


6217 


. .6630, 


6290. 


.6799 




Seq. No. 


1224 








Seq. ID 


OJ990323_03 . 9A18 .C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03 


. 9A18 


.C25.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


6670 








End 


6961 


GI 


none 








Score 


284 


Exons 


6670. .6960, 


6674 


. .6961, 


6674. 


.6961 




Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03 


. 9A18 


.C25.o3 


.-ts 


Method 


TBLASTX : Soybean 


Start 


6760 








End 


7020 


GI 


none 








Score 


197 


Exons 


6760. .7020, 


6761 


. .7009 








Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start - 


10471 








End 


11265 . 


Name 


OJ990323 03 


.9A18 


.C25.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6784 








End 


7110 


GI 


none 








Score 


85 


Exons 


6784. .6927, 


6785 


. .6925, 


6928. 


.7110 




Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03 


. 9A18 


.C25.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


6807 








End 


7347 


GI 


none 








Score 


134 


Exons 


6807. .7073, 


6808 


. .7347, 


6812. 


.7165 




Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 


Name 


OJ990323 03 


. 9A18 


.C25.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7350 








End 


7706 


GI 


none 








Score 


205 


Exons 


7350. .7706, 


7351 


. .7701 








Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18.C25 


Gene No. 


2502 








Strand 




Start 


10471 








End ' 


11265 


Name 


OJ990323 03 


. 9A18 


,C25.o3 


.tw 


Method 


TBLASTX-: Wheat 


Start 


7353 








End 


7778 


GI 


none 








Score 


221 " 


Exons 


7353. .7778, 


7356 


. .7703, 


7360. 


.7776 




Seq. No. 


1224 








Seq. ID 


OJ990323_03 . 9A18 . C25 


Gene No. 


2502 








Strand 




Start 


10471 








End 


11265 



1255 



Name 


OJ990323 03. 


9A18 


.C25.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


7524 








End 


7772 




GI 


none 








Score 


206 




Exons 


7524. .7772 














Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


O C A O 

2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7713 








End 


8060 




GI 


none 








Score 


143 




Exons 


7713. .8060, 


7714 


. .7992 










Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No . 


o c a o 
2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


7779 








. End 


8081 




GI 


none 








Score 


255 




Exons 


7779. .8081, 


7780 


. .8040 










Seq. No. 


1224 








Seq. . ID 


OJ990323__03.9A18 


.C25 


Gene No. 


O C A O 

2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7794 








' End 


8189 




GI 


none 








Score 


186 




Exons 


7794. .8153, 


7804 


. .8037, 


8110. 


.8151, 8157. .8189, 8157. .8189 


Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8076 








End 


8547 




GI . 


none 








Score 


79 




Exons 


8076. .8543, 


8109 


. .8531, 


8110. 


.8547 






Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


1.1265 




Name 


OJ990323 03. 


9A18 


.C25.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


8130 








End 


8613 




GI 


none 








Score 


203 




Exons 


8130. .8612, " 


8133 


. .8588,. 


8173. 


.8613 






Seq. No. 


1224 








Seq. ID 


OJ990323JD3.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


8262 








End 


8576 




GI 


none 








Score 


199 




Exons 


8262. .8576 














Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o9. 


tm 


Method 


'TBLASTX: Maize 





1256 




Start 


8550 








End 


8741 




GI 


none 








Score 


106 




Exons 


8550. .8741, 


8596 


. .8703 










Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25 .ol0 


. tw 


Method 


TBLASTX: Wheat 




Start 


8745 ~~ 








End 


9098 




GI 


none 








Score 


223 




Exons 


8745. . 9098 














Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


9432 ~~ 








End 


9785 




GI 


none 








Score 


74 




Exons 


9432. . 9782, 


9588 


. .9785 ' 










Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


9444 ~~ 








End 


9782 




GI 


none 








Score 


248 




Ex on ^ 


9444 . . 9782 














Seq.' No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Naiue 


OJ990323 03. 


9A18 


.C25.oll 


. tw 


Method 


TBLASTX: Wheat 




Start 


9837 ~ 








End 


10032 




GI 


none 








Score 


124 




Exons 


9837. .10031, 


9841. .10032 










Seq. No. 


1224 








Seq. ID 


OJ990323_03. 9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o4. 


np 


Method 


AAT/NAP 




Start 


10469 








End 


11265 




GI 


4512231 








Score 


1276 




Exons 


10469.. 11265 












GI DescriD. 


(AB014741) ORF0 ; 


protein 


[Oryza sativa] 






Seq. No. 


1224 








Seq. ID 


OJ990323_03.9A18 


.C25 


Gene No. 


2502 








Strand 






Start 


10471 








End 


11265 




Name 


OJ990323 03. 


9A18 


.C25.o4. 


gs 


Method 


GEN SCAN 




Start 


10471 








End 


11265 




GI 


none 








Score 


.97 




Exons 


10471. .11265 














Seq. No. 


1225 








Seq. ID 


OJ990323_03.9A18 


.C26 


Gene No. 


2503 








Strand 


+ 




Start 


173 








End 


499 




Name 


OJ990323 03. 


9A18 


.C26.ol. 


gs 


Method 


GENSCAN 





1257 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



173 
none 
173. .499 



End 
Score 



499 
. 91 



Seq. ID OJ990323_03.9A18.C27 
Strand . + 

103 

AAT/GAP 
103 
197 



1226 
2504 
1 

OJ990323_03 . 9A18 .C27 . ol . gp 
1 

uC-osflM20208.1g05bl 
1..103 

1 1362152/pir | IS56639 9.0e-66 ribosomal protein S6 kinase homolog 
(clone Aspkll) - oat >gi_871986_emb_CAA56313_ (X79992) putative 
pp70 ribosomal protein S6 kinase [Avena sativa] 1 



End 

Method 

End 

Score 



1226 
2505 
285 

OJ990323_03 . 9A18 . C27 . ol . gs 

285 

none 

285. .312 



Seq. ID OJ990323_03.9A18.C27 
Strand 

End 312 

Method GENS CAN 

End 312 

Score .72 



Seq. ID OJ990323_03.9A18.C30 
Strand - " ■ 

1537 
AAT/NAP 
1537 
1823 



1227 
2506 
1 

OJ990323_03 . 9A18 . C30 . ol . np 
1 

6572076 
1..1537 

(AL133452) receptor-protein kinase-like protein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



1227 
2506 
1 

OJ990323_03.9A18.C30.ol.tm 
58 

none 



Seq. ID OJ990323_03.9A18.C30 
Strand 

End - 1537 

Method TBLASTX : Maize 

End 928 

Score 896 



58. .816, 58. .816, 641. .823, 787. .861, 827. .880, 827. .928, 
838. .891 



1227 
2506 
1 

OJ990323_03 . 9A18 . C30 . ol . ts 
58 

none 



Seq. ID OJ990323_03.9A18.C30 
Strand 

End 1537 

Method TBLASTX : Soybean' 

End 8 61 

Score 441 



58. .861-, 59. .418, 67. .843, 291. .860 



1227 
2506 
1 

OJ990323_03 . 9A18 .C30 . ol . tc 

116 

none 

116. .418, 127. .672, 151. .672 



Seq. ID OJ990323_03.9A18.C30 
Strand 

End 1537 

Method TBLASTX : Cress 

End 672 

Score 336 



1258 



□ 

hi 

en. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



: Seq. No. 
>'* Gene No. 
y Start 
Q Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



1227 
2506 
1 



Seq. ID OJ990323_03.9A18.C30 
Strand 

End 1537 



OJ990323 03.9A18.C30.ol.tw-- Method TBLASTX: Wheat 



End 636 
Score 312 



212 
none 

212. .412, 214. .633, 214. .636 

1227 
2506 
1 

OJ990323 03.9A18.C30.o2.tc Method TBLASTX : Cress 



Seq. ID OJ990323_03.9A18.C30 
Strand 

End"'-' 1537 



955 
none 



End 
Score 



1449 
100 



955. .1122, 974. .1132, 1120. .1449, 1121. .1417 

1227 Seq. ID OJ990323_03.9A18.C30 

2506 Strand 

1 End 1537 

OJ990323_03 . 9A18 . C30 . o2 . ts Method TBLASTX : Soybean 

964 End 1302 
none Score 7 6 

964. .1101, 966. .1097, 973. .1131, 974. .1132, 1105. .1155, 
1165. .1302, 1172. .1285 

1227 Seq. ID OJ990323_03.9A18.C30 

2506 Strand 

1 End 1537 

OJ990323_03 . 9A18 . C30 . o2 . tm Method TBLASTX : Maize 

965 End 1257 
none Score 164 

965. .1156, 967. .1155, 967. .1185, 971. .1186, 1153. .1257, 
1154. .1249 



Seq. ID OJ990323_03.9A18.C30 
Strand 

1537 



1227 
2506 

1 End 
OJ990323_03 . 9A18 . C30 . o3 . tm Method TBLASTX : Maize 
1258 End 1533 

none Score . 91 

1258. .1533, 1301.. 1528 



Seq. ID OJ990323_03.9A18.C31 
Strand 

10280 



1228 
2507 

1 End 

OJ990323_03 . 9A18 . C31 . ol . np Method AAT/NAP 

1 End 523 

6572076 Score 261 
1..428, 465. .523 

(AL133452) receptor-protein kinase-like protein [Arabidopsis 
thaliana] 

1228 _ Seq. ID OJ990323_03.9A18.C31 

2507 " Strand 

1 End 10280 

OJ990323 03.9A18.C31.ol.tc Method TBLASTX : Cress 



1259 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
W ■ Start 
i'f! Name 
ry Start 
GI 

Exons 



U 



a 



2 

none 

2. .82, 101. .265, 102. .266 

1228 
2507 
1 

OJ990323_03.9A18.C31.ol.gs 
23 

none 



End 
Score 



266 
105 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method GENSCAN 

End 5645 

Score .53 



23. .637, 892. .941, 1551. .1610, 1679. .1748, 2057. .2150, 
2282.. 2391, 2472.. 2675, 2752.. 3018, 3834:. 4043, 4284.. 4523, 
5253.. 5471, 5557.. 5622, 5628.. 5645 

Seq. ID OJ990323_03.9A18.C31 



1228 

2507 Strand 

1 End 
OJ990323_03 . 9A18 . C31 . o5 . ts Method 

104 End 

none Score 

104. .265, 105. .266, 299. .334, 356. .400 



10280 

TBLASTX : Soybean 

400 

94 



1228 
2507 
1 

OJ990323_03 . 9A18 . C31 . o2 . np 

2204 

1136434 



Seq. ID OJ990323_03.9A18.C31 



Strand 
End 

Method 

End 

Score 



10280., 
AAT/NAP 
10280 
1239 



2204. .2391, 2472. .2675, 2752. .2971, 3823. .4043, 4284. .4523, 
5253. .5498, 5903. .6283, 6797. .7008, 7171. .7379, 7729. .8321, 
J 8995.. 9215, 9637.. 9851, 10169.. 10280 

j GI Descrip. (D80009) KIAA0187 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 
Method TBLASTX: Maize. 
End 28 93 

Score 118 

2240. .2320, 2471. .2572, 2472. .2573, 2472. .2573, 2473. .2664, 
2554. .2676, 2565. .2687, 2568.-2678, 2745. .2891, 2752. .2892, 
2753. .2893 



1228 
2507 
1 

OJ990323_03 . 9A18 . C31 . ol . tm 

2240 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1228 Seq. ID 

2507 Strand 
1 End 
OJ990323_03 . 9A18 . C31 . ol . gp - Method 
2362 End 
LIB347 9-005-Q6-K1-F3 Score 
2362.. 2391, 2472.. 2675, 2752.. 3000 

'1136434/dbj IBAA11504 | 2.0e-31 (D80009) KIAA0187 [Homo sapiens] 1 



OJ990323_03.9A18-.C31 

10280 
AAT/GAP 
3000 
922 



1228 Seq. ID 

2507 Strand 

1 End 

OJ990323_03 . 9A18 . C31 . o2 . tc Method ; 

2478 End 



OJ990323_03.9A18.C31 
10280 

TBLASTX: Cress 
2784 



1260 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
fU Gene No. 
: 3 Start 
r** Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

2478. .2687, 

1228 
2507 
1 

OJ990323_03. 

2894 

none 

2894. .3019, 
3815. .4027, 

1228 
2507 
1 

OJ990323_03. 

3822 

none 

3822. .4049, 
4331. .4504, 

1228 
2507 
1 

OJ990323_03. 

4294 

none 

4294. .4347, 
5243. .5335, 

1228 
2507 
1 

OJ990323_03. 

5259 

none 

5259. .5372, 

1228 
2507 
1 

OJ990323J33. 

5888 

none 

5888. .6262, 
9637. .9847 



2479.-2673, 2746. 



9A18.C31.o3.tm 



2894. .3019, 2895. 
3829.. 4026, 3834. 



9A18.C31.ol.ts 



3823. .4038* 3834. 
4332. .4505 



9A18.C31.o2.tm 



4296. .4343, 4335. 
5247.. 5336, 5248. 



9A18.C31.o3.ts 



Score 
.2784 



104 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 
Method TBLASTX : Mai ze 
End 4041 
Score 173 

.3020, 2896. .3021, 2896. .3021, 
.4040, 3834. .4040, 3835. .4041 

Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method TBLASTX : Soybean 

End 4505 

Score 219 

.4049, 4270. .4503, 4284. .4502, 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method TBLASTX: Maize.-, 

End 5337 ' ■ 

Score 76 

.4532, 4337. .4504, 4342. .4530, 
.5337, 5251.. 5337 

Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method ' ■ TBLASTX : Soybean 

End 5474 

Score 125 



5260. .5364, 5376. .5474, 5377. .5472 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method GENSCAN 

End 9847 

Score .83 
6762. .6946, 7210. .7303, 7958. .8343, 8978. .9215, 



9A18.C31.o2.gs 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1228 
2507 
1 

OJ990323_03. 

8214 

none 

8214. .8345, 
8979. .9218, 



9A18.C31.ol.tw 



8216.. 8353, 8216. 
9616.. 9741, 9635. 



Seq. ID OJ990323_03.9A18.C31 
Strand 

End 10280 

Method TBLASTX : Wheat 

End 9742 

Score 166 

.8344, 8965. .9216, 8976.-9236, 
.9742 



Seq. No. 



1228 



Seq. ID OJ990323_03.9A18.C31 



1261 




Gene No. 


2507 




Strand 






Start 


1 




End 


10280 




Name 


OJ990323 03. 9A18.C31.o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


8217 ~~ 




End 


9162 




GI 


none 




Score 


88 




Exons 


8217. .8348, 8219. .8344, 


8976. 


.9161, 8977. .9162 




Seq. No. 


1228 




Seq. ID 


OJ990323_03 . 9A18 


.C31 


Gene No. 


2507 




Strand 


— 




Start 


1 




End 


10280 




Name 


OJ990323 03. 9A18.C31.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


9168 ~ 




End 


9831 




GI 


none 




Score 


138 




Exons 


9168. .9236, 9634. .9831, 


9635. 


.9826 






Seq. No. 


1229 




Seq. ID 


OJ990323_03 . 9A18 


.C32 


Gene No. 


2508 




Strand 


— 




Start 


1 




End 


1400 




Name 


OJ990323 03.9A18.C32.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1400 




GI 


1136434 




Score 


510 




Exons 


1. .199, 493. .611, 725. . 


815, 8 


83. .1034, 


1341 . . 1400 




GI Descrip . 


(D80009) KIAA0187 [Homo 


sapiens] 






Seq. No. 


1229 




Seq. ID 


OJ990323_03. 9A18 


.C32 


Gene No. 


2508 




Strand ■ 






Start 


1 




End 


1400 




Name 


OJ990323 03. 9A18 .C32 .ol 


.gs 


Method 


GENSCAN 




Start 


9 ~~ 




End 


1029 




GI 


none 




Score 


.93 




Exons 


9. . 199, 493. . 611, 725. . 


815, 883.. 1029 






Seq. No. 


1230 




Seq. ID 


OJ990323_03.9A18 


.C33 


Gene No. 


2509 




Strand 






Start 


110 




End 


1429 




Name 


OJ990323 03. 9A18.C33.ol 


. gs 


Method 


GENSCAN 




Start 


110 ~ 




End 


1429 




GI 


none 




Score 


.88 




Exons 


110. .247, 573.-632, 743 


. .805, 


1367. .1429 




Seq. No. 


1231 




Seq. ID 


OJ990323J33.9A18 


.C35 


Gene No. " 


2510 




Strand 






Start 


111 




End 


715" 




Name 


OJ990323 03. 9A18.C35.ol 


. gs 


Method 


GENSCAN 




Start 


111 ~~ 




End 


715 




GI 


none 




Score 


.9 




Exons 


111. .174, 289. .343, 436 


. .613, 


696. .715 






Seq. No. 


1232 




Seq. ID 


OJ990323_03.9A18 


.C37 


Gene No. 


2511 




Strand 


+ 




Start 


1 




End 


271 




Name 


OJ990323 03.9A18.C37.ol 


• gp 


Method 


AAT/GAP 




Start 


1 




End 


271 




GI 


28160 1.R1084 




Score 


346 




Exons 


1..89, 165. .271 











-GI Descrip. ' 3122234 /sp | 024473 | IF2B_WHEAT 2.0e-30 EUKARYOTIC TRANSLATION 

INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38) >gi_2306768 



1262 



(U87163) eIF-2 beta subunit [Triticum aestivum] 1 



Seq. No. 1232 

Gene No. 2511 

Start 1 

Name OJ990323_03 . 9A18 . C37 . ol . gs 

Start 165 

GI none 

Exons 165.. 271 



Seq. ID OJ990323_03.9A18.C37 

Strand + 

End 271 

Method GENS CAN 

End 271 

Score .89 



Seq. No. 1233 
Gene No. 2512 
Start 1 

Name OJ990323_03 . 9A18 . C38 . ol . np 

Start 1 
GI 6630696 
Exons 1 . . 561 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region, of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990323_03.9A18.C38 
Strand 

666 

AAT/NAP 
561 
822 



End 

Method 

End 

Score 



Seq. No. 


1233 




Seq. ID 


OJ990323_03. 9A18. 


C38 


Gene No . 


2512 




Strand 






Start 


1 




End 


666 




Name 


OJ990323 03.9A18.C38.ol 


. gs 


Method 


GENSCAN 




Start 


31 . 




End 


561 




GI 


none 




Score 


.69 




Exons 


31. .561 










Seq. No. 


1233 




Seq. ID 


OJ990323_03. 9A18. 


C38 


Gene No. 


2512 




Strand 






Start 


1 




End 


666 




Name 


OJ990323 03.9A18.C38.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


211 




End 


483 




GI 


none . 




Score 


82 




Exons 


211.. 285, 287.. 406, 287 


. .352, 


349. .483, 


356. .472 




Seq. No. 


1233 




Seq. ID 


OJ990323_03.9A18. 


C38 


Gene No. 


2512 




Strand 






Start 


1 




End 


666 




Name 


OJ990323 03.9A18.C38.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


283 




End 


666 




GI 


none 




Score 


87 




Exons 


283. .354, 287. .376, 287 


. .352, 


289. .354, 


344 . .454, 349. .4 


80, 




354. .452, 356. .529, 535 


. .666 








Seq. No. 


1234 




Seq. ID 


OJ990323_03.9A18. 


C39 


Gene No. 


2513 




Strand 






Start 


1 




End 


626 




Name 


OJ990323 03.9A18.C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


626 




GI 


1136434 




Score 


258 




Exons 


1..250, 327. .626 










GI Descrip. 


(D80009) KIAA0187 [Homo 


sapiens] 






Seq. No. 


1234 




Seq. ID 


OJ990323_03.9A18. 


C39 


Gene No. 


2513 




Strand 







1263 



is A 

hi 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



End 

Method 
End 
Score 



OJ990323_03 . 9A18 . C39 . ol . gp 
20 

LIB347 9-005-Q6-K1-F3 
20.. 250, 327.. 558 

■ 11364 34/dbj | BAA11504 | 2.0e-31 (D80009) KIAA0187 [Homo sapiens] ' 



626 

AAT/GAP 
558 
814 



1234 
2513 
1 

OJ990323_03 . 9A18 . C39 . ol . tm 
43 

none 



Seq. ID OJ990323_03.9A18.C39 
Strand 

End 626 

Method TBLASTX : Maize 

End 4 68 

Score 97 



43. .159, 45. .146, 46. .147, 47. .148, 48. .239, 129. .251, 140. .262, 
143. .253, 321. .467, 327. .467, 328. .468 



1234 Seq. ID 

2513 Strand 

1 End 
OJ990323_03 . 9A18 . C39 . ol . gs Method 

47 End 

none -Score 
47. .250 

1234 Seq. -ID 

2513 Strand 

1 End 
OJ990323_03. 9A18 . C39 . ol . tc Method 

53 End 

none Score 

53. .262, 54. .248, 321. .359 



OJ990323_03.9A18.C39 
626 

GENSCAN 

250 

.61 



OJ990323_03.9A18.C39 
626 

TBLASTX: Cress 

359 

104 



1235 
2514 
1 

OJ990323_03 . 9A18 . C40 . ol . np 

-1 

3122234 
1..39, 140. .191, 260. .360 

EUKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 
(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 
[Triticum aestivum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_ 
+ 

407 

AAT/NAP 

360 

182 



03.9A18.C40 



1235 Seq. ID 

2514 Strand 
1 End 
OJ990323_03 . 9A18 . C40 . o2 . gp Method 
1 End 
28160_1.R1084 Score 
1..39, 140. .191, 260. .407 

' 3122234/sp 1024473 | IF2B_WHEAT 2.0e-30 EUKARYOTIC TRANSLATION 
INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38J >gi_2306768 
(U87163) eIF-2 beta subunit [Triticum aestivum] ' 



OJ990323_03.9A18.C40 
+ 

407 

AAT/GAP 

407 

308 



1235 
2514 
1 



Seq. ID OJ990323_03.9A18.C40 
Strand + 
End 4 07 



1264 





Name 


OJ990323 03.9A18.C40.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


387 




GI 


28160 1.R1084 


Score 


311 




Exons 


1..39, 140. .191, 260. .387 








GI Descrip. 


, 3122234/sp|024473| IF2B WHEAT 2.0e-30 


EUKARYOTIC TRANSLATION 




INITIATION FACTOR 2 BETA SUBUNIT (EIF- 


■2-BETA) (P38) >gi 2306768 






(U87163) eIF-2 beta subunit 


[Triticum 


aestivum] 1 




Seq. No. 


1235 


Seq. ID 


OJ990323_03.9A18.C40 




Gene No. 


2514 


Strand 


+ 




Start 


1 


End 


407 




Name 


OJ990323 03. 9A18 . C40 . ol . gs 


Method 


GENSCAN 




Start 


16 


End 


360 




GI 


none 


Score 


.77 




Exons 


16. .39, 140. .191, 260. .360 








Seq. No. 


1236 


Seq. ID 


OJ990323_03.9A18.C41 




Gene No. 


2515 


Strand 






Start 


16 


End 


144 




Name 


OJ990323 03.9A18.C41.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


144 




GI 


none 


Score 


.85 




Exons 


16. .144 






r 

! ST 

I 


Seq. No. 


1237 


Seq. ID 


O.J990323 03.9A18.C42 


C =7 


Gene No. 


2516 ' J 


Strand 




: ' * 


Start 


1 


End 


309 




Name 


OJ990323 03.9A18.C42.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


305 


- 


GI 


6646752 


Score 


163 




Exons 


1. .305 






Li 


GI Descrip. 


(AC013258) putative cytochrome P450 [Arabidopsis thaliana] 




Seq. No. 


1237 


Seq. ' ID 


OJ990323_03.9A18.C42 


: J 


Gene No. 


2516 


Strand 






Start 


1 


End 


309 




Name 


OJ990323 03.9A18.C42.ol.tnr 


Method 


TBLASTX: Maize 




Start 


• 57 


End 


309 


3 


"GI 


none 


Score 


307 


_r 
1 


Exons 


57. .308, 57. .305, 58. .309 








Seq. No. 


1237 


Seq. ID 


OJ990323_03.9A18.C42 




Gene No. 


2516 


Strand 






Start 


1 


End 


309 




Name 


OJ990323 03.9A18.C42.ol.ts 


Method 


TBLASTX : Soybean 




Start 


57 


End 


305 




GI 


none 


Score 


40 




Exons 


57. .107, 57. .119, 108. .305, 


109. .288 






Sea No. 


1237 


Seq. ID 


OJ990323_03.9A18.C42 




Gene No. 


2516 


Strand 






Start 


1 


End 


309 




Name 


OJ990323 03.9A18.C42.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


305 . 




GI 


none 


Score 


.6 




Exons 


65. .305 







1265 



Seq. No. 1238 Seq. ID OJ990323_03.-9A18.C43 

Gene No. 2517 Strand 

Start 1 End 559 

Name OJ990323_03. 9A18 .C43.ol.np Method AAT/NAP 

Start 1 End 559 

GI 3913733 Score 104 

Exons 1..112, 501.. 559 

GI Descrip. H YDROXYAC YLGLUT ATH I ONE HYDROLASE CYTOPLASMIC (GLYOXALASE II) 
(GLX II) gi| 1924921 |emb|CAA69644 | (Y08357) 
hydroxyacylglutathione hydrolase [Arabidopsis thaliana] 
gi | 6630545 | gb | AAF19564 . 1 | AC011708_7 (AC011708) 
hydroxyacylglutathione hydrolase cytoplasmic {glyoxalase II) 
(GLX II) [Arabidopsis thaliana] 





Seq. No. 


1238 


Seq. ID 


OJ990323_03.9A18.C43 




Gene No. 


2517 


Strand 


- 




Start 


1 


End 


559 




Name 


OJ990323 03.9A18.C43.ol.gs 


Method 


GENSCAN 




Start 


16 


End 


503 




GI 


none 


Score 


.52 




Exons 


16. .112, 388. .503 








Seq. No. 


1239 


Seq. ID 


OJ990323_03.9A18.C44 


.: so, 
I t 


Gene No. 


2518 


Strand 






Start 


60 


End 


253 


"i 


Name 


OJ990323 03.9A18.C44.ol.gs 


Method 


GENSCAN 


f.n 


Start 


60 


End 


253 


:' : : 


GI 


none 


Score 


.59 




Exons 


60. .253 






y 


Seq. No. 


1240 


Seq. ID 


OJ990323_07.9A06.C6 


: i j 

rii 


Gene No. 


2519 


Strand 




; *? 


Start 


1 


End 


529 


:: 


Name 


OJ990323 07.9A06.C6.ol.np 


Method 


AAT/NAP 


^ 

J.-l 


Start 


1 


End 


529 




GI 


1362152 


Score 


295 




Exons 


1..217, 296. .376, 479.-529 






S& 


GI Descrip. 


ribosomal protein S6 kinase 


homolog (clone Aspkll) - oat 


'ii =T 




gi | 871986 | emb I CAA56313 I (X79992) putative pp70 ribosomal protein 


! ! CT 
,3 C5. 




S6 kinase [Avena sativa] 






I 


Seq. No. 


1240 


Seq. ID 


OJ990323_07.9A06.C6 




Gene No. 


2519 


Strand 






Start 


1 


End 


529 




Name 


OJ990323 07.9A06.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


88 


End - 


529 




GI 


none 


Score 


152 




Exons 


88. .219, 92. .220, 101. .232, 


102. .233, 


295. .336, 321. .353, 






353. .388, 479.-529 








Seq. No. 


1240 


Seq. ID 


OJ990323_07. 9A06.C6 




Gene No. 


2519 


Strand 






Start 


1 


End 


529 




Name 


OJ990323 07.9A06.C6-ol.tm 


Method 


TBLASTX: Maize 




Start 


88 


End 


529 




GI 


none 


Score 


187 




Exons 


88. .219, 101. .220, 290. .337, 


295. .336, 


334. .351, 353. .388, 



1266 





479 S29 480 527 






Q&n Mo 


1240 


Seq. ID 


OJ990323 07.9A06.C6 


f^ono Mo 


2519 


Strand 




jLai L 


i 


End 


529 


Name 


OJ990323 07.9A06.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


88 


End 


527 




none 


Score 


163 




88 219. 92 220. 95. 220. 96 


. .233, 96. 


.233, 97 . .234 , 295 . 




321 353, 353 379. 353.. 388. 


479 . . 526, 


480 . . 527 


Sea No 


1240 


Seq. ID 


OJ990323 07.9A06.C6 


npnp No 


2519 


Strand 




Start 


1 


End 


529 


Name 


OJ990323 07.9A06.C6.ol.gs 


Method 


GENSCAN 


Start 


97 


End 


217 


GI 


none 


Score 


. 96 


r vnn q 

LAUl 1 0 


97 . . 217 






Qpn NO 
JCtj t LN ^ • 


1241 ■ 


Seq. ID 


OJ990323 07.9A06.C8 




2520 


Strand 


+ 


Start 


1 


End 


641 


Name 


OJ990323 07.9A06.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


641 


GI . 


3122234, 


Score. 


442 


Exons 


1. .51, '221. .369, 478. .641 








EUKARYOTIC TRANSLATION INITIATION FACTOR 2 BETA SUBUNIT 


(EIF-2-BETA) (P38) gi 12306768 


(U87163) 


eIF-2 beta subunit 




[Triticum aestivum] 






Qcipr Ma 


1241 


Seq. ID 


OJ990323_07. 9A06.C8 


uCllC iVvJ • 


2520 


Strand 


+ 


Start 


1 


End 


641 


Name 


OJ990323 07.9A06.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


212 


End 


637 


GI 


none 


Score 


255 


Fvnn c; 


212. .370, 221. .370, 223. .378, 


398. .637, 


475. .621, 479.-625 


Sea No 


1241 :< ■ ■ " • 


Seq. ID 


OJ990323_07. 9A06.C8 


f^(2>ri(^ No 

VJ ^ J. 1 1/N V*/ . 


2520 


Strand 


+ 


Start 


1 . 


End 


641 


Name 


OJ990323 07.9A06-.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


219 


End 


640 


GI 


none 


Score 


257 


F.xon ^ 


219. .293, 221. .370, 221. .367, 


223. .369, 


327. .377, 398. .640 




475. .621 






Spa No 


1241 


Seq. ID 


OJ990323 07.9A06.C8 




2520 


Strand 


+ 


Start 


1 


End 


641 


Name 


OJ990323 07.9A06.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


221 


End 


637 




none 


Score 


253 


Exons 


221. .370, 221. .370, 223. .378, 


398. .637, 


475. .621, 498. .623 


Seq. No. 


1241 


Seq. ID 


OJ990323_07. 9A06.C8 


Gene No. 


2520 


Strand 


+ 



1267 




Start 


1 




End 


641 




Name 


OJ990323 07.9A06.C8.ol. 


gs 


Method 


GENSCAN 




Start 


224 




End 


620 




GI 


none 




Score 


.55 




Exons 


224. .369, 412. .620 










Seq. No. 


1242 




Seq. ID 


OJ990323_07.9A06 


.Cll 


Gene No. 


2521 




Strand 






Start 


411 




End 


576 




Name 


OJ990323 07.9A06.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


399 




End 


575 




GI 


none 




Score 


184 




Exons 


399.. 575, 400.. 570 










Seq. No. 


1242 




Seq. ID 


OJ990323_07.9A06 


.Cll 


Gene No . 






btrana 






Start 


411 




End 


576 




Name 


OJ990323 07.9A06.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


411 




End 


560 




GI 


none 




Score 


.91 




Exons 


411. .560 










Seq. No. 


1242 




Seq. ID 


OJ990323_07.9A06 


.Cll 


Gene No . 


2521 




Strand 






Start 


411 • 




End, .... 


576 




Name 


OJ990323 07.9A06.Cll.ol 


. tm 


MethobV 


TBLASTX: Maize 




Start 


411 




End 


576 




GI 


none 




Score 


175 




Exons 


411. .575, 411. .575, 412 


. .576 








Seq. No. 


1242 




Seq. ID 


OJ990323_07.9A06 


.Cll 


Gene No. 


2521 




Strand 






buart: 


/iii 




End 


O / D 




Name 


OJ990323 07.9A06.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


411 






576 




GI 


1136434 




Score 


160" 




Exons 


411. .576 










GI Descrip. 


. (D80009) KIAA0187 [Homo 


sapiens] 






Seq. No. 


1243 




Seq. ID 


OJ990323_07.9A06 


.C13 


Gene No. 


o c o o 
ZoZZ 




Strand 


+ 




Start 


1005 




End 


1338 




Name 


OJ990323 07.9A06.C13.ol 


.gs 


Method 


GENSCAN 




Start 


1005 




End ' 


1338 




GI 


none 




Score 


.46 




Exons 


1005. .1109, 1215. .1338 










Seq. No. 


1244 




Seq. ID 


OJ990323_07.9A06 


.C14 


Gene No. 


O C O O '' 

252 J 




Strand 


+ 




Start 


161 




End 


274 




Name 


OJ990323 07.9A06.C14.ol 


.gs 


Method 


GENSCAN 




Start 


161 




End 


274 




GI 


none 




Score 


.71 




Exons 


161. .274 










Seq. No. 


1244- 




Seq. ID 


OJ990323_07.9A06 


.C14 


Gene No. 


2524 




Strand 







1268 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



266 

AAT/NAP 
266 
166 



0 J990323_07 . 9A06 . C14 . ol . np 
1 

2760839 
1. .266 

(AC003105) putative receptor-like protein kinase [Arabidopsis 
thaliana] 





Seq. No. 


1244 




Seq. ID 


OJ990323_07. 


9A06. 


C14 




Gene No. 


2524 . 




Strand 










Start 


1 




End 


266 








Name 


OJ990323 07.9A06.C14.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


220 








GI 


none 




Score 


211 








Exons 


1..216, 2. .220 














Seq. No. 


1245 




Seq. ID 


OJ990323_07. 


9A06. 


C18 




Gene No. 


2525 




Strand 


+ 








Start 


1 




End 


506 








Name 


OJ990323 07.9A06.C18.ol 


. np 


Method 


AAT/NAP 








Start 


1 




End 


506 








GI 


4512231 




Score 


861 








Exons 


1..506 












''a 3 


GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 








i 


'Seq. No. 


1245 




Seq. ID 


OJ990323_07. 


9A06. 


C18 


: 3 * " 


Gene No. 


2525 




Strand 


+ 






ry 


Start 


1 




End 


506 








Name 


OJ990323 07.9A06.C18.ol 


. gs 


Method 


GEN SCAN 






i.u 


Start 


103 




End 


382 






i"l 


GI 


none 




Score 


. 6 








Exons 


103. .382 












:U 


Seq. No. 


1246 




Seq. ID 


OJ990323_07. 


9A06. 


C24 




Gene No. 


2526 




Strand 


+ 








Start 


79 




End 


419 






l.JL 


Name 


OJ990323 07.9A06.C24.ol 


.gp 


Method 


AAT/GAP 






=3, 


Start 


79 




End 


419 






! s J 


GI 


4879565 




Score 


389 






0 


Exons 


79. .158, 266. .419 














Seq. No. 


1246 




Seq. ID 


OJ990323_07. 


9A06. 


C24 




Gene No. 


2526 




Strand 


+ 








Start 


79 




End 


419 








Name 


OJ990323 07.9A06.C24.ol 


. gs 


Method 


GENS CAN 








Start 


82 




End 


419 








GI 


none 




Score 


.96 








Exons 


82. .158, 266. .419 














Seq. No. 


1247 




Seq. ID 


OJ990323JD7. 


9A06. 


C25 




Gene No. 


2527 




Strand 










Start 


58 




End 


380 








Name 


OJ990323 07.9A06.C25.ol 


.gp 


Method 


AAT/GAP 








Start 


58 




End 


338 








GI 


none 




Score 


323 








Exons 


58. .153, 240. .338 













1269 





Seq. No. 


1247 






Seq. ID 


OJ990323_07.9A06. 


C25 




Gene No. 


2527 






Strand 








Start 


58 






End 


380 






Name 


OJ990323 


07. 


9A06.C25.ol.tm 


Method 


TBLASTX: Maize 






Start 


58 






End 


374 






GI 


none 






Score 


120 






Exons 


58. .153, 


60. 


.152, 212.. 337, 


231. .374 








Seq. No. 


1247 






Seq. ID 


OJ990323_07.9A06! 


C25 




Gene No. 


2527 






Strand 








Start 


58 






End 


380 






Name 


OJ990323 


07. 


9A06.C25.-ol.tw 


"Method 


TBLASTX : Wheat 






Start 


87 






End 


380 






GI 


none 






Score 


61 






Exons 


87. .152, 


88. 


.153, 212. .337, 


231. .380 








Seq. No. 


1248 






Seq. ID 


OJ990323_07.9A06. 


C26 




Gene No. 


2528 






Strand 








Start 


30 






End 


350 






Name 


OJ990323 


07. 


9A06.C26.ol.gs 


Method 


GENSCAN 






Start 


30 






End 


350 






GI 


- none 






Score 


.48 






Exons 


30. .350 












Q 
'!? 


Seq. No. 


1249 






Seq. ID 


OJ990323_07..9A06. 


C27 




Gene No. 


2529 






Strand 








Start 


234 






End 


551 




fu 


Name 


OJ990323 


07. 


9A06.C27.ol.gp 


Method 


AAT/GAP 






Start 


234 






End 


551 






GI 


4969189 






Score 


480 




: 1 
: 


Exons 


234. .341, 


37 


6. .551 








1 y 


Seq. No. 


1249 






Seq. ID 


OJ990323_07. 9A06. 


C27 




Gene tio. 


. 2530 






Strand 






•est 


btarr 


A R O 






End 


581 






Name 


OJ990323 


07. 


9A06.C27.ol.np 


Method 


AAT/NAP 




■ JL 


Start 


452 






End 


581 






GI 


1679733 






. Score 


108 






Exons 


452. .581 












Q 


GI Descrip;' 


(U77041) 


polygalacturonase- 


inhibiting protein [Malus domestica] 




Seq. No. 


1250 






Seq. ID 


OJ990323_07.9A06. 


C28 




Gene No. 


2531 






Strand 








Start 


1 






End 


4879 






Name 


OJ990323 


07. 


9A06.C28.ol.gp 


Method 


AAT/GAP 






Start 


1 






End 


213 






GI 


4969189 






Score 


351 






Exons 


1. .213 














Seq. No. 


1250 






Seq. ID 


OJ990323_07. 9A06. 


C28 




Gene No. 


2531 






Strand 








Start 


1 






End 


4879 






Name 


OJ990323 


07. 


9A06.C28 .ol.gs 


Method 


GENSCAN 






Start 


111 






End 


1040 






GI 


none 






Score 


.98 






Exons 


111. .1040 













1270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1250 Seq. ID OJ990323_07.9A06.C28 

2531 Strand 

1 End 4879 

OJ990323_07.9A06.C28.ol.np Method AAT/NAP 

117 End 4879 

1679733 Score 629 

117. .387, 4122.. 4879 

(U77041) polygalacturonase-inhibiting protein [Malus domestica] 



1250 Seq. ID ■ 

2531 Strand 
1 End 
OJ990323_07. 9A06 . C28 . o2 . gp Method 
749 End 
62575_1.R1084 Score 
749. .1094 

, 1143381/emb|CAA88846| 2.0e-09 (Z49063) 
inhibitor [Actinidia deliciosa] 1 



OJ990323_07.9A06.C28 

4879 
AAT/GAP 
1094 
597 

polygalacturonase 



m 

Q 

! if 



Seq. No. 1250 

Gene No. 2531 

Start 1 

Name OJ990323_07 . 9A06 . C28 . o2 . gs 

Start 3851 

GI none 
Exons . 3851.. 4879 

Seq. No. 1250 

Gene No. 2531 

Start 1 

Name OJ990323_07 . 9A06 . C28 . o3 . gp 

Start 4029 

GI LIB3433-037-P1-K1-G8 

Exons 4029.. 4419 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_07.9A06.C28 

4879 
GENSCAN 
4879 
.62 



OJ990323_07.9A06.C28 

4879 
AAT/GAP 
4419 
734 



, 1679733/gb|AAB19212.1| 4.0e-16 (U77041) 
polygalacturonase-inhibiting protein [Malus domestica] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1250 Seq. ID 

•2532 Strand ' 

5376 End 

OJ990323_07 . 9A06 . C28 . ol . tc Method 

123 End 

none - Score 



OJ990323_07 . 9A0.6 V C28 
11289 

TBLASTX: Cress 

4780 

69 



123. .182, 124. .183, 189. .239, 261. .377, 351. .443, 366. .446, 
483. .584, 492. .818, 565. .720, 864. .914, 3875. .3928, 3938. .3982, 
3938.. 4051, 4004. .4117, 4133.. 4171, 4151.. 4255, 4214.. 4252, 
4274. .4471, 4304. .4642, 4355. .4540, 4377. .4532, 4584. .4640, 
4664. .4780 



Seq. No. 1250: 

Gene No. 2532 

Start 5376 

Name OJ990323_07 . 9A06 . C28 . ol . ts 

Start 129 

GI none 

Exons 129.. 182, 177.. 305, 189.. 380, 
381. .467, 393. .443, 477. .824, 



Seq. ID OJ990323_07.9A06.C28 
Strand 

End 11289 

Method TBLASTX : Soybean 

End 4729 

Score 64 

190. .312, 249. .308, 330. .452, 
492. .587, 493. .720, 556. .7-23, 



1271 



864. .914, 3869.-3934, 3914. .4132, 3924. .4118, 3935. .4042, 
3992. .4042, 4127. .4171, 4151. .4255, 4214. .4252, 4274. .4393, 
4295. .4336, 4295. .4459, 4298.-4429, 4304. .4645, 4361. .4540, 
4377. .4535, 4377. .4481, 4607. .4729 



Seq. No. 1250 
Gene No. 2532 
Start 5376 

Name OJ990323_07 . 9 AO 6 . C28 . o3 . tm 

Start 195 
GI none 

Exons 195.. 302, 210.. 392, 217 

393. .449, 474 . .575, 475 
4121. .4171, 4214. .4255, 4215 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 07.9A06.C28 



11289 

TBLASTX: Maize 
4262 
81 

393, 330.'. 449, 331.. 444, 342. 
576, 3953. .4123, 3954. .4115, 
4262 



.446, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

□ 

f Seq. No. 
£H Gene No. 
rU Start 
i;3 Name 
Start 

gi 

Exons 



1250 Seq. ID 

2532 Strand 

537 6 End 

OJ990323_07 . 9A06 . C28 . ol . tm Method 

580 End 

none Score 



OJ990323_07.9A06.C28 
11289 

TBLASTX: Maize 

4817 

123 



580. .726, 636. .731, 768. .1040, 769. .921, 4265. .4438, 4391. .4543, 
4392. .4535, 4583. .4789, 4584. .4817 



1250 
2532 
5376 

OJ990323_07 . 9A06 . C28 . o3 . gs 

5376 

none 



Seq. ID OJ990323_07.9A06.C28 



Strand 
End 

Method 

End 

Score 



11289 
GENSCAN 
10564 
.81 



5376. .5572, 6039. .6093, 6417. .6587, 6771. .6860, 7403. .7514, 
7697. .7765, 7911. .7966, 8109. .8295, 9163. .9211, 9529. .9601, 
9680. .9958, 10138 .. 10279, 10368. .10564 



Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 



1250 
2532 
5376 

OJ990323_07.9A06.C28.o2.np 

6004 

2462838 



Seq. ID OJ990323_07.9A06.C28 

Strand - ~" 

End 11289 ■ 

Method AAT/NAP 

End 11289 1 

Score 1232 



6004.. 6093, 6417.. 6587, 6771.. 6879, 7378.. 7514, 7911.. 7966, 
8109.. 8373, 9163.. 9211, 9529.. 9601, 9680.. 9958, 10138 .. 10198 , 
10368. .10655, 11208.. 11289 



GI Descrip. (AF000657) unknown protein [Arabidopsis thaliana] 



Seq. No. 1250 

Gene No. 2532 

Start 5376 

Name OJ990323_07 . 9A06 . C28 . o3 . ts 

Start 6417 

GI none 

Exons 6417.. 6587, 
7400. .7513, 



6418.. 6582, 6442. 
7403.. 7519, 7404. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 07.9A06.C28 



11289 

TBLASTX : Soybean 
7766 
142 

6585, 6736.. 6858, 6768.-6863, 
7514, 7695.. 7766, 7696.. 7758 



Seq. No. 
Gene No. 
Start 



1250 
2532 
5376 



Seq.- ID 

Strand 

End 



OJ990323 07.9A06.C28 



11289 



1272 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 

Name.,,/ 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 
. aa Start 
j «J GI 
! i3 Exons 



OJ990323 07.9A06.C28.o2.tm 



Method TBLASTX : Maize 



6417 End 8246 

none Score 194 

6417. .6587, 6442. .6585, 6768..6863, 6772.-6858, 7390. .7509, 

7403. .7519, 7404. .7514, 7696.-7758, 7697.-7765, 7698. .7781, 

7714. .7788, 7899.-7967, 7907. .7969, 7910. .7969, 8100. .8246, 

8104.. 8223, 8109.. 8246 



1250 Seq. ID 

2532 Strand 

5376 End 

OJ990323_07 . 9A06 . C28 . o4 . gp Method 

7907 End 

LIB3432-040-P1-K1-E7 Score 
7907.. 7966, 8109.. 8247 
■2462838 3.0e-15 (AF000657) 
thaliana] ' 



OJ990323_07 . 9A06 . C28 

11289 
AAT/GAP 
8247 
231 



unknown protein [Arabidopsis 



1250 Seq. ID 

2532 Strand 

5376 End 
OJ990323_07 . 9A06 .C28 . o2 . tc Method 

9708 End 

none Score 

9708.. 9767, 9818.. 9931, 9818.. 9964, 
10138.. 10206 



OJ990323_07.9A06.C28 
11289 

TBLASTX: Cress 
10207 
63 

9819. .9974, 10136 .. 10207 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 



1250 
2532 
5376 

OJ990323_07 . 9A06 . C28 . o4 . tm 

9824 

none 



Seq. ID OJ990323_07.9A06.C28 
Strand 

End 11289 

Method TBLASTX : Maize 

End 10388 

Score 144 



9824. .9958, 9825.-9932, 9826. .9960, 10136 .. 10279, 10137 10283, 
10138. .10290, 10138. .10281, 10365.. 10388 

1250 Seq. ID OJ990323_07.9A06.C28 
2532'- Strand - .. 

5376 End 11289 

OJ990323_07 . 9A06 . C28 . o2 . ts Method TBLASTX : Soybean 
9836 End 10532 

none Score 84 

9836.. 9964, 9840.. 9932, 9859.. 9960, 10136 .. 10306, 10137 .. 10241, 
10138. .10284, 10363. .10425, 10364 .. 10531, 10368. .10532 

1251 Seq. ID OJ990323_07.9A06.C29 
2533 Strand 

671 End 6809 

OJ990323_07 . 9A06 . C2 9 . ol . np Method AAT/NAP 
671 End 1753 

2462838 Score 566 

671. .956, 1220. .1753 

(AF000657) unknown protein [Arabidopsis thaliana] 



1251 
2533 
671 



Seq. ID OJ990323_07.9A06.C29 
Strand 

End 6809 



1273 



,2 



Name 


OJ990323 07 


.9A06. 


C29.ol 


. gs 


Method 


GENSQAN 


Start 


681 








End 


6663 


GI 


none 








Score 


.74 


Exons 


681. .956, 1220. .2076, 2688. .2954, 3901 


. .4597, 4811. .5055, 




5800. .5960, 


6075. 


.6663 








Seq. No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No . 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


.9A06. 


C29.o2 


.np 


Method 


AAT/NAP 


Start 


1942 








End 


6809 


GI 


6503010 








Score 


791 


Exons 


1942. .2104, 


3918. 


.4597, 


4811. 


.5055, 5800. .6038, 6075. .6232, 




6285. .6809 












GI Descrip. 


(AF174427) 


f ormin 


i-like protein AHF1 [Arabidopsis thaliana] 


Seq. No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No. 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


..9A06. 


C29.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


3834 








End 


4166 


GI 


none 








Score 


109 


Exons 


3834. .4013, 


3915. 


.4016, 


3929. 


.4021, 4008. .4166, 4014. .4148, 




4025. .4165 












Seq. No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No. 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


. 9A06. 


C29.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


4187 








End 


4603 


GI 


none 








Score 


138 


Exons 


4187. .4357, 


4359. 


. 4595, 


4367 . 


.4603, 4435. .4602 


Seq. No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No.' 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


.9A06. 


C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4369 








End 


4948 


GI 


none 








Score 


264 


Exons 


4369. .4599, 


4382. 


.4603, 


4383. 


.4595, 4386. .4616, 4387. .4599, 




4811. .4945, 


4811. 


.4948 








Seq. .No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No. 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


.9A06. 


C29.ol 


.tc 


Method 


TBLASTX: Cress ' 


Start 


4385 








End 


5087 


GI 


none 








Score 


143 


Exons 


4385. .4603, 


4386. 


.4598, 


4785. 


.5087, 4811. .5053 


Seq. No. 


1251 








Seq. ID 


OJ990323_07.9A06.C29 


Gene No. 


2533 








Strand 




Start 


671 








End 


6809 


Name 


OJ990323 07 


.9A06. 


C29.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


4812 








End 


5059 


GI 


none 








Score 


105 


Exons 


4812. .5057, 


4814. 


.5056, 


4850. 


.5059 





1274 



ry 

Is 

Q 



Seq. No. 


1251 




Seq. ID 


OJ990323_07 . 9A06 . C29 


Gene No. 


2533 




Strand 




Start 


671 




End 


6809 


Name 


OJ990323 07.9A06.C29.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4958 




End 


6127 


GI 


none 




Score 


90 


Exons 


4958. .5056, 4960. .5058, 


4967. 


.5059, 5004.. 5066, 5796.. 5960, 




5798. .5962, 5798. .5959, 


6074. 


.6127, 6078.. 6125 


Seq. No. 


1252 




Seq. ID 


OJ990323_07.9A06.C30 


Gene No. 


2534 - 




Strand 


+ 


Start 


214 




End 


1712 


Name 


OJ990323 07.9A06.C30.ol. 


gs 


Method 


GEN SCAN 


Start 


214 




End 


1712 


GI 


none 




Score 


.96 


Exons 


214. .282, 359. .470, 1642 


!. .1712 




Seq. No. 


1253 




Seq. ID 


OJ990323_07.9A06.C31 


Gene No. 


2535 




Strand 


+ 


Start 


2015 




End 


3839 


Name 


OJ990323 07.9A06.C31.o2. 


gs 


Method 


GENSCAN 


Start 


2015 




End 


3839 


GI 


none 




Score 


.83 


Exons 


2015. .2071, 2103. .2293, 


3617. 


.3839 




Seq. No. 


1253 




Seq. ID 


OJ990323_07.9A06.C31 


Gene No. 


.2535 




Strand 


+ 


Start 


2015 




End 


3839 


Name 


OJ990323 07.9A06.C31.ol. 


gp 


Method 


AAT/GAP 


Start 


3368 




End 


3448 


GI 


38012 1.R1084 




Score 


103 


Exons 


3368. .3448 








GI Descrip. 


? 4097947/gb|U72255|OSU72255 2 


.Oe-23 Oryza sativa 




beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds ' 


Seq. No. 


1253 




Seq. ID 


OJ990323_07 . 9A0 6 . C31 


Gene No. 


2535 




Strand 


+ 


Start 


2015 




End 


3839 


Name 


OJ990323 07.9A06.C31.ol. 


np 


Method 


AAT/NAP 


Start 


3636 




End 


3836 


GI 


2281092 




Score 


193 


Exons 


3636. .3836 








GI Descrip. 


.(AC002333) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


1253 




Seq. ID 


OJ990323_07 . 9A06 . C31 


Gene No . 


2536 




Strand 


+ 


Start 


6128 




End 


9285 


Name 


OJ990323 07.9A06.C31.o2. 


gp 


Method 


AAT/GAP 


Start 


6048 




End 


7848 


GI 


4879565 . 




Score 


679 


Exons 


6048. .6164, 6684. .6760, 


6868. 


.7021, 7552. .7622, 7825. .7848 


Seq. No. 


1253 




Seq. ID 


OJ990323_07.9A06.C31 


Gene No. 


2536 




Strand 


+ 


Start 


6128 




End 


9285 


Name 


OJ990323 07.9A06.C31.o3. 


gs 


Method 


GENSCAN 



1275 



Start 
GI 

Exons 



6128 End 9285 

none - Score . 85 

6128. .6164, 6684. .6760, 6868. .7021, 7552. .7622, 7861. .7926, 

8223. .8297, 8408. .8440, 8558. .8638, 8755. .8811, 8897. .8986, 
9084. .9285 



Seq. No. 1253 Seq. ID 

Gene .No. 2537 Strand 

Start 1094 End 

Name OJ990323_07 . 9A06 . C31 . ol . gs Method 

Start 1094 - End 

GI none Score 

Exons 1094.. 1207, 1247.. 1405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990323_07.9A06.C31 

1405 
GENSCAN 
1405 
. 98 



1253 
2538 
3628 

OJ990323_07. 

3628 

none 



9A06.C31.ol.tm 



Seq. ID OJ990323_07.9A06.C31 
Strand 
End 

Method 
End 
Score 



3839 

TBLASTX: Maize 

3839 

114 



3628. .3825, 3629. .3745, 3644. .3832, 3645. .3833, 3789. .3839 



Seq. No. 1253 Seq. ID 

H Gene No. 2538 Strand 

= 3 Start 3628 v\ ' End 

Name OJ990323_07.9Ati6.C31.ol.ts Method 

!;!J Start 3645 End 

1 * GI none Score 

Q Exons 3645.. 3824, 3650.. 3814 



Seq. No. 1253 

Gene No. 2539 

Start 6113 

Name OJ990323_07 . 9A06 . C31 . o2 . tm 

Start 6113 

GI none 
Exons 



OJ990323_07.9A06.C31 
3839 

TBLASTX: Soybean 

3824 

207 



OJ990323 07.9A06.C31 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6113. .6166, 6114. .6164, 6121. .6183, 6122.. 6166, 6668. .6766, 
6682. .6759, 6867 .. 6971, 6868 .. 6978 , 7782. .7928, 7810. .7932, 
7813. .7914, 7824. .7928, 8030. .8119, 8030.. 8119 



8119 

TBLASTX : Maize 

8119 

83 



Seq. No. 


1254 




Seq. ID 


OJ990323_07.9A06.C32 


Gene No. 


2540 




Strand 


+ 


Start 


59 




End 


4635 


Name 


OJ990323 07.9A06.C32.ol, 


.gp 


Method' 


AAT/GAP 


Start 


59 




End 


1066 


GI 


none 




Score 


1035 


Exons 


59. .227, 316. .378, 462., 


.635, 


718. .849, 


1001. .1066 


Seq. No. 


1254 




Seq. ID 


OJ990323_07.9A06.C32 


Gene No. 


2540 




Strand 


+ 


Start 


59 




End 


4635 


Name 


OJ990323 07.9A06.C32.ol, 


.gs 


Method 


GENSCAN 


Start 


131 




End 


4635 


GI 


none 




Score 


.84 


Exons 


131. .227, 462. .635, 718, 


. .849, 


1001. .11 


40, 1402. .1581, 




1964. .2089, 2498. .2644, 


2901. 


.3002, 3107.. 3277, 4401.. 4572, 




4628. .4635 









127 6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2540 
59 

OJ990323_07 . 9A06 . C32 . ol . np 
285 

6175185 



Seq. ID OJ990323_07.9A06.C32 

Strand + 

End 4 635 

Method AAT/NAP 

End 367 9 

Score 1092 



285.-378, 462. .635, 718. .849, 1001. .1140, 1495. .1581, 

1964. .2089, 2498. .2704, 2901. .3002, 3107. .3277, 3374. .3453, 

3622..3679 



GI Descrip. . (AC011437) ankyrin-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2540 
59 

OJ990323JD7 . 9A06 . C32 . o2 . gp 

2498 

none 



Seq. ID OJ990323_07.9A06.C32 



Strand 
End 

Method 

End 

Score 



+ 

4635 
AAT/GAP 
3158 
632 



2498..2644, 2723.-2785, 2901. .3002, 3107. .3158 



Seq. No. 1254 Seq. ID 

Gene No. 2541 Strand 

Start 5161 End 

Name - * OJ990323_07 . 9A06 . C32 . o2 . gs Method 

Start 5161 End 

GI none Score 

Exons 5161.. 5703 



OJ990323_07.9A06.C32 
+ 

5703 
GENSCAN 
5703 
.91 



U Seq. No. 1254 Seq. ID 

j.J Gene No. 2541 Strand 

Start 5161 End 

»ft Name OJ990323_07 . 9A06 . C32 . o4 . gp Method 

iy Start 5242 End 

iE _ GI none Score 

□ Exons 5242.. 5571 



0 J 9 9 0 3 2 3_0 7 . 9 AO 6 . C 3 2 
+ 

5703 
AAT/GAP 
5571 
649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1254 Seq. ID 

2542 Strand 
7613 End 
OJ990323_07 . 9A06 . C32 . o5 . gp Method 
7613 End 
2496_1.R1084 Score 
7613.. 8565 

' 6091733/gb|AAF034 45.1 |AC010797_21 3 
protein [Arabidopsis thaliana] 1 



07.9A06.C32 



OJ990323_ 
+ 

8565 
AAT/GAP 
8565 
1875 



0e-17 (AC010797) unknown 



1254 Seq. ID 

2543 Strand 
9710 End 
OJ990323_07 . 9A06 . C32 . 06 . gp Method 
9710 End 
LIB3477-003-P1-K1-E9 Score 
9710. .9771 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990323_07.9A06.C32 
+ 

9771 
AAT/GAP 
9771 
76 



1277 




Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


.C32 


Gene No. 


2544 


Strand 


+ 




Start 


10148 


End 


10852 




Name 


OJ990323 07.9A06.C32 


.o4.gs Method 


GENSCAN 




Start 


10148 


End 


10852 




GI 


none 


Score 


.91 




Exons 


10148. .10256, 10695. 


.10852 






Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


.C32 


Gene No. 


2545 


Strand 


+ 




Start 


16957 


End 


18994 




Name 


OJ990323 07.9A06.C32 


.o9.gp Method 


AAT/GAP 




Start 


16932 


End 


18994 




GI 


none 


Score 


997 




Exons 


16932. .17135, 17951. 


.18049, 18136. .1824 


4, 18593. .18668, 






18925. .18994 








Seq. No. 


1254 


Seq. ID 


OJ990323JD7.9A06 


.C32 


Gene No. 


2545 


Strand 


+ 




Start 


16957 


End 


18994 




Name 


OJ990323 07.9A06.C32 


.06. gs Method 


GENSCAN 




Start 


16957 


End 


18975 




GI 


none 


Score 


.83 




Exons 


16957. .17135, 17951. 


.18049, 18136.. 1824 


4, 18593. .18664, 






18927. .18975 








Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


-C32 


Gene No. 


2546 


Strand 






Start 


7988 


■ ■■' End 


8197 . 




Name 


OJ990323 07.9A06.C32 


,o3.gs Method 


GENSCAN 




Start 


7988 


End 


8197 




GI 


none 


Score 


.95 




Exons 


7988. .8197 








Seq. No. 


1254 


Seq. ID 


OJ990323JT7.9A06 


.C32 


Gene No. * 


2547 


Strand 






Start 


11560 


End 


16002 




Name 


OJ990323 07.9A06.C32 


,o6.tm Method 


TBLASTX: Maize 




Start 


199 


End 


836 




GI 


none 


Score 


53 




Exons 


199. .225, 201. .227, 


312. .380, 313. .387, 


315. .377, 452.. 


553, 




530. .643, 535. .615, 


717. .797, 798. .836 






Seq. No. 


1254 


Seq. ID 


O'J990323_07.9A06 


.C32 


Gene No. 


2547 


Strand 






Start 


11560 


End 


16002 




Name 


OJ990323 07.9A06.C32 


.o2.tc Method 


TBLASTX: Cress 




Start 


530 


End 


2107 




Gi 


none 


Score 


121 




Exons 


530. .643, 717. .845, 


1994. .2107 






Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


.C32 


Gene No. 


2547 


Strand 






Start 


11560 


End 


16002 




Name 


OJ990323 07.9A06.C32 


.o7.tm Method 


TBLASTX: Maize 




Start 


1509 


End 


2659 




GI 


none 


Score 


71 





1278 




Exons 


1509. 


.1577, 


1519 


. .1569, 


1853. 


.1876, 1923. .2072, 1940.. 2089, 




1949. 


.2089, 


.1963 


. .2091, 


2485. 


.2619, 2498.. 2623, 2506.. 2625, 




2507. 


.2659 












Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 


Gene No. 


2547 










Strand 




Of -i v-4- 


11560 










End 


16002 


Name 


OJ990323 07. 


9A06 


.C32.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


2928 










End 


3695 


GI 


none 










Score 


96 


Exons 


2928. 


.3002, 


2930 


. .3007, 


3083. 


.3253, 3104. .3256, 3105. .3254, 




3370. 


.3453, 


3371 


. .3457, 


3374. 


.3451, 3601. .3654, 3639.-3695 


Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 




2547 










Strand 




Start 


11560 










End 


16002 


Name 


OJ990323 07. 


9A06 


.C32.o3, 


. tc 


Method 


TBLASTX: Cress 


Start 


3121 










End 


3454 


GI 


none 










Score 


210 


Exons 


3121. 


.3276, 


3122 


. .3277, 


3392. 


.3454 




Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 


Gene No. 


2547 










Strand 






11560 










End 


16002 


Name 


OJ990323 07. 


9A06 


,C32.o3, 


.ts 


Method 


TBLASTX : Soybean 


Start 


3176 










End 


3670 


GI 


none 










Score 


89 


Exons 


3176. 


.3241, 


3235 


. .3276, 


3236. 


.3277, 3370. .3453, 3371. .3454, 




3620. 


.3670 












Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 


Gene No. 


2547 










Strand 




Q+- a v-+- 


11560 










End 


16002 


Name 


OJ990323 07. 


9 AO 6 


.C32.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


5149 










End 


5752 


GI ' - 


none 










Score 


111 


Exons 


5149. 


.5250, 


5152 


. .5223, 


5156. 


.5344, 5272. .5352, 5330. .5467, 




5409. 


.5702, 


5410 


. .5670, 


5414. 


.5701, 5699. .5752 


Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 


bene ino . 


2547 










Strand 




Start 


11560 










End 


16002 


Name 


OJ990323 07. 


9A06 


.C32.o2, 


.ts 


Method 


TBLASTX : Soybean 


Start 


7980 










End 


11785 


GI 


none 










Score 


198 


Exons 


7980. 


.8198, 


7994 


. .8197, 


11548 


. .11778, 


11549. .11785 


Seq. No. 


1254 










Seq. ID 


OJ990323_07.9A06.C32 


uene no . 


2547 










Strand 




Start 


11560 










End 


16002 


Name 


OJ990323 07. 


9A06 


.C32.ol, 


, tw 


Method 


TBLASTX: Wheat 


Start 


8000 










End 


11779 


GI 


none 










Score 


189 


Exons 


8000. 


.8197, 


8001, 


. .8198, 


11549 


. .11779, 


11563. .11778 


Seq. No. 


1254 










Seq. ID 


OJ990323_07 . 9A06. C32 


Gene No. 


2547 










Strand 





1279 



Start 


11560 


End 


16002 




Name 


OJ990323 07.9A06.C32.o4.tm 


Method 


TBLASTX: Maize 




Start 


8000 


End 


11782 




GI 


none 


Score 


160 




Exons 


8000.. 8212, 8001.. 8198, 11569 


. .11778, 


11570. .11782, 11720. .11782 


Seq. No. 


1254 


Seq. ID 






Gene No. 


^04 / 


Strand 






Start 


11560 


End 






Name 


OJ990323 07.9A06.C32.o4.tc 


Method 






Start 


8012 


End 


1 1 1 ft 9 




GI 


none 


Score 


119 




Exons 


8012. .8212, 8013. .8198, 11593 


. .11778, 


11594. .11782 




Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


r "39 


Gene No. 


2547 


Strand 






Start 


11560 


End 


16002 




Name 


OJ990323 07.-9A06.C32.o7.gp 


Method 


AAT/GAP 




Start 


11277 


End 


11882 




GI 


42373 1.R1084 


Score 


1133 




Exons 


11277. .11882 








GI Descrip. 


, 6091734/gb|AAF03446.1|AC010797 22 3.1 


Oe-16 (AC010797) 






hypothetical protein [Arabidopsis thaliana] ? 




Seq. No. 


1254 


Seq. ID 


OJ990323_07.9A06 


.C32 


Gene No.* 


2547 


Strand 






Start 


11560 


End 


16002 




Name 


OJ990323 07.9A06.C32.o5.gs 


Method 


GEN SCAN 




Start 


11560 


End 


15922 




GI 


none 


Score 


.45 




Exons 


11560. .12023, 13493. .13668, 13703 .. 13788 , 14509 .. 14597 , 






14702. .14852, 15605 .. 15793, 15893.. 15922 





Seq. No. 1254 

Gene No. 2547 

Start ' 11560 

Name OJ990323_07 . 9A06 . C32 . o2 . np 

Start 13442 

GI 849081 

Exons 13442. .13616, 13703 .. 13788 , 1387 6 .. 13930 , 14509 .. 14597 , 
14702.. 14912 

GI Descrip. (U17900) cyclophilin B precursor [Orpinomyces sp. PC-2] 



Seq. ID OJ990323_07.9A06.C32 
Strand 
End 

Method 
End 
Score 



16002 
AAT/NAP 
14912 
514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2547 
11560 
OJ990323 
13464 
none 
13464. 
13875. 
14510. 
15600. 



07.9A06.C32.ol.tm 



.13622, 
.13931, 
.14599, 
.15707, 



13486. 
13877. 
14688. 
15605. 



,13617, 
,13933, 
,14855, 
,15706, 



Seq. ID OJ990323_07.9A06.C32 
Strand 

End 16002 

Method TBLASTX : Mai ze 

End 15763 

Score 204 
13703. .13795, 13713 .. 13781 , 
13877. .13930, 14509 .. 14 601, 
14692. .14853, 14700 .. 14855, 
15722. .15763, 15723.. 15746 



Seq. No. 
Gene No. 
Start 



1254 
2547 
11560 



Seq. ID 

Strand 

End 



OJ990323 07.9A06.C32 



16002 



1280 



Name 

Start 

GI 

Exons 



OJ990323_07 . 9A06 . C32 . ol . ts 

13465 

none 



Method TBLASTX: Soybean 



End 
Score 



14855 
180 



13465. .13617, 13473 .. 13622, 13489 .. 13617 , 13703 .. 13795, 

13716. .13781, 13878. .13931, 13880 .. 13930, 14509 .. 14598, 

14509. .14601, 14513. .14599, 14516 .. 14 605, 14 688 .. 14855, 
14692. .14853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2547 
11560 

OJ990323_07 . 9A06 . C32 . ol . tc 
13470 
none 

13470. .13622, 13489 
13875. .13931, 13877 
14510. .14599, 14510 
14748. .14840, 14757 



..Seq. ID 
Strand 
End 

Method 
End 
Score 

13623, 13697. .13795, 13713 
13930, 14509. .14598, 14509 
14605, 14688. .14786, 14692 
14840 



OJ990323 07.9A06.C32 



16002 

TBLASTX: Cress 
14840 
176 



13778, 
14601, 
14748, 



1254 
2547 
11560 

OJ990323_07 . 9A06 . C32 . o2 . tw 
13476 
none 
13476. 
13708. 
14509. 
14692. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_07.9A06.C32 
16002 

TBLASTX: Wheat 
.14786 
86 



,13508, 13497. .13610, 13522 .. 13611 , 13706 .. 13795, 

,13758, 13713. .13781, 13880 .. 13930 , 13884 .. 13931, 

,14592, 14510. .14581, 14573 .. 14599, 14 691 .. 1478 6, 
.14754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2547 
11560 
OJ990323 
13517 

3T6l_2.R1084 
13517. .13616, 
14702. .14852, 



OJ990323 07.9A06.C32 



07.9A06.C32.o8.gp 



Seq. ID _ 
Strand 

End 16002 
Method AAT/GAP 
End . 16002 
Score 1396 
13703. .13788, 13876 .. 13930, 14509 .. 14597, 
15605. .15793, 15893.. 16002 
'461899/ sp | P3 4 791| CYP4_ARATH 2.0e-59 PEPT IDYL- PROLYL CIS-TRANS 
ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE)' (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_107 6368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

ROC4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] ' 



1254 
2548 
17014 

OJ990323_07 . 9A06 . C32 . o5 . tm 

17014 

none 

17014. .17139, 17016. .17135, 
17952. .18077, 18 136 18252, 
18580. .18669, 18585 .. 18 671, 
18926. .18991, 18926.. 18994 



Seq. ID OJ990323_07.9A06.C32 
Strand 

End 18994 

Method TBLASTX: Maize 

End 18994 

Score 156 
17032. .17136, 17915. .18058, 
18137. .18244, 18 138 ., 18293, 
18586. .18669, 18587 .. 18679, 



1281 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1254 
2548 
17014 

OJ990323_07 . 9A06 . C32 . o4 . ts 

17023 

none 



Seq. ID OJ990323_07.9A06.C32 
Strand 

End 18994 

Method TBLASTX : Soybean 

End 18679 

Score 104 



17023. .17139, 17951. .18046, 17952 .. 18047 , 17 955 .. 18047 , 
18134. .18244, 18136. . 18237, 18138 .. 18245, 18581 .. 18661, 
18586. .18669, 18587 .. 18679, 18591. .18671 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
taja Name 

Start 
hJ GI 
ff\ Exons 

GI Descrip. 

^ Seq. No. 
!s J Gene No. 
hi Start 
fjj Name 
: ,~ Start 
h GI 

. Exons _ 

'■-4 

\* & Seq. No. 
f,3 Gene No. 
□ Start 
Name 
Start 
GI 

Exons 



□ 



1254 
2548 
17014 

OJ990323JD7 . 9A06 . C32 . o3 . tw 

17031 

none 



Seq. ID OJ990323_07.9A06.C32 
Strand 

End 18994 

Method TBLASTX : Wheat 

End 18202 

Score 150 



17031. .17135, 17032. .17139, 17909 .. 18058, 17952 .. 18077, 
18136. .18201, 18137.. 18202 



1255 
2549 
279 

0 J990323_07 . 9A06 . C33 . ol . np 
279 

5923912 



Seq. ID OJ990323_07.9A06.C33 
Strand + 
End 2 627 

Method AAT/NAP 
End 2627 
Score 294 

279. .521, 1481.. 1696, 1826 .. 1960, 2078 .. 2 1 69, 2351. .2627 
(AF185269) bHLH transcription factor GBOF-1 [Tulipa gesneriana] 



1255 
2549 
279 

OJ990323_07.9A06.C33.ol.gs 

762 

none 



Seq. ID OJ990323_07.9A06.C33 

Strand + 

End 2627 

Method GENSCAN 

End 2164 

Score .7 



762. .1033* .1280. .1399^ 1481. .1645, 1826. .1960, 2078,-2164 



1255 
2549 
279 

OJ990323_07.9A06.C33.ol.tc 

1625 

none 



Seq. ID OJ990323_07.9A06.C33 

Strand ■ + 

End 2627 

Method TBLASTX : Cress 

End 2116 

Score 101 



1625. .1687, 1636. .1701, 1637. .1699, 1826. .1966, 1870. .1959, 
2072.. 2116 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



1255 
2549 
279 

OJ990323_07 . 9A06 . C33 . ol . tm 

1634 

none 



1255 
2549 
279 



Seq. ID OJ990323_07.9A06.C33 

Strand '+ 

End 2627 

Method TBLASTX : Mai ze 

End 2141 

Score 103 



1634. .1696, 1636. .1701, 1637. .1699, 1826. .1966, 1826. .1966, 
2072.. 2128, 2073.. 2141 



Seq. ID OJ990323_07.9A06.C33 
Strand + 
End 2627 



1282 



Name 

Start 

GI 

Exons 



OJ990323_07 . 9A06 . C33 . ol . ts Method TBLASTX : Soybean 
1637 End 2140 

none Score 106 

1637.. 1699, 1645.. 1701, 1826.. 1963, 1826.. 1960, 1864.. 1962, 
2072. .2140, 2077. .2109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1255 
2549 
279 

OJ990323_07 . 9A06 . C33 . ol . tw 

1637 

none 



Seq. ID OJ990323_07.9A06.C33 

Strand + 

End 2627 

Method TBLASTX : Wheat 

End 2116 

Score 94 



1637.. 1699, 1639.. 1698, 1826.. 1966, 1832.. 1966, 2072. .2116 



1256 
2550 
27 

OJ990323_07 . 9A06 . C34 .'ol . gs 
27 

none 
27. .149 



Seq. ID OJ990323_07.9A06.C34 
Strand 

End 14 9 

Method GENS CAN 

End 14 9 

Score .86 



b% Seq. No. 

f Gene No. 

1 Start 
H Name ■ 
LI Start 

3 GI 
"e Exons 

* GI Descrip. 

LJ Seq. No. 

Gene No. 
3 Start 
"\ Name . 

f statr-' " 

* GI 

3 Exons 

3 

2 Seq. No. 
Gene No. 
Start - 
Name 
Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1257 
2551 
1 

OJ990323_07 . 9A06 . C35 . ol . np 
1 

2462838 
1..25, 304. .376, 455. .756 

(AF000657) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990323_07.9A06.C35 
Strand 

756 

AAT/NAP 
756 
214 



End 

Method 

End 

Score 



1257 
2551 
1 

OJ990323_07 . 9A06 . C35 . ol . gs 
304 
none 

304.. 376, 455.. 745 

1257 
2551 
1 

OJ990323_07 . 9A06 . C35 . ol . tc 
483 
none 

483.. 542, 580.. 717, 593.. 706, 593.. 739, 594.. 749 



Seq. ID OJ990323_07.9A06.C35 
Strand 

End 756 

Method GENSCAN 

End 745 

Score .78 



Seq. ID OJ990323_07.9A06.C35 
Strand 

End 756 

Method TBLASTX : Cress 

End 749 

Score 63 



1257 
2551 
1 

OJ990323_07 . 9A06 . C35 . ol . tm 

599 

none 

599. .733, 600. .707, 601. .735 

1258 
2552 



Seq. ID OJ990323_07.9A06.C35 

Strand 

End 756 

Method TBLASTX: Maize 

End 735 

Score 144 



Seq. ID OJ990323_07.9A06.C38 
Strand + 



1283 



Start 


185 




End 


358 


Name 


OJ990323 07.9A06.C38.ol. 


, gs 


Method 


GEN SCAN 


Start 


185 




End 


358 


GI 


none 




Score 


.42 


Exons 


185. .295, 351. .358 








Seq. No. 


1258 




Seq. ID 


OJ990323_07 . 9A0 6 . C38 


Gene No. 


2553 




Strand 


+ 


Start 


884 




End 


1460 


Name 


OJ990323 07.9A06.C38.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


872 




End 


1460 


GI 


none 




Score 


111 


Exons 


872. .973, 875.-946, 879. 


. .1067, 


995.. 1075, 1053.. 1190, 




1132.. 1425, 1133.. 1393, 


1137. . 


1424, 1422. .1460 



Seq. No. 


1258 


Seq. ID 


OJ990323_07 


.9A06 


.C38 


Gene No. 


2553 


Strand 


+ 






Start 


884 


End 


1460 






Name 


OJ990323 07.9A06.C38.ol.np 


Method 


AAT/NAP 






Start 


884 


End 


1420 






GI 


5281045 


Score 


327 






Exons 


884. .1420 










GI Descrip. 


(AL080318) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1258 


Seq. ID 


OJ990323__07 




.C38 


Gene No. 


2553 


Strand 


+ - . 






Start 


884 


End 


1460 






Name 


OJ990323 07.9A06.C38.o2.gs 


Method 


GENSCAN 






Start 


884 


End 


1426 






GI 


none 


Score 


.94 






Exons 


884. .1426 










Seq. No. 


1258 


Seq. ID 


OJ990323_07 


.9A06 


.C38 


Gene No. 


2553 


Strand 


+ 






Start 


884 


End 


14.60 






Name 


OJ990323 07.9A06.C38.ol.gp 


Method 


AAT/GAP 






Start 


965 


End 


1294 






GI 


none 


Score 


649 






Exons 


965. .1294 










Seq. No. 


1259 


Seq. ID 


OJ990323_07 


.9 AO 6 


.C42 


Gene No. 


2554 


Strand 








■Start 


52 


End 


698 






Name 


OJ990323 07.9A06.C42.ol.np 


Method 


AAT/NAP 






Start . 


52 


End 


698 






GI 


2462838 


Score 


265 






Exons 


52. .141, 465. .698 










GI Descrip. 


(AF000657) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


1259 


Seq. ID 


OJ990323_07 


.9A06 


.C42 


Gene No. 


2554 


Strand 








Start 


52 


End 


698 






Name 


OJ990323 07.9A06.C42.ol.gs 


Method 


GENSCAN 






Start 


87 


End 


635 






GI 


none 


Score 


.82 






Exons 


87. .141, 465. .635 











1284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
12 GI Descrip. 



a f\ Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



ru 



i.U 
i.1 



■ y 

ii 

U Seq. No. 
"'•■4 Gene No. 
\,a Start 
: =% . \ Name 
k "Start 
^ GI ' 
L-3 Exons 

GI Descrip. 



1259 
2554 
52 

OJ990323_07 . 9A06 . C42 . ol . tm 
465 
none 

465.-635, 490. .633 

1259 
2554 
52 

OJ990323_07 . 9A06 . C42 . ol . ts 
465 
none 

465. .635, 467. .628, 467. .640, 490 

1260 
2555 
1 

OJ990323_07 . 9A06 . C4 3 . ol . np 
1 

.6503010 

1..192, 611. .670 



1260 
2555 
1 

OJ990323_07 . 9A06 . C4 3 . ol . tm 
1 

none 



Seq. ID 


OJ990323_07.9A06.C42 


Strand 




End 


698 


Method 


TBLASTX: Maize 


End 


635 


Score 


194 


Seq. ID 


OJ990323_07.9A06.C42 


Strand 




End 


698 


Method 


TBLASTX: Soybean 


End 


640 


Score 


64 


490. . 633 




beq. ID 


/"\ T Q Q ft "3 O "3 m qahc r> A ~i 


Strand 


+ ~ 


End 


670 


Method 


AAT/NAP 


End 


670 


Score 


158 


l AHF1 [Arabidopsis thaliana] 


Seq. ID 


OJ990323_07.9A06.C43 


Strand 


+ 


End 


670 


Method 


TBLASTX: Maize 


End 


296 


Score 


132 


29. .136, 


109. .201, 114. .215, 


Seq. ID 


OJ990323_07.9A06.C45 


Strand 




End 


1131 


Method 


AAT/GAP 


End 


1030 


Score 


930 



117. .296 

1261 
2556 
442 

OJ990323_07 . 9A06 . C4 5 . ol . gp 
442 

3461_1.R1084 
442. .858, 945. .1030 

•3219355 2.0e-33 (AF062371) ROOT HAIRLESS 1 [Arabidopsis 
thaliana] >gi_5733871_gb_AAD4 9759 . 1_AC007 932_7 (AC007932) 
Identical to gb_AF062371 ROOT HAIRLESS 1 (RHL1) from Arabidopsis 
thaliana. ESTs gb_H37372, gb_AA651313 and gb_Z29767 come from 
this gene 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1261 
2556 
442 

OJ990323_07 . 9A06 . C45 . ol . tm 
706 ' 
none 

706. .864, 728. .859, 945. .1025, 955. .1023 



Seq. ID OJ990323_07.9A06.C45 
Strand 

End 1131 

Method TBLASTX : Mai ze 

End 1025 

Score 204 



1261 
2556 



Seq. ID OJ990323_07.9A06.C45 
Strand 



1285 




Start 


442 




End 


1131 




Name 


OJ990323 07.9A06.C45.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


707 




End 


1025 




GI 


none 




Score 


180 




Exons 


707. .859, 715. .864, 731 


. .859, 


945. .1025, 958. .1023 




Seq. No. 


1261 




Seq. ID 


OJ990323_07.9A06 


.C45 


Gene No. 


2556 




Strand 






Start 


442 




End 


1131 




Name 


OJ990323 07.9A06.C45.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


712 




End 


1025 




GI . 


none 




Score 


176 




Exons 


712. .864, 731. .865, 939 


. .1025, 


955.. 1020 




Seq. No. 


1261 




Seq. ID 


OJ990323_07.9A06 


.C45 


Gene No. 


2556 




Strand 






Start 


442 




End 


1131 




Name 


OJ990323 07.9A06.C45.ol 


.np 


Method 


AAT/NAP 




Start 


718 . 




End 


1131 




GI 


2624966 




Score 


254 




Exons 


718. .858, 945. .1131 










GI Descrip. 


(AF017 993) cyclophilin 


[Entamoeba histolytica] 





L J 


Seq. No. 


1261 




Seq. ID 


OJ990323_07. 


9 AO 6 


.C45 


, ^ 


Gene No. 


2556 




Strand 










Start 


442 




End 


1131 






i U 


Name 


OJ990323 


07.9A06.C45.ol.tw 


Method 


TBLASTX: Wheat 






Start 


718 




End 


1025 








GI 


none 




Score 


86 








Exons 


718. .750, 


739. .852, 764. .853, 


948. .1025, 950. .1000, 


955 


. .1023 


's s? 


Seq. No. 


1262 




Seq. ID 


OJ990503_03. 


9A01 


.C2 




Gene No. 


2557 




Strand 










Start 


118 




End 


258 








Name 


OJ990503 


03.9A01.C2.ol.gs 


Method 


GENSCAN 








Start 


" 118 




End 


258 








GI 


none 




Score 


.89 








Exons 


118. .258 












□ 


Seq. No. 


1263 




Seq. ID 


OJ990503_03. 


9A01 


.C3 




Gene No. 


2558 




Strand 


+ 








Start 


190 




End 


555 








Name 


OJ990503 


03.9A01.C3.ol.gs 


Method 


GENSCAN 








Start 


190 




End 


555 








GI 


none 




Score 


.82 








Exons 


190. .242, 


273. .555 












Seq. No. 


1264 




Seq. ID 


OJ990503_03. 


9A01 


.C4 




Gene No. 


2559 




Strand 


+ 








Start 


538 




End 


970 








Name 


OJ990503 


03.9A01.C4.o2.np 


Method 


AAT/NAP 








Start 


538 




End 


970 








GI 


6118043 




Score 


73 








Exons 


538. .807, 


900. .970 












GI Descrip. 


(AF157835) P48 [Bacteriophage 


APSE-1] 










Seq. No. 


1264 




Seq. ID 


OJ990503_03. 


9A01 


.C4 



1286 



Gene No. 2560 Strand 

Start 1 End 1106 

Name OJ990503_03 . 9A01 . C4 . ol . np Method AAT/NAP 

Start 1 End 1106 

GI 5730067 Score 563 
Exons 1..515, 1065.. 1106 

GI Descrip. Snf2-related CBP activator protein 

gi| 5106572 | gb | AAD397 60 . 1 |AF14394 6_1 (AF14 394 6) 
activator SRCAP [Homo sapiens] 



transcriptional 



'is? 



Seq. No. 1264 Seq. ID 

Gene No. 2560 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C4 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..363, 77.. 322, 139.. 339 

Seq. No. 1264 Seq. ID 

Gene No. 2560 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C4 . ol . ts Method 

<SB Start 22 End 

GI none Score 

Q Exons 22.. 342, 77.. 289 

i:n 

r 1 1 Seq. No. 1264 Seq. ID 

Gene No. 2560 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C4 . ol . gs Method 

Start 63 End 

GI none Score 

Exons 63.. 348, 402.. 830, 907.. 969 

Seq. No. 1265 Seq. ID 

Gene No. 2561 Strand 

Start 59 End 

Name - OJ990503_03 . 9A01 . C5 . ol . gs Method 

Start ■ 59 End 

GI none Score 

Exons 59.. 168 

Seq. No. 1265 Seq. ID 

Gene No. 2562 Strand 

Start 283 End 

Name OJ990503_03 . 9A01 .C5.ol.gp Method 

Start 283 End 

GI 4714691 Score 

Exons 283.. 650 

Seq. No. 1266 Seq. ID 

Gene No. 2563 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C7 . ol . np Method 

Start 1 * End 

GI 548878 Score 

Exons 1..294 



OJ990503_03.9A01.C4 
1106 

TBLASTX: Maize 

363 

119 



OJ990503_03.9A01.C4 
1106 

TBLASTX: Soybean 

342 

153 



OJ99050.3_03.9A01.C4 

1106 
GEN SCAN 
969 
.84 



OJ990503_03..9A01.C5 
+ 

168 

GENSCAN 

168 

.98 



OJ990503_03.9A01.C5 
+ 

650 

AAT/GAP 

650 

682 



OJ990503_03.9A01.C7 
294 

AAT/NAP 

294 

262 



1287 



GI Descrip. 30S RIBOSOMAL PROTEIN S7 gi | 281774 | pir | | S23850 ribosomal protein 
S7 - Eikenella corrodens gi | 41657 | emb | CAA78256 | (Z12610) 
Ribosomal protein S7 [Eikenella corrodens] 



Seq. No. 


1266 








Seq. ID 


OJ990503_03. 


.9A01 


.C7 


Gene No. 


2563 








Strand 


- 






Start 


1 








End 


294 






Name 


OJ990503 


03. 


9A01.C7. 


ol .gs 


Method 


GENSCAN 






Start 


51 








End 


294 






GI 


none 








Score 








Exons 


51. .294 
















Seq. No. 


1267 








Seq. ID 


OJ990503_03, 


.9A01 


.C9 


Gene No. 


2564 








Strand 


+ 






Start 


480 








End 


660 






Name 


OJ990503 


03. 


9A01.C9. 


ol.gs 


Method 


GENSCAN 






Start 


480 








End 


660 






GI 


none 








Score 


o c 

. 3d 






Exons 


480. .581, 


607. .660 












Seq. No. 


1268 








Seq. ID 


OJ990503_03, 


. 9A01 


.C14 


Gene No. 


2565 








Strand 








Start 


76 








End 


743 






Name 


OJ990503 


03 . 


9A01 . C14 


-ol.gp 


Method 


AAT/GAP 






Start 


76 








End 


254 






GI 


none 








Score 


241 






Exons 


76. .254 
















Seq. No. 


1268 








Seq. ID 


OJ990503_03. 


.9A01 


-C14 


Gene No. 


2565 








Strand 








Start 


76 








End 


743 






Name 


OJ990503 


03. 


9A01.C14 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


79 








End 


251 






GI 


none 








Score 


178 






£xons 


79..243,, 


94. 


.249, 96 


. .251 










Seq. No. 


1268 








Seq. ID 


OJ990503_03. 


.9A01 


-C14 


Gene No. 


2565 








Strand 








Start 


76 








End 


743 






Name 


OJ990503 


03. 


9A01.C14 


. ol . gs 


Method 


GENSCAN 






Start 


96 








End 


743 






GI 


none 








Score 


. 61 






Exons 


96. .743 
















Seq. No. 


1268 








Seq. ID 


OJ990503_03, 


.9A01 


.C14 


Gene No. 


2565 








Strand 








Start 


76 








End 


743 






Name 


OJ990503 


03. 


9A01.C14 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


129 








End 


524 






GI 


none 








Score 


130 






Exons 


129. .353, 


139. .333, 


171. .350, 


357. .524 








Seq. No. 


1269 








Seq. ID 


OJ990503_03. 


,9A01 


.C15 


Gene No. 


2566 








Strand 








Start 


53 








End 


242 






Name 


OJ990503 


03. 


9A01.C15 


. ol . gs 


Method 


GENSCAN 






Start 


53 








End 


242 







1288 



\j x 


none 


Score 


. 68 










53. .242 












Seq.. No. 


1270 


Seq. ID 


OJ990503_ 


03. 


9A01 


.C16 


Gene No. 


2567 


Strand 


■ + 








J Lai L 


89 


End 


318 










OJ990503 03 9A01 C16 ol as 


Mpf* h nd 












89 _ 


End 


318 








GI 


none 


Score 


. 85 










89 . . 318 












Seq. No. 


1271 


Seq. ID 


OJ990503_ 


03. 


9A01 


.C17 


Gene No. 


2568 


Strand' 










Start 


289 


End 


898 








Name 


OJ990503 03 9A01 C17 ol as 


Method 


GEN SCAN 








Start 


289 ~~ 


End 


898 








GI 


none 


Score 


. 77 








Pynn c 

J_J *\ \J x u 


289 396 522 605. 839 898 












Seq. No. 


1272 


Sea ID 


OJ990503 


03 . 


9A01 


.C18 


Gene No. 


2569 


Strand 










Start 


1216 


End 


1359 








Name 


OJ990503 03.9A01.C18.ol.np 


Method 


AAT/NAP 








OL.Ct.l_U 


1216 


End 


1359 








\J X .* i«i 


6815099 


Score 


107 










1216. .1359 














. (AP001081) hypothetical protein [Oryza sativa] 








O C • LN • 


1273 


.Seq. ID 


OJ990503_ 


03 . 


9A01 


. C19 


Gene No . 


2570 


Strand 


+ 








Start 


997 


End 


1410 






- 


Name 


OJ990503 03.9A01.C19.o2.gp 


Method 


AAT/GAP 








Start 


997 


End 


1410 








GT 

V3X 


4714603 


Score 


774 










997. .1410 












UX UCOUI X ^ ■ 


4455276/emb ICAB36812.il 3.0e- 


■26 (AL035527) peptide 








transporter-like protein [Arabidopsis 


thaliana] 








Seq. No. 


1273 


Seq. ID 


OJ990503_ 


03. 


9A01 


.C19 


Gene No. 


2571 


Strand 


+ 








Start 


4784 


End 


6188 








Name 


OJ990503 03.9A01.C19.o2.gs 


Method 


GEN SCAN 








Start 


4784 


End 


6188 








GI 


none 


Score 


.69 










4784. .4802, 5650. .6018, 6100. 


.6188 










Seq. No. 


1273 


Seq. ID 


OJ990503_ 


03. 


9A01 


.C19 


Gene No. 


2572 


Strand 


+ 








Start 


6762 


End 


7121 








Name 


OJ990503 03.9A01.C19.o3.gs 


Method 


GEN SCAN 








O Lai L, 


6762 


End 


7121 








GI 


none 


Score 


.67 








Exons 


6762. .6847, 6892. .6991, 6996. 


.7121 










Seq. No. 


1273 


Seq. ID 


OJ990503_ 


03. 


9A01 


.C19 


Gene No. 


2573 


Strand 


+ 








Start 


8849 


End 


10740 









1289 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990503_03 . 9A01 . C19 . o4 . gs Method 

8849 End 

none Score 
8849. .8920, 10414. .10740 

1273 Seq. ID 

2573 Strand 
8849 End 
OJ990503_03 . 9A01 . C19 . o2 . np Method 
10602 End 
5922620 Score 
10602.. 10737 
(AP000492) EST 
predicted gene 
gi| 6016853|dbj 
corresponds to 



03.9A01.C19 



GEN SCAN 

10740 

.77 



OJ990503_ 
+ 

10740 
AAT/NAP 
10737 
173 



D15357 (C0514) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 



protein [Oryza sativa] 

1273 . Seq. ID 

2574 Strand 

11952 End 
OJ990503_03 . 9A01 . C19 . o3 . gp Method 

11107 End 

16490JL.R1084 Score 
11107. .11163 



OJ990503_03.9A01.C19 
+ 

15272 
AAT/GAP 
11163 
89 



1 4584525/emb | CAB40756 . 1 1 1.0e-38 (AL049607) protein phosphatase 



2C-like protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1273 Seq. ID 

2574 Strand 

11952 End 

OJ990503JD3 . 9A01 . CI 9 . o5 . gs Method 

11952 End 

none Score 



OJ990503_03 . 9A01 . C19 
+ 

15272 
GENSCAN 
15272 
.8 



.11952. .12019 t . 12321. .12378, 12616. . 12644, 12769 12890, 
13009. .13299/ 13304. .13474, 13961 14 014 , 14 301 .. 14383, 
15024. .15272 



Seq. No. 1273 

Gene No. 2575 

Start 17222 

Name OJ990503_03 . 9A01 . C19 . 06 . gs 

Start 17222 

GI none 

Exons 17222. .17260, 17622 .. 17771, 
22682. .22892, 23212.. 23422 



Seq. ID OJ990503_03.9A01.C19 

Strand + 

End 23422 

Method GENSCAN 

End 23422 

Score .71 
19648. .19931, 21520 .. 21548 , 



Seq. No. 1273 Seq. ID 

Gene No. 2575 Strand 

Start 17222 End 

Name OJ990503_03 . 9A01 . CI 9 . o4 . gp Method 

Start 21384 End 

GI 31893_1.R1084 Score 

Exons 21384. .21548, 22656.. 23149 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 1.0e-50 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990503JD3 . 9A01 .C19. 
+ 

23422 
AAT/GAP 
23149 
1266 



1290 



i = 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. .. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 

Name^r- * 
Start!' ' 
GI 

Exons 



1273 Seq. ID 

2576 Strand 
25821 End 
OJ990503_03 . 9A01 . C19 . o3 . np Method 
25821 End 
3834314 Score 
25821. .25987, 27059.. 27158 

(AC005679) Similar to gene piOlO glycosyltransf erase gi I 2257490 
from S.'pombe clone 1750 gb|AB004534. ESTs gb|T46079 and 
gb|AA394466 come from this gene. [Arabidopsis thaliana] 



OJ990503_03 . 9A01 . C19 
+ 

28112 
AAT/NAP 
27158 
62 



1273 Seq.' ID 

2576 Strand 

25821 End 

OJ990503_03 . 9A01 . C19 . o4 . np Method 

26687 End 

5852084 Score 
26687. .26707, 28029.. 28112 

(AL117264) zwh0007.1 [Oryza sativa] 



OJ990503_03 . 9A01 . C19 
+ 

28112 
AAT/NAP 
28112 
95 



OJ990503 03.9A01.C19 



1273 Seq. ID 

2577 Strand 

.797 End 3673 

OJ990503_03 . 9A01 . C19 . ol . gp Method AAT/GAP 

43 : 9 End 983 

18443_1.R1084 Score 910 

439. .983 

, 4455276/emb|CAB36812.1| 3.0e-26 (AL035527) peptide 

transporter-like protein [Arabidopsis thaliana] 1 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 3673 

Method GENSCAN 

End 3673 

Score .74 

797. .1676, 1750. .2306, 2668. .2732, 2772. .2989, 3149. .3240, 
3389. .3673 



1273 
2577 
797 

OJ990503_03 . 9A01 . C19 . ol . gs 

797 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1273 
2577 
797 

OJ990503_03 
824 

4455276 
824. .1676, 
(AL035527) 
thaliana] 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 3673 
Method AAT/NAP 
End 3634 
Score 1466 
1750.. 2306, 2772.. 2950, 3517.. 3634 
peptide transporter-like protein [Arabidopsis 



9A01.C19.ol.np 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1273 .Seq. ID 

2578 Strand 

23522 End 
OJ990503_03 . 9A01 . C19 . ol . tw Method 

882 End 

none Score 

882. .1193, 953. .1201, 1043. .1195 



OJ990503_03.9A01.C19 
30644 

TBLASTX: Wheat 

1201 

144 



1291 



M. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start'; 

GI * 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 
Exons 



1273 
2578 
23522 

OJ990503_03 . 9A01 . CI 9 . ol . tni 
948 
none 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 30644 

Method TBLASTX: Maize 

End 1613 

Score 161 



948. .1202, 950. .1207, 1250. .1327, 1325. .1456, 1469. .1612, 
1479. .1613 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End- 30644 
Method TBLASTX : Cress 
End 3604 
Score 121 

953. .1207, 954. .1196, 1458. .1604, 1469. .1603, 1652. .1681, 
1794. .2231, 1849. .2178, 2772. .2987, 3518. .3604 



1273 
2578 
23522 

OJ990503_03.9A01.C19.ol.tc 
953 
none 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 30644 

Method TBLASTX : Soybean 

End 3616 

none Score 100 

953. .1207,. 1241. .1444, 1463. -.1609, 1794 . .1988, 3518. .3616 



1273 
2578 
23522 

OJ990503_03.9A01.C19.o2.ts 
953 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 30644 

Method TBLASTX : Mai ze 

End 2213 

Score 96 



1273 
2578 
23522 

OJ990503_03 . 9A01 . C19 . o2 . tm 
1803 
none 

1803.. 2213, 2038.. 2190 

1273 
2578 
23522 

OJ990503_03. 9A01 . C19 . ol . ts 
1992 
none 

1992.. 2267, 1999.. 2262, 2772.. 2933, 2776.. 2877 



Seq. . ID OJ990503_03.9A01.C19 
Strand 

End 30644 

Method TBLASTX : Soybean 

End 2933 . 

Score 172 



1273 
2578 
23522 

OJ990503_03 . 9A01 . C19 . oT. gs 
23522 
none 



Seq. ID OJ990503_03.9A01.C19 
Strand 

End 3064 4 

Method GENSCAN 

End 30644 

Score .64 



23522. .23961, 25564 .. 25642 , 27172 .. 2727 6, 30606. .30644 



1274 
2579 
1 

OJ990503_03. 9A01 . C20 . ol . np 
1 

3927836 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method AAT/NAP 

End 2857 

Score 835 



1..946, 1274. .1387, 1625. .1889, 2745.-2857 



1292 



GI Descrip. (AC005727) unknown protein [Arabidopsis thaliana] 



Seq. No. 1274 

Gene No. 2579 

Start 1 

Name OJ990503_03 . 9A01 . C20 . ol . gs 

Start 74 

GI none 
Exons 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method GENS CAN 

End 2869 

Score .86 



74. .946, 1274. .1387, 1625. .1889, 2745. .2869 



Seq. No. 1274 

Gene No. 2579 

Start 1 

Name 0 J990503_03 . 9A01 . C20 . o2 . tc 

Start * 205 

GI none 

Exons 205.. 336, 206.. 373 

Seq. No. 1274 

Gene No. 2579 

Start 1 

Name OJ990503_03 . 9A01 . C20 . o2 . tm 

Start 206 

GI none 

Exons 206.. 403, 211.. 369 

Seq. No. 1274 

Gene No. 2579 

Start 1 

Name OJ990503_03 . 9A01 . C20 . o2 . ts 

Start 206 

GI none 

Exons 206.. 379, 211.. 336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1274 
2579 
1 

OJ990503_03. 9A01 . C20 . ol . tc 

1271 

none 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX: Cress 

End 373 

Score 226 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX : Mai ze 

End ■ 403 

Score 236 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX : Soybean 

End 37 9 

Score 216 



Seq. ID. OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX: Cress 

End 2863 

Score 150 



1271. .1387, 1271. .1390, 1285. .1401, 1627. .1896, 1634. .1891, 
2744.. 2863, 2788.. 2862 



1274 
2579 
1 

OJ990503_03 . 9A01 . C20 . o3 . tm 

1334 

none 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX : Mai ze 

End 2857 

Score 78 



1334. .1387, 2744. .2857, 2785. .2856 



1274 
2579 
1 

OJ.990503_03 . 9A01 . C20 . ol . ts 

1621 

none 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method TBLASTX : Soybean 

End 2827 

Score 337 



1293 



Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1621. .1899, 1622. .1891, 2744. .2827 



[3 Name 
( 4 3 Start 

l-i = Exons 



1274 
2579 
1 

OJ990503_03.9A01. 

1634 

none 

1634.. 1891, 1634. 

1274 
2579 
1 

OJ990503_03.9A01. 
1780 

20235_1.R1084 
1780. .1889, 2745. 
•3927836 2.0e-21 
thaliana] 1 

1275 
2580 
181 

OJ990503_03.9A01. 

181 . 

none 

181. .1458 . 



C20.ol.tm 



End 

Method 
End 
Score 
.1888, 1639. .1893 



Seq. ID OJ990503_03.9A01.C20 
Strand + 

3419 

TBLASTX : Maize- 
1893 
430 



C20.ol.gp 



Seq. ID OJ990503_03.9A01.C20 

Strand + 

End 3419 

Method AAT/GAP 

End 3419 

Score 1474 

.3419 

(AC005727) unknown protein [Arabidopsis 



Seq. ID OJ990503_03.9A01.C21 

Strand + 

End 1458 

Method GENSCAN 

End 1458 

Score .52 



C21.ol.gs 



Seq. No. 
i.y Gene No. 
..3 . Start 

Name 
1 * Start 

L GI 

Exons 
l *4 GI Descrip. 

jai ■ 

Seq; No. 
Gene No. 
u Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1275 Seq. ID 

2580 Strand 

181 End 

OJ990503_03. 9A01 . C21 . ol . np Method 

181 End 

4510376 Score 
181. .446,... 477. . 1449 

(AC007017) unknown protein [Arabidopsis thaliana] 



OJ990503_03 . 9A01 .C21 
+ 

1458 
AAT/NAP 
1449 
409 



1275 
2581 
3899 

OJ990503_03.9A01.C21.ol.gp 
3749 

34884' 1.R1084 



Seq. ID OJ990503_03.9A01.C21 

Strand + 

End 14863 

Method AAT/GAP 

End 7097 

Score 1858 



3749. .3981, 4728. .4904, 5576. .5666, 5763. .5857, 5980. .6069, 
6390. .6438, 6542. .6680, 6825. .6941, 7038. .7097 
'4176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



1275 
2581 
3899 

OJ9'90503_03 . 9A01 . C21 . o2 . gs 

3899 

none 



Seq. ID OJ990503_03.9A01.C21 

Strand + 

End 14863 

Method GENSCAN 

End 14754 

Score .77 



3899.. 3981, 4727.. 4904, 5576.. 5666, 5736.. 5857, 5980.. 6069, 
6390. .6438, 6542. .6680, 6825. .6941, 7038. .7128, 7205. .7347, 
7610.. 7724, 8040.. 8084, 8166. .-8239, 1034 1 .. 10470, 11015 11386, 



1294 



11903. .12156, 12266. .12374, 12873 13011, 13880 14024 , 
14126. .14282, 14364 .. 14397, 14645. .14754 



£3 



Seq. No. 1275 
Gene No. 2581 
Start 3899 

Name OJ990503_03 . 9A01 . C21 . o2 . np 

Start 3899 
GI 2271477 

Exons 3899.. 3981, 4727.. 4904, 5576. 

6390.. 6438, 6542.. 6680, 6825. 
7610. .7724, 8040. .8084, 8166. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



; i3 Seq. No. 

[H Gene No. 

I = y Start 

\;Z Name 

: s: 1 Start 

^ GI 

hJ Exons 

; s y GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990503_03.9A01.C21 

Strand + 

End 14863 

Method AAT/NAP 

End 8243 

Score 1806 
.5666, 5763.. 5857, 
.6941, 7038. .7128, 
.8243 



5980. .6069, 
7205. .7347, 



GI Descrip. (AF009631) AP47/50p [Arabidopsis thaliana] 



1275 
2581 
3899 

OJ990503_03 . 9A01 . C21 . o2 . gp 
7302 

22570_1.R1084 

7302. .7347, 7610. .7724, 8040. 
! 2245141/emb|CAB10562.1| l:0e-17 (Z97344) acetylornithine 
deacetylase [Arabidopsis thaliana] 1 



Seq. ID OJ990503_03.9A01.C21 

Strand + 

End 14863 

Method AAT/GAP 

End 8611 

Score 1185 
.8084, 8166. .8611 



1275 Seq. ID 

258.! -Strand 
3899 End 
OJ990503_03 . 9A01 . C2 1 . o3 . gp Method 
10964 End 
5607379 Score 
10964.. 11313 

224514 1/emb | CAB10562 . 1 | 1.0e-17 (Z9734 4) acetylornithine 
deacetylase [Arabidopsis thaliana] 



OJ990503_03.9A01.C21 
+ 

14863 
AAT/GAP 
11313 
679 



OJ990503_03.9A01.C21 
+ 



1275 Seq. ID 

2581 Strand 
3899 End 14863 

OJ990503_03.9A01.C21.o3.np Method AAT/NAP 
11168 End 14748 

5738376 Score 1317 

11168. .11386, 11903. .12156, 
13126. .13183, 13902. .14024, 
14645. .14748 

(AL021889) N-acetylornithine deacetylase-like protein, fragment 
[Arabidopsis thaliana] 



12266. .12374, 12873. 
14126. .14282, 14364. 



13011, 
14397, 



1275 
2581 
3899 

OJ990503_03 . 9A01 . C2 1 . o4 . gp 
12965 

11461_1.R1084 

12965. .13011, 13126. .13183, 
14364. .14397, 14645.. 14863 
1 224 5 14 1/emb | CAB1 05 62. 1 | 1.0e-17 (Z9734 4) 
deacetylase [Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503^ 
+ 

14863 
AAT/GAP 
14863 
1135 



03.9A01.C21 



13902. .14024, 14 12 6 .. 14282, 

acetylornithine 



1295 



Seq. No. 1275 

Gene No. 2582 

Start 15044 

Name O J 9 9 0 5 0 3_0 3 . 9 AO l.C21.o3.gs 

Start 15044 

GI none 
Exons 



Seq. ID OJ990503_03.9A01.C21 
Strand 

End 19953 

Method GENSCAN 

End 19953 

Score .77 



15044. .15172, 15881. .15904, 16021 16186, 16255 16348 , 
16590. .16650, 16735 .. 17020, 19916.. 19953 



Seq. No. 1275 

Gene No. 2583 

Start 20553 

Name OJ990503_03 . 9A01 . C21 . o4 . gs 

Start 20553 

GI none 

Exons 20553. .20657, 23306 .. 23356, 234 10 .. 23508 , 23541 
23702. .23801, 24206. . 24341, 24447.. 24591 



Seq. ID OJ990503_03.9A01.C21 
Strand 

24591 
GENSCAN 
24591 
.53 



End 

Method 

End 

Score 



.23669, 



Seq. No. 
Gene No. 
Start 
Name 
j 1 ^ Start 

: i gi 

'iz Exons 

i'U Seq. No. 

i!3 Gene No. 

Lj Start 

'Z Name 

»ft Start 

! y GI 

! * Exons 



1275 Seq. ID 

2584 Strand 

26644 End 

OJ990503_03 . 9A01 . C21 . o4 . ts Method 

195 End 

none Score 



OJ990503_03 . 9A01 . C21 
31012 

TBLASTX: Soybean 

402 

75 



195. .3*4, .202. .357, 213. .347, 357. .392, 358. .402 



1275 
2584 
26644 

OJ990503J33 . 9A01 . C21 . o4 . tm 

202 

none 



Seq. ID OJ990503_03.9A01.C21 
Strand 

End 31012 

Method TBLASTX: Maize 

End 4 02 

Score 124 - 



202. .303, 213. .302, 282. .392, 313. .402 



\.j Seq.. No. 
1 1 Gene No. 
i= ~ Start 

. Name 
l!3 Start 

Q GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



1275 . • 

2584 

26644 

OJ990503_03 . 9A01 . C21 . o5 . ts 

1021 

none 

1021. .1422, 1128. .1430 



1275 
2584 
26644 

OJ990503_03, 

3887 

none 

3887. .3982, 
5573. .5665, 
5762. .5857, 



9A01.C21.o3.tiTi 



4725. 
5573. 
5764. 



.4904, 
.5665, 
.5880 



4726. 
5575. 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_03 . 9A01 . C21 
31012 

TBLASTX: Soybean 

1430 

214 



Seq. ID OJ990503_03.9A01.C21 
Strand 

End 31012 
Method TBLASTX : Maize 
End 5880 
Score 154 

.4839, 4726. .4905, 4728. .4919, 
.5670, 5755. .5853, 5757.. 5852, 



Seq. No. 1275 Seq. ID 

Gene No. 2584 Strand 

Start 26644 End 

Name OJ990503_03 . 9A01 . C21 . ol . tc Method 

Start 3899 End 



OJ990503_03 . 9A01 . C21 
31012 

TBLASTX: Cress 
8254 



1296 




GI 


none 










Score 136 






Exons 


3899. 


.3982, 


4725. 


.4904, 


4728. 


.4919, 5568. .5657, 


5573. 


.5665, 




5574. 


.5654, 


5575. 


.5670, 


5758. 


.5886, 5762. .5857, 


5976. 


.6071, 




5980 . 


/■ATI 


oyyu . 


. bU to, 


CQQ1 

oy yi . 


£HQ£ CQQ'? £AAf\ 


DjO / . 






6389. 


.6442, 


6531. 


.6629, 


6533. 


.6628, 6534. .6680, 


6535. 


.6678, 




6807. 


.6944, 


6823. 


.6942, 


7036. 


.7131, 7038. .7133, 


7202. 


.7348, 




7204. 


.7347, 


7218. 


.7352, 


7605. 


.7727, 7610. .7726, 


7647. 


.1121, 




8039. 


.8092, 


8040. 


.8087, 


8146. 


.8211, 8163. .8246, 


8164 . 


.8211, 




8165. 


.8254, 


8165. 


.8242 










Seq. No. 


1275 










Seq. ID OJ990503 


_03.9A01.C21 


Gene No. 


2584 










Strand 






Start 


26644 










End 31012 






Name 


OJ990503 03 


.9A01. 


C21.ol 


ts 


Method TBLASTX: 


Soybean 


Start 


3899 










End 7726 






GI 


none 










Score 141 






Exons 


3899. 


.3982, 


A "7 O A 


A Q A Q 


4 / ZD . 


AQC\A AHOGi AQC\^ 


4728. 


.4919, 




5573. 


.5665, 


5575. 


.5670, 


5755. 


.5886, 5762.. 5857, 


5764. 


.5865, 




5975. 


.6070, 


5976. 


. 6071, 


5978. 


.6070, 5980. .6072, 


5985. 


. 6086, 




6387. 


.6440, 


6389. 


.6439, 


6534. 


.6680, 6535. . 6678, 


6544 . 


. 6705, 




6819. 


.6944, 


6823. 


.6942, 


6836. 


.6955, 7036. .7131, 


7038. 


.7130, 




7207. 


.7347, 


7217. 


.7348, 


7223. 


.7348, 7605. .7724, 


7610. 


.7726 


Seq. No. 


1275 










Seq. ID OJ990503 


_03.9A01.C21 


Gene No. 


2584 








... ' ■ 


Strand 






Start 


26644 










End 31012 






Name 


OJ990503 03 


.9A01. 


C21.ol 


,tm 


Method TBLASTX: 


Maize 




Start 


5973 










End 8 623 






GI 


none 










Score 158 






Exons 


5973. 


.6071, 


59o0 . 


. ou 1 £ , 


/•tot 


•D44U, oJoy..o43±, 


6534. 


.6680, 




6535. 


.6678, 


6540. 


.6695, 


6822. 


.6944, 6823. .6942, 


7036. 


.7131, 




7038. 


.7133, 


7202. 


.7348, 


7204. 


.7347, 7205.. 7348, 


7218. 


.7349, 




7605. 


.7727, 


7610. 


.7726, 


7611. 


.7727, 8030.. 8092, 


8040. 


.8087, 




8151. 


.8246, 


8163. 


.8249, 


8164. 


.8253, 8317. .8349, 


8317. 


.8.34 6, 




8358. 


.8411, 


8392. 


.8490, 


8412. 


.8492, 8558. .8623, 


8577. 


.8603 


Seq. No. 


1275 










Seq. ID OJ99050.3 


_03.9A01.C21 


Gene No. 


2584 










Strand 






Start 


. 26644 
















Name 


OJ990503 03 


.9A01. 


C21.o2 


,tw 


Method TBLASTX: 


Wheat 




Start 


8001 










End 8409 






GI • 


none 










Score 97 






Exons 


8001. 


.8087, 


8021. 


.8086, 


8022. 


.8090, 8160.. 8258, 


8160. 


.8258, 




8164 . 


.8259, 


8164. 


.8268, 


8281. 


.8304, 8320.. 8349, 


8365. 


.8409 


Seq. No. 


1275 










Seq. ID OJ990503 


_03.9A01.C21 


Gene No. 


2584 










Strand - 






Start 


26644 










End 31012 






Name 


OJ990503 03 


.9A01. 


C21.o6 


.ts 


Method TBLASTX: 


Soybean 


Start 


8039 










End 8246 






GI 


none 










Score 78 






Exons 


8039. 


.8092, 


8040. 


.8087, 


8161. 


.8241, 8163. .8246, 


8165. 


.8245 


Seq. No. 


1275 










Seq. ID OJ990503 


_03.9A01.C21 


Gene No. 


2584 










Strand 






Start 


26644 










End 31012 






Name 


OJ990503 03 


.9A01. 


C21.o2 


.tc 


Method TBLASTX: 


Cress 





1297 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11060 End 12010 

none Score 390 

11060. .11386, 11071. .11169, 11230 .. 11388 , 1190.3 11938, 

11933. .12010, 11956.. 12009 



1275 Seq. ID 

2584 Strand 
26644 End 
OJ990503_03 . 9A01 . C21 . o2 . ts Method 
11060 . End 

none Score 

11060. .11386, 11077. .11388, 

11939. .12022, 11956.. 12021 



OJ990503_03.9A01.C21 
31012 

TBLASTX : Soybean 
12022 
361 

11895. .11930, 11903. .11938, 



1275 
2584 
26644 

OJ990503_03 . 9A01 . C21 . ol . tw 

11216 

none 

11216. .11386, 11216. .11278, 
11902. .12159, 11902. .12159, 
12267. .12320 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 03.9A01.C21 



31012 

TBLASTX: Wheat 
12320 
267 

11221. .11388, 11901. .12158, 
12265. .12318, 12266. .12319, 



hi 

: ™ 

O 

!. E 

'•1.1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1275 
2584 
26644 

OJ990503_03.9A01.C21, 

11335 

none 

11335. .11388, 11339., 
12240. .12254, 12266., 
12842. .13009, 12870., 
13074. .13184, 13127., 
13965. .14024, 13966., 
14126. .14284, 14156., 
14623. .14688, 14643., 



o2.tm 



11386, 

12373, 

13010, 

13189, 

14025,.. 

14284, 

14687 



Seq., ID 
Strand 
End 

Method 
End 
Score 



OJ990503 03.9A01.C21 



31012 

TBLASTX : Maize 
14688 
71 

11902. .12159, 11903. .12157, 
12267. .12374, 12268. .12375, 
12870. .13010, 12871. .13011, 
13128. .13184, 13819. .13962, 
14121. .14282, 14124. .14282, . 
14349. .14399, 14360 .. 14 398 , 



1275. 
2584 
26644 

OJ990503_03. 9A01 . C21 . o3 . ts 
12038 
none 

12038. .12157, 12049. .12159, 12055 .. 12159, 12254 .. 12361 , 
12267. .12374, 12269 .. 12367 , 12870 .. 13010, 12872 .. 13009, 
12875. .13012, 13127. .13216, 13128 .. 13205, 138 1 9 .. 14013, 
13899. .14012 



' Seq. ID OJ990503_03.9A01.C21 
Strand 

End 31012 

Method TBLASTX : Soybean 

End 14013 

Score 88 



1275 Seq. ID 

2584 Strand 

26644 End 
OJ990503_03 . 9A01 . C21 . o5 . gs Method 

26644 End 

none Score 

26644. .26786, 30883.. 31012 



OJ990503_03.9A01.C21 

31012 
GENSCAN 
31012 
.68 



1298 




Seq. No. 


1276 






Seq. ID 


OJ990503_ 


03. 


9A01 


.C24 


Gene No. 


2585 






Strand 


+ 








Start 


37 






End 


555 








Name 


OJ990503 03. 


9A01.C24.ol 


. gs 


Method 


GEN SCAN 








Start 


37 






End 


555 








GI 


none 






Score 


.47 








Exons 


37. .555 
















Seq. No. 


1276 






Seq. ID 


OJ990503_ 


03. 


9A01 


.C24 


Gene No. 


2586 






Strand 


+ 








Start 


6990 






End 


8751 








Name 


OJ990503 03. 


9A01.C24.o4 


. gs 


Method 


GENSCAN 








Start 


6990 






End 


8751 








GI 


none 






Score 


.44 








Exons 


6990. .7061, 


7265. .7444, 


8641. 


.8751 










Seq. No. 


1276 






Seq. ID 


OJ990503_ 


03. 


9A01 


.C24 


Gene No. 


2587 






Strand 










Start 


1 






End 


8257 








Name 


OJ990503 03. 


9A01.C24.ol 


. np 


Method 


AAT/NAP 








Start 


1 






End 


8257 








GI 


6721547 






Score 


95 








Exons 


1..297, 8144 


. .8257 















J GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Ft 


Seq. No. 


1276 




Seq. ID 


OJ990503_03.9A01 


*C24 


: E 

y 


Gene No. 


2587 




Strand 








Start 


1 




End 


8257 






Name 


OJ990503 03.9A01.C24.ol 


. tm 


Method 


TBLASTX: Maize 




y 


Start 


157 




End 


421 






GI 


none 




Score 


78 




Ls 


Exons 


157. .228, 158. .214, 166 


. .237, 


200. .238, 


331. .378, 356.. 


379, 






370. .420, 371. .421 












Seq. No. 


1276 




Seq 4? . ID 


OJ990503J33.9A01 


.C24 


lJ 


Gene No. 


2587 




Strand 








Start 


1 




End 


8257 






Name 


' OJ990503 03.9A01.C24.ol 


.gp 


Method 


AAT/GAP 






Start . 


228 




End 


583 






GI 


none 




Score 


634 




3 


Exons 


228. .583 












Seq. No. 


1276 




Seq. ID 


OJ990503_03. 9A01 


.C24 




Gene No. 


2587 




Strand 








Start 


1 




End 


8257 






Name 


OJ990503 03.9A01.C24.o2 


.gs 


Method 


GENSCAN 






Start 


1744 




End 


2803 






GI . 


none 




Score 


. 91 






Exons 


1744. .1971, 2564. .2803 












Seq. No. 


1276 




Seq. ID 


OJ990503_03.9A01 


.C24 




Gene No. 


2587 




Strand 








Start 


1 




End 


8257 






Name 


OJ990503 03.9A01.C24.o3 


.gs 


Method 


GENSCAN 






Start 


3802 




End 


5618 






GI 


none 




Score 


.72 






Exons 


3802. .4256, 5022. .5149, 


5473. 


.5618 







1299 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1277 
2588 
1 

OJ990503_03 . 9A01 . C25 . ol . np 
1 

2245022 



Seq. ID OJ990503_03.9A01.C25 

Strand + 

End 214 7 

Method AAT/NAP 

End 2147 

Score 97 



1..29, 234. .365, 405. .574, 2082. .2147 

(Z97341) hypothetical protein [Arabidopsis thaliana] 



1277 Seq. ID 

2588 Strand 
1 End 
OJ990503_03 . 9A01 . C25 . ol . gs Method 
223 End 
none Score 
223. .574, 660. .773, 1129. .1322 

1277 Seq. ID 

2589 Strand 
6451 End 
OJ990503_03 . 9A01 . C25 . o2 . gp Method 
6451 End 
none Score 
6451. .6758, 6814. .6847 



OJ990503_03.9A01.C25 
+ 

2147 
GENSCAN 
1322 
. 92 



OJ990503_03 . 9A01 . C25 
+ 

6847 
AAT/GAP 
6847 
584 



Seq. No. 1277 Seq. ID 

Gene No. 2590 Strand 

Start 2118 End 

Name OJ990503_03 . 9A01 . C25 . o2 . gs Method 

Start 2118 End 

GI none Score 

Exons 2118.. 2663 



OJ990503_03.9A01.C25 

2663 
GENSCAN 
2663 
1 



£3 Se<_. No.. u . 1277 ' 

G Gene No. 2591 

s Start 5721 

?Z Name OJ990503_03 . 9A01 . C25 . ol . tc 

V3 Start 2121 

tj GI none 

□ Exons 2121.. 2216, 2122.. 2214, 2181. 

Seq. No. 1277 

Gene No. 2591 

Start 5721 

Name OJ990503_03 . 9A01 . C25 . ol . ts 

Start 2269 

GI none 

Exons 2269.. 2538, 2271.. 2537 



OJ9905Q3_03. 9AQ1..C25 
6756 

TBLASTX: Cress 
2529 
116 

2504, 2191. .2529 

OJ990503 03.9A01.C25 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



6756 

TBLASTX : Soybean 

2538 

182 



Seq. No. 1277 Seq. ID 

Gene No. 2591 Strand 

Start 5721 End 

Name OJ990503_03 . 9A01 . C25 . ol . gp Method 

Start 5334 - End 

GI 427145 Score 

Exons 5334.. 5552 



OJ990503_03.9A01.C25 

6756 
AAT/GAP 
5552 
398 



1300 



Seq. No. 1277 
Gene No. 2591 
Start 5721 

Name OJ990503_03 . 9A01 . C25 . ol . tm 

Start 5345 
GI none 

Exons 5345.. 5377, 5346.. 5411, 5362. 

5419. .5565, 5421. .5603, 5450. 
5635.. 5775, 5636.. 5788, 5637. 



Seq. ID OJ990503_03.9A01.C25 
Strand 

End 6756 

Method TBLASTX : Maize 

End 5834 

Score 68 

.5418, 5369. .5419, 5405. .5569, 
.5578, 5631.. 5807, 5635.. 5808, 
.5834 



Seq. No. 1277 Seq. ID 

Gene No. 2591 Strand 

Start 5721 End 

Name OJ990503_03 . 9A01 . C25 . o3 . gs Method 

Start 5721 End 

GI none Score 

Exons 5721.. 6132, 6290.. 6756 



OJ990503_03.9A01.C25 

6756 
GENSCAN 
6756 
.7 



Seq. No. 1277 

Gene No. 2591 

Start 5721 

Name OJ990503_03 . 9A01 . C25 . o2 . tm 

Start 5948 

GI none. 

Exons 5948.. 6133, 5955.. 6134, 5959. 
6289.. 6492 



Seq. ID OJ990503_03.9A01.C25 
Strand 

End 6756 

Method TBLASTX : Maize 

End 64 92 

Score 125 

.6141, 5963. .6136, 6289. .6444, 



LJ 



Seq. No. 1278 Seq. ID 

Gene No. 2592 Strand 

Start 1 End 

Name 0 J9 9050 3_0 3 . 9 AO 1 . C2 6 . o 1 . np Method 

Start 1 End 

GI . 5730067 Score 

Exons. 1. .110^ 1391. .1452,. 1612.. 2764 

GI Descrip. Snf2-related CBP activator protein 
gi|5106572|gb|AAD39760.1|AF14394 6_l 
activator SRCAP [Homo sapiens] 



OJ990503_03.9A01.C26 

2764 
AAT/NAP 
2764 
771 



(AF14394 6) transcriptional 



Seq. No. 1278 Seq. ID 

Gene No. 2592 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C26 . o3 . tm Method 

Start 3 End 

GI none Score 
Exons 



OJ990503_03.9A01.C26 
2764 

TBLASTX: Maize 

1547 

63 



3. .113, 7. .111, 874. .900, 877. .945, 878. .955, 1018. .1086, 
1021. .1083, 1022. .1084, 1023. .1091, 1026. .1088, 1229. .1435, 
1232. .1435, 1249. .1455, 1344. .1547, 1345. .1545 



Seq. No. 1278 Seq. ID 

Gene No. 2592 Strand 

Start 1 End 

Name OJ990503_03 . 9A01 . C2 6 . ol . gs Method 

Start 574 End 

GI none Score 
Exons 



OJ990503_03.9A01.C26 

2764 
GENSCAN 
2678 
.71 



574. .694, 876..943, 1021. .1085, 1250. .2678 



1301 



Seq. No. 1278 

Gene No. 2592 

Start 1 

Name OJ990503_03 . 9A01 . C2 6 . o2 . 

Start 1656 

GI none 

Exons 1656.. 1904, 1670.. 1759, 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_03.9A01.C26 
2764 

TBLASTX: Maize 

1905 

117 



1719. .1904, 1753. .1905, 1807. .1905 



Seq. No. 1278 

Gene No. 2592 

Start 1 

Name OJ990503_03 . 9A01 . C26 . ol . tc 

Start 1944 

GI none 

Exons 1944. .2192, 1965 2156, 204 1 . 



Seq. ID OJ990503_03.9A01.C26 
Strand 

End 2764 

Method TBLASTX: Cress 

End 2405 

Score 108 
.2187, 2208. .2405 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
i y Name 
□ Start 
GI 

Exons 



: rf Seq. No. 
:3 _ Gene No. 
Q S.tart 
Name 
Start 
GI 

Exons 



1278 
2592 
1 

OJ990503_03 . 9A01 . C2 6 . ol . ts 

1944 

none 

1944. .2192, 1950. .2135, 2041. 

1278 
2592 
1 

OJ990503_03 . 9A01 . C2 6 . ol . tm 

1950 

none 

1950. .2135, 1950. .2405, 2044, 



1278 
2592 
1 ... 

OJ990503_03 .9A01.C26.o4, 

2406 

none 

2406.. 2501, 2407.. 2502, 
2499.-2627, 2500.. 2553, 
2611. .2763, 2612. .2764 



tm 



2408. 
2523. 



Seq. No. 1279 

Gene No. 2593 

Start 50 

Name OJ990503_03 . 9A01 . C28 . ol , 

Start 50 

GI none 

Exons 50. .376 



gs 



Seq. ID OJ990503_03.9A01.C26 
Strand 

End 2764 

Method TBLASTX : Soybean 

End 2405 

Score 111 
.2187, 2208.. 2405 



Seq. ID OJ990503_03.9A01.C26 
Strand* 

2764 

TBLASTX: Maize 
2405 
76 



End 

Method 
End 
Score 
.2175 



Seq. ID 
Strand 
End 

Method " 
End 
Score 



OJ990503 03.9A01.C26 



27 64 

TBLASTX : Maize " " "~"**^ = 
2764 
76 

2443, 2409.. 2504, 2499.-2552, 
2762, 2559.. 2762, 2593.. 2763, 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990503_03.9A01.C28 
401 

GENSCAN 

376 

.91 



Seq. No. 1279 

Gene No. 2593 

Start 50 

Name OJ99050.3_03 . 9A01 .C28 . ol . 

Start 71 

GI none 

Exons 71.. 280, 314.. 400 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_03.9A01.C28 
401 

TBLASTX: Cress 

400 

88 



1302 




Seq. No. 


1279 




Seq. ID 


OJ990503 03.9A01 


. C28 


Gene No. 


2593 




Strand 






Start 


50 




End 


401 




Name 


OJ990503 03.9A01.C28.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


71 




End 


398 




GI 


none 




Score 


73 




Exons 


71. .280, 168. .317, 314. 


.397, 


315. .398 






Seq. No. 


1279 




Seq. ID 


OJ990503_03 . 9A01 


. C28 


Gene No. 


2593 




Strand 






Start 


50 




End 


401 




Name 


OJ990503 03.9A01.C28.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


71 




End 


401 




GI 


none 




Score 


62 




Exons 


71. .280, 314. .400, 315. 


.401 








Seq. No. 


1280 




Seq. ID 


OJ990503_03.9A01 


.C31 


Gene No. 


2594 




Strand 


+ 




Start 


1 




End 


611 




Name 


OJ990503 03.9A01.C31.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


611 




GI 


5738376 




Score 


255 




Exons 


1..611 










GI Descrip. 


(AL021889) N-acetylornithine 


deacetylase-like protein, 


f ragi 




T Arabidoosis thalianal 










Seq. No. 


1280 




Seq. ID 


OJ990503_03.9A01 


.C31 


Gene No. 


2594 




Strand 


+ 




Start 


1 




End 


611 




Name 


OJ990503 03.9A01.C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


154 




End 


412 




GI 


none 




Score 


312 




Exons 


154. .411, 155. .412, 155 


. .412 








Seq. No. 


1280 




Seq. ID 


OJ990503 03.9A01 


. C31 


Gene No. 


2594 




Strand 


+ 




Start 


1 ■ 




End 


611 




Name 


OJ990503 03.9A01.C31.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


155 




End 


412 




GI 


none 




Score 


324 




Exons 


155. .412, 156. .410 










Seq. No. 


1280 




Seq. ID 


OJ990503_03. 9A01 


. C31 


Gene No. 


2594 




Strand 


+ 




Start 


1 




End 


611 




Name 


OJ990503 03.9A01.C31.ol 


.gs 


Method 


GENS CAN 




Start 


156 




End 


409 




GI 


none 




Score 


.87 




Exons 


156. .409 










Seq. No. 


1281 




Seq. ID 


OJ990503_03.9A01 


.C33 


Gene No. 


2595 




Strand 






Start 


744 




End 


1285 




Name 


OJ990503 03.9A01.C33.ol 


.gs 


Method 


GEN SCAN 




Start 


744 


End 


1285 




GI 


none 




Score 


.53 





1303 





Exons 


744. .845, 978. .1092, 1171. .1285 










Seq. No. 


1282 


Seq. ID 


OJ990503_ 


_03. 9A01 


.C34 




Gene No. 


2596 


Strand 










Start 


21 


End 


1140 








Name 


OJ990503 03.9A01.C34.ol.gs 


Method 


GEN SCAN 








Start 


21 


End 


1140 








GI 


none 


Score 


.61 








Exons 


21. .95, 174. .376, 852. .945, 988. .1140 










Seq. ' No. 


1283 


Seq. ID 


OJ990503; 


_03. 9A01 


.C35 




Gene No. 


2597 


Strand 


+ 








Start 


259 


End 


1244 








Name 


OJ990503 03.9A01.C35.ol.np 


Method 


AAT/NAP 








Start 


259 


End 


1224 








GI 


5730067 


Score 


100 








Exons 


259.. 303, 393.. 645, 1109. .1224 










GI Descrip. 


Snf2-related CBP activator protein 










gi|5106572|gb|AAD39760.1|AF143946 1 (AF143946) transcriptiona 






activator SRCAP [Homo sapiens] 












Seq. No. 


1283 


Seq. ID 


OJ990503_ 


_03.9A01 


.C35 




Gene No. 


2597 


Strand 


+ 








Start 


259 


End 


1244 






J 


Name 


OJ990503 03.9A01.C35.ol.gs 


Method 


GENSCAN 








Start 


393 


End 


1244 






: ! 


GI 


none 


Score 


.79 






y 


Exons 


393. .481, 588. .724, 809. .858, 


1109. .1244 






d 


Seq. No. 


1284 


Seq. ID 


OJ990503_ 


_03.9A01 


.C36 




Gene No. 


2598 


Strand 








i 


Start 


47 


End 


170 






i I 


Name 


OJ990503 03.9A01.C36.ol.gs 


Method 


GENSCAN 








Start 


47 


End 


170 








GI 


none 


Score 


.46 








Exons 


47. .170 












Seq. No. 


1285 


Seq. ID 


OJ990723 


_09.9A14 


.CI 


— "c 


Gene No. 


2599 


Strand 


+ 








Start 


3156 


End 


7006 








Name 


OJ990723 09.9A14.Cl.o2.gp 


Method 


AAT/GAP 






=? 


Start 


3156 


End 


7006 








GI 


none 


Score 


1874 








Exons 


3156. .3394, 3535. .3585, 5259.. 


5406, 6270.. 6326, 


6413. .6472, 






6556. .7006 












Seq. No. 


1285 


Seq. ID 


OJ990723 


_09.9A14 


.CI 




Gene No. 


2599 


Strand 


+ 








Start 


3156 


End 


7006 








Name 


OJ990723 09.9A14.Cl.o2.np 


Method 


AAT/NAP 








Start 


5245 


End 


6642 








GI 


6735329 


Score 


361 








Exons 


5245.. 5406, 6270.. 6326, 6413. 


6472, 6556.. 6642 








GI Descrip. 


(AL137081) putative protein [Arabidopsis thaliana] 






Seq. No. 


1285 


Seq. ID 


OJ990723^ 


_09.9A14 


.CI 




Gene No. 


2600 


Strand 









1304 




Start . 


52 


End 


6921 




Name 


OJ990723 09.9A14 .Cl.ol.np 


Method 


AAT/NAP 




Start 


52 


End 


2925 




GI 


6175161 


Score 


768 




Exons 


52. .313, 461. .846, 988. .1077, 


1171. .1458, 2682. .2925 




GI Descrip. 


(AC011437) unknown protein [Arabidopsis thaliana] 




Seq. No. 


1285 


Seq. ID 


OJ990723_09. 9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09.9A14.Cl.ol.gp 


Method 


AAT/GAP 




Start ' 


166 


End 


545 




GI 


3768195 


Score 


411 




Exons 


166. .313, 461. .545 








Seq. No. 


1285 


Seq. ID 


OJ990723_09. 9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09. 9A14 .Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


166 


End 


309 




GI 


none 


Score 


139 




Exons 


166. .309, 167. .307 








Seq. No. 


1285 


Seq. ID 


OJ990723_09. 9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09.9A14.Cl.ol.gs 


Method 


GEN SCAN 




Start 


175 


End 


6921 




GI 


none 


Score 


.58 




Exons 


175. .313, 461. .846, 988. .1077 


, 1171. .1454, 2712. .2973, 






3070. .3314, 6485.-6629, 6865. 


.6921 






Seq. No. 


1285 


Seq. ID 


OJ990723_09.9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09.9A1.4.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


221 


End 


741 




GI 


none 


Score 


85 




Exons 


221. .313, 226. .312, 236. .313, 


. 238. .315, 


450. .605, 460.. 


606, 




461. .724, 473. .607, 532. .741 








Seq. No. 


1285 


Seq. ID 


OJ990723_09.9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09.9A14.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


825 


End 


1454 




GI 


none 


Score 


35 




Exons 


825. .863, 982. .1080, 988. .1074, 990. .1094, 990. .1127, 






1168.. 1452, 1172.. 1453, 1173. 


.1454 






Seq. No. 


1285 


Seq. ID 


OJ990723_09.9A14 


.CI 


Gene No. 


2600 


Strand 






Start 


52 


End 


6921 




Name 


OJ990723 09.9A14.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1195 


End 


1456 




GI- 


none 


Score 


262 




Exons 


1195.. 1455, 1196.. 1456 









1305 



Seq. No. 


1285 








Seq. ID 


OJ990723_09 . 9A14 . CI 


Gene No. 


2600 








Strand 




Start - 


52 








End 


6921 


Name 


OJ990723 09. 


, 9A14 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start ' 


5251 








End 


632'7 


GI 


none 








Score 


209 


Exons 


5251. .5412, 


5261 


. .5410, 


6267. 


.6326, 6272..632S, 6277. .6327, 




6277. .6327 












Seq. No. 


1285 








Seq. ID 


OJ990723_09.9A14 .CI 


Gene No. 


2600 








Strand 




Start 










End 


6921 


Name 


OJ990723 09. 


9A14 


.Cl.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


5251 








End 


6803 


GI 


none 








Score 


210 


Exons 


5251. .5412, 


5261 


. .5332, 


5289. 


.5405, 5296. .5406, 6265.-6345, 




6267. .6326, 


6271 


. .6345, 


6412. 


.6474, 6413. .6475, 6416. .6475, 




6549. .6650, 


6557 


. .6649, 


6747. 


.6803 




Seq. No. 


1285 








Seq. ID 


OJ990723_09.9A14.C1 


Gene No . 


o c r\ r\ 

zdOO 








Strand 




Start 


52 








End 


6921 


Name 


OJ990723 09. 


9A14 


.Cl.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5266 








.End 


6669 


GI 


none 








Score 


164 ■ " : ; 


Exons 


5266. .5412, 


6267 


. . 6326, 


6269. 


.6325, 6274.. 6336, 6412.. 6474, 




6413. .6475, 


6413 


. .6475, 


6549. 


.6647, 6556.. 6669 


Seq. No. 


1286 








Seq. ID 


OJ990723_09.9A14.C2 


Gene No . 


2601 








Strand 


+ 


Start 


2545 








End 


2862 


Name 


OJ990723 09. 


9A14 


,C2.ol. 


np 


Method 


AAT/NAP 


Start 


2545 








End 


2862 


GI 


6175162 








Score 


180 


Exons 


2545. .2862 












GI Des.crip. 


(AC011437) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


■1286 








Seq. ID 


OJ990723_09.9A14.C2 


Gene No. 


2601 








Strand 


+ 


Start 


2545 








End 


2862 


Name 


OJ990723 09. 


9A14 


.C2.ol. 


gs 


Method 


GENSCAN 


Start 


2572 








End 


2844 


GI 


none 








Score 


.92 


Exons 


2572. .2844 












Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


2602 








Strand 


+ 


Start 


689 








End 


3798 


Name 


OJ990723 09. 


9A14, 


.C5.ol. 


gs 


Method 


GENSCAN 


Start 


689 








End 


3789 


GI 


none 








Score 


.85 


Exons 


689. .849, 1361. .3142,. 3262. .3789 




Seq. No. 


1287 








Seq. ID 


OJ990723_09. 9A14 .C5 


Gene No. 


2602 








Strand 


+ 


Start 


689 








End 


3798 



1306 




Name 


OJ990723 09 . 9A14 . C5 . o2 . np 


Method 


TV Tim /XT TV T~V 

AAT/NAP 


Start 


1385 


End 


3797 


GI 


3687654 


Score 


1430 


Exons 


1385.. 3142, 3262..3797 






GI Descrip. 


(AF047975) putative ethylene 


receptor 


; ETR2 [Arabidopsis 




thaliana] 






Seq. No. 


1287 


Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


2602 


Strand 


+ 


Start 


6o9 


Lna 


o f ytf . 


Name 


OJ990723 09.9A14.C5.ol.np 


Method 


AAT/NAP 


Start 


1399 


End 


3798 


GI 


6136818 


Score 


1685 


Exons 


1399.. 3142, 3262.. 3798 






GI Descrip. 


(AB026500) ethylene receptor 


CS-ETR2 


[Cucumis sativus] 


Seq. No. 


1287 


Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


2603 


Strand 


+ 


Start 


14041 


End 


14451 


Name 


OJ990723 09.9A14.C5.o5.gs 


Method 


GENSCAN 


Start 


14041 


End 


14451 


GI 


none 


Score 


.9 


Exons 


14041. .14451 






Seq. No V: 


1287 


Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


'2604 


Strand 




Start 


5368 


End 


6672 


Name 


OJ990723 09.9A14.C5.ol.gp 


Method 


AAT/GAP 


Start 


5368 


End 


6410 


GI 


16969 2.R1084 


Score 


925 


Exons 


5368.. 5734, 6257. .6410 






GI Descrip. 


'3687251 1.0e-20 (AC005169) unknown protein [Arabidopsis 




thaliana] • 






Seq,., No. 


1287 


Seq,. ID 


OJ990723_09.9A1.4..C5 . . ,. 


Gene No. 


2604 


Strand 




Start 


5368 


End 


6672 


Name 


OJ990723 09.9A14.C5.o3.np 


Method 


AAT/NAP 


Start 


5618 


End 


6672 


GI 


3687251 


Score 


447 


Exons 


5618.. 5734, 6257.. 6423, 6525. 


.6672 




GI Descrip. 


(AC005169) putative ribosomal 


protein 


L28 [Arabidopsis thaliana] 


Seq. No. 


1287' 


Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


2605 


Strand 




Start 


10307 


End 


10894 


Name 


OJ990723 09.9A14.C5.o3.gs 


Method 


GENSCAN 


Start 


10307 


End 


10894 


GI 


none 


Score 


.97 


Exons 


10307. .10894 






Seq. No. 


1287 


Seq. ID 


OJ990723_09.9A14.C5 


Gene No. 


2606 


Strand 




Start 


12482 


End 


13633 


Name 


■ OJ990723 09.9A14.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start ' 


1382 


End 


2686 


GI 


none 


Score 


112 



1307 






Exons 


1382. .1402, 


1523. 


.1621, 


1525. 


.1614, 1637. .2044, 1639. .1821, 






1906. .2043, 


2147. 


.2332, 


2233. 


.2337, 2333.. 2686, 2506.. 2685 




Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 




Gene No. 


2606 








Strand 






Start 


12482 








End 


13633 




Name 


OJ990723 09. 


9A14. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1520 








End 


2041 




GI 


none 








Score 


105 




Exons 


1520.. 1615/ 


1525. 


.1614, 


1607. 


.2041, 1618. .2040, 1826. .2041 




Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 




Gene No . 


2606 








Strand 






Start 


12482 








End 


13633 




Name 


OJ990723 09. 


9A14. 


CS.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1523 








End 


3777 




GI 


none 








Score 


115 




Exons 


1523. .1621, 


.1525. 


.1617, 


1637. 


.2053, 1639.. 1821, 1927.. 2058, 






2186. .2272, 


2233. 


.2271, 


2306. 


.2683, 2350. .2397, 2408. .2572, 






2506. .2694, 


2702. 


.2893, 


2713. 


.2889, 3077.. 3148, 3259.. 3339, 






3457. .3498, 


3655. 


.3777 










Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 


□ 


Gene No. 


2606 








Strand- 






St;art 


12482 . 








End 


13633 


rn 


Name 


OJ990723 09. 


9A14 . 


C5.o4". 


tw 


Method 


TBLASTX: Wheat 




Start 


1883 








End 


2047 


— 


GI 


none 








Score 


177 


1 : J 


Exons 


1883. .2047, 


1907. 


.2041 










Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 


ry 


Gene No. 


2606 








Strand 






Start 


12482 








End 


13633 




Name 


OJ990723 09. 


9A14. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2195 








End 


3789 




GI 


•none 








Score 


155 




Exons 


2195. .2344, 


2233. 


.2397, 


2356. 


.2403, 2357. .2920, 2506. .2910, 






3217. .3405, 


3457. 


.3498, 


3655. 


.3789 




| ! 1 


Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 




Gene No. 


2606 








Strand 






Start 


12482 








End 


13633 




Name 


OJ990723 09. 


9A14 . 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2393 








End 


2752 




GI 


none 








Score 


184 




Exons 


2393. .2752 














Seq. No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 




Gene No. 


2606 








Strand 






Start 


12482 








End 


13633 




Name 


OJ990723 09. 


9A14. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5469 








End 


6679 




GI 


none 








Score 


47 




Exons 


5469. .5519, 


5549. 


.5584, 


5610. 


.5735, 5621. .5737, 5623. .5736, 






6254. .6418, 


6255. 


.6425, 


6255. 


.6440, 6523.. 6675, 6524.. 6679 




Seq.' No. 


1287 








Seq. ID 


OJ990723_09.9A14.C5 



1308 



Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


OJ990723 09. 


9A14 .C5.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


5609 




End 


6679 




GI 


none 




Score 


86 




Exons 


5609. .5737, 


5610. .5696, 5621. 


.5737, 6243.. 6371, 


6254. .6382, 




6255. .6383, 


6314.. 6418, 6384. 


.6425, 6523.. 6675, 


6524. .6673, 




6524. .6679 










Seq. No. 


1287 




Seq. ID 


OJ990723 


_09.9A14.C5 


Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


OJ990723 09. 


9A14 .C5.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


5616 




End 


6678 




GI 


none 




Score 


113 




Exons 


5616. .5696, 


5616.. 5735, 5617. 


.5736, 5621.. 5737, 


6254. .6418, 




6255. .6425, 


6255.. 6419, 6523. 


.6672, 6524. .6673, 


6525. .6674, 




6574. .6678 










Seq. No. 


1287 




Seq. ID 


OJ990723 


_09.9A14.C5 


Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


OJ990723 09. 


9A14.C5.o3.tc 


Method 


TBLASTX: Cress 


Start 


5621 




End 


6676 




GI 


none 




Score 


64' 




Exons 


5621. .5737, 


5621. .5737/ r 624'6. 


.6377, 6254.. 6379, 


6256. .6378, 




6338. .6418, 


6345.-6425, 6521. 


.6673, 6523.. 6675, 


6524. .6676 


Seq. No. 


1287 




Seq. ID 


OJ990723 


_09.9A14.C5 


Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


OJ990723 09. 


9A14 .C5.o4 .gs 


Method 


GENSCAN 




Start 


12482 




End 


13633 




GI 


none 




Score 


.88 




Exons 


12482. .13191 


^ 132 67. .13633 








Seq. No. 


1287 




Seq. ID 


OJ990723 


_09.9A14.C5 


Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


OJ990723 09. 


9A14.C5.o4.np 


Method 


AAT/NAP 




Start 


12578 




End 


13630 




GI 


2252830 




Score 


810 




Exons 


12578. .13183 


, 13232.. 13630 








GI Descrip. 


(AF013293) weak similarity to 


receptor 


protein 


kinase 



[Arabidopsis thaliana] gi | 6049872 | gb IAAF02787 . 1 |AF195115_7 
(AF195115) weak similarity to receptor protein kinase 
[Arabidopsis thaliana] 



Seq. No.. 1287 Seq. ID 

Gene No. 2606 Strand 

Start 12482 End 

Name OJ990723_09 . 9A14 . C5 . o2 . tc Method 

Start 12590 End 

GI none Score 

Exons 12590. .12979, 12621 .. 12950, 13007 .. 13183, 

. 13014. .13184, 13226. .13363, 13269.. 13364 



OJ990723 09.9A14.C5 



13633 

TBLASTX: Cress 
13364 
187 

13010. .13093, 



1309 




Seq. No. 


1287 




Seq. ID 


OJ990723_09.9A14 


.C5 


Gene No. 


2606 




Strand 






Start 


12482 




End 


13633 




Name 


ujyyu/^o uy.yAi^.co. 


OZ . US 


Method 


TBLASTX : Soybean 




Start 


12602 




End 


13591 




GI 


none 




Score 


47 




Exons 


12602. .12700, 12612. 


.12695, 


12743. .12973, 12789. .12953, 






13004. .13192, 13014. 


.13208, 


13268. .13462, 13269. .13409, 






13439. .13591, 13443. 


.13547 








Seq. No. 


1287 




Seq. ID 


OJ990723_09.9A14 


.C5 


Gene No. 


2606 




Strand 






btart 


IZhoZ 




End ' 


13633 




Name 


OJ990723 09.9A14.C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12638 




End 


13570 




GI 


none 




Score 


103 




Exons 


12638. .12694, 12737. 


.13006, 


12789. .12950, 13004. .13159, 






13020. .13094, 13226. 


.13408, 


13463. .13570 




Seq. No. 


1287 




Seq. ID 


OJ990723_09.9A14 


-C5 


Gene No. 


2606 




Strand 






btart 






End 


13633 




Name 


OJ990723 09.9A14.C5. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


12890 




End 


13331 




GI 


none 




Score 


• 52 




Exons 


12890. .12979, 12891. 


.12-953, 


12965. .13192, 13014 13160, 






13268. .13330, 13269. 


.13331 








Seq. No. 


1288 




Seq. ID 


OJ990723_09.9A14 


.C6 


Gene No . 


Z oU / 




Strand 


+ 




Start 


1394 




End 


3768 




Name 


OJ990723 09.9A14.C6. 


ol . gs 


Method 


GENSCAN 




Start 


1394 




End 


1966 




GI 


none 




Score 


.75 




Exons 


1394. .1966 










Seq. No. 


1288 




Seq. ID 


~OJ990723_09.9A14 


.C6 


Gene No. 


2607 




Strand 


+ 




OLalL 


1394 




End 


3768 




Name ' 


OJ990723 09.9A14.C6. 


ol . np 


Method 


AAT/NAP 




Start 


1649 




End 


3768 




GI 


4914456 




Score 


1356 




Exons 


1649.. 1918, 1998.. 2623, 2927 


..3222, 3560.. 3768 




GI Descrip. 


(AL050400) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1288 




Seq. ID 


OJ990723_09.9A14 


.C6 


Gene No . 


2607 




Strand 


+ 




Start 


1394 




End 


3768 




Name 


OJ990723 09.9A14.C6. 


o2 .gs 


Method 


GENSCAN 




Start 


2061 




End 


2642 




GI 


none 




Score 


. 94 




Exons 


2061. .2642 










Seq. No. 


1288 




Seq. ID 


OJ990723_09.9A14 


.C6 


Gene No. 


2607 




Strand 


+ 




Start . 


1394 




End 


3768 




Name 


OJ990723 09.9A14.C6. 


o3.gs 


Method 


GENSCAN 





1310 



Start 


3030 








End 


3296 




GI 


none 








Score 


.48 




Exons 


3030. .3296 














Seq. No. 


1288 








Seq. ID 


OJ990723_ 


09. 9A14.C6 


Gene No . 


2608 








Strand 


+ 




Start 


5658 








End 


8440 




Name 


OJ990723 09 


.9A14 


.C6.o2. 


np 


Method 


AAT/NAP 




Start 


5453. 








End 


8433 




GI 


4914455 








Score 


1049 




Exons 


5453. .5500, 


5627 


. .5935, 


6180 


..6275, 6403. .6480, 


6560. . 6736, 




8075. .8143, 


8254 


. .8433 










GI Descrip.' 


(AL050400) 


f ibrillarin- 


■like 


protein [Arabidopsis 


thaliana] 


Seq. No. 


1288 








Seq. ID 


OJ990723_ 


09. 9A14.C6 


Gene No. 


2608 








Strand 


+ 




Start 


5658 








End 


8440 




Name 


OJ990723 09 


.9A14 


.C6.o4. 


gs 


Method 


GEN SCAN 




Start 


5658 








End 


8430 




GI 


none 








Score 


.85 




Exons 


5658. .5729, 


5801 


. .5935, 


6180 


..6275, 6403. .6480, 


6560. .6736, 




8075. .8143, 


8254 


. .8430 











£j Seq. No. 

ijj Gene No. 

f m f\ Start 

;».» Name 

H Start 

'*y Exons 

i.l GI Descrip. 



1288 Seq. ID OJ990723_09 . 9A14 . C6 

2608 Strand + 

5658 End 8440 

OJ990723_09. 9A14 .C6.ol.gp Method AAT/GAP 

8073 End 8440 

18556_1.R1084 Score 382 

8073. .8143, 8254. .8440 

1 4 914 455/emb | CAB4 3694 . 1 1 1.0e-121 (AL0504 00) f ibrillarin-like 
protein [Arabidopsis thaliana] ? 



;; a Seq. No. 

^ Gene No. 

'""4 Start 

jc& Name 

i 3 Start 

k gi 

;;fj Exons 

Is 3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990723_09.9A14.C6 
Strand 

End 9180 

Method AAT/GAP 

End 9180 

Score 280 



1288 
2609 
9020 

OJ990723JD9. 9A14 . C6 . o2 . gp 
9020 

10360_1.R1084 
9020. .9180 

, 1808686/emb|CAA71755| 4.0e-ll (Y10783) hypothetical protein 
[Sporobolus stapfianus] ' 



Seq. ID OJ990723_09.9A14.C6 
Strand 

End 9358 

Method TBLASTX : Mai ze 

End 2140 

Score 283 

1597. .1626, 1723. .1917, 1730. .1921, 1998. .2138, 1998. .2093, 
2000. .2140 



1288 
2610 
9159 

OJ990723_09.9A14.C6.ol.tm 

1597 

none 



Seq. No. 1288 

Gene No. 2610 

Start 9159 

Name OJ990723_09 . 9A14 . C6 . ol . ts 

Start 1736 



Seq. ID OJ990723_09. 9A14.C6 
Strand 

End 9358 

Method TBLASTX : Soybean 

End 2231 



1311 




GI 


none 








Score 


168 


Exons 


1736. .1921, 


1738. 


.1914, 


1992. 


.2231, 1997.. 2218 


Seq. No. 


1288 








Seq. ID 


OJ990723JD9.9A14.C6 


Gene No. 


2610 








Strand 




Start 


9159 








End 


9358 


Name 


uo yyu ico uy 




Lb. Oi . 


tc 


Method 


TBLASTX: Cress 


Start 


1742 








End 


4018 


GI 


none 








Score 


122 


Exons 


1742. .1921, 


1997. 


.2332, 


1998. 


.2300, 2438. .2620, 2439. .2636, 




2928. .3224, 


3551. 


.3604, 


3598. 


.3675, 3767. .3874, 3787. .3891, 




3974. .4018, 


3985. 


.4014' 








Seq. No. 


1288 








Seq. ID 


OJ990723_09.9A14.C6 


Gene No . 


zolU 








Strand 




Start 


9159 








End 


9358 


Name 


OJ990723 09 


.9A14. 


C6.o4. 


ts 


Method 


TBLASTX: Soybean 


Start 


2232 








End 


2549 


GI 


none 








Score 


94 


Exons 


2232. .2300, 


2240. 


.2311, 


2388. 


.2549, 2402. .2542 


Seq. No. 


1288 








Seq. ID 


OJ990723_09.9A14.C6 


Gene No. 


2610 








Strand 




Start 


9159 








End 


9358 


Name 


OJ99.0723 09.9A14;,£&.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2549 








End 


3874 


GI 


none ' 








Score 


78 


Exons 


2549. .2623, 


2550. 


.2621, 


2927. 


.3223, 2928. .3224, 3598. .3720, 




3600. .3674, 


3787. 


.3873, 


3788. 


.3874, 3791. .3874 


Seq. No. 


1288 








Seq. ID 


OJ990723_09.9A14.C6 


Gene No . 


2610 








Strand 




Start 


9159 








End 


9358 


Name 


OJ990723 09 


9A14. 


C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2927 . 








End 


3889 


GI 


none 








Score 


332 


Exons 


2927. .3223, 


2928. 


.3224, 


3598. 


.3678, 3782.. 3889 


Seq. No.,. 


1288 








Seq. ID 


OJ990723_09.9A14.C6 


Gene No. 


2610 








Strand 




Start 


9159 








End 


9358 


Name 


OJ990723 09 


9A14. 


C6.o2. 


tm 


Method 


TBLASTX .-Maize 


Start 


5810 








End 


8443 


GI 


none 








Score 


190 


Exons 


5810. .5935, 


5816. 


.5935, 


6131. 


.6274, 6160.. 6276, 6177.. 6275, 




6177. .6305, 


6402. 


.6482, 


6403. 


.6480, 6405.. 6482, 6555.. 6686, 




6558. .6686, 


6562. 


.6732, 


6563. 


.6736, 6563.-6736, 8072.. 8143, 




8072. .8155, 


8074. 


.8145, 


8074 . 


.8166, 8249.. 8278, 8251.. 8430, 




8253. .8432, 


8369. 


.8443 








Seq. No. 


1288 








Seq. ID 


OJ990723_09.9A14.C6 


Gene No. 


2610 








Strand 




Start 


9159 








End 


9358 


Name 


OJ990723 09. 


9A14. 


C6.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


5810 








End 


8418 


GI 


none 








Score 


173 


Exons 


5810. .5935, 


5845. 


.5925, 


6177. 


.6275, 6179.. 6274, 6405.. 6476, 



1312 





6405 6479, 6406 


. . 6480, 


6548 . 


.6736, 6559.. 6735, 6616.. 6747, 




8072. .8143, 8074 


. .8142, 


8251. 


.8418, 8253. .8417 




1288 






Seq. ID 


OJ990723_09.9A14.C6 


fipnp No 


2610 






Strand 




Start 


9159 






End 


9358 


Name 


OJ990723 09.9A14 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5825 






End 


8432 


GI 


none 






Score 


150 




5825. . 5935, 5860 


. . 5925, 


6177 . 


.6275, 6178.. 6273, 6179.. 6274, 




6405. .6488, 6406 


. . 6489, 


6562 . 


.6735, 6563.-6736, 6571.. 6738, 




8072. .8143, 8074 


. .8142, 


8251. 


.8418, 8253.. 8432, 8253.. 8417 


Seq. No. 


1288 






Seq. ID 


OJ990723_09.9A14.C6 


Gene No. 


2610 






Strand 


— 


Start 


9159 






End 


9358 


Name 


OJ990723 09.9A14 


,C6.o3. 




Method 


AAT/GAP 


Start 


9159 ~~ 






End 


9358 


GI 


none 






Score 


312 


Exons 


9159. . 9358 










Seq. No. 


1289 






Seq. ID 


OJ990723_09.9A14.C7 


Gene No. 


2611 






Strand 


+ 


Start 


1 






End 


1806 


Name 


OJ990723 09 9A14 


,C7.ol. 


as 
y ° 


Method 


GEN SCAN 


Start 








End 


531" 


GI 


none 






Score 


.94 


P.vnn <3 

1—1 *Y 1 1 


1. .531 










Seq. No. 


1289 






Seq. ID 


OJ990723_09.9A14.C7 


Gene No. 


2611 






Strand 


+ 


Start 


1 






End 


1806 


Name 


OJ990723 09. 9A14 


. C7 . ol . 


ar> 


Method 


AAT/GAP 


Start 


329 ~ 






End 


1806 


GI 


none 






Score 


1256 


Exons 


329. . 594, 1384 . . 


1806 








Sea No 


1289 






Seq. ID 


OJ990723_09 . 9A14 .C7 


Gene No. 


2612 






Strand 




Start 


1324 






End 


1999 


Name 


OJ990723 09.9A14 


.C7.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


1 






End 


1494 


GI 


none 






Score 


87- 


Exons 


1..69, 3. .68, 216. .308, 


226. . 


327, 294. 


.332, 414. .506, 415. .507, 




422. .514, 490. .609, 490 


. .570, 


504. .608 


, 1381. .1494, 1383. .1475 


Seq. No. 


1289 






Seq. ID 


OJ990723_09.9A14.C7 


Gene No. 


2612 






Strand 




Start 


1324 






End 


1999 


Name 


OJ990723 09.9A14 


.C7.o2. 


as 
y ■=> 


Method 


GENSCAN 


Start 


1324 






End 


1999 


GI 


none 






Score 


.92 


Exons 


1324.. 1456, 1857 


. .1999 








Seq. No. 


1290 






Seq. ID 


OJ990723 09.9A14.C8 


Gene No. 


2613 






Strand 




Start 


2869 






End 


4302 



1313 





Name 


OJ990723 09. 


9A14 


.C8.ol.np 


Method 


AAT/NAP 






Start 


2869 






End 


4059 






GI 


2980788 






Score 


418 






Exons 


2869. .3781, 


3830 


. .4059 










GI Descrip. 


(AL022197) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


1290 






Seq. ID 


OJ990723_09. 9A14 


.C8 




Gene No. 


2613 






Strand 


+ 






Start 


2869 






End 


4302 






Name 


OJ990723 09. 


9A14 


. C8 .ol .qp 


Method 


AAT/GAP 






Start 


3406 






End 


3941 






GI 


none - 






Score 


1036 






Exons 


3406. .3941 














Seq. No. 


1290 






Seq. ID 


OJ990723 09.9A14 


.C8 




Gene No. 


2613 






Strand 


+ 






Start 


2869 






End 


4302 






Name 


OJ990723 09. 


9A14 


. C8 . o2 . gp 


Method 


AAT/GAP 






Start 


3920 






End 


4302 






GI 


none 






Score 


740 






Exons 


3920. .4302 














Seq. No. 


1290 






Seq. ID 


OJ990723_09.9A14 


.C8 


,3 72. 


Gene No. 


2614 






Strand 


+ 






Start 


7273 






End 


7497 




"t tat 


Name 


OJ990723 09. 


, 9A14 


. C8 . ol . ts 


Method 


- TBLASTX : Soybean 




1, ' \ 


Start 


3180 






End 


3480 




i ¥ i E 
: er 


GI 


none 






Score 


63 




jTi 


Exons 


3180. .3365, 


3181 


..3378, 3186 


..3377, 3388. .3480 






Seq. No. 


1290 






Seq. ID 


OJ990723_09.9A14 


.C8 




Gene No. 


2614 






Strand 


+ 




: y 


Start 


7273 






End 


7497 






Name 


OJ990723 09. 


. 9A14 


.C8.ol.tc 


Method 


TBLASTX: Cress 




! s si 


Start 


3207 






End 


3470.. 






GI 


none 






Score 


221 






Exons 


3207. .3377, 


3208 


..3396, 3399 


. .3470 






'i %S 


Seq. No. 


1290 






Seq. ID 


OJ990723_09.9A14 


.C8 


j* " j 


Gene No. 


2614 






Strand 


+ 




isj. 


Start 


7273 






End 


7497 






Name 


OJ990723 09, 


, 9A1 4 


.C8 .ol. tm 


Method 


TBLASTX: Maize 






Start 


3228 






End 


3930 






GI 


none 






Score 


183 






Exons 


3228. .3383, 


3229 


..3378, 3352 


..3807, 3365.. 3799, 3375.. 3803, 






3376. .3807, 


3799 


..3885, 3816 


. .3884, 3874. .3930 






Seq. No. 


• 1290 






Seq. ID 


OJ990723_09. 9A14 


.C8 




Gene No. 


2614 






Strand 


+ 






Start 


7273 






End 


7497 






Name 


OJ990723 09, 


.9A14 


.C8.o3.gp 


Method 


AAT/GAP 






Start 


7273 






End 


7497 






GI 


none 






Score 


403 






Exons 


7273. .7497 














Seq. No.- 


1291 






Seq. ID 


OJ990723__09.9A14 


.C9 




Gene No. 


2615 






Strand 







1314 




Start 


1 


End 


2680 




Name 


OJ990723 09.9A14.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2431 




GI 


3258575 


Score 


882 




Exons 


1..389, 459.-664, 1401. .1590, 


2172. .2431 




GI Descrip. 


(U89959) Hypothetical protein 


[Arabidopsis thaliana] 


Seq. No. 


1291 


Seq. ID 


OJ990723 


09 . 9A14 . C9 


Gene No. 


2615 


Strand 


+ 




Start 


1 


End 


2680 




Name 


OJ990723 09.9A14.C9.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


2440 




GI 


none 


Score 


.98 




Exons 


47. .400, 422. .664, 1401. .1590 


, 2172. .2440 




Seq. No. 


1291 


Seq. ID 


OJ990723 


09 . 9A14 . C9 


Gene No. 


2615 


Strand 


+ 




Start 


1 


End 


2680 




Name 


OJ990723 09.9A14.C9.ol.gp 


Method 


AAT/GAP 




Start 


2175 


End 


2680 




GI 


LIB3432-027-P1-K1-G11 


Score 


956 




Exons 


2175. .2680 








GI Descrip. 


•3258575 3.0e-17 (U89959) Hypothetical 


protein 


[Arabidopsis 




thaliana] 1 








Seq. No. 


' 1291 


Seq. ID 


OJ990723 


_09. 9A14 .C9 


Gene No. 


2616 


Strand 


+ 




Start 


2694 


End 


8314 




Name 


OJ990723 09. 9A14 . C9 . o2 . np 


Method 


AAT/NAP 




Start 


2694 


End 


6016 




GI 


6721512 


Score 


60 




Exons 


2694. .2721, 4309. .4400, 4429. 


.4565, 4758. .4788, 


5957. .6016 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1291 


Seq. ID 


OJ990723 


_09.9A14.C9 


Gene No. 


2616 


Strand 


+ 




Start 


2694 


End 


8314 




Name 


OJ990723 09.9A14.C9.o2.gs 


Method 


GENSCAN 




Start 


4162 


End 


8314 




GI 


none 


Score 


.83 




Exons 


4162. .4205, 4625. .4653, 4742. 


.4805, 5606. .5657, 


5859. .5966, 




7237.. 7283, 7363... 7465, 7547. 


.8314. 







Seq. No. 

Gene No. - • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1291 Seq. ID 

2616 Strand 
2694 End 
OJ990723_09. 9A14 . C9 . o2 . gp Method 
5530 End 
48996_1.R1084 Score 
5530. .5657, 5859. .5966, 6463. 
7547. .7835 

'2190550 7.0e-73 (AC001229) ESTs gb_T45673, gb_N37512 come from 
this gene. [Arabidopsis thaliana] ' 



OJ990723_09.'9A14.C9 
+ 

8314 
AAT/GAP 
7835 
1228 



.6509, 7237.. 7283, 7363.-7465, 



1291 
2616 
2694 



Seq. ID OJ990723_09. 9A14 .C9 
Strand + 
End 8314 



1315 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990723_09 . 9A14 . C9 . o3 . np 

5936 

2190550 

5936.. 5966, 6463.. 6509, 7237, 



Method AAT/NAP 
End 8299 
Score 1202 
.7283, 7363.. 7465, 7547, 



.8299 



(AC001229) ESTs gb | T45673, gb | N37512 come from this gene. 
[Arabidopsis thaliana] 



1291 
2617 
8382 

OJ990723_09 . 9A14 . C9 . o3 . gp 

8382 

none 

8382. .8657 



Seq. ID OJ990723_09. 9A14 ,C9 

Strand + 

End 8657 

Method AAT/GAP 

End 86*57 ^ 

Score 494 



,1 



' h 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



fn. Name 
^ Start 
GI 

Exons 



1291 Seq. ID 

2618 Strand 

9709 End 

OJ990723_09. 9A14 .C9.o3.gs Method 

9709 End 

none Score 



OJ990723_09.9A14.C9 
+ 

16792 
GENS CAN 
16428 
.58 



9709. .9811, 11291. .11529, 11615 .. 117 15, 12016 .. 12209, 
12511. .12629, 13250. .13375, 13891 1404 6, 15619.*. 16119, 
16390. .16428 



1291 Seq. ID 

2618 Strand 

9709 End 

OJ990723_09 . 9A14 . C9 . o4 . gp Method 

9759 End 

21085 2.R1084 Score 



OJ990723_09.9A14.C9 
+ 

16792 
AAT/GAP 
13327 
1436 



9759. .9811, 11291. .11529, 11615 .. 117 15, 12016 .. 12209, 
12511. .12629, 13250.. 13327 

'542190/pir MS42933 6.0e-67 hypothetical protein 1087 - maize 
>gi_459269_emb_CAA54960_ (X7a029) transcribed sequence 1087 [Zea 
mays] ' 



1291 
2618 
9709 

OJ990723_09.9A14.C9.o4.np 
11621 
542190 

11621. .11715, 12016. .12209, 12511 
13707. .13768, 13891.. 13975 



Seq. ID OJ990723_09.9A14 .C9 

Strand + 

End 16792 

Method AAT/NAP 

End 13975 

Score 888 



12629, 13250. .13375, 



GI Descrip. hypothetical protein 1087 - maize gi | 459269 | emb | CAA54 960 | 
(X78029) transcribed sequence 1087 [Zea mays] 



Seq. No. 1291 Seq. ID 

Gene No. 2618 Strand 

Start 9709 End 

Name 0 J9 9072 3_0 9 . 9A1 4 . C 9 . o5 . np Method 

Start 15664 'End 

GI 6119531 Score 

Exons 15664. .15900, 15928 16127, 16686.. 16792 

GI Descrip. (AC011560) unknown protein [Arabidopsis thaliana] 



OJ990723_09.9A14 ,C9 
+ 

16792 
AAT/NAP 
16792 
563 



1316 



Seq. No. 1291 
Gene No. 2618 
Start 9709 

Name OJ990723_09 . 9A14 . C9 . 06 . gp 

Start 15919 
GI 86873_1.R1084 
Exons 15919. .16119, 16693.. 16792 

GI Descrip. ' 5091624/gb | AAD39612 . 1 | AC007454_11 1.0e-23 (AC007454) Similar to 
gb_X92204 NAM gene product from Petunia hybrida. ESTs gb_H36656 
and gb_AA651216 come from this gene. [Arabidops.is thaliana] 1 



Seq. ID OJ990723_09.9A14.C9 

Strand + 

End 16792 

Method AAT/GAP 

End 16792 

Score 582 



Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14.C9 


Gene No. 


2619 








Strand 


- 


Start 


13963 








End 


14300 


Name 


OJ990723 09. 


9A14. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


13 








End 


267 


GI 


none 








Score 


204 


Exons 


13. .123, 14. 


.151, 


221. . 


247, 226. .267 




Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14.C9 


Gene No. 


2619 








Strand 




Start 


13963 








End 


14300 


Name 


OJ990723 09. 


9A14. 


C9.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


457 








End 


687 


GI 


none 








Score 


226 


Exons 


457. .687, 458. .682 








Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14.C9 


Gene No. 


2619 








Strand 




Start 


13963 








End 


14300 


Name 


OJ990723 09. 


9A14. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


485 








End 


2439 


GI 


none 








Score 


250 


Exons 


485. .667,- 493. .666, 536 


;. .667, 


1398.. 1529, 1400.. 1567, 




1400. .1588, 


1419. 


.1613, 


2193. 


.2246, 2228.. 2368, 2230.. 2364, 




2359. .2439, 


2368. 


.2439 








Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14.C9 


Gene No. 


2619 








Strand 




Start 


13963 








End 


14300 


Name 


OJ990723 09. 


9A14. 


C9.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


1398 








End 


2377 


GI 


none 








Score 


179 


Exons 


1398. .1532, 


1400. 


.1588, 


1543. 


.1596, 2173.. 2370, 2228.. 2377, 




2236. .2376 












Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14 -C9 


Gene No. 


2619 








Strand 




Start 


13963 








End 


14300 


Name 


OJ990723 09. 


9A14. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2237 








End 


2439 


GI 


none 








Score 


191 


Exons 


2237. .2392, 


2239. 


.2439, 


2242. 


.2328, . 2359. .2427 


Seq. No. 


1291 








Seq. ID 


OJ990723_09.9A14 .C9 


Gene No. 


2619 








Strand 




Start 


13963 








End 


14300 



1317 



Name 

Start 

GI 

Exons 



OJ990723JD9 . 9A14 . C9 . ol . t s Method TBLASTX : Soybean 

5918 . End 8102 

none Score 76 . 

5918. .5974, 6462. .6512, 7234. .7284, 7355. .7468, 7360. .7470, 
7505. .7981, 7544. .8056, 754 6. . 7986, 7701 .. 8072 , 7932. .8102 



Seq. No. 1291 

Gene No. 2619 

Start 13963 

Name OJ990723_09 . 9A14 . C9 . ol . tc 

Start 5936 

GI ' none 

Exons 5936.. 5974, 6462. 

7361. .7468, 7544. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990723_09.9A14.C9 
14300 

TBLASTX: Cress 

7789 

70 



.6512, 6615. .6659, 7234.. 7284, 7360. .7470, 
.7789, 7546.. 7788 



Seq. No. 1291 
Gene No. 2619 
Start 13963 

Name OJ990723_09 . 9A14 . C9 . ol . tm 

Start 6402 
GI none 

Exons 6402.. 6440, 6462.. 6512, 7231. 

7325.-7468, 7361.. 7468, 7363. 
7539.. 7877, 7543.-7875, 7543. 
7872.. 8150, 7876.. 8007, 7876. 
8262.. 8315, 8424.. 8495, 8425. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7284, 7232 
.7470, 7505 
.7884, 7544 
.8313, 7877 
.8463 



OJ990723 09.9A14.C9 



14300 

TBLASTX: Maize 
8495 
40 

7348, 7235. 
7876, 7527. 
7885, 7713. 



.7288, 
.7652, 
.7892, 



8266, 8053. .8316, 



Seq. No. 
l -\ Gene No. 
W Start 
L Z J Name 
rij Start 

,, & Exons 

l J 

Seq. No. 
! : * Gene No. 
Q. Start 
r== Name 
|!S Start 
U GI 

Exons 



1291 Seq. ID 

2619 Strand 

13963 End 

OJ990723_09 . 9A14 . C9 . o3 . tc Method 

7889 End 

none Score 



OJ990723_09.9A14.C9 
14300 

TBLASTX: Cress 

8292 

232 



7889. .8053, 7892. .7981, 8068. .8292, 8102. .8266 



1291 
2619 
13963 

OJ990723_09.9A14.C9.o3.ts 

11273 

none 

11273. .11494, 11277.. 11531, 
11296. .11520, 11612. .11701, 
11987. .12133, 12010. .12210, 
12567. .12611, 12605. .12631, 
13704. .13769, 13706 .. 13771 , 



Seq. ID OJ990723_09.9A14.C9 
Strand 

End 14300 

Method TBLASTX : Soybean 

End 13975 

Score 317 
11284. .11535, 11290. .11538, 
11618. .11671, 11656. .11694, 
12011. .12172, 12011. .12217, 
13274. .13375, 1327 6 .. 13395, 
13874. .13975, 13889.. 13975 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1291 
2619 
13963 

OJ990723_09. 9A14 . C9 . o3 . tm 
11277 



OJ990723 09.9A14.C9 



none 

11277. 

11290. 

11613. 

12011. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11528, 11288. .11530, 11288 .. 11530 , 11289 11531, 
11541, 11290. .11538, 11606 .. 11716, 11609 .. 11671 , 
11717, 11614. .11718, 12007. .12210, 12010 .. 12210, 
12157, 12011. .12250, 124 99 .. 12612 , 12504 .. 12626, 



14300 

TBLASTX: Maize 

12629 

273 



1318 




12509. .12598, 12535 .. 12600, 12596 .. 12628, 12597.. 12629 



Sea No. 


1291 




Seq. ID 


OJ990723_09.9A14 


.C9 


Honp Mo 

UC11C IM\J . 


2619 




Strand 






Start 


13963 




End 


14300 




Nam© 


OJ990723 09.9A14.C9. 


o4 . tc 


Method 


TBLASTX : Cress 




Start 


11277 ~ 




End 


12157 




GI 


none 




Score 


295 




F.xon s 

W SrS 1 1 


11277. .11519, 11278. 


. 115*20, 


11299. .11520, 12011.. 12157 




Seq. No. 


1291 




Seq. ID 


OJ990723_09. 9A14 


.C9 


Gene No. 


2619 




Strand 






Start 


13963 




End . 


14300 




Name 


OJ990723 09.9A14.C9. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


13239 




End 


13981 




GI 


none 




Score 


59 




Exons 


13239. .13292, 13247. 


.13375, 


13249. .13374, 13351 .. 13377 , 






13660. .13764, 13691. 


.13768, 


13701. .13769, 13705. . 13770, 






13706. .13771, 13888. 


.13980, 


i3889. .13981, 13889.. 13978 





Seq. No. 
Gene No. 
Start 
Name 
* : 3 Start 

i;n ■ gi 

Exons 

GI Descrip. 



iU 

y 



Lii 

Q Seq. No. 
m Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990723_09.9A14.C9 
Strand 

End 14300 

Method AAT/GAP 

End 14300 

Score 649 



1291 
2619 
13963 

OJ990723_09. 9A14 .C9.o5.gp 
13963 

51009_1.R1084 
13963.. 14300 

, 5441872/dbj | AP000366 . 1 | AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig a)' 



1291 
2620 
15654 

OJ990723_09.9A14.C9.o2.tm 

15654 

none 



Seq. ID OJ990723_09.9A14.C9 
Strand 

End 16134 

Method TBLASTX : Maize 

End 16134 

Score 251 



15654. .15734, 15697 .. 15891, 15700 .. 158 91, 15936 .. 16109, 
15957. .16085, 15958 .. 16134 , 15967. .16125 



1291 
2620 
15654 

OJ990723_09. 9A14 . C9 . o2 . ts 

15693 

none 



Seq. ID OJ990723_09. 9A14.C9 
Strand 

End 16134 

Method TBLASTX : Soybean 

End 16109 

Score 211 



15693. .15731, 15697 .. 15891, 15852 .. 15890, 15933 16109, 
15955. .16104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1291 
2620 
15654 

OJ990723_09.9A14.C9.o2.tc 

15697 

none 



Seq. ID OJ990723_09. 9A14.C9 
Strand 

End 16134 

Method TBLASTX: Cress 

End 16109 

Score 209 



15697. .15891, 15933 .. 16109, 15955.. 16104 

1291 Seq. ID OJ990723_09 . 9A14 . C9 



1319 



• 



p 
a 

i'Ti 

•i ■ • 

ru 
y 



Gene No. 


2620 


Strand 






Start 


15654 


End 


16134 




Name 


OJ990723 09. 9A14 .C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


15850 


End 


16110 




GI 


none 


Score 


51 




Exons 


15850. .15891, 15933. .16091, 


15958. .16110, 15967.. 16104 




Seq. No. 


1292 


Seq. ID 


OJ990723_09. 9A14 


.C10 


Gene No. 


2621 


Strand 


+ 




Start 


420 


End 


2294 




Name 


OJ990723 09.9A14.C10.ol.gs 


Method 


GEN SCAN 




Start 


420 


End 


1971 




GI 


none 


Score 


.83 




Exons 


420. .1082, 1215. .1323, 1482. 


.1896, 1926. .1971 




Seq. No. 


1292 


Seq. ID 


OJ990723JD9. 9A14 


.C10 


Gene No. 


2621 


Strand 


+ 




Start 


420 


End 


2294 




Name 


OJ990723 09. 9A14 .C10.ol.gp 


Method 


AAT/GAP 




Start 


680 


End 


1064 




GI 


7595 1.R1084 


Score 


730 




Exons 


680. .1064 








GI Descrip. 


1 20627 05 /gb|U90552 | HSU90552 


8.0e-09 Human butyrophilin 


(BTF5) 




mRNA, complete eels' 








Seq. No. 


1292 


Seq. ID 


OJ990723_09. 9A14 


. CIO. 


Gene No. 


2621 


Strand 


+ 




Start 


420 


End 


2294 




Name 


OJ990723 09.9A14.C10.o2.gp 


Method 


AAT/GAP 




Start 


1473 


End 


2294 




GI 


none 


Score 


1520 




Exons 


1473. .2294 








Seq. No. 


1292 


Seq. ID 


OJ990723_09.9A14 


.C10 


Gene No. 


2622 


Strand 


+ 




Start 


2402 


End 


2640 




Name 


OJ990723 09.9A14.C10.o3.gp 


Method 


AAT/GAP 




Start 


2402 


End 


2640 




GI 


4716538 


Score 


455 




Exons 


2402. .2640 









Seq. No. 1292 
Gene No. 2 623 

Start 2266 

Name OJ990723_09 . 9A14 . C10 . p3 . tm • 

Start 468 
GI • none 

Exons 468.-536, 469.. 537, 473.. 535, 

571. .741, 595.-726, 597. .749, 
■■ 811. .966, 813. .974, 834. .974, 
1064.. 1081, 1203.. 1253, 1203. 
1482. .1628, 1484. .1633, 1484. 
1696.. 1755, 1699.. 1755, 1700. 
1769.. 1906, 1771.. 1911 

Seq. No. 1292 
Gene No. 2623 



Seq. ID OJ990723_09.9A14.C10 
Strand 

End 7158 

Method TBLASTX: Maize 

End 1911 

Score 54 

475.-537, 554.-577, 556. .576, 
618. .737, 733. .870, 736. .771, 
968.. 1030, 969... 1034, 972.. 1031, 
1256, 1265.. 1345, 1266.. 1328, 
1627, 1486. .1686, 1628. .1693, 
1765, 1701. .1778, 1769. .1909, 



Seq. ID OJ990723_09. 9A14 .C10 
Strand 



1320 






Start 


2266 








End 


7158 






Name 


OJ990723 09. 


9A14 


.ClO.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


469 








End 


6993 






GI 


none 








Score 


67 






Exons 


469. .504, 6433.. 


6570, 6433.. 


6723, 6434 


. .6559, 6443. .6571, 






6445. .6570, 


6494 


. .6628, 


6510 


..6929, 6511.. 6768, 


6616. . 6768, 






6616. . 6657, 


6616 


. . 6756, 


6824 


. .6934, 6827. . 6931, 


6827 . . 6970, 






6829. .6933, 


6832 


. .6975, 


6832 


..6963, 6853.. 6993, 


6859. . 6993 




Seq. No. 


1292 








Seq. ID 


OJ990723 


_09.9A14.C10 




Gene No. 


2623 








Strand 








Start 


2266 








End 


7158 






Name 


OJ990723 09. 


9A14 


.C10.o2 


. gs 


Method 


GEN SCAN 






Start 


2266 








End 


7158 






GI 


none 








Score 


.6 






Exons 


2266. .2422, 


2696 


. .2839, 


3024 


..3290, 3479. .3677, 


3728. .3885, 






4313. .4500, 


4580 


. .4691, 


5253 


..5420, 5909.. 7158 






Seq. No. 


1292 








Seq. ID 


OJ990723 


_09.9A14.C10 




Gene No. 


2623 








Strand 








Start 


2266 








End 


7158 






Name 


OJ990723 09. 


9A14 


.C10.O4 


.gp 


Method 


AAT/GAP 






Start 


2714 








End 


3119 






GI 


none 








Score 


711 




■ ^ 


Exons 


2714. .3119 
















Seq. No. 


1292 








Seq. ID 


OJ990723 


_09. 9A14 .C10 


l s; £ 
i y 


Gene No. 


2623 








Strand 






-5 


Start 


2266 








End 


7158 




L J 


Name 


OJ990723 09. 


9A14 


.C10.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


3000 








End 


3169 






GI 


none 








Score 


225 




; W : 

EE 


Exons 


3000. .3167, 


3012 


. .3167, 


3023 


. .3169 






;t & 


Seq. No. 


1292 








Seq. ID 


OJ990723 


_09.9A14.C10 




Gene No. 


2623 








Strand 








Start 


2266 








End 


7158 




53. 


Name 


OJ990723 09. 


9A14 


.ClO.ol 


.np 


Method 


AAT/NAP 




i. s 

s_s? 

so. 


Start 


3020 








End 


7137 






GI 


6681327 








Score 


2573 






Exons 


3020. .3290, 


3479 


. .3640, 


3724 


..3885, 4313. .4500, 


4580. .4691, 






4846. .5011, 


5253 


. .5420, 


5909 


. .7137 








GI Descrip. 


(AC015985) putative phosphatidylinositol-4-phosphate 5-kinase 






[Arabidopsis 


: thaliana] 












Seq. No. 


1292 








Seq. ID 


OJ990723 


_09.9A14.C10 




Gene No. 


2623 








Strand 








Start 


2266 








End 


7158 






Name 


OJ990723 09. 


9A14 


.ClO.ol 


. tc 


Method 


TBLASTX: 


Cress 




Start 


3023 








End 


6993 






GI 


none 








Score 


140 






Exons 


3023. .3220, 


3033 


. .3221, 


3807 


..3893, 4312. .4398, 


4348. .4497, 






. 4580. .4666, 


4670 


. .4693, 


4840 


..5013, 48 


41. .4960, 


5241. .5387, 






5252. .5386, 


5899 


. .5988, 


6433 


..6723, 6433.. 6528, 


6433. . 6567, 






6437. .6565, 


6439 


. .6567,. 


6460 


. .6930, 6465. .6644, 


6509. . 6724, 






6623. .6757, 


6623 


. .6751, 


6640 


. .6747, 6658. .6756, 


6824. .6931, 






' 6829. .6975, 


6832 


. .6993, 


6832 


..6963, 6832. .6969, 


6833. . 6970, 



1321 








6854. 


.6976, 


6880. 


.6975 










Seq. No. 


1292 










Seq. ID 


OJ990723J39 . 9A14 .C10 




Gene No. 


2623 










our ana 






Start 


2266 










End 


7158 




Name 


OJ990723 09. 


9A14. 


C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3023 










End 


3284 




GI 


none 










Score 


404 




Exons 


3023. 


.3283, 


3024. 


.3284 










Seq. No. 


1292 










Seq. ID 


OJ990723_09. 9A14.C10 




Gene No. 


: 2623 










Strand 






Start 


2266 










End 


7158 




Name 


OJ990723 09. 




LIU . Oj 


. L5 


Method 


TBLASTX : Soybean 




Start 


3035 










End 


5386 




GI 


none 










Score 


248 




Exons 


3035. 


.3292, 


3039. 


.3293, 


3060. 


.3296, 3478. .3549, 3479. .3550, 






4903. 


.5010, 


4903. 


.5013, 


4904. 


.5014, 4904. .5029, 4905. .5033, 






5252. 


.5380, 


5252. 


.5386, 


5253. 


.5381 






Seq. No. 


1292 










Seq. ID 


OJ990723_09. 9A14 .C10 




Gene No. 


2623 










Strand 






Start 


2266 










End 


7158 




Name 


OJ990723 09. 




C1U . Ol 


. tin 


Method 


TBLASTX: Maize 


as. 


Start 


3477 










End 


4703 




GI 


none 










Score 


84 


1! 


Exons 


3477. 


.3590, 


3478. 


.3603, 


3480. 


.3584, 3565.. 3693, 3582.. 3629, 


y 




3729. 


.3893, 


3730. 


.3894, 


4312. 


.4503, 4313. .4501, 4580. .4666, 


~$ 




4581. 


.4658, 


4581. 


.4670, 


4582. 


.4665, 4670. .4699, 4671. .4703 


• i 


Seq. No. 


1292 










Seq. ID 


OJ990723_09 . 9A14 . C10 


=? 


Gene No. 


2623 










Strand 




y 


Start 


2266 










End 


7158 




Name 


OJ990723 09. 


Q7V1 yl 


LIU . 


. L.S 


Method 


TBLASTX : Soybean 


3 


Start 


3550 










End 


4902 


■si 


GI 


none 










Score 


97 


s 


Exons 


- 3550. 


.3633, 


3765. 


.3893, 


3790. 


.3894, 4312. .4503, 4316. .4501, 






4324. 


.4503, 


4580. 


.4666, 


4581. 


.4643, 4582. .4659, 4671. .4694, 


3 




4671. 


.4697, 


4840. 


.4902 








3 


Seq. No. 


1292 










Seq. ID 


OJ990723_09. 9A14 .C10 




Gene No. 


2623 










Strand 






Start 


2266 










End 


7158 




Name 


OJ990723 09. 


9A14. 


C10.o5 


.gp 


Method 


AAT/GAP 




Start 


3575 










End 


3841 




GI 


5003402 








Score 


311 




Exons 


3575. 


.3643, 


3728. 


.3841 










Seq. No. 


1292 










Seq. ID 


OJ990723_09. 9A14 .C10 




Gene No. 


2623 










Strand . 






Start 


2266 










End 


7158 




Name 


OJ990723 09. 


9A14. 


CIO.06 


.tm 


Method 


TBLASTX: Maize 




Start 


4838 










End 


5423 




GI 


none 










Score 


102 




Exons 


4838. 


.4960, 


4840. 


-.5013, 


4887. 


.5033, 5238. .5423, 5252. .5422 




Seq. No. 


1292 










Seq. ID 


OJ990723_09 . 9A14 . C10 



1322 



# • 



Gene No. 


2623 










Strand 




Start 


2266 










End 


7158 


Name 


OJ990723 09. 


9A14 


.C10.O7, 


.tin 


Method 


TBLASTX: Maize 


Start 


5947 










End 


6160 


GI 


none 










Score 


163 


Exons 


5947. 


.6159, 


5975 


. .6160 








Seq. No. 


12"92 










Seq. ID 


OJ990723_09.9A14.C10 


Gene No. 


2623 










Strand 




Start 


2266 










End 


7158 


Name 


OJ990723 09. 


9A14 


.ClO.ol, 


. ts 


Method 


TBLASTX : Soybean 


Start 


6001 










End 


6993 


GI 


none 










Score 


71 


Exons 


6001. 


.6114, 


6002 


. .6136, 


6098 


..6220, 6154. .6237, 6341. .6577, 




6343. 


.6576, 


6433 


. .6540, 


6441 


..6608, 6494. .6673, 6613. .6723, 




6640. 


.6756, 


6832 


. .6951, 


6853 


. .6993 




Seq. No. 


1292 










Seq. ID 


OJ990723_09 . 9A14 . C10 


Gene No. 


2623 










Strand 




Start 


2266 










End 


7158 


Name 


OJ990723 09. 


9A14 


.C10.O4. 


. tm 


Method 


TBLASTX: Maize 


Start 


6163 










End 


6439 


GI 


none 










-Score 


315 


Exons 


6163. 


.6435, 


6164 


. .6439, 


6321 


..6437 




Seq. No. 


1292 










Seq. ID 


•OJ990723_09.9A14.C10 


Gene No. 


2623 










Strand 




Start 


2266 










End 


7158 


Name 


OJ990723 09. 


9A14 


.ClO.oS. 


. tm 


Method 


TBLASTX: Maize 


Start 


6439 










End 


6996 


GI 


none 










Score 


71 


Exons 


6439. 


.6768, 


6439 


. .6744, 


6440 


..6562, 6440. .6559, 6613. .6780, 




6617. 


.6760, 


6620 


. .6751, 


6640 


..6744, 6824. .6943, 6827. .6994, 




6829. 


.6969, 


6829 


. .6882, 


6830 


..6883, 6832. .6996, 6832. .6993, 




6833. 


.6931, 


6838 


. .6993, 


6841 


. .6963 




Seq. No. 


1293 










Seq. ID 


OJ990723_09.9A14.C11 


Gene No. 


2624 










Strand 




Start 


453 










End 


1328 


Name 


OJ990723 09. 


9A14 


.Cll.ol. 


.gs 


Method 


GENSCAN 


Start 


453 










End 


1328 


GI 


none 










Score 


.81 


Exons 


453. . 


571, 1063.. 


1096, 1323.. 


1328 




Seq. No. 


1294 










Seq. ID 


OJ990723_09.9A14.C12 


Gene No. 


2625 










Strand 




Start 


2537 










End 


3244 


Name 


, OJ990723 09. 


9A14 


-C12.01. 


.gs 


Method 


GENSCAN 


Start 


2537 










End 


3244 


GI 


none 










Score 


,61 


Exons 


2537. 


.2644, 


3107 


. .3244 








Seq. No. 


1295 










Seq. ID 


OJ990723_09.9A14.C13 


Gene No. 


2626 










Strand 




Start 


241 










End 


2303 


Name . 


OJ990723 09. 


9A14 


.C13.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


226 










End 


2196 



1323 



GI 

Exons 



none Score 14 4 

226. .360, 236. .361, 237. .362, 437. .511, 456. .506, 460. .519, 

578. .691, S95..696, 595. .690, 951. .1013, 951. .1013, 1338. .1487, 
1355. .1492, 2134. .2196 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7| GI Descrip. 



1295 Seq. ID 

2626 Strand 

241 End 

OJ990723_09 . 9A14 . C13 . ol . tc Method 

227 End 

none Score 



OJ990723_09.9A14.C13 
2303 

TBLASTX: Cress 

1486 

123 



227. .358, 238. .360, 460.. 522.,: 467. .508, 595. .690, 596. .691, 
598.. 696, 1355.. 1486, 1356.V148.4 

1295 Seq. ID OJ990723_09.9A14.C13 

2626 Strand 

241 End 2303 

OJ990723_09. 9A14 .C13.ol.np Method AAT/NAP 

241 End 2303 

133028 Score 431 

241. .358, 461. .508, 593. .690, 960. .1005, 1356. .1483, 2151. .2303 
SOS RIBOSOMAL PROTEIN L9, CHLOROPLAST PRECURSOR (CL9) 
gi I 71257 |pir | | R5MUL9 ribosomal protein L9 precursor, chloroplast 
- Arabidopsis thaliana gi | 164 99 | emb | CAA774 80 | (Z11129) plastid 
ribosomal protein CL9 [Arabidopsis thaliana] 

gi 1 16501 1 emb | CAA77594 | (Z11509) Chloroplast ribosomal protein 
CL9 [Arabidopsis thaliana] 



1295 
2626 
241 

OJ990723_09 . 9A14 . C13 . ol . gp 
261 

13884 1.R1084 



Seq. ID OJ990723_09.9A14.C13 
Strand 

End 2303 

Method AAT/GAP 

End 2293 

Score 939 



261. .358, 461. .508, 593. .690, 960. .1005, 1356. .1483, 2151. .2293 
' 133028 /sp | P2 5 8 64 | RK9_ARATH 8.0e-52 50S RIBOSOMAL PROTEIN L9, - 

CHLOROPLAST PRECURSOR (CL9) >gi_71257_pir R5MUL9 ribosomal 

protein L9 precursor, chloroplast - Arabidopsis thaliana 
>gi_16499_emb_CAA77480_ (Z11129) plastid ribosomal protein CL9 
[Arabidopsis thaliana] >gi_16501_emb_CAA77594_ (Z11509) 
Chloroplast ribosomal protein CL9 [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1295 
2626 
241 

OJ990723_09. 9A14 .C13.ol.gs 

265 

none 



Seq. ID OJ990723_09.9A14.C13 
Strand 

End 2303 

Method GENSCAN 

End 2273 

Score .76 



265. .419, 621. .690, 960. .1005, 1356. .1483, 1890. .1946, 
2151.. 2273 



Seq. No. 1296 Seq. ID 

Gene No. 2627 Strand 

Start 132 End 

Name OJ990723_09 . 9A14 . C14 . ol . gs Method 

Start '132 End 

GI none Score 



OJ990723_09. 9A14.CK 
+ 

585 

GENSCAN 

585 

.62 



1324 



Y 4 



a 



T* 1 von c; 


132 403, 504 . . 585 










1296 


Seq. ID 


OJ990723_ 


09. 9A14 .C14 


Gene No. 


2628 


Strand 


+ 




Start 


10246 


End 


13216 




Name 


OJ990723 09.9A14.C14.ol.np 


Method 


AAT/NAP 




Start 


1024 6 ~~ 


End 


13216 




GI 


3386604 


Score 


139 




R von s 


1024 6. .10529, 11623. .11744, 


11922. .12051, 12977. 


. 13216 


np«5criD- 

\J -L. L-/ V-^ O J- -i- £S * 


(AC004665) putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


1296 


Seq. ID 


OJ990723_ 


_09.9A14.C14 


Gene No. 


2628 


Strand 


+ 




Start 


10246 


End 


13216 




Name 


OJ990723 09. 9A14.C14 .o3.as 


Method 


GENSCAN- 




Start 


11630 ~~ 


End 


13090 




GI 


none 


Score 


.78 






11630 11639, 11884 .. 12043, 


12963. .13090 




Seq. No. 


1296 


Seq. ID 


OJ990723_ 


_09.9A14.C14 


Gene No. 


2629 


Strand 






Start 


684 


End 


1921 




Name 


OJ990723 09.9A14.C14.ol.gp 


Method 


AAT/GAP 




Start 


684 


End 


1921 




GI 


none :■- 


Score 


950 




Exons 


684.. 1113, 1845.. 1921 









l n 

iy Seq. No. 

Gene No. 
Id Start 

Name 

!;r! start 
iu gi 

Exons 



1296 
2630 
1844 

OJ990723_09.9A14.C14.ol. 

881 

none 

881. .919, 88! 
1047. .1079, 
2138. .2206, 
22*80. .2492, 
2494. .2607, 



3344. 
3507. 
4096. 



,3433, 
,3635, 
,4221, 



4347. .4439, 



J5. .920 
1075. . 
2139 
2281 
2548 
3345 
3520 
4298 
4562 



895, 
1098, 
2201, 
2493, 
2607, 
3434, 
3633, 
4438, 
4606, 



Seq. ID OJ990723_09.9A14.C14 
Strand 

End 10540 
tm Method TBLASTX: Maize 

End 4606 

Score 54 
.1038, 911.. 1036, 924.. 1043, 930.. 1055, 
1842. .2024, 1843. .2040, 1844. .2029, 
2145. .2222, 2279. .2359, 2280. .2486, 
2281. .2496, 2420. .2497, 2492. .2605, 
2802. .2912, 2813. .2914, 2836. .2913, 
3346.-3444, 3347. .3445, 3507. .3632, 
3520. .3645, 4092. .4226, 4095. .4220, 
4299.-4439, 4306.. 4440, 4309.. 4422, 
4563. .4604 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1296 
2630 
1844 

OJ990723_09.9A14 .C14.o2.gs 
1844 



End 

Method 
End 

none Score 
1844. .2023, 2311. .2604, 2828. .2911, 4095. .4221, 4304. .4443, 
5508. .5641, 6334. .6529, 6735.-6979, 7069. .7194, 7587. .7660, 
9427..9488, 9701. .9980, 10266 .. 10360, 10436. .10540 



Seq. ID OJ990723_09.9A14.C14 
Strand 

10540 
GENSCAN 
10540 
.61 



Seq. No. 1296 Seq. ID 

Gene No. 2630 Strand 

Start 1844 End 

Name OJ990723 09 . 9A14 . C14 . ol . ts Method 



OJ990723_09.9A14.C14 
10540 

TBLASTX: Soybean 



1325 



Start 


1868 








End 


5796 




GI 


none 








Score 


105 




Exons 


1868 . . 1954, 


2135 


. .2206, 


2813 


..2914, 3346. .3444, 


3499. .3636, 




3507 . . 3635, 


4092 


. . 4211, 


4096 


..4212, 4309. .4386, 


4310. .4441, 




4312. .4443, 


4312 


. .4443, 


4321 


..4437, 4498. .4539, 


5713. .5796 


Seq. No. 


1296 








Seq. ID 


OJ990723 


09.9A14.C14 


Gene No. 


2630 








Strand 






Start 


1844 








End 


10540 




Name 


OJ990723 09 


. 9A14 


.C14 ,ol 


. tw 


Method 


TBLASTX:! 


Wheat 


Start ' 


3522 








End 


4440 




GI 


none. 








Score 


78 




Exons 


3522. . 3635, 


3540 


. . 3635, 


'4092 


..4214, 4096. .4215, 


4306. .4437, 




4321. .4440, 


4333 


. . 4437 










Seq. No. 


1296 








Seq. ID 


OJ990723 


_09.9A14.C14 


Gene No. 


2630 








Strand 






Start 


1844 








End 


10540 




Name 


OJ990723 09 


. 9A14 


-C14 -ol 


. tc 


Method 


TBLASTX : i 


Cress 


Start 


3534 








End 


4443 




GI 


none 








Score 


85 




Exons 


3534 . .3635, 


4092 


. .4211, 


4096 


..4212, 4312. .4443, 


4321. .4437, 




4321. .4437 














Seq. No. 


1297 








Seq. ID 


OJ990723 


09. 9A14 .C15 


Gene No. 


2631 








Strand 






Start 


1 








End 


157 




Name 


OJ990723 09 


. 9A14 


.CIS.ol 


.np 


Method 


AAT/NAP 




Start 


1 — 








End 


157 




GI 


2980788 








Score 


98 




Exons 


1. .157 














GI Descrip. 


(AL022197) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1298 








Seq. ID 


OJ990723 


_09.9A14.C16 


Gene No. 


2632 








Strand 


+ 




Start 


1 








End 


526 




Name 


OJ990723 09 


. 9A14 


.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


526 




GI 


3386604 








Score 


266 




Exons 


1. .526 














GI Descrip. 


(AC004665) ] 


putative protein 


kinase [Arabidopsis 


thaliana] 


Seq. No. 


1298 








Seq. ID 


OJ990723 


_09.9A14.C16 


Gene No. 


2632 








Strand 


+ 




Start 


1 








End 


526 




Name 


OJ990723 09 


.9A14 


.C16.ol 


.gs 


Method " 


GENSCAN 




Start 


12 ~ 








End 


352 




GI 


none 








Score 


.47 




Exons 


12. .80, 86. 


.352 












Seq. No. 


1298 








Seq. ID 


OJ990723 


_09.9A14.C16 


Gene No. 


2632 








Strand 


+ 




Start 


1 








End 


526 




Name 


OJ990723 09 


. 9A14 


.C16.ol 


.tm 


.Method 


TBLASTX:! 


Maize 


Start 


83 








End 


337 




GI 


none 








Score 


203 




Exons 


83. .250, 83 


. .250 


, 260.. 


280, 


261. .281, 


289. .336, 


290. .337 



1326 



# 



Seq. No. 1298 Seq. ID 

Gene No. 2632 Strand 

Start 1 End 

Name OJ990723_09 . 9A14 . C16 . ol . ts Method 

Start 116 End 

GI none Score 

Exons 116.. 253, 130.. 237, 263.. 367, 274.. 363 



OJ990723_09.9A14.C16 
+ 

526 

TBLASTX: Soybean 

367 

142 



Seq. No. 1298 

Gene No. 2632 

Start 1 

Name OJ990723_09 . 9A14 . C16 . ol . tc 

Start 133 

GI none 

Exons 133.. 237, 134.. 250, 155.. 274, 



Seq. ID OJ990723_09.9A14.C16 

Strand + 

End .52 6 

Method TBLASTX : Cress 

End 388 

Score 107 

254. .388, 260. .364 



Seq. No. 1298 Seq. ID 

Gene No. 2632 Strand 

Start 1 End 

Name OJ990723_09 . 9A14 . C16. ol . tw Method 

Start 157 End 

GI none Score 

Exons 157. .237, 158. .274, 251. .397 



OJ990723_09.9A14.C16 
+ 

526 

TBLASTX: Wheat 

397 

98 



:% Seq. No. 1299 Seq. ID 

:|! Gene No. 2633 Strand 

"U Start' 34 End 

]j Name OJ990723_09 . 9A14 . C17 . ol . gs Method 

.J Start 34 End 

"i GI none Score 

:z Exons 34.. 41, 238.-265, 457.. 597 



OJ990723_09 . 9A14 .C17 
+ 

597 

GENSCAN 

597 

.92 



Seq. No. 1300 

Gene No. 2634 

Start 1 

Name OJ990713_03 . 9A01 . CI ..ol . np 

Start 1 

GI 3445397 

Exons 1 . . 535 

GI Descrip. (AJ010166) S-domain receptor- 

Seq. No. 1301 

Gene No. 2635 

Start 352 

Name OJ990713_03 . 9A01 . C2 . o7 . tm 

Start 345 

GI none 

Exons 345.. 380, 379.. 591 

Seq. No. 1301 

Gene No. 2635 

Start 352 

Name OJ9907 13_03 . 9A01 . C2 . ol . gs 

Start 352 

GI none 

Exons 352.. 4 902 



Seq. ID OJ990713_03.9A01.C1 

Strand 

End 535 

Method AAT/NAP 

End 535 

Score 378 

like protein kinase [Zea mays] 

Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method TBLASTX : Ma i ze 

End 591 

Score 206 



Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method GENSCAN 

End 4 902 

Score .97 



1327 



# • 



Seq. No. 


1301 




Seq. ID 


OJ990713_03.9A01 


.C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.ol. 


np 


Method 


AAT/NAP 




Start ■ 


355 




End 


4902 




GI 


4680179. 




Score 


6779 




Exons 


355. .4902 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


1301 




Seq. ID 


OJ990713 03.9A01 


. C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


400 




End 


733 




GI 


none 




Score 


104 




Exons 


400. .732, 401. .733 










Seq. No. 


1301 




Seq. ID 


OJ990713_03.9A01 


.C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


592 




End 


1179 




GI 


none 




Score, 


159 




Exons . - 


592. .1020, 593. .853, 923. .1015, 1018. 


.1179, 1025. .1171, 






' 1027 . .1173 










Seq. No. 


1301 




Seq. ID 


OJ990713 03.9A01 


. C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


733 




End 


1359 




GI 


none 




Score 


384 




Exons 


733. .1359, 734. .1357 










Seq. No. 


1301 




Seq. ID 


0 J9 9 071 3_0 3 . 9A0 1 




Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1228 




End 


1519 




GI 


none 




Score 


229 




Exons 


1228. .1518, 1232. .1519 










Seq. No. 


1301 




Seq. ID 


OJ990713 03.9A01 


. C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 03.9A01.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1318 




End 


1578 




GI 


none 




Score 


157 




Exons 


1318. .1578, 1319. .1573 










Seq. No. 


1301 




Seq. ID 


OJ990713_03.9A01 


.C2 


Gene No. 


2635 




Strand 






Start 


352 




End 


4902 




Name 


OJ990713 '03.9A01.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1342 




End 


1659 




GI 


none 




Score 


87 





1328 






Exons 


1342. .1485, 


1343 


. .1483, 


1486. 


.1659 






Seq. No. 


1301 








Seq. ID 


OJ990713_03.9A01.C2 




Gene No. 


2635 








Strand 






Start 


352 








End 


4902 




Name 


OJ990713 03. 


9A01 


. C2 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1366 








End 


1845 




GI 


none 








Score 


248 




Exons 


1366. . 1845, 


1367 


. .1621, 


1399. 


.1812 






Seq. No. 


1301 








Seq. ID 


OJ990713_03. 9A01.C2 




Gene No. 


2635 . 








Strand 






Start 


352 








End 


4902 




Name 


OJ990713 03. 


9A01 


.C2.o2. 


tw 


Method 


TBLASTX : Wheat 




Start 


1849 








End 


2358 




GI 


none 








Score 


364 




Exons 


1849. .2358, 


1940 


. .2350 










Seq. No. 


1301 








Seq. ID 


OJ990713_03. 9A01.C2 




Gene No. 


2635 








Strand 






Start 


352 








End 


4902 




Name 


OJ990713 03. 


9A01 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1926 ~ 








End 


2286 




GI 


none 








Score 


64 


. *=s 
i. J 


Exons 


1926. .2078, 


1928 


. .2125, 


1933. 


.2286, 1940. .2284 


: 5 r= 
V* 


Seq. No. 


1301 








Seq. ID 


OJ990713_03.9A01.C2 


: 5? 


Gene No. 


2635 








Strand 






Start 


352 








End 


4902 


i il 


Name 


OJ990713 03. 


9A01 


. C2 . o3 . 


ts 


Method 


TBLASTX : Soybean 




Start 


2107 








End 


2352 




GI 


none 








Score 


209 


! y> 

:S 


Exons 


2107 . .2352 












□ 


Seq. No. 


1301 








Seq. ID 


OJ990713_03.9A01.C2 




Gene No. 


2635 








Strand 






Start 


352 








End 


4902 


: ^ 


Name 


OJ990713 03. 


9A01 


.C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2287 








End 


2640 


•s E$ 


GI 


none 








Score 


125 


H 


Exons 


2287. .2640, 


2294 


. .2572 










Seq. No. 


1301 








Seq. ID 


OJ990713_03.9A01.C2 




Gene No. 


2635 








Strand 






Start 


352 








End 


4902 




Name 


OJ990713 03. 


9A01 


,C2.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2359 








End 


2661 




GI 


none 








Score 


257 




Exons 


2359. .2661, 


2360 


! .2641, 


2368. 


.2658 






Seq. No. 


1301 








Seq. ID 


OJ990713__03.9A01.C2 




Gene No. 


2635 








Strand 






Start 


352 








End 


4902 




Name 


OJ990713 03. 


9A01 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2374 








End 


2769 




GI 


none 








Score 


164 




Exons 


2374. .2733, 


2375 


. .2638, 


2404. 


.2721, 2700. .2726, 2737.. 2769, 



1329 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

fy Seq. No. 
Q Gene No. 



Q 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2741. .2767 

1301 
2635 
352 

OJ990713_03. 

2656 

none 

2656. .3123, 

1301 
2635 
352 

OJ990713_03, 

2710 

none 

2710. .3192, 

1301 
2635 
352 

OJ990713_03. 

2842 

none 

2842. .3156 

1301 
2635 
352 

OJ990713_03, 

3367 

none 

3367. .3540, 

1301 
2635 
352 

OJ990713JD3. 

3454 

none 

3454. .3729, 

1301 
2635 
352 

OJ990713_03< 

4096 

none 

4096. .4428, 

1301 
2635 
352 

OJ"990713_03. 

4309 

none 

4309. .4689, 



9A01.C2.o4 .tm 
2753. .3052 

9A01.C2.o4 .tw 
2753. .3088 

9A01.C2.o4.ts 



Seq. ID OJ990713_03. 9A01.C2 
Strand 

End 4 902 

Method TBLASTX: Maize 

End 3123 

Score 104 



Seq. ID OJ990713_03. 9A01..C2 
Strand 

End 4902 

Method TBLASTX : Wheat 

End 3192 

Score 270 



Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method TBLASTX : Soybean 

End 3156 

Score 183 



9A01.C2.o8.tw 



Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method TBLASTX : Wheat 

End 37 68 

Score 54 

3398. .3466, 3448. .3507, 3544. .3768, 3602. .3754 

Seq. ID OJ990713_03. 9A01.C2 
Strand 

End 4902 

9A01.C2.o8. tin Method TBLASTX : Maize 

End 3730 

Score 78 



3629. .3730 



9A01.C2.o6.tm 



4241. .4405 



9A01.C2.o7.tw 



4310. .4669 



Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method TBLASTX: Maize 

End 4428 

Score 109 



Seq. ID OJ990713_03.9A01.C2 
Strand 

End 4 902 

Method TBLASTX : Wheat 

End 4 68 9 

Score 141 



1330 



Seq. No. 


1302 




Seq. ID 


OJ990713_ 


03 . 9A01 


. C4 


Gene No. 


2636 




Strand 


+ 






Start 


12982 




End 


13557 






Name 


OJ990713 03.9A01.C4. 


o4 . gs 


Method 


GEN SCAN 






Start 


12982 




End 


13557 






GI 


none 




Score 


.86 






Exons 


12982. .13123, 13343. 


.13557 










Seq. No. 


1302 . 




Seq. ID 


OJ990713_ 


03 . 9A01 


. C4 


Gene No. 


2637 




Strand 


+ ' 






Start 


15584 




End 


16104 






Name 


■ OJ990713 03.9A01.C4. 


ol .gp 


Method 


AAT/GAP 






Start 


15584 




End 


16104 






GI 


2275885 




Score 


883 






Exons 


15584. .16104 












Seq. No. 


1302 




Seq. ID 


OJ990713_ 


03.9A01 


.C4 


Gene No. 


2638 




Strand 


+ 






Start 


20300 




End 


22720 






Name 


OJ990713 03.9A01.C4. 


o7 . gs 


Method 


GENSCAN 






Start 


20300 




End 


22720 






GI 


none 




Score 


.48 






Exons 


20300. .20529, 20835. 


.20880, 


20980. .21117, 21593. 


.21716, 





22449. .22720 



Seq. No. 


1302 






Seq. ID 


OJ990713_03.9A01.C4 


Gene No. 


2639 






Strand 




Start 


3003 






End 


5411 


Name 


OJ990713 03. 


9A01, 


. C4 . ol . np 


Method 


AAT/NAP 


Start 


2489 






End 


5402 


GI 


3445397 






Score 


1981 


Exons 


2489. .2599, 


3020 


. .5402 






GI Descrip. 


(AJ010166) S 


-domain receptor- 


like protein kinase [Zea mays 


Seq. No. 


1302 






Seq. ID 


OJ990713_03.9A01.C4 


Gene No . 


2639 






Strand 




Start 


3003 






End 


5411 


Name 


OJ990713 03. 


9A01, 


. C4 . ol . gs 


Method 


GENSCAN 


Start 


3003 






End 


5411 


GI 


none 






Score 


.47 


Exons 


3003. .5411 










Seq. No. 


1302 






Seq. ID 


OJ990713_03.9A01.C4 


Gene No. 


2640 






Strand 




Start 


6141 






End 


8631 


Name 


OJ990713 03. 


9A01, 


. C4 ,o2.gs 


Method 


GENSCAN 


Start 


6141 






End 


8631 


GI 


none 






Score 


.87 


Exons 


6141. .6284, 


6863, 


..6962, 8120. 


.8631 




Seq. No. 


1302 






Seq. ID 


OJ990713_03.9A01.C4 


Gene No. 


2641 






Strand 




Start 


10313 






End 


12730 


Nc[me 


OJ990713 03. 


9A01. 


.C4.o3.gs 


Method 


GENSCAN 


Start 


10313 






' End " 


12730 


GI 


none 






Score 


1 



1331 



• ♦ 

Exons 10313. .12730 



Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2642 




Strand 






Start 


14801 




End 


16500 




Name 


OJ990713 03.9A01.C4. 


o5 . gs 


Method 


GEN SCAN 




Start 


14801 




End 


16500 




GI 


none 




Score 


.51 




Exons 


14801. . 14921, 15349. 


.15621, 16433.'. 16500 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2643 




Strand 






Start 


17646 




End 


21286 




Name 


OJ990713 03.9A01.C4. 


o2 .np 


Method 


AAT/NAP 




Start 


17646 




End 


21286 




GI 


3445397 




Score 


1478 




Exons 


17646. .17765, 17907. 


.19786, 21237.. 212* 


36 




GI Descrip. 


(AJ010166) S-domain 


receptor- 


like protein kinase [Zea mays 


Seq. No. 


1302 




■Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2643 




Strand 


— 




Start 


17646 




End 


21286 




Name 


OJ990713 03.9A01.C4. 


06 . as 


Method 


GENS CAN 




Start 


17899 




End 


19596 




GI 


none 




Score 


.52 - 




Exons 


17899. .19596 










Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03. 9A01.C4 . 


o9. tm 


Method 


TBLASTX: Maize 




Start 


255 




End 


549 




GI 


none 




Score 


86 




Exons 


255. .545, 274. .414, 


348 . . 503, 


442. .549 






Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


-C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


625 




End 


992 ; 




GI 


none 




Score 


158 




Exons 


625.. 882, 626.'. 886, 


627. .992, 


831. .992 






Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


-C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


720 




End 


1191 




GI 


none 




Score 


69 




Exons 


720.. 812, 819.. 1190, 


829. .981 


, 1042. .1191 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


-C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4. 


ol2. tw 


Method 


TBLASTX: Wheat 




Start 


1089 




End 


1654 




GI 


none 




Score 


66 





1332 




Exons 


1089. . 1187, 


1280. 


.1654, 1347. 


.1445 




Seq. No. . 


1302 






Seq. ID 


OJ990713_03.9A01 


Gene No. 


2644 






Strand 




Start 


23122 






End 


28768 


Name 


OJ990713 03. 


9A01. 


C4 .o4 . ts 


Method 


TBLASTX : Soybean 


Start 


1277 






End 


1804 


GI 


none 






Score 


188 


Exons 


1277. .1462, 


1451. 


.1804 









Seq. No. 


1302 








Seq. ID 


OJ990713_03. 9A01.C4 




Gene No. 


2644 








Strand 






Start 


23122 








End 


28768 




Name 


OJ990713 03. 


9A01. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1409 








End 


2370 




GI 


none 








Score 


67 




Exons 


1409. .2035, 


1749. 


.1886, 


1953. 


.2015, 1993.. 2370, 2090.. 2347, 






2215. .2355 














Seq. No. 


1302 








Seq. ID 


OJ990713_03. 9A01.C4 




Gene No. 


2644 








Strand 






Start 


23122 








End 


28768 




Name 


OJ990713 03. 


9A01. 


C4.ol4 


.tw 


Method 


TBLASTX: Wheat 


i t 
•ssr 


Start 


1661 








End 


2033 


\ 1! 


GI 


none 








Score 


52 


i!fl 


Exons 


1661. .1741, 


1722. 


.1886, 


■ 1733. 


.1885, 1890.. 2033, 1895.. 2032 


ru 


Seq. No. 


1302 








Seq. ID 


OJ990713_03.9A01.C4 




Gene No. 


2644 








Strand 






Start 


23122 








End 


28768 


Si 


Name 


OJ990713 03. 


9A01. 


C4.O10 


.tw 


Method 


TBLASTX: Wheat 


ru 


Start 


2041 








End 


2316 




GI 


none 








Score 


65 




Exons 


2041. .2316, 


2085. 


.2270, 


2102. 


.2296 




e 


Seq. No. 


1302 








Seq. ID 


OJ990713_03.-9A01.C4 


u 


Gene No. 


2644 








Strand 






Start 


23122 








End 


28768 


□ 


Name 


OJ990713 03. 


9A01. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


□ 


Start 


3030 








End 


18517 




GI 


none 








Score 


178 




Exons 


3030. .3311, 


3052. 


.3300, 


3303. 


.3632, . 3307. .3633, 10370. .10594, 



10410. ;i0592, 10631. .10957, 10635 .. 10961 , 17926 .. 18150, 
17966. .18148, 18190 .. 18513, 18190 .. 18513, 18191.. 18517 



End 

Method 

End 

Score 



Seq. No. 1302 
Gene No. 264 4 

Start 23122 . 

Name OJ990713_03 . 9A01 . C4 . ol . tc 

Start 3033 
GI none 

Exons 3033.. 3266, 3270.. 3836, 3271 

3813.. 3932, 3814.. 3909, 4224 
4923. .4967, 5094. .5243, 10361 .. 10597, 10382 .. 10474 , 
10410. . 10598, 10605. .11153, 10634 .. 11155, 1097 6 .. 11155, 
11147. .11272, 11148. .11234, 1154 6 .. 11683, 11714 .. 11905, 
12002. .12109, 12036. .12101, 12192 .. 12278 , 12227 .. 12277, 



Seq. ID OJ990713_03.9A01.C4 
Strand 

28768 

TBLASTX: Cress 
19737 
245 

3678, 3615.. 3827, 3712.. 3837, 
4367, 4392.. 4607, 4680.. 4778, 



1333 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

\-t Gene No. 
j'J Start 
U Name 
kl Start 

rU gi 

Exons 

\I. 

i.j Seq. No. 

Gene No. 
)t m Start 
!s ~ Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12407. .12538, 16271 16387, 17923 .. 18153, 17 938 18030, 
18161. .18709, 18190. .18711, 18731 18820, 19102 .. 19224 , 
19270. .19461, 19564. .19671, 19693.. 19737 



1302 
2644 
23122 

OJ990713_03. 9A01.C4 .ol.ts 
3078 
none 
3078. . 

3811. ; 

11169, 
18692, 



OJ990713 03.9A01.C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3251, 3309. .3806, 3391. .3603, 3715. .3807, 3810. .3884, 
3882,^ 10637. .11134, 10644 .. 10958 , 11001 11168 , 
.11207, 18193. .18690, 18275 .. 18514 , 18557 .. 18691, ■ 
.18772 



28768 

TBLASTX : Soybean 

18772 

82 



1302 
2644 
23122 

OJ990713_03 . 9A01 ;C4 . 08 . tw 
3363 
none 



OJ990713 03.9A01.C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3363.-3425, 3426. .3635, 3460. .3603, 3645. .3776, 10691 .. 10753, 
10692. .10748, 10754 .. 10960 , 107 91 .. 10973, 10950 .. 11105 , 
10952. .11104, 18247. .18309, 18310 .. 18516, 18347 .. 18529, 
18506. .18661, 18508.. 18660 



28768 

TBLASTX: Wheat 

18661 

90 



1302 
2644 
23122 

OJ990713_03.9A01.C4.o7.tm 
3645 
none 
3645 



OJ990713 03.9A01.C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3827, 3646. .3825, 3819. .3944, 3820. .3945, 10963 11124 , 
10964. .11206, 10974. .11207, 11147 .. 11272 , 11148 11270, 
18519. .18680, 18520. .18762, 18530 .. 187 63, 18704 .. 18826, 
18712. .18828 



28768 

TBLASTX: Maize 

18828 

181 



1302 
2644 
23122 

OJ990713_03 . 9A01 . C4 . oil . tm 
4146 
none 

4146. .4208, 



OJ990713 03.9A01.C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4218. .4343, 4359.-4469, 4461. .4577, 11540 .. 11587 , 
11791, 11783. .11899, 19096 .. 19143, 19228 .. 19347 , 
19455 



28768 

TBLASTX: Maize 

19455 

84 



11684. 
19339. 

1302 
2644 
23122 

OJ9907 1 3_03 . 9A0 1 . C4 . o5 . tw 
4180 
none 



Seq. ID OJ990713_03.9A01.C4 



Strand 
End 

Method 

End 

Score 



28768 

TBLASTX: Wheat 

19459 

232 



4180. .4569, 4182. .4568, 11504 .. 118 90 , 11504 .. 11890, 
19060. .19446, 19061 .. 194 59, 19262. .19447 



Seq. No. 



1302 



Seq. ID OJ990713_03.9A01.C4 



1334 




Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4. 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


4302 




End 


19587 




GI 


none 




Score 


122 




Exons 


4302. .4604, 4309. .4545, 4575 


..4706, 11630. .11890, 11631, 


. .1: 




11897. . 12019, 11897. 


. .12019, 


19186. .19446, 19187. .19423, 






19450. .19587 










Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


■ C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4, 


. o7 . ts 


Method 


TBLASTX : Soybean 




Start 


4833 




End 


16272 




GI 


none 




Score 


94 




Exons 


4833.. 5045, 5058. .5138, 5141 


..5209, 514 


s 8..5267, 5208. .5297, 




12146. .12277, 12168 


. .12281, 


12446. .12580, 15993 .. 16112 , 






15995. .16111, 16004 


. .16120, 


16243. . 16272 




Seq. No. 


1302 




Seq. ID 


OJ990713J33. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


,ol2.tm 


Method 


TBLASTX: Maize 




Start 


23115 




End 


23362 




GI - 


none 




Score 


41 




Exons 


23115. .23147, 23115 


. .23147, 


23149. .23361, 23240.. 23362 




Seq. No. 


1302 




Seq. ID 


OJ990713JD3.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.08. gs 


Method 


GENSCAN 




Start 


23122 




End 


28768 




GI 


none 




Score 


.58 




Exons 


23122; .23912, 24033 


. .25059, 


25139. .27694, 28708.. 28768 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. o3.np 


Method 


AAT/NAP 




Start 


23125 




- - End 


27697 




GI 


4680179 




Score 


6553 




Exons 


23125. .27697 










GI Descrip. 


(AF11.1709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


23170 




End 


23503 




GI 


none 




Score 


113 




Exons 


23170. .23502, 23234 


. .23503 








Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


.Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


23362 




End 


23949 





1335 



GI none Score 220 

Exons 23362. .23790, 23363 23788, 23788 2394 9, 23795.. 23941 



Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


-C4 


Gene No. 


2644 




Strand 


- 




Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


23503 




End 


24129 




GI 


none 




Score 


370 




Exons 


23503 24129, 23504 


o a m o 

. .240 7J 








Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 


- 




Start 


23122 ' 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.08. tm 


Method 


TBLASTX: Maize 




Start 


23998 




End 


24289 




GI 


none 




Score 


238 




Exons 


23998 .. 242oo , 24UU2 










Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 


- 




Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.o3.ts 


Method 


TBLASTX: Soybean 




Start 


24088 




End 


24348 




GI 


none 




Score 


155 




Exons 


24088 .. 24348, 24089 


. .24343 








Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


24112 




End 


24438 




GI 


none 




Score 


87 




Exons 


24112 24255, 24113 


. .24253, 


24256.-24438 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene, No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


24136 




End 


24615 




GI 


none 




Score 


296 




Exons 


24 13o . . 24 olo , 2413/ 


. . 2452U, 


24142. .24597 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


..o2. tw 


Method 


TBLASTX: Wheat 




Start 


24619 




• End 


25128 




GI 


none 




Score 


297 




Exons 


24619. .25128, 24710 


. .25096 








Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ:990713 03.9A01.C4 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


24703 




End 


25056 




GI 


none 




Score 


169 





1336 




Exons 


24703. .25056, 24718 


. .25014, 


24788. .25054 




Seq. No. 


1302 




Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 






Name 


OJ990713 03.9A01.C4 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


24877 




End 


^5119 




GI 


none 




Score 


197 




Exons 


24877. .25119 










Seq. No. 


1302 




Seq. ID 


OJ990713JD3.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


'23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


25057 




End 


25408 




GI 


none 




Score 


112 




Exons 


25057. .25146, 25163 


. .25408, 


25170. .25397 




Seq. No. 


1302 




< Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


25130 




End 


25429 




GI 


none 




Score 


36 




Exons, 


25130. .25168, 25163 


. .25429, 


25167. .25244, 25172.. 25429 




Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


25163 




End 


25537 




GI 


none 




Score 


in 




Exons 


25163. .25501, 25167 


. .25406, 


25360. .25494, 25424 .. 25498, 






25505. .25537, 25505 


. .25537 








Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


.06. tm 


Method 


TBLASTX: Maize 




Start 


25424 




End 


.25895 




GI 


none 




Score 


97 




Exons 


25424. .25891, 25457 


. .25804, 


25650. .25895 




Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name 


OJ990713 03.9A01.C4 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


25478 




End 


25964 




GI 


none 




Score 


307 




Exons 


25478. .25960, 25521 


. .25964 








Seq. No. 


1302 




Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


2644 




Strand 






Start 


23122 




End 


28768 




Name - 


OJ990713 03.9A01.C4 


.o8.ts 


Method 


TBLASTX : Soybean 




Start :■' 


25607 




End 


25891 




GI 


none 




Score 


70 





1337 



Exons 


25607. .25891, 25608 


. .25808 










Seq. No. 


1302 






Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No . 


O C A A 

z 044 






Strand 






Start 


23122 






End 


28768 




Name 


OJ990713 03.9A01.C4 


.ol3. tw 




Method 


TBLASTX: Wheat 




Start 


26135 






End 


26489 




GI 


none 






Score 


78 




Exons 


26135. .26488, 26174 


. .26305, 


26394. .26489 




Seq. No. 


1302 






Seq. ID 


OJ990713_03.9A01 


.C4 


Gene No. 


O C A A 

Zb4 4 






Strand 






Start 


23122 






tina 


Z 0 / DO 




Name 


OJ990713 03.9A01.C4 


.ol3. tm 




Method 


TOT 7\ C TV * A -i /-s 

i n j_iAo 1a: Ma ize 




Start 


26222 






Cjna 


z d4 y / 




GI 


none 






Score 


o n o 




Exons 


26222. .26497 












Seq. No. 


1302 






Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No . 


I o4 4 






Strand 






Start 


23122 






End 


28768 




Name 


OJ990713 03.9A01.C4 


. ol4 . tm 




Method 


TBLASTX: Maize 




Start 


26888 






End 


27184 




GI 


none 






Score 


107 




Exons 


26888. .27184, 26997 


. .27167 










Seq. No. 


1302 






Seq. ID 


OJ990713_03. 9A01 


.C4 


Gene No. 


O £ A A 

2644 






Strand 






Start 


23122 






End 


28768 




Name 


OJ990713 03.9A01.C4 


.oll.tw 




Method 


TBLASTX: Wheat 




Start 


27065 






End 


27428 




GI 


none 






Score 


83 




Exons 


27065. .27424, 27066 


. .27299, 


27324. .27428 




Seq. No. 


1303 






Seq. ID 


OJ990713_03.9A01 


;C5 


Gene No. 


2645 






Strand 


+ 




Start 


1- 






End 


730 




Name 


OJ990713 03.9A01.C5 


. ol .np 




Method 


AAT/NAP 




Start 


1 






End 


730 




GI 


5295955 






Score 


230 




Exons 


1..53, 324. .347, 482. .730 










GI Descrip. 


(AB026295) Similar 


to Epstein- 


-Barr virus .~(EBV.) genome. (V01555) 




[Oryza sativa] 












Seq. No. 


1303 






Seq. ID 


OJ990713_03. 9A01 


.C5 


Gene No. 


2646 






Strand 






otart 


1005 






End 


1114 




Name 


OJ990713 03.9A01.C5 


. o2 . np 




Method 


AAT/NAP 




Start 


1005 






End 


1114 




GI 


4680179 






Score 


165 




Exons 


1005. .1114 












GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


1304 






Seq. ID 


OJ990713JD3.9A01 


.C6 


Gene No. 


264 7 






Strand 


+ 




Start 


805 






End 


2353 




Name 


OJ990713 03.9A01.C6 


.ol.gs 




Method 


GENSCAN 





1338 



n 



Start 


805 


End 


2353 




GI 


none 


Score 


.61 




Exons 


805. .1306, 2256. .2353 








Seq. No. 


1304 


Seq. ID 


OJ990713_03. 


9A01.C6 


Gene No. 


2648 


Strand 


+ 




Start 


6643 


End 


7377 




Name 


OJ990713 03.9A01.C6.ol.gp 


Method 


AAT/GAP 




Start 


6643 


End 


7179 




GI 


uC-osflcyp024b07bl 


Score 


518 




Exons 


6643. .6863, 7062. .7179 








GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2- 




protein [Sorghum bicolor] 1 








Seq. No. 


1304 


Seq. ID 


OJ990713 03. 


9A01.C6 


Gene No. 


2648 


Strand 


+ 




Start 


6643 


End 


7377 






OJ990713 03.9A01.C6.o2.gp 


Method 


AAT/GAP 




Start 


6741 


End 


7377 




GI 


uC-osflcyp024b07bl 


Score 


575 




Exons 


6741. .6863, 7062. .7168, 7259. .7377 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2- 




protein [Sorghum bicolor] ' 








Seq. No, 


1304 


Seq. ID 


OJ990713_03. 


9A01.C6 


Gene "No . 


' 2649 


Strand 


+ 




Start 


7963 


End 


8374 




Name 


OJ990713 03. 9A01.C6.o3.gp 


Method 


AAT/GAP 




Start 


7963 


End 


8374 




GI 


uC-osflcyp017cllbl 


Score 


812 




Exons 


7963. .8374 








GI Descrip. 


, 3445397/emb ICAA09029.il 3. 


Oe-55 (AJ010166) S-domain 




receptor-like protein kinase [Zea mays] 1 




Seq. No. 


1304 


Seq. ID 


OJ990713JD3. 


9A01.C6 


Gene No. 


2650 


Strand 


+ 




Start ' 


9941 


End 


10527 




Name 


OJ990713 03.9A01.C6.o4.gp 


Method 


AAT/GAP 




Qf -a r-4- 
OtdlL 


9941 


End 


10527 




GI 


5455363 


Score 


87 




Exons 


9941.. 9965, 10461.. 10527 








GI Descrip. 


3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 


41.9KD 




protein gb_1001369 from sequence of Synechocystis 


sp. 




gb D64006. [Arabidopsis thaliana] 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 


9A01.C6 


Gene No. 


2651 


Strand 


+ 




Start 


34727 


End 


37051 




Name 


OJ990713 03.9A01.C6.o9.gs 


Method 


GEN SCAN 




Start 


34727 


End 


37051 




GI 


none 


Score 


.75 




Exons 


34727. .35046, 35131 .. 35203, 


37004. .37051 




Seq. No. 


1304 


Seq. ID 


OJ990713_03. 


9A01.C6 


Gene No. 


2652 


' Strand 


+ 




Start 


42741 


End 


45019 




Name 


OJ990713 03. 9A01.C6.ol2.gs 


Method 


GENSCAN 





1339 




Start 


42741 


End 


45019 


GI 


none 


Score 


.63 


Exons 


42741. .42774, 42910 .. 43046, 


43317. .43571, 4 3585 .. 43630, 




44318. .44367, 44522.. 45019 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 




U J J 


Strand 


+ 


Start 


53847 


End 


54123 


Name 


OJ990713 03.9A01.C6.ol5.gs 


Method 


GENSCAN 


Start 


53847 


End 


54123 


GI 


none 


Score 


.98 


Exons 


53847. .53907, 53966.. 54123 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 


Gene No. 


2654 


Strand 




Start 


832 


End 


3536 ' 


Name 


OJ990713 03.9A01.C6.ol.np 


Method 


AAT/NAP 


Start 


832 


End 


3536 


GI 


119714 


Score 


118 


Exons 


832. .1560, 3491. .3536 






GI Descrip. 


EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 




gi I 82169 1 pir | | S06733 hydroxyproline-rich glycoprotein precursor 




- common tobacco gi | 19867 | emb | CAA32090 | 


(X13885) extensin (AA 




1-620) [Nicotiana tabacum] 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 


uCllC IN(J • 


2655 


Strand 




Start 


6136 


End 


10018 


Name 


OJ990713 03.9A01.C6.o3.gS: ■ 


Method 


GENSCAN 


Start 


6136 


End 


10003 


GI 


none 


Score 


.66 


Exons 


6136. .6525, 7041. .7083, 7611. .10003 




Seq. No. 


1304 


Seq. ID 


OJ990713_03.9A01.C6 


Gene No. 


2655 


Strand 




Start 


6136 


End 


10018 


IM dine 


OJ990713 03.9A01.C6.o2.np 


Method 


AAT/NAP 


Start 


7533 


End 


10018 


GI 


5734728 


Score 


880 


Exons 


7533.. 10018 






GI Descrip. 


(AC007259) Very similar to 


receptor-like protein kinases 




[Arabidopsis thaliana] 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 




2656 


Strand 




Start 


18451 


End 


20877 


Name 


OJ990713 03. 9A01.C6.o6.gs 


Method 


GENSCAN 


Start 


18451 


End 


20877 


GI 


none 


Score 


.96 


Exons 


18451. .20877 






Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 


Gene No. 


2657 


Strand 




Start 


28670 


End 


31120 


Name 


OJ990713 03.9A01.C6.o8.gs 


Method 


GENSCAN 


Start 


28670 


End 


31120 


GI 


none 


Score 


.97 



1340 




F.xons 


28670 31120 












Sea. No 


1304 






Seq. ID 


OJ990713_ 


03.9A01.C6 


Gene No. 


2658 






Strand 






Start 


39323 






End 


49499 




Name 


OJ990713 03. 


9A01 .C6. 


o3 . np 


Method 


AAT/NAP 




Start 


39323 ~ 






End 


49499 




GI 


3445397 






Score 


1870 




Fxons 


39323 39447 


, 39711. 


.41373, 


48816. .49499 




GI Descrip. 


(AJ010166.) S 


-domain 


receptor 


-like protein kinase 


[Zea mays] 


Seq. No. 


1304 






Seq. ID 


OJ?90713_ 


03.9A01.C6 


Gene No. 


2658 






Strand 






Start 


39323 






End 


49499 




Name 


OJ990713 03. 


9A01.C6. 


oil . gs 


Method 


GENSCAN 




Start 


39682 






End 


42252 




GI 


none 






Score 


.87 




Exons 


39682. .42027 


, 42205. 


.42252 









Seq. No. 
Gene No. 
Start 
Name 
n Start 
GI 

Exons 



s =7 

■» * GI 



□ 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1304 Seq. ID 

2659 Strand 

51459 End 
OJ990713_03 . 9A01 . C6 . ol4 . gs Method 

51459 End 

none Score 
51459. .51869 



OJ990713_03.9A01.C6 

51932 
GENSCAN 
51869 
.71 



OJ990713 03.9A01.C6 



1304 Seq. ID _ 

2659 Strand 
51459 End 51932 

OJ9907 13_03 .9A01.C6.o4. np Method AAT/NAP 

51462 End 51869 

122085 Score 673 

51462.. 51869 

HI STONE H3 gi | 8164 1 | pir | | S06250 histone H3 - Arabidopsis 
thaliana gi | 82482 | pir | | S04099 histone H3 (variant H3R-21) - rice 
gi|1362194 |pir| IS57626 histone H3 - maize gi | 20251 | emb | CAA31969 | 
(X13678) histone H3 (AA 1-136) [Oryza sativa] 

gi|20253|emb|CAA31970| (X13680) histone H3 (AA 1-136) [Oryza 
sativa] gi | 168493 (M36658) histone H3 (H3C3) [Zea mays] 
gi|168495 (M13378) h 

1304 Seq. ID OJ990713_03 . 9A01 . C6 

2659 Strand 

51459 End 51932 

OJ990713_03 . 9A01 . C6 . o5 . gp Method AAT/GAP 

51595 End 51932 

287222 Score 629 

51595. .51932 

122070/sp|P08860|H32_ORYSA 3.0e-40 HISTONE H3 

>gi_82483_pir A25564 histone H3 - rice >gi_169793 (M15664) 

histone 3 [Oryza sativa] >gi_940018 (U25664) histone H3 [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



1304 
2660 
55218 



Seq. ID 

Strand 

End 



OJ990713 03.9A01.C6 



61208 



1341 



Name 

Start 

GI 

Exons 



OJ990713 03.9A01.C6.ol.tm 



Method TBLASTX: Maize 



7628 End 47732 

none Score 152 

7628. .8224, 7629. .8000, 7852. .8226, 8043. .8228, 124 86 .. 127 94 , 

12487. .12753, 12750 .. 13082, 12753 . .13052 , 127 63 .. 13077 , 

18496. .18804, 18518 .. 187 63, 18760 .. 19092 , 18773 .. 19090 , 

28718. .29044, 28818 .. 28970, 29000 29332 , 29013 .. 29309, 

39709. .39942, 39710 .. 39943, 39986 40309, 40000 .. 40320, 

47121. .47381, 47170 .. 47358 , 47391 .. 47732 , 47394 .. 47 636, 
47404. .47715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a 



r J 



1304 

2660 

55218 

OJ9907 

7631 

none 

7631. . 

8445. . 

9416. . 

12762. 

13303. 

14271. 

18484. 

19111. 

19693. 

20557. 

28977. 

30107. 

30803. 

40000. 

41054. 

41767. 

47727. 

47926. 

49005. 



13 03.9A01.C6.ol.tc 



7891, 

8504, 

9475, 

.13082 

.13386 

.14330 

.18732 

.19299 

.19746 

.20700 

.29309 

.30367 

.30946 

.40515 

.41287 

.41919 

.47939 

.48024 

.49058 



7901. .8443, 8043 
8816. .8875, 8987 
9518.. 9562, 9689 
, 13080.. 13286 



13680. 
14379. 
18523. 
19129. 
19861. 
28724. 
29339. 



.13802 
.14417 
.18729 
.19296 
.20115 
.28972 
.29497 



30395. .30508 
39703. .39942 
40510. .40674 
41372. .41428 
47118. .47351 
47751. .47918 
48321. .48446 
49161. .49319 



Seq. I 
Strand 
End 

Method 
End 
Score 
8198, 
9124, 
9838, 
13119. .1 
13848 
14544 
18772 
19136 
20149 
28821. .2 
29379. .2 
30530 
39704 
40529 
41374 
47394 
47752 
48474 
49171 



D OJ9907 13_03 . 9A01 . C6 
61208 

TBLASTX: Cress 
49383 
111 
8268. .8432, 
9128. .9223, 



12474 

3286 

4099 

4687 

9104 

9300 

0244 

8970 

9498 

0589 

9943 

0588 

1442 

7714 

7940 

8686 

9314 



8426. .8527, 
9272. .9364, 
,.12722, 12727. .13059, 
13126. .13287, 
14136. .14255, 
18479. .18715, 
18773. .19069, 
19313. .19372, 
20395. .20436, 
28976. .29332, 
29939. .30082, 
30638. .30679, 
39950. .40516, 
41047. .41286, 
41534. .41620, 
47395. .47691, 
47922. .48023, 
48810. .48899, 
49336. .49383 



i:3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1304 Seq. ID 

2660 Strand 

55218 End 

OJ990713_03. 9A01.C6.o4.ts Method 

7646 End 

none Score 



OJ990713_03.9A01.C6 
61208 

TBLASTX : Soybean 

47585 

67 



7646.-7789, 7650. .7826, 7881. .8003, 7901. .8035, 124 68 .. 12644 , 



12760. .12903, 12762. 

18518. .18691, 18761. 

28754. .28897, 29010. 

39722. .39871, 39727. 

47136. .47279, 47392. 



.12896, 12879. 

.18913, 18772. 

.29153, 29012. 

.39870, 39983. 

.47535, 47394. 



.12944, 18514. .18657, 

.18906, 18922. .18960, 

.29146, 29162. .29203, 

.40111, 40000. .40113, 

.47528, 47544. .47585 



Seq. No. 1304 

Gene No. 2660 

Start 55218 

Name OJ9907 13_03 . 9A01 . C6 . o3 . tw 
Start ' 7958 

GI none 
Exons 



Seq. ID OJ990713_03. 9A01.C6 



Strand 
End 

Method 

End 

Score 



61208 

TBLASTX: Wheat 

47868 

37 



7958. .8020, 7959. .7997, 8045. .8224, 8055. .8198, 8057. .8221, 



1342 




8219. .8371, 12819. .12878, 12882 13082 , 12916. . 13077, 
13098. .13229, 18829 .. 18891 , 18916 19092 , 19054 19239, 
29069. .29131, 29132 29332 , 29166 .. 29345 , 2 9294 .. 29479, 
40042. .40104, 40043 .. 40099, 40105 40308 , 4 0139 40282 , 
40303. .40455, 40343 .. 40456, 47451 47510 , 47514 478 67 , 
47548.-47868 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1304 

2660 

55218 

OJ9907 

8090 

none 

8090. . 

12951. 

13191. 

19105. 

29210. 

29508. 

40324. 

47592. 



13 03.9A01.C6.o2.ts 



8242, 8097.. 8228, 811 

.13094, 12961. .13077, 

.13385, 18961. .19104, 

.19185, 19108. .19404, 

.29344, 29333. .29506, 

.29651, 29520. .29645, 

.40620, 40337. .40618, 
.48032 



Seq. ID OJ990713_03.9A01.C6 
Strand 

End 61208 

Method TBLASTX : Soybean 

End 48032 

Score 113 
L..8236, 8225. .8536, 8232. .8534, 
13083. .13394, 13114 .. 13377 , 
18966. .19076, 18968 .. 19087, 
19121. .19402, 29208. .29327, 
29361. .29498, 2 94 98.-29644, 
40174. .4032 6, 4 0175. .4 0318, 
40623. .40691, 47590. .48030, 



Seq. No. 

,H Gene "No. 

i s S Start 

.IZ Name 

:;:! start 

i'LJ GI 

Q Exons ■ 



1304 

2660 

55218 

OJ9907 

8234 

none 

8234. . 

13099. 

13292. 

19282. 

29356. 

29600. 

40324. 

47733. 

47911. 



13 03. 9A01.C6.o3.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 03.9A01.C6 



1431, 82 
13287, 
13378, 
19407, 
29505, 
29656, 
40521, 

,47924, 
48036 



41. .84 

13099. 
13341. 
19283. 
29498. 
40322. 
40328. 
477,33. 



29, 84 
.13287 
.13397 
.19408 
.29539 
.40504 
.40513 
.47927 



61208 

TBLASTX: Maize 
48036 
253 

14. .8539, 8415. .8531, 1308 9 13286, 
, 13273. .13398, 13288 .. 13341, 
, 19102. .19305, 19109. .19297, 
, 29339. .29500, 2934 9 .. 29501, 
29507. .29548, 29532. .29657, 
40323. .40493, 40324. .40506, 
40498. .40626, 404 99 .. 40624 , 
47737. .47925, 47910 .. 48035, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1304 
2660 
55218 

OJ990713_03 .9A01.C6.o6. tm 

8753 

none 



OJ990713 03.9A01.C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8753. .8821, 8807. .8941, 8954. .9064, 9056. .9142, 13617 .. 13664, 
13671. .13808, 13815. .13925, 13917 .. 14102, 19630 .. 19677, 
19684. .19827, 19828 .. 19938 , 19930 .. 20103, 2 987 6 .. 29923, 
29933. .30073, 30074 .. 30184 , 3017 6 .. 3034 9, 4 1005 .. 4 1124 , 
41146. .41301, 48261. .48362, 4844 1 .. 48551 , 48543. .48653 



61208 

TBLASTX: Maize 

48653 

78 



1304 
2660 
55218 

OJ990713_03 .9A01.C6.o2. tw 

8777 

none 



Seq. ID OJ990713_03.9A01.C6 



Strand 
End 

Method 

End 

Score 



61208 

TBLASTX: Wheat 

48663 

89 



8777. .8941, 8781. .8966, 8817. .8963, 8949. .9116, 8951. .9124, 



1343 



13635. .14024, 13636 13971, 

19648. .20037, 29894 .. 30283, 

29907. .30278, 40834 .. 41115, 

48273. .48311, 48309 .. 48443, 
48448. .48663 



13637. .14 035, 19648. .20037, 

29896. .30204, 29896 .. 30291, 

40834 . .41235, 41039. .41236, 

48325.-48378, 48435 .. 48650, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start. 
■•£3 GI 

Exons 

=.-= « 

ru 



If, Seq. No. 

fU Gene No. 

ij Start 

□ Name 

<!"j Start 

U GI 
i= ~ Exons 

. h 

Q Seq. No. 
p Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1304 Seq. ID 

2660 Strand 

55218 End 

OJ9907 13_03 . 9A01 . C6 . o3 . ts Method 

8969 End 

none Score 



8969.. 9130, 8976.. 9128, 9167.. 9295, 13764 
14031. .14147, 19771. .20073, 19856 .. 20011, 
20050. .20157, 30023 .. 30292 , 30102 .. 30257 , 
40963. .41235, 4 1042 .. 4 1197 , 41230 .. 41352, 
48456. .48656, 484 63 .. 48624 , 48660 .. 48788, 



OJ990713_03. 9A01.C6 
61208 

TBLASTX: Soybean 

48788 

95 

.14060, 13843. .13998, 
20044 . .20172, 
30290. .30418, 
41231. .41284, 
48661. .48768 



1304 Seq. ID 

2660 Strand 

55218 End 

OJ9907 13_03 . 9A01 . C6 . 06 . ts Method 

9425 End 

none Score 



OJ990713_03.9A01.C6 
61208 

TBLASTX : Soybean 

49310 

100 



9425. .9601, 9438. .9563, 9566.-9643, 9728. .9862, 14298 v. 14 4 86, 



14299: .14415, 14604 .. 14723, 

20363. .20437, 20602 .. 20700, 

30801. .30830, 30848 30934 , 

41510. .41623, 41653. .41712, 
49224. .49310 

1304 
2660 
55218 

OJ990713_03 . 9A01 . C6 . o2 . tm 

51438 

none 

51438. .51920, 51463. .51867 

1304 ' 

2660 

55218 

OJ990713_03. 9A01.C6.o2.tc 

51456 

none 

51456. .51752, 51459 .. 51902, 

1304 
2660 
55218 

OJ990713_03.9A01.C6.ol.ts 

51459 

none 

51459. .51875, 514 62 51752, 

1304 
2660 



14760. .14804, 20311 .. 204 93, 

30551. .30679, 30558 .. 30683, 

30923. .31012, 41485 .. 41631, 

41806. .41907, 48939 .. 49154 , 



Seq. ID OJ990713_03.9A01.C6 
Strand 

End 61208 

Method TBLASTX : Maize 

End 51920 

Score 561 



Seq. ID OJ990713_03. 9A01.C6 
Strand 

End 61208 

Method TBLASTX : Cress 

End 51902 

Score 189 
51616. .51867 

Seq. ID OJ990713_03. 9A01.C6 
Strand 

End 61208 

Method TBLASTX : Soybean 

End 51875 

Score 249 
51463. .51867 

Seq. ID OJ9907i3_03. 9A01.C6 
Strand 



1344 



C3 

m 

m 



a' 



Start 


55218 




End 


61208 




Name 


OJ990713 03.9A01.C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


51459 




End 


51878 




GI 


none 




Score 


570 




Exons 


51459. .51878, 51463. 


.51867 








Seq. No. 


1304 




Seq. ID 


OJ990713_03.9A01 


.C6 


Gene No. 


2660 




Strand 






OLdl C 


R ^ 0 1 ft 




End 


61208 




Name 


OJ990713 03.9A01.C6. 


ol6 . gs 


Method 


GENSCAN 




Start 


55218 




End 


58453 




GI. 


none 




Score 


.57 




Exons 


55218. .55386, 55934. 


.56202, 


56754. .56883, 56896 .. 57179, 






58061. .58453 










Seq. No. 


1304 




Seq. ID 


OJ990713_03.9A01 


.C6 


Gene No. 


2660 




Strand 












End 


61208 




Name 


OJ990713 03.9A01.C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


56370 




End 


56667 




GI 


none 




Score 


42 




Exons 


56370. .56405, 56371. 


.56406, 


56462. .56551, 56462 .. 56542, 






56565. .56666, 56569. 


.566*67, 


56569. .56667 




Seq. No. 


1304 




Seq. ID. 


OJ990713_03.9A01 


.C6 


Gene No. 


2660 




Strand 






Start 


55218 




End 


61208 




Name 


ujyyu /1j Uj. yAUi . to. 


o5 . np 


Method 


AAT/NAP 




Start 


56538 




End 


57061 




GI 


6630539 




Score 


345 




Exons 


56538. .57061 










GI Descrip. 


(AC011708) putative 


RING zinc finger protein [Arabidopsis 




thaliana] 










Seq. No. 


1304 




Seq. ID 


OJ990713_03.9A01 


.C6 


Gene No . 


Z ODU 




Strand 






Start 


55218 




End 


61208 




Name 


OJ990713 03.9A01.C6. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


56586 




End 


56826 




GI 


none 




Score 


137 




Exons 


56586. .56822, 56623. 


.56826 








Seq. No. 


1304 




Seq. ID 


OJ990713_03.9A01 


.C6 


Gene No. 


2660 




Strand 






otart 






End 


61208 




Name 


OJ990713 03.9A01.C6. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


56604 




- End 


56972 




GI 


none 




Score 


147 




Exons 


56604. .56837, 56611. 


.56835, 


56646. .56840, 56847 .. 56909, 






56875.-56967, 56907. 


.56972 








Seq. No. 


1304 




Seq. ID 


OJ990713_03.9A01 


-C6 


Gene No. 


2660 




Strand 






Start 


55218 




End 


61208 




Name 


OJ990713 03.-.9A01.C6. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


56713 




End 


56985 




GI 


none 




Score 


102 





1345 



Exons 



56713. .56817, 56714 .. 56812, 56715 56834 , 56823 .. 5698 1 , 
56823. .56909, 56833 .. 56985, 56872.. 56985 





Seq. No. 


1304 


Seq. ID 


OJ990713_03. 9A01.C6 




Gene No. 


2660 


Strand 






Start 


55218 


End 


61*208 




Name 


OJ990713 03.9A01.C6.o6.np 


Method 


AAT/NAP 




Start 


57066 


End 


61208 




GI 


81286 


Score 


214 




Exons 


57066. .57165, 58099 .. 58395, 


60965. .61208 




GI Descrip. 


extensin - Volvox carteri (fragment) 


gi 1 21992 |emb|CAA4 6283 






(X65165) extensin [Volvox carteri] 






Seq. No. 


1304 


Seq. ID 


OJ990713_03.9A01.C6 




Gene No. 


2660 


Strand 


- 




Start 


55218 


End 


61208 




Name 


OJ990713 03. 9A01.C6.ol7 .gs 


Method 


GEN SCAN 




Start 


60740 


End 


61109 




GI 


none 


Score 


.87 




Exons 


60740. .61109 








Seq. No. 


1305 


Seq. ID 


OJ990713_03.9A01.C7 




Gene No. 


2661 


Strand. . 


+ 


Q 


Start 


35 


End 


665 




Name 


OJ990713 03.9A01.C7.ol.gs 


Method 


GENSCAN 


i;n 


Start 


35 


End 


665 


I y 

'•- »i 


GI 


none 


Score 


.69 


Exons 


35. .134, 625. .665 






I.J 


Seq. No. 


1305 


Seq. ID 


OJ990713_03.9A01.C7 




Gene No. 


2662 


Strand 


+ 


i y 


Start 


1459 


End 


1929 




Name 


OJ990713 03.9A01.C7.ol.gp 


Method 


AAT/GAP 


,3 SI 


Start 


1459 


End 


1929 




GI 


LIB3434-018-P1-K1-A8 


Score 


856 




Exons 


1459. .1929 






is s= 


GI Descrip. 


1 5669664 /gb | AF100766 . 1 1 AF100766 6.0e- 


10 Oryza sativa 


; ^ 
"is* 




receptor-like kinase (8ARK2) 


gene, complete cds 1 


w 

" "1 


Seq. No. 


1305 


Seq. ID 


OJ990713_03.9A01.C7 




Gene No. 


2663 


Strand 


+ 




Start 


3070 


End 


742 6 




Name 


OJ990713 03. 9A01.C7.o3.gs 


Method 


GENSCAN 




Start 


3070 


End 


7426 




GI 


none 


Score 


.47 




Exons 


3070.. 3075, 4598.. 4641, 5153 


..5449, 5933.. 6073, 6763.. 6926 






7201. .7426 








Seq. No. 


1305 


Seq. ID 


OJ990713_03.9A01.C7 




Gene No. 


2664 


Strand 






Start 


793 


End 


1774 




Name 


OJ990713 03.9A01.C7.o2.gs 


Method 


GENSCAN 




Start 


793 


End 


1774 




GI 


none 


Score 


.91 




Exons 


793. .1115, 1621. .1774 







Seq. No. 



1306 



Seq. ID OJ990713_09. 9A03.C1 



1346 




Gene No. 


2665 






Strand 




Start 


2555 






End 


4883 


Name 


OJ990713 09 


.9A03. 


Cl.ol.gs 


Method 


GEN SCAN 


Start 


2555 






End 


4841 


GI 


none 






Score 


.88 


Exons 


2555. .2575, 


4426. 


.4583, 4829. 


.4841 




Seq. No. 


1306 






Seq. ID 


OJ990713_09.9A03.C1 


Gene No. 


2665 






Strand 




Start 


2555 






End 


4883 


Name 


OJ990713 09 


.9A03. 


Cl.ol.np 


Method 


AAT/NAP 


Start 


3451 






End 


4883 


GI 


3377507 






Score 


145 


Exons 


3451. .3514, 


3845. 


.3921, 4426. 


.4613, 4829.-4883 


GI Descrip. 


(AF056026) 


auxin 


transport protein EIR1 


[Arabidopsis thaliana 



gi 1 3661620 (AF093241) putative auxin efflux carrier AGR 
[Arabidopsis thaliana] gi 13746886 (AF087459) 
polar-auxin-transport efflux component AGRAVITROPIC 1 
[Arabidopsis thaliana] gi 14206709 (AF086906) root gravitropism 
control protein [Arabidopsis thaliana] 



Seq. No. 


1307 


Seq. ID 


OJ990713_09.9A03.C2 


Gene No. 


2666 


Strand 




Start 


209 


End 


516 


Name 


OJ990713 09.9A03.C2..ol.gp 


Method 


AAT/GAP 


Start 


209 


End 


516 


GI 


LIB3432-059-P1-K1-D8 


Score 


538 


Exons 


209. .516 






GI Descrip. 


, 5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genoi 




DNA, chromosome 6, clone: 


P0538C01' 




Seq. No. 


1307 


Seq. ID 


OJ990713_09.9A03.C2 


Gene No. 


2667 


Strand 




Start 


629 


End 


4609 


Name 


OJ990713 09.9A03.C2.ol.gs 


Method 


GENSCAN 


Start 


629 


End 


4609 


GI 


none 


Score 


.76 


Exons 


629. .701, 786. .896, 991. . 


1164, 1272.. 


1333, 1457.. 1623, 




1749. .1890, 1986. .2105, 2151. .2430, 2674. .3060, 3172. .3407 




4294. .4431, 4451. .4609 






Seq. No. 


1307 


Seq. ID 


OJ990713_09.9A03.C2 


Gene No. 


2667 


Strand 




Start 


629 


End 


4 609 


Name 


OJ990713 09.9A03.C2.o2.tw 


Method 


TBLASTX: Wheat 


Start 


827 


End 


1345 


GI 


none 


Score 


65 


Exons 


827. .898, 996. .1178,, 1003 


..1128, 1265 


. .1345 


Seq. No. 


1307 


Seq. ID 


OJ990713_09.9A03.C2 


Gene No. 


2667 


Strand 




Start 


629 


End 


4609 


Name 


OJ990713 09.9A03.C2.ol.np 


Method 


AAT/NAP 


Start 


1399 


End 


3422 


GI 


4680204 


Score 


880 


Exons • 


1399.. 1890, 1986.. 3422 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 



1347 



'is? 

ry 



j'j S3 
i.l 

; a* 

U 
P 



Seq. No. 


1307 


Seq. ID 


OJ990713_ 


_09.9A03. 


,C2 


Gene No. 


2667 


Strand 








Start 


629 


End 


4609 






Name 


OJ990713 09.9A03.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2376 


End 


2779 






GI 


none 


Score 


50 






Exons 


2376.. 2471, 2377.. 24-51, 2536 


..2676, 2541. .2777, 


2598. .2777, 




2639.-2779, 2663.. 2779 










Seq. No. 


1308 


Seq. ID 


OJ990713_ 


_09.9A03. 


.C3 


Gene No. 


2668 


Strand 


+ 






Start 


97 


End 


604 






Name 


OJ990713 09.9A03.C3.ol.gs 


Method 


GENSCAN 






Start 


97 


End 


604 






GI 


none 


Score 


.82 






Exons 


97. .167, 460. .604 










Seq. No. 


1308 


Seq. ID 


OJ990713_ 


_09.9A03, 


.C3 


Gene No. 


2669 


Strand 


+ 






Start 


22004 


End 


23160 






Name 


OJ990713 09.9A03.C3.o5.-gs 


Method 


GENSCAN 






Start 


22004 


End 


23160 






GI . 


none 


Score 


..52 






Exons 


22004. .22096, 22282 .. 22431, 


23011. .23160 






Seq. No. 


1308 


Seq. ID 


OJ990713_ 


_09.9A03 


.C3 


Gene No. 


2670 


Strand 


+ 






Start 


28491 


End 


31966 






Name 


OJ990713 09.9A03.C3.o7.gs ' 


Method 


GENSCAN 






Start 


28491 


End 


31966 






GI 


none 


Score 


.81 






Exons 


28491. .28575, 287 68 .. 28831, 


29134. .29235, 29571 


. .29770, 






29937. .30061, 30175 .. 30309, 


30381. .30439, 30509 


. .30938, 






30963. .31270, 31392 .. 31537, 


31635. .31966 






Seq. No. 


1308 


Seq. ID 


OJ990713_ 


_09.9A03 


.C3 


Gene No. 


2671 


Strand 


+ 






Start 


37487 


End 


40466 






Name 


OJ990713 09.9A03.C3.o5.np 


Method 


AAT/NAP 






Start 


37487 


End 


40466 






GI 


6721512 


Score 


66 






Exons 


37487. .37518, 3904 6 .. 39193, 


39222. .39399, 40365 


. .40466 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1308 


Seq. ID 


OJ990713 


_09.9A03 


.C3 


Gene No. 


2672 


Strand 








Start 


874 


End 


9748 






Name 


OJ990713 09.9A03.C3.ol.gp 


Method 


AAT/GAP 






Start 


874 


End 


4956 






GI 


342 1.R1084 


Score 


6679 






Exons 


874. .1416, 1557. .4956 










GI Descrip. 


, 4574406/gb|AAD24042.1 | 0.0e+00 (AF121139) RIM2 


protein 


[Oryz, 




sativa] ' 










Seq. No. 


1308 


Seq. ID 


OJ990713 


_09.9A03 


.C3 


Gene No. 


2672 


Strand 









1348 



Start 


874 






End 


9748 


Name 


OJ990713 09 


.9A03 


.C3.o2.gs 


Method 


GENSCAN 


Start 


1628 






End 


9748 


GI 


none 






Score 


. 67 


Exons 


1628. .2719, 


3042 


..3808, 3946. 


.4960, 5475.. 5512, 




7649. .7833, 


8633 


..8809, 9605. 


.9748 




Seq. No. 


1308 






Seq. ID 


OJ990713_ 


Gene No. 


2672 






Strand 


- 


Start 


874 






End 


9748 


Name 


OJ990713 09 


. 9A03 


.C3.ol.np 


Method 


AAT/NAP 


Start 


1649 






End 


4960 * 


GI 


4680203 






Score 


3222 


Exons 


1649. .2626, 


2901 


..3131, 3285. 


.4960 




GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 


Seq. No. 


1308 






Seq. ID 


OJ990713 


Gene No. 


2672 






Strand 




Start 


874 






End 


9748 


Name 


OJ990713 09 


.9A03 


.C3 .o2 .gp 


Method 


AAT/GAP 


Start 


4821 






End 


5444 


GI 


2310235 






Score 


299 


Exons 


4821. .4960, 


5407 


. .5444 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852182/emb|CAB55420.1| 9.0e-13 (AL117265) 
sativa],' 



zhb0012.1 [Oryza 



■Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713 09.9A03.C3 



17999 
AAT/NAP 
16019 
379 



1308 
2673 
11433 

0 J9907 13_09 . 9A03 . C3 . o2 . np 
11376 
6069646 
11376. .11777, 15951.. 16019 

(AP000616) similar- to putative reverse transcriptase 
[Oryza sativa] gi 1*6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1308 
2673 
11433 

OJ990713_09.9A03.C3.o3.gs 
11433 



none 
11433. 
15241. 
17770. 



Seq. ID 
Strand 
'End 
Method 
End 
Score 



OJ990713_09. 9A03.C3 

17999 
GENSCAN 
17999 
.65 



.11574, 12794. .13048, 13506 .. 13593, 13645 13686, 
.15290, 15698. .15792, 15835 .. 16002 , 16105 .. 16203 , 
.17821, 17974.. 17999 



1308 Seq. ID 

2674 Strand 
19987 End 
OJ9907 13_09 . 9A03 . C3 . o4 . gs Method 

19987 • End 
none Score 



OJ990713_09.9A03.C3 

21141 
GENSCAN 
'21141 
.7 



19987. .20112, 20238. .20301, 204 43 .. 20600, 20728 .. 20988 , 
21061. .21141 



1349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990713J39. 9A03.C3 
Strand 

End 23365 

Method AAT/GAP 

End 23365 

Score 833 



1308 
2675 
22927 

OJ990713_09 . 9A03 . C3 . o4 . gp 
22927 

LIB3433-011-Q6-K1-G7 
22927. .23365 

M455190/emb|CAB36513.1| 8.0e-09 (AL035440) putative protein 
[Arabidopsis thaliana] 1 . 



1308 . Seq. ID 

2676 Strand 

25670 End 

OJ9907 13_09 . 9A03 . C3 . 06 . gs Method 

25670 End 

none Score 

25670. .25789, 27615.. 27938 



OJ990713_09.9A03.C3 

27938 
GEN SCAN 
27938 



Seq. No. 1308 
Gene No. 2677 
Start 32764 

Name OJ990713_09 . 9A03 . C3 . ol . tw 

Start 1703 
GI, none 

Exons 1703.. 1795, 1784.. 1864, 1877. 

1997.. 2056, 2063.. 2104, 2063. 
2118.. 2690, 2575.. 2691, 2671. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2017, 1878 
.2107, 2068 



OJ990713 09.9A03.C3 



40429 

TBLASTX: Wheat 
3018 
131 

2018, 1965. .2060, 
2109, 2102. .2680, 



.3018, 2682. .3017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1308 
2677 
32764 

OJ990713_09. 

2285 

none 

2285. .2434, 
2682. .2726 



9A03.C3.ol.tc 



2285. .2680, 2289. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2690, 



OJ990713 09.9A03.C3 



40429 

TBLASTX: Cress 
2730 
90 

2581. .2691, 2671. .2730, 



Seq. No. 1308 

Gene No. 2677 

Start 32764 

Name OJ990713_09 . 9 AO 3 . C3 . o5 . tm 

Start 2682 

GI none 

Exons 2682.. 2975, 2689.. 2964 



Seq. ID OJ990713_09. 9A03.C3 
Strand 

End 40429 

Method TBLASTX : Mai ze 

End 2975 

Score 121 



Seq; No. 1308 

Gene No. 2677 

Start 32764 

Name OJ990713_09. 9A03 . C3 . 06 . tw 

Start 3033 

GI none 

Exons 3033.. 3116, 3034.. 3108, 3042. 

3175. .3354, 3328. .3462, 3351. 



Seq. ID OJ990713_09. 9A03.C3 
Strand 

End 40429 

Method TBLASTX : Wheat 

End 3473 

Score 73 

.3188, 3114.. 3353, 3159.. 3341, 
.3473 



Seq. No'*. 
Gene No. 



1308 
2677 



Seq. ID OJ990713_09. 9A03.C3 
Strand 



1350 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9A03. 


C3.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3462 








End 


3704 


GI 


none 








Score 


207 


Exons 


3462. .3704 












Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9 AO 3. 


C3.o6. 


tm 


Method 


TBLASTX : Maize 


Start 


3534 








End 


3982 


GI 


none 








Score 


61 


Exons 


3534 . . 3728, 


3738. 


.3863, 


3893. 


.3982 




Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9 AO 3. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3568 








End 


4039 


GI 


none 








Score 


154 


Exons 


3568. .3774, 


3568. 


.3777, 


3573. 


.3797, 3777. .3863, 3778. .3867 




3857. .3985/ 


3864. 


.3971, 


3986. 


.4039, 3987. .4031 


Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9 AO 3. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3876 








End 


4175 


GI 


none 








Score 


51 


Exons 


3876. .3965, 


3890. 


.4168, 


4023. 


.4175 




Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9 AO 3. 


C3.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3908 








End 


4337 


GI 


none 








Score 


108 


Exons 


3908. .4204, 


3926. 


.4150, 


4199. 


.4261, 4254. .4337, 4262. .4336 


Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9A03. 


C3.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


4258 








End 


4654 


GI 


none 








Score 


186 


Exons 


4258. .4506, 


4268. 


.4519, 


4269. 


.4511, 4502. .4654, 4516.. 4635 


Seq. No. 


1308 








Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 








Strand 




Start 


32764 








End 


40429 


Name 


OJ990713 09. 


9A03. 


C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


23039 








End 


27791 


GI 


none 








Score 


39 


Exons 


23039. .23086 


, 23128. .23154, 2314 5 .. 23369, 2314 6 .. 23361 , 



24067. .24120, 24068 .. 24 118 , 24243 .. 24317, 2424 4 .. 24318 , 
24244. .24318, 24355 .. 244 68 , 24404 .. 24469, 24519 .. 24 545, 
27649.-27789, 27651.. 27791 



1351 





Seq. No. 


1308 




Seq. ID , 


OJ990713_09.9A03 


.C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


40429 






Name 


OJ990713 09.9A03.C3 


. o3. tc 


Method 


TBLASTX: Cress 






Start 


23265 




End 


27752 






GI 


none 




Score 


66 






Exons 


23265. .23375, 23265 


. .23369, 


23266.-23376, 24067 .. 24 120, 








24068. .24133, 24246 


. .24314, 


24376.-24468, 27648.-27752 






Seq. No. 


1308 




Seq. ID 


OJ990713J)9.9A03 


.C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


4042-9 






Name 


OJ990713 09.9A03.C3 


. 08 . gs 


Method 


GENSCAN 






Start 


32764 




End 


39146 






GI 


none 




Score 


.81 






Exons 


32764. .33099, 33106 


. .34896, 


35133. .35894, 36018 .. 37072 , 








37182. .37367, 37610 


. .38008, 


38081. .39146 






Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03 


.C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


40429 






Name 


OJ990713 09.9A03.C3 


. o3.np 


Method 


AAT/NAP 




1" : 


Start 


32767 




End 


35885 




• *a 


GI 


5902445 




Score 


3123 




; ieF 


Exons 


32767. .34008, 34048 


..35885 








1 S 

i ; y 


GI Descrip. 


(AB030283) GAG-POL precursor 


■ [Oryza sativa] 






Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03 


.C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


40429 




IS? 

j 3 l ! 


Name 


OJ990713 09.9A03.C3 


. o5 . tw 


Method 


TBLASTX: Wheat 




i cS 


Start 


32794 




End 


33384 






GI 


none 




Score 


78 






Exons 


32794. .32907, 32932 


. .33384, 


33128. .33235, 33304.. 33345 




' h 4 


Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03 


. C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


40429 






Name 


OJ990713 09.9A03.C3 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


32812 




End 


33078 






GI 


none 




Score 


146 






Exons 


32812. .32895, 32896 


. .33078 










Seq. No. 


1308 




Seq. ID 


OJ990713_09. 9A03 


. C3 




Gene No. 


2677 




Strand 








Start 


32764 




End 


40429 






Name 


OJ990713 09.9A03.C3 


. o7 . tw 


Method 


TBLASTX: Wheat 






Start 


33508 




End 


33891 






GI 


none 




Score 


211 






Exons 


33508. .33891, 33509 


. .33883 










Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03 


.C3 




Gene. No. 


2677 




Strand 








Start 


32764 




End 


' 40429 






Name 


OJ990713 09.9A03.C3 


. o2. tm 


Method 


TBLASTX : Maize 






Start 


33586 




End 


33891 





1352 



GI 


none 




Score 


170 


Exons 


33586. .33891, 33587. 


.33874 






Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


ol2.tw 


Method 


TBLASTX: Wheat 


Start 


34033 




End" 


34389 


GI 


none 




Score 


110 


Exons 


34033. .34389, 34034. 


.34381 






Seq. No. 


1308 . 




Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


34294 




End 


34677 


GI 


none 




Score 


68 


Exons 


34294. .34542, 34316. 


.34414, 


34552.-34677 


Seq. No. 


1308 




Seq. ID 


OJ990713_09. 9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


olO.tw 


Method 


TBLASTX: Wheat 


Start 


34393 




End 


34801 


GI 


none 




Score 


59 


Exons 


34393. . 34473, 34393. 


.34566, 


34574. .34801, 3457 6 .. 34 800 " 


Seq. No. 


1308 




Seq. ID 


OJ990713_09. 9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


ol . ts 


Method 


TBLASTX: Soybean 


Start 


34890 




End 


35291 


GI 


none 




Score 


99 


Exons 


34890. .35291, 35131. 


.35289 






Seq. No. 


1308 




Seq. ID 


OJ990713_09. 9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 


Start 


34945 




End 


35369 


GI 


none 




Score 


295 


Exons 


34945.^35322, 34947. 


.35369 






Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


o3.tm 


Method 


TBLASTX: Maize 


Start 


35043 




End 


35426 


GI 


none 




Score 


147 


Exons 


35043. .35426, 35044. 


.35322, 


35313. .35399 


Seq. No. 


1308 




Seq. ID 


OJ990713_09.9A03.C3 


Gene No. 


2677 




Strand 




Start 


32764 




End 


40429 


Name 


OJ990713 09.9A03.C3. 


ol.tm 


Method 


TBLASTX: Maize ■ 


Start 


35454 




End 


35810 


GI 


none 




Score 


212 



1353 



Exons 



35454. .35810, 35455.. 35748 



Seq. No. 1308 

Gene No. 2677 

Start 32764 

Name 0 J9907 1 3_0 9 . 9A0 3 . C3 . o2 . t w 

Start 35484 

GI none 

Exons 35484. .35939, 35485.. 35940 



Seq. ID OJ990713_09. 9A03.C3 
Strand 

End 40429 

Method TBLASTX : Wheat 

End 35940 

Score 366 



'Z GI 



"Z ST 

m 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1308 
2677 
32764 

OJ9907 13_09 . 9A03 . C3 . o4 . np 
35952 
5902444 

35952. .37611, 37 938 .. 38226, 40398.. 40429 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ.990713_09.9A03.C3 
Strand 

40429 
AAT/NAP 
40429 
1070 



End 

Method 

End 

Score 



1308 
2677 
32764 

OJ990713_09. 9A03.C3.o9.tw 
36132 
>none 



Seq. ID OJ990713_09. 9A03.C3 
Strand 

End 40429 

Method TBLASTX : Wheat 

End 36587 

Score 145 



36132. .36368, 36142 .. 36366, 36405 36587 , 36406.. 36579 



1308 
2677 
32764 

OJ990713JD9 . 9A03 . C3 . oil . tw 

37171 

none 

37171. .37569 

1308 
2677 
32764 

OJ9907 13_09 . 9A03 . C3 . 08 . tm 

37333 

none 

37333. .37572 



Seq. ID OJ990713_09. 9A03.C3 
Strand 

End 40429 

Method TBLASTX : Wheat 

End 37569 

Score 258 



Seq. ID OJ990713_09.9A03.C3 
Strand 

End 40429 

Method TBLASTX : Maize 

End 37572 

Score 192 



Seq. No. 1309 
Gene No. 2678 
Start 262 

Name OJ9907 13_09 . 9A03 . C4 . ol . gs 

Start 262 
GI none 

Exons 262.. 384, 1320.. 1411, 2497.. 

6555. .6780, 7338.. 7425, 7498 
8410. .8613, 8705. .8778, 8916 
9529.. 9672, 9753.. 9866, 9945 
11063. .11194, 11285. .11377, 
13158. .13247, 13409. .13552, 
16682. .16932, 17569 .. 17711, 



Seq. ID OJ990713_09.9A03.C4 
Strand + 
End 20841 
Method GEN SCAN 
End 20814 
Score . 64 
2541, 2777.. 2936, 5327.. 5460, 
.7679, 7735. .7864, 7897. .8051, 
.9041, 9121.. 9214, 9316.. 9399, 
.10001, 10084. .10158, 10283 .. 10387 , 
11482. .11559, 11649. .11903, 
15694. .16141, 16428. .16586, 
17882. .19143, 20213.. 20814 



1354 



Seq. No. 


1309 




Seq. ID 


OJ990713_ 


09. 9A03.C4 


Gene No. 


2678 




Strand 


+ 




Start 


262. 




End 


20841 




Name 


OJ990713 09. 


9A03.C4.ol.gp 


Method 


AAT/GAP 




Start 


2734 




End 


6993 




GI 


none 




Score 


1677 




Exons 


2734. .2885, 


2971. .3064, 5327 


. .5519, 6555. .6993 




Seq. No. 


1309 




Seq. ID 


OJ990713_ 


09.9A03.C4 


Gene No. 


2678 




Strand 


+ 




Start 


' 262 




End 


20841 




Name 


OJ990713 09. 


9A03.C4 .ol.np 


Method 


AAT/NAP 




Start 


7911 




End 


13585 




GI 


6466963 




Score 


2175 




Exons 


7911. .8055, 


8458. .8613, 8705 


..8778, 8916. .9041, 


9121. .9214, 




9316. .9399, 


9529.-9672, 9753 


..9875, 9951. .10001, 


10084. .10158, 




10283. .10387, 11063 11194 , 


11285. .11377, 11482. 


.11559, 



GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No; 
Gene No. 
Start 



11649. .11903, 12334. .12414, 12682 . . 128'8 9, 12969 13074 , 
13158. .13247, 13409.. 13585 

(AC009176) putative heat-shock protein [Arabidopsis thaliana] 
gi | 6648189|gb|AAF21187.1|AC013483_ll (AC0134 83) putative 
heat-shock protein [Arabidopsis thaliana] 



1309 
2678 
262 

OJ9907 13_09 . 9A03 . C4 . o2 . gp 
12969 

75656JL.R1084 
12969. .13074, 13158 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13247, 13409. .13831 
1 1076758/pir M S49340 9.0e-31 heat-shock protein precursor - rye 

>gi_2130093_pir S65776 heat-shock protein, 82K, precursor - rye 

>gi_556673_emb_CAA82945_ (Z30243) heat-shock protein [Secale 
cereale] 1 



OJ990713_09.9A03.C4 

+ 

20841 
AAT/GAP 
13831 
1129 



1309 Seq. ID 

2678 Strand 
262 End 
0 J 9 9 0 7 1 3_0 9 . 9A0 3 . C 4 . o2 . np Method 
17886 End 
6466960 Score 
17886. .17938, 18008 . .18173, 18252 .. 1914 3, 20213. .20841 
(AC009176) unknown protein [Arabidopsis thaliana] 
gi|6648190|gb|AAF21188.1|AC013483_12 (AC013483) unknown protein 
[Arabidopsis thaliana] 



OJ990713_09.9A03.C4 
+ 

20841 
AAT/NAP 
20841 
1569 



1309 
2678 
262 

OJ990713_09.9A03.C4.o3.gp 

19089 

none 

19089. .19143, 20213.. 20619 

1309 
2679 
24029 



Seq. ID OJ990713_09. 9A03.C4 

Strand + 

End 20841 

Method AAT/GAP 

End 20619 

Score 900 



Seq. ID OJ990713_09. 9A03.C4 
Strand + 
End 26976 



1355 



Naine 


OJ990713 09.9A03.C4.o3.np 


Method 


AAT/NAP 


Start 


24029 


End 


25801 


GI 


4263779 


Score 


341 


Exons 


24029. .24095, 24 122 .. 24 64 9, 25782.. 25801 


GI Descrip. 


(AC006068) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


1309 


Seq. ID 


OJ990713_09.9A03.C4 


Gene No. 


2679 


Strand 


+ 


Start 


24029 


End 


26976 


Name 


OJ990713 09.9A03.C4.o4.np 


Method 


AAT/NAP 


Start 


25668 


End ' 


26976 


GI 


5777617 


Score 


84 


Exons 


25668. .25734, 26891.. 26976 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza ; 


sativa] 


Seq. No. 


1309 


Seq. ID 


OJ990713_09.9A03.C4 


Gene No. 


2680 


Strand 


+ 


Start 


27758 


End 


27953 


Name 


OJ990713 09.9A03.C4.o5.np 


Method 


AAT/NAP 


Start 


27758 


End 


27953 


GI 


5441879 


Score 


82 


Exons 


27758. .27953 






GI Descrip. 


(AP000367) ESTs AU070372 (S13446) , AU075541 (S0353) correspond 



region of the predicted gene.; Similar -to Arabidopsis thaliana 
BAC -genomic sequence. (AC002292) [Oryza sativa] 



Seq. No. 


1309 


Seq. ID 


OJ990713_09. 


9A03.C4 


Gene No. 


2681 


Strand 


+ 




Start 


29060 


End 


32146 




Name 


OJ990713 09.9A03.C4.o5.gp 


Method 


AAT/GAP 




Start 


29060 


End 


32146 




GI 


14968 1.R1084 


Score 


975 




Exons 


29060. .29179, 30636 .. 30792, 


31885. .32146 




GI Descrip. 


•3935169 5.0e-26 (AC004557) 


F17L21.12 


[Arabidopsis 


thaliana] 


Seq. No. 


1309 


Seq. ID 


OJ990713_09. 


9A03.C4 


Gene No. 


2681 


Strand 


+ 




Start 


29060 


End 


32146 




Name 


OJ990713 09.9A03.C4.o6.np 


Method 


AAT/NAP 




Start 


30633 


End 


31928 




GI 


3935169 


Score 


256 




Exons 


30633. .30792, 31885.. 31928 








GI Descrip. 


(AC004557) F17L21.12 [Arabidopsis thaliana] 




Seq. No. 


1309 


Seq. ID 


OJ990713_09. 


9A03.C4 


Gene No. 


2682 


Strand 






Start 


20737 


End 


21185 




Name 


OJ990713 09.9A03.C4.o4.gp 


Method 


AAT/GAP 




Start 


20737 


End 


21185 




GI 


none 


Score 


864 




Exons 


20737. .21185 








Seq. No. 


1309 


Seq. ID 


OJ990713_09. 


9A03.C4 


Gene No. 


2683 


Strand 






Start 


27066 


End 


27443 




Name 


OJ990713 09. 9A03.C4.o3.gs 


Method 


GEN SCAN 




Start 


27066 


End 


27443 





1356 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 

!!fl Exons 



Seq. No. 
Gene No. 

!:H start 
flj Name 

i3 Start 

n GI 

^ Exons 

I 1 * Seq. No. 
i;3 Gene No. 
H Start 

Name 
M Start 

GI 

Exons 



none 
27066. 



Score 



98 



.27443 



1309 
2684 
27638 

OJ9907 1 3_0 9 . 9A03 . C4 . o4 . gs 

27638 

none 

27638. .28410, 28905.. 29529 

1309 
2685 
30474 

OJ990713_09.9A03.C4.o4.tm 

2890 

none 

2890.. 3000, 3007.. 3060, 3008. 
5324. .5518, 5326. .5517, 6553. 

1309 
2685 
30474 

0 J9907 13_0 9 . 9A03 . C4 . o4 . ts 

3007 . 

none 

3007. .3063, 3008. .3064, 5319. 
6553. .6687, 6554. .6685 

1309 
2685 
30474 

OJ9907 13_09 . 9A03 . C4 . 06 . tc 

3011 

none 

3011. .3064, 5319. .5489, 5324. 

1309 
2685 
30474 

OJ990713_09. 9A03.C4.o9.tm 

8412 

none 



Seq. ID OJ990713_09.9A03.C4 
Strand 

End 29529 

Method GENSCAN 

End 29529 

Score . 63 



Seq. ID OJ990713_09. 9A03.C4 
Strand 

End 32040 

Method TBLASTX : Maize 

End 6694 

Score 101 
.3064, 3008. .3064, 5323. .5517; 
.6684, 6553. .6684, 6554. .6694 

Seq. ID OJ990713_09.9A03.C4 
Strand 

End 32040 

Method TBLASTX : Soybean 

End 6687 

Score 94 

.5498, 5324.. 5518, 5326. .5517, 



Seq. ID OJ990713_09.9A03.C4 
Strand 

End 32040 

Method TBLASTX : Cress 

End 5518 

Score 78 
.5518, 5326.. 5517 

Seq. ID OJ990713_09.9A03.C4 
Strand 
End 

Method 
End 
Score 



32040 

TBLASTX: Maize 

8734 

151 



8412. .8588, 8418. .8567, 8419. .8583, 8435. .8587, 8437. .8604, 
8521. .8616, 8556.-8639, 8690. .8734, 8702.. 8734 



Seq. No. 1309 
Gene No. 2685 
Start 30474 

Name OJ990713_09 . 9A03 . C4 . o4 . tc 

Start 8545 
GI none 
Exons 8545.. 8619, 

9119. .9214, 

9473.. 9580, 



8702. .8776, 8898. 
9121.. 9216, 9312. 
9510.. 9626, 9523. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.9041, 
.9401, 
.9624, 



OJ990713 09.9A03.C4 



32040 

TBLASTX: Cress 
9639 
44 

8914. .9042, 9112. 
9315.. 9380, 9316. 
9525.. 9638, 9529. 



.9216, 
.9402, 
.9639 



Seq. No. 



1309 



Seq. ID OJ990713_09.9A03.C4 



1357 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



2685 Strand 

30474 End 

OJ9907 13_09 . 9A03 . C4 . ol . tw Method 

8590 End 

none Score 



32040 

TBLASTX: Wheat 

9396 

39 



8590..8619 f 8690. .8773, 8702. .8776, 8898. .9041, 8914. .9042, 
9118. .9216, 9119. .9214, 9127. .9216, 9312. .9395, 9315. .9389, 
9316. .9396 



Seq. No. 1309 

Gene No. 2685 

Start 30474 

Name OJ990713_09 . 9A03 . C4 . o3 . tm 

Start 8999 

GI none 

Exons 8999.. 9028, 9000.. 9041, 9000. 

9118.. 9216, 9119.. 9220, 9121. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990713 09.9A03.C4 



32040 

TBLASTX: Maize 
9651 
50 

9041, 9001. .9042, 9107.. 9214, 
9216, 9309.. 9392, 9312.. 9401, 



9316.. 9402, 9512.. 9616, 9523.. 9618, 9527.. 9625, 9529.. 9618, 
9621.. 9650, 9622.. 9651 



"i » 



Seq. No. 1309 

Gene No. 2685 

Start 30474 

Name OJ990713_09 . 9A03 . C4 . o3 . ts 

Start 9148 

GI none 

Exons 9148.. 9216, 9149.. 9214, 9312. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990713_09.9A03.C4 
32040 

TBLASTX: Soybean 

9869 

93 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9401, 9316. .9402, 9527. .9664, 



9528.. 9671, 9529.. 9654, 9539.. 9673, 9544.. 9678, 9750.. 9869, 
9755. .9868 



1309 

2685 

30474 

OJ9907 

9825 

none 

9825. . 

10117. 

10284. 

11122. 

11283. 

11450. 

11646. 

12709. 

12967. 

13408. 



13 09.9A03.C4.o2.tm 



Seq. ID OJ990713_09. 9A03.C4 
Strand 

End 32040 
Method TBLASTX : Mai ze 
End 13597 
Score 80 

9869, 10086. .10157, 10115 .. 10159, 10117 .. 10164 , 
.10158, 10282. .10386, 10283 .. 10387 , 10283 .. 10387 , 
.10388, 11050. .11100, 11060. .11122, 11060 . .11122 , 
.11187, 11124. .11186,. 11126. .11194, 1112 6 .. 11194 , 
.11378, 11284. .11379, 11285 . .11386, 11285 .. 11383, 
.11560, 11481. .11561, 11482. .11559, 114 86 .. 11560, 
.11903, 11648. .11905, 11649. . 11906, 12708 .. 12896, 
.12888, 12710. .12892, 12915 .. 13076, 12961 .. 1308 9, 
.13086, 13152. .13259, 13165 .. 13242, 13173 .. 1324 4 , 
.13485, 13409. .13492, 134 83 .. 13533, 13529.. 13597 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1309 
2685 
30474 

OJ9907 13_09 . 9A03 . C4 . o9 . ts 
10117 



none 

10117. 

11060. 



Seq. ID OJ990713_09. 9A03.C4 
Strand 

32040 

TBLASTX : Soybean 
11170 
89 



End 

_ Method 

End 
Score 

10164, 10117. .10164, 10283. .10387, 10285 .. 1038 6, 
11098, 11111.. 11170 



Seq. No. 



1309 



Seq. ID OJ990713_09. 9A03.C4 



1358 



u 

in 



3 ^ 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
]?. Gene No. 
"y Start 
; Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2685 Strand 

30474 End 

OJ990713JD9 . 9A03 . C4 . o2 . tc Method 

11111 End 

none Score 



32040 

TBLASTX: Cress 

11894 

130 



11111. .11194, 11152. .11193, 11276. .11386, 11285 .. 11386, 
11287. .11388, 11482. .11559, 114 91 11553, 1164 6 .. 11876, 
11648. .11893, 11649. .11894 



1309 
2685 
30474 

OJ9907 13_09 . 9A03 -C4.o3.tw 
11161 



End 

Method 
End 

none Score 
11161. .11193, 11162. .11194, 11281 .. 11382 , 11283 .. 11378 , 
11284. .11388, 11285. .11386, 11482 .. 11559, 114 91 .. 11526, 
11648. .11689, 11649.. 11690 



Seq. ID OJ990713_09.9A03.C4 
Strand 

32040 

TBLASTX: Wheat 
11690 
57 



1309 
2685 
30474 

OJ990713_09 . 9A03 . C4 . o2 . ts 
11171 
none 



Seq. ID OJ990713_09.9A03.C4 
Strand 

End 32040 

Method TBLASTX : Soybean 

End 13477 

Score 34 



11171. .11194, 11281. .11382, 11283 11381, 11285 .. 11386, 

11285. .11383, 11481. .11561, 11482 .. 11559, 1164 8 .. 11905, 

11649. .11906, 12711. .12896, 12770 .. 128 92 , 12961 .. 13092 , 

12966. .13070, 13152 .. 13259, 13409.. 13477 



1309 Seq. ID 

2685 Strand 

30474 End 

OJ990713_09 . 9A03 . C4 . o5 . tw Method 

11691 End 

none Score 

11691. .11906, 11693. .11818, 

12768. .12896, 12961.. 13047 

1309 . ' Seq. ID 

2685 Strand 

30474 End 

OJ990713_09.9A03.C4.o3.tc Method 

12711 End 

none Score 



OJ990713_09.9A03.C4 
32040 

TBLASTX: Wheat 
13047 
183 

11867. .11905, 12767. .12889, 



OJ990713JD9. 9A03.C4 
32040 

TBLASTX :Cress 

13477 

199 



12711. .12896, 12770. .12892, 12961 .. 13092 , 12967 1307 4 , 
13152. .13259, 13402 .. 13476, 13409. .13477 



1309 
2685 
30474 

OJ990713_09 . 9A03 . C4 . o5 . tm 
17762 
none 



Seq. ID OJ990713_09.9A03.C4 _ 



Strand 
End 

Method 

End 

Score 



32040 

TBLASTX: Maize 

18295 

56 



17762. .17803, 17883 ... 17915, 17885 .. 17929, 18000 .. 18152 , 
18002. .18154, 18245. .18295, 18251.. 18292 



1359 




Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040. 




Name 


OJ990713 09.9A03.C4 


.06. ts 


Method 


TBLASTX: Soybean 




Start 


18000 




End 


18560 




GI 


none 




Score 


57 




Exons 


18000. .18086, 18008 


. .18061, 


18066. .18140, 18068. .18145, 






18276. .18560, 18422 


. .18559 








Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name . 


OJ990713 09.9A03.C4 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


18282 




End 


19111 




GI 


none 




Score 


137 




Exons 


18282. .18434, 18453 


. .18875, 


18455. .18874, 18 632 18877 , 






18860. .19057, 18873 


. .19058, 


19049. .19111 




Seq. No. 


1309 




Seq. ID 


OJ990713_09. 9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


18479 




End 


18639 




GI 


none 




Score 


227 




Exons 


18479. .18637, 18483 


. .18638, 


18583,. 18639 




Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


18564 




End 


20385 




GI 


none 




Score 


734 




Exons 


18564. .19109, 18566 


. .19087, 


20194. .20385, 20205.. 20378 




Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


-C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18654 




End 


20850 




GI 


none 




Score 


94 




Exons 


18654. .18704, 18655 


. .18693, 


18656. .18697, 18706 .. 18759, 





-18707- .18760, .18708 .. 18758 , 18759. . 19142, 18760 .. 1902 6, 

18761. .19141, 18763. .19143, 18764 1914 4 , 20206 .. 20697 , 

20206. .20388, 20211 .. 20519, 20480 20737 , 20481 20723, 

20721. .20804, 20737 .. 20808, 20743. .20850 



Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03. 


C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4 


.06. tw 


Method 


TBLASTX .-Wheat. 




Start 


18795 




End 


19016 




GI 


none 




Score 


178 




Exons 


18795. .19016, 18872 


. .19015 








Seq. No. 


1309 




Seq. ID 


OJ990713_09. 9A03. 


C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 





1360 



Name 


OJ990713 09.9A03.C4. 


o9.tc 


Method 


TBLASTX: Cress 




Start 


20211 




End 


20379 




GI 


none 




Score 


198 




Exons 


20211. .20378, 20212. 


.20379 








Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


£ boo 




o Tirana 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


20380 




End 


20688 




GI 


none 




Score 


342 




Exons 


20380. .20688, 20457. 


.20516 








Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


20389 




End 


20784 




GI 


none 




Score 


64 




Exons 


20389. .20457, 20449. 


.20703, 


20460. .20519, 20734.. 20784 




Seq. No. 


1309 




Seq. ID 


OJ990713JD9. 9A03 


.C4 


Gene No . 


o c o c 
Z OOO 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713*09.9A03.C4. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


24201 




End 


24561 




GI 


none 




Score 


135 




Exons 


24201. .24323, 24202. 


.24336, 


24385, .24561 




Seq. No. 


1309 




Seq. ID 


OJ990713_09. 9A03 


.C4 


Gene No. 


O f o c 
ZDOO 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


24204 




End 


24477 




GI 


none 




Score 


172 




Exons 


24204. .24362, 24205. 


.24363, 


24384 . .24476, 24385. .24477 




Seq. No. 


1309 




Seq.-. ID 


OJ990713_09.9A03 


.C4 


Gene No . 


zooo 




Strand 






Start 


30474 




End 


32040 




Name 


' OJ990713 .09.9A03.C4. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


24204 




End 


24540 




GI 


none 




Score 


157 




Exons 


24204. .24320, 24205. 


.24336, 


24381. .24533, 24382. .24540 




Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No . 


2oo5 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4. 


o8.tc 


Method 


TBLASTX: Cress 




Start 


24205 




End- 


24561 




GI 


none 




Score 


125 




Exons 


24205. .24336, 24240. 


.24308, 


24385.. 24561 




Seq. No. 


1309 




Seq. ID 


OJ990713_09.9A03 


.C4 


Gene No. 


2685 




Strand 






Start 


30474 




End 


32040 




Name 


OJ990713 09.9A03.C4. 


o5 .gs 


Method 


GENSCAN 





1361 



# • 



Start 


30474 


End 


32033 




GI 


none 


Score 


.52 




Exons 


30474. .30497, 30641. .30717, 


31982. .32033 




Seq. No. 


1309 


Seq. ID 


OJ990713_09.9A03, 


,C4 


Gene No. 


2685 


Strand 






Start 


30474 


End 


32040 




Name 


OJ990713 09.9A03.C4.o7.tm 


Method 


TBLASTX: Maize 




Start 


30624 


End 


32040 




GI 


none 


Score 


259 




Exons 


30624. .30791, 30635. .307 93, 


30635. .30790, 31881 .. 31934 , 






31886. .31927, 31936.. 32040 








Seq. No. 


1309 


Seq. ID 


OJ990713 09.9A03.C4 


Gene No. 


2685 


Strand 






Start 


30474 


End 


32040 




Name 


OJ990713 09.9A03.C4.o7.tc 


Method 


TBLASTX: Cress 




Start 


30630 


End ' 


31931 




GI 


none 


Score 


219 




Exons 


30630. .30791, 30635. .30793, 


30635. .30790, 30657 .. 30800, 






31881. .31931 








Seq. No. 


1309 


Seq. ID 


OJ990713_09.9A03, 


X4 


Gene No. 


2685 


Strand 






Start 


30474 


End 


32040* 




Name 


OJ990713 09. 9A03.C4 .o2.tw 


Method 


TBLASTX: Wheat 




Start 


30635 


End 


31948 




GI 


none 


Score 


260 




Exons 


30635. .30790, 30636. .30791, 


30636. .30800, 30637 .. 30801, 






31881. .3194 3, 31884. .31943, 


31885. .31947, 31886.. 31948 




Seq. No. 


1309 


Seq. ID 


OJ990713_09.9A03, 


,C4" 


Gene No. 


2685 


Strand 






Start 


30474 


End 


32040 




Name 


OJ990713 09.9A03.C4.o8.ts 


Method 


TBLASTX: Soybean 




Start 


30635 


End 


30797 




GI 


none 


Score 


237 




Exons 


30635. .30796, 30636.. 30797 








Seq. No. 


1310 


Seq. ID 


OJ990713_09.9A03, 


.C5 


Gene No. 


2686 


Strand 


+ 




Start 


3259 


End 


10721 




Name 


OJ990713 09.9A03.C5.ol.np 


Method 


AAT/NAP 




Start 


3259 


End 


6279 




GI ' 


1778095 


Score 


1065 




Exons 


3259. .3399, 3494.. 3840, 4164 


..5140, 6159.. 6279 




GI Descrip. 


(U64903) putative sugar transporter; member of major 






facilitative superfamily; integral membrane protein [Beta 




vulgaris] 








Seq. No. 


1310 


Seq. ID. 


OJ990713_09.9A03, 


.C5 


Gene No. 


2686 


Strand 


+ 




Start 


3259 


End 


10721 ' 




Name 


OJ990713 09.9A03.C5.ol.gp 


Method 


AAT/GAP 




Start 


3714 


End . ' 


4417 




GI 


LIB3431-005-P1-K1-F9 


Score 


699 




Exons 


3714.. 3840, 4164.. 4417 









1362 




GI Descrip. '1778095 5.0e-44 (U64903) putative sugar transporter; member of 
major facilitative superfamily; integral membrane protein [Beta 





vulgaris] ' 














1310 








Seq. ID 


OJ990713_09.9A03.C5 


Gene No. 


2686 








Strand 


+ 


Start 


3259 








End 


10721 


Name 


OJ990713 09. 


9A03. 


C5.o2. 


np 


Method 


AAT/NAP 


Start 


6014 








End 


9647 


GI 


6862925 








Score 


259 


Exons 


6014. .6346, 


6915. 


.7176, 


9519. 


.9647 




GI Descrip. 


(AC018907) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


1310 








Seq. ID 


OJ990713_09. 9A03.C5 


Gene No. 


2686 








Strand 


+ 


Start 


3259 








End 


10721 


Name 


OJ990713 09. 


9A03. 


Lj . OZ . 


9 s 


Method 


GENS CAN 


Start 


8600 








End 


10721 


GI 


none 








Score 


.88 


Exons 


8600. .8757, 


8789. 


. O 7^ / , 




.9006, 9897.. 10002, 10405.. 10721 


Seq. No. 


1310 








Seq. ID 


OJ990713_09.9A03.C5 


Gene No. 


2687 








Strand 


+ 


Start 


11071 








End 


12447 


Name 


OJ990713 09. 


9A03. 


PC _ -3 


gs 


Method 


GENS CAN 


Start 


11071 








End 


12447 


GI 


none 








Score 


.94 


Exons 


11071. .12447 










Seq. No. 


1310 








Seq. ID 


OJ990713_09.9A03.C5 


Gene No. 


2688 








Strand 




Start 


4957 








End 


5255 


Name 


OJ990713 09. 


9A03. 




9P 


Method 


AAT/GAP 


Start 


4957 








End 


5255 


GI 


none 








Score 


578 


Exons 


4957. .5255 












Seq. No. 


1310 








Seq. ID 


OJ990713_09.9A03.C5 


Gene No. 


2689 








Strand 




Start 


16104 








End 


17061 


Name 


OJ990713 09. 


9A03. 


C5.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3330 








End 


3705 


GI 


none 








Score 


94 


Exons 


3330. .3398, 


3492. 


.3683, 


3493. 


.3696, 3493.. 3705 


Seq. No. 


1310 








Seq. ID 


OJ990713_09.-9A03.C5 


Gene No. 


2689 








Strand 




o tar z 


16104 








End 


17061 


Name 


OJ990713 09. 


9 AO 3. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start . 


3333 








End 


5024 


GI 


none 








Score 


114 


Exons 


3333. .3401, 


3335. 


.3400, 


3481. 


.3726, 3492.. 3623, 3493.. 3843, 




3495. .3839, 


4155. 


.4244, 


4161. 


.4421, 4163. .4384, 4476. .4496, 




4493. .4768, 


4494. 


.4769, 


4512. 


.4775, 4869. .5015, 4871. .4999, 




4986. .5024 












Seq. No. 


1310 








Seq. ID 


OJ990713_09. 9A03.C5 



1363 






Gene No. 


2689 






Strand 








Start 


16104 






End 


17061 






Name 


OJ990713 09. 


9 AO 3 


.C5.ol.ts 


Method 


TBLASTX: Soybean 






Start 


3333 






End 


5132 






GI 


none 






Score 


90 






Exons 


3333. .3398, 


3366 


..3398, 3492 


..3842, 3493.-3843, 4151. .4381 






4155. .4418, 


4497 


..4763, 4536 


..4595, 4541. .4756, 4641. .4775 






4871. .4993, 


4872 


..5015, 5063 


..5125, 5079.. 5132 






Seq. No. 


1310 






Seq. ID 


OJ990713_09.9A03 


.C5 




Gene No. 


Zoo 3 






Strand 








Start 


16104 






End 


17061 






Name 


OJ990713 09. 


9 AO 3 


.C5.ol.tw 


Method 


TBLASTX: Wheat 






Start 


4193 






End 


4418 






GI 


none 






Score 


239 






Exons 


4193. .4384, 


4194 


. .4418 










Seq. No. 


1310 






Seq. ID 


OJ990713_09.9A03 


.C5 




Gene No. 


2689 






Strand 








Start 


16104 






End 


17061 






Name 


OJ990713 09. 


9 AO 3 


-C5.ol.tc 


Method 


TBLASTX: Cress 






Start 


4200 






End 


4610 






GI 


none 






Score 


222 




□ 


Exons 


4200. .4418, 


4223 


..4384, 4493 


..4609, 4497. .4610 




o 


Seq. No. 


1310 






Seq. ID 


OJ990713_09.9A03 


.C5 




Gene No. 


2689 






Strand 






= u 


Start 


16104 






End 


17061 




: 


Name 


OJ990713 09. 


9 AO 3 


.C5.o2.tm 


Method 


TBLASTX: Maize 






Start 


6017 






End 


6308 






GI 


none 






Score 


288 




: ™ 
's SK? 

! = i S 


Exons 


6017. .6307, 


6018 


. .6308 








11 


Seq. No. 


1310 






Seq. ID 


OJ990713_09.9A03 


.C5 




Gene No. 


2689 






Strand 






L_i 


Start 


16104 






End 


17061 






Name 


OJ990713 09. 


9 AO 3 


. C5.o4 .gs 


Method 


GENSCAN 




{:£ 


Start 


16104 






End 


17061 






GI 


none 






Score 


.4 




r "i 


Exons 


16104. .16438 


, 16982.. 17061 








: = — 


Seq. No. 


1311 






Seq. ID 


OJ990713_09.9A03 


.C6 




Gene No. 


2690 






Strand 


+ 






Start 


104 96 






End 


17877 






Name 


OJ990713 09. 


9 AO 3 


. C6 . o3 . gs 


Method 


GENSCAN 






Start 


10496 






End 


17877 






GI 


none 






Score 


.45 






Exons 


10496. .11613 


, 15810. .15933, 


16029. .16751, 16925. .17372, 








17609. .17877 














Seq. No. 


1311 






Seq. ID 


OJ990713_09.9A03 


.C6 




Gene No. 


2691 






Strand 


+ 






Start 


18597 






End 


24075 






Name 


OJ990713 09. 


9 AO 3 


. C6.o5.np 


Method 


AAT/NAP 






Start 


18597 






End 


24075 






GI 


4680199 






Score 


243 






Exons 


18597. .18624 


, 21483. .22052, 


22149. .22264, 24050. .24075 





1364 



y 



"'4 



GI Descrip. 


(AF114171) hypothetical .protein [Sorghum bicolor] 


Seq. No. 


1311 


Seq. ID 


OJ990713_09 


Gene No. 


2692 


Strand 




btart 


4593 


End 


do yo 


Name 


OJ990713 09.9A03.C6.o3.np 


Method 




Start 


4593 


End 


jo y o 


GI 


6815099 


Score 




Exons 


4593.. 4722, 5829.-5898 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


oo. L 1 Vd J 


Seq. No. 


1311 


beq. iu 


OJ990713_09 


Gene No. 


2693 


Strand 




Start 


6288 


hn& 


D f± 1 / 


Name 


OJ990713 09. 9A03 . C6 . ol . gp 


Method 




Start 


6288 


hna 


D f± X / 


GI 


none 


Score 


171 

J. / X 


Exons 


6288 . . 6417 






Seq. No. 


1311 


Seq. ID 


OJ990713_09 


Gene No. 


2694 


Strand 




Start 


7278 


End 


/ O 0 3 


Name 


OJ990713 09.9A03.C6.o2.gs 


Method 




Start 


7278 


End 


/ O 0 4 


GI 


none 


Score 


O Q 
. OO 


Exons 


7278. .7384, 7761. .7884 






Seq. No. 


1311 


Seq. ID 


OJ990713_09 


Gene No. 


2695 


Strand 




Start 


8827 


End 


9261 


Name 


OJ990713 09.9A03.C6.o2.gp 


Method 


AAT/GAP 


Start 


8827 


End 


9261 


GI 


LIB3432-059-P1-K1-D8 


Score 


654 


Exons 


8827. .9261 






GI Descrip. 


'5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sat 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


1311 


Seq. ID 


OJ990713_09 


Gene No. 


2696 


Strand 




Start ; 


■17537-.- 


End 


18080 


Name- 


OJ990713 09.9A03.C6.o3.gp 


Method 


AAT/GAP 


Start 


17537 


End 


18080 


GI 


3762464 


Score 


690 


Exons 


17537. .17563, 17585 17869, 


17899. .18080 


Seq. No. 


1312 


Seq. ID 


OJ990713_09 


Gene No. 


2697 


Strand 


+ 


Start 


305 


End 


697 


Name 


OJ990713 09.9A03.C7.ol.gs 


Method 


GENSCAN 


Start 


305 


End 


697 


GI 


none 


Score 


.95 


Exons 


305. .495, 557. .697 







Seq. No. 1312 

Gene No. 2698 

Start ' 4137 

Name OJ990713 09 . 9A03 . C7 . o2 . gs 



Seq. ID OJ990713_09.9A03.C7 
Strand + 
End . 5642 
Method GENSCAN 



1365 



.5 St 

u 



Start 


4137 


End 


5642 




GI 


none 


Score 


.8 




Exons 


4137. .4139, 4573.. 4617, 4784 


..4919, 5551. .5642 




Seq. No. 


1312 


Seq. ID 


OJ990713_ 


09. 9A03.C7 


Gene No. 


2699 


Strand 


+ 




Start 


6345 


End 


8715 




Name 


OJ990713 09.9A03.C7.ol.np 


Method 


AAT/NAP 




Start 


6345 


End 


8715 




GI 


5915841 


Score 


1396 




Exons 


6345.. 6833,. 7147.. 7602, 8092 


. .8715 






GI Descrip. 


CYTOCHROME P450 71E1 gi 1 2766452 (AF029858) cytochrome P450 . 


CYP71E1 [Sorghum bicolor] 








Seq. No. 


1312 


Seq. ID 


OJ990713__ 


09.9A03.C7 


Gene No. 


2699 


Strand 


+ 




Start 


6345 


End 


8715 




Name 


OJ990713 09.9A03.C7.o3.gs 


Method 


GENSCAN 




Start 


6345 


End ~ 


8715 




GI 


none 


Score 


.97 




Exons 


6345.. 6833, 7147.. 7602, 8092 


. .8715 






Seq. No. 


1312 


Seq. ID 


OJ990713_ 


_09.9A03.C7 


Gene No. 


2700 


Strand 


+ 




Start 


17583 


End 


26495' 




Name 


OJ990713 09.9A03.C7.o3.np 


Method 


AAT/NAP 




Start 


17474 


End 


26495 




GI 


6729499 


Score 


2541 




Exons 


17474. .17869, 18113. .18236, 


18752. .18E 


537 , . 18942. 


.19026, 




21114. .21273, 21377. .21453, 


21680. .21733, 21817. 


.21907, 




22013. .22314, 22416 .. 22691, 


22770. .23083, 23176. 


.23336, 




23410. .23522, 23611. .23748, 


2432S..24534, 24639. 


.24971, 




25085. .25375, 26408.. 26495 








GI Descrip. 


(AL132966) ABC transporter-li:ke protein [Arabidopsis thaliana 


Seq. No. 


1312 


Seq. ID 


OJ990713_ 


_09.9A03.C7 


Gene No. 


2700 


Strand 


+ 




Start 


17583 


End 


2 64 95 




Name 


OJ990713 09.9A03.C7.o6.gs 


Method 


GENSCAN 




Start 


17583 ; 


End 


25375 




GI 


none 


Score 


.72 




Exons 


17583. .17873, 18752 .. 18837, 


18942. .19026, 19858. 


.20031, 




20087. .20180, 20213 .. 20378, 


20797. .21005, 21097. 


.21273, 




21377. .21453, 21817 21907, 


22013. .22314, 22770. 


.23083, 




23176. .23336, 23410 .. 23513, 


23602. .23755, 24217. 


.24324, 




24461. .24534, 24639 .. 24971, 


25085. .25375 




Seq. No. 


1312 


Seq. ID 


OJ990713_ 


09. 9A03.C7 


Gene No. 


2701 


Strand 






Start 


13008 


End 


14054 




Name 


OJ990713 09.9A03.C7.o5.gs 


Method 


GENSCAN 




Start 


' 13008 


End 


14054 




GI 


none 


Score 


.46 




Exons 


13008. .13115, 13504. .13547, 


13943. .14054 





Seq. No. 
Gene No. 



1312 
2702 



Seq. ID 
Strand 



OJ990713 09.9A03.C7 



1366 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



15655 End 

OJ990713_09 . 9A03 . C7 . o5 . tm Method 

4759 End 

none Score 



17377 

TBLASTX: Maize 

17362 

68 



4759.. 4827, 4760.. 4825, 16369 .. 16524 , 16376 16531, 
16518. .16631, 16525. .16602, 16605 16634 , 16663 .. 16716, 
16667. .16720, 17294 .. 17362 



1312 
2702 
15655 

OJ9907 13_09 . 9A03 . C7 . o4 . tc 

4762 

none 



Seq. ID OJ990713_09.9A03.C7 
Strand 

End 17377 
Method TBLASTX : Cress- 
End 17375 
Score 42 



4762. .4854, 16130 .. 16198 , 16286 .. 16309, 16318 16524 , 
16379. .16468, 16518 .. 16628, 16522 .. 16602 , 16636 .. 167 16, 







16664. .16720, 17263 .. 17310, 


17294. .17362, 1734 9. .17375 






Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 




Gene No. 


2702 




Strand 








Start 


15655 




End 


17377 






Name 


OJ990713 09.9A03, 


,C7.o4.tm 


Method 


TBLASTX: Maize 






Start 


* 6420 




End 


6836 






GI 


none 




Score" - • 


• 300 






Exons 


6420.. 6659, 6453, 


..6836, 6473 


..6745 








Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 




Gene No. 


2702 




Strand 








Start 


15655 




End 


17377 




III 


Name 


OJ990713 09.9A03. 


.C7.ol.tc 


Method 


TBLASTX: Cress 




as. 


Start 


6453 




End 


8688 






GI 


none 




Score 


76 






Exons 


6453.. 6527, 6467. 


..6526, 6534 


..6908, 6566.. 6751, 8086.. 8 


214, 






8221. .8433, 8314. 


..8418, 8422 


. .8688, 8469. .8687 





Seq. No. 

Gene No. 

Start 

Name 

Start* 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1312 
2702 
15655 . 

OJ990713_09. 

6471 

none 

6471. .6836, 
8463. .8690, 

1312 
2702 
15655 

OJ990713_09, 

8089 

none 

8089. .8277, 
8466. .8684 



9A03.C7 .o2.ts 



8100.. 8273, 8101. 
8801. .8896 



9A03.C7.o2.tm 



Seq. ID OJ990713_09.9A03.C7 

Strand ' - 

End 17377 

Method TBLASTX : Soybean 

End, 8896 

Score 279 

.8433, 8348. .8407, 8425. .8697, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_09.9A03.C7 
17377 

TBLASTX: Maize 

8685 

130 



8273. .8398, 8341. .8418, 8346. .8399, 8422. .8685, 



Seq. No. 1312 Seq. ID 

Gene No. 2702 Strand 

Start 15655 End 

Name OJ990713 09 . 9A03 . C7 . o2 . tw Method 



OJ990713_09.9A03.C7 
17377 

TBLASTX: Wheat 



1367 




Start 


8097 




End 


8400 




GI 


none 




Score 


132 




Exons 


8097. .8270, 8098. .8277, 8273 


..8398, 8338. .8400, 8340. .8399 


Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


> c / 


Gene No. 


2702 




Strand 






Start 


15655 




End 


17377 




Name 


OJ990713 09.9A03.C7 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8418 




End 


8694 




GI 


none 




Score 


79 




Exons 


8418.. 8606, 8428.-8694, 8428 


./8577, 8469.. 8693 




Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 


Gene No. 


2702 




Strand 






Start 


15655 




End 


17377 




Name 


OJ990713 09.9A03.C7 


. o2 . np 


Method 


AAT/NAP 




Start 


15655 




End 


17377 




GI 


3236253 




Score 


389 




Exons 


• 15655. .15773, 16069 


. . 16765, 


17251. . 17377 




GI Descrip. 


(AC004684) putative 


receptor 


-like protein kinase [Arabidopsis 




thaliana] 










Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 


Gene No. 


2703 




Strand 






Start 


21114 




End 


26494 




Name 


OJ990713 09.9A03.C7 


.ol.tm 


Method . 


TBLASTX: Maize 




Start 


21114 




End 


25189 




GI 


none 




Score 


76 




Exons 


21114 . .21245, 24451 


. .24546, 


24609. .24956, 24 638 .. 24 988 , 






24639. .24989, 25088 


. .25189 








Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 


Gene No. 


2703 




Strand 






Start 


21114 




End 


26494 




Name 


OJ990713_09 . 9A03 .C7 


. o3.tc 


Method 


TBLASTX: Cress 




Start 


21114 




End 


25285 




GI 


none 




Score 


80 




Exons 


21114 . .21245, 24639 


. .24959, 


24668. .24958, 25088 .. 25285 , 






25144 . .25284 










Seq. No. 


1312 




Seq. ID 


OJ990713_09. 9A03 


-C7 


Gene No. 


2703 




Strand 






Start 


21114 




End 


26494 




Name 


OJ990713 09.9A03.C7 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


21114 




End 


26494 




GI 


none 




Score 


69 




Exons 


21114. .21245, 21841 


. .21903, 


22003. .22077, 22135 .. 22212 , 






23394. .23507, 24637 


. .24876, 


24638. .24988, 24 639 .. 24 98 9, 






25088. .25378, 25144 


. .25377, 


26399. .26494 




Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 


Gene No. 


2703 




Strand 






Start 


21114 




End 


26494 




Name 


OJ990713 09.9A03.C7 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


21813 




End 


25390 




GI 


none 




Score 


139 




Exons 


21813.-. 21908, 21817 


. .21909, 


22006. .22227, 22014 .. 22232 , 





1368 




22015. .'22233, 25190 .. 25297 , 25313.. 25390 





Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 




Gene No. 


2703 




Strand 








Start 


21114 




End 


26494 






Name 


OJ990713 09.9A03.C7. 


o5 . tc 


Method 


TBLASTX: Cress 






Start 


22129 




End 


22532 






GI 


none 




Score 


227 






Exons 


22129. .22317, 22134. 


.22322, 


22416. .22532- 






Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


. C7 




Gene No. 


2703 




Strand 








Start 


21114 




End 


26'4 94 






Name 


OJ990713 09.9A03.C7. 


o3.ts 


Method 


TBLASTX : Soybean 






Start 


22213 




End 


22700 






GI 


none 




Score 


129 






Exons 


22213. .22317, 22227. 


.22322, 


22428. .22553, 22554 22700 , 








22568. .22687 












Seq. No. 


1312 




Seq. ID 


OJ990713_09.9A03 


.C7 




Gene No. 


2703 




Strand 








Start 


21114 




End 


26494 






Name 


OJ990713 09.9A03.C7. 


o2 . tc 


Method 


TBLASTX: Cress 




.3 


Start 


22836 




End 


23751 






GI 


none 




Score 


218 






Exons 


22836. .23084, 22848. 


.23066, 


22931. .23086, 22 958 .. 23083, 




in 




23173. .23331, 23174. 


.23272, 


.23394. .23519, 23405 .. 23506, 




" j 




23614. .23751 












Seq. No. 


1313 




Seq. ID 


OJ990713_09.9A03 


.C8 


t y 


Gene No. 


2704 




Strand 


+ 




: J 


Start 


1 




End 


2338 




'i i 


Name 


OJ990713 09.9A03.C8. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


. 2335 






GI 


4056482 




Score 


840 






Exons 


1..39, 291. .424, 577 


. 804, 


934. .1105, 


1187. .1441, 2072. 


.2335 




GI Descrip. 


(AC005896) putative ABC transporter [Arabidopsis thaliana] 


:3 


Seq. No. 


1313 




Seq. ID 


OJ990713_09.9A03 


.C8 


!Sf 


Gene No. 


2704 




Strand 


+ 






Start 


1 




End 


2338 






Name 


OJ990713 09.9A03.C8. 


ol.gs 


Method 


GEN SCAN 






Start 


345 




End 


2338 






GI 


none 




Score 


,59 






Exons 


345. .424, 577. .804, 


934.. 1105, 2072.. 2338 






Seq. No. 


1313 




Seq. ID 


OJ990713_09. 9A03 


.C8 




Gene No. 


2705 




Strand 








Start 


3404 




End 


4215 






Name 


OJ990713 09.9A03.C8. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


294 




End 


1441 






GI 


none 




Score 


102 






Exons 


294. .416, 590. .799, 


682. .786, 932. .1108, 1178. .1441 






Seq. No. 


1313 




Seq. ID 


OJ990713_09.9A03 


.C8 




Gene No. 


2705 




Strand 








Start 


3404 




End 


4215 





1369 






Name 


OJ990713 09. 


9 AO 3 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


309 








End 


1288 






GI 


none 








Score 


90 






Exons 


309. .425, 587. .835, 685 


. .786, 


944. .1101 


3, 1184. .1288 






Seq. No. 


1313 








Seq. ID 


OJ990713_09.9A03 


.C8 






2705 








Strand 








Start 


3404 








End 


4215 






Name 


OJ990713 09. 


9 AO 3 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


590 








End 


2173 






GI 


none 








Score 


154 






Exons 


590. .790, 938. .1108, 1178. .1432, 2066. 


.2173 






Seq. No. 










Seq. ID 


OJ990713_09.9A03 


.C8 




bene iNo . 


970^ 








Strand 








Start 


"34 04 








End 


4215 






Name 






• \* o * \j ± . 




Method 


TBLASTX: Cress 






Start 


1304 








End 


2341 






GI 


none 








Score 


110 






Exons 


1 "304 1444 

J. Jul i • J- *i *i *i , 


2045 


2341, 


2051 . 


.2245, 20'77.. 2325 






Seq. No. 


1 Jl J 








Seq. ID 


OJ990713_09. 9A03 


.C8 






970 R 








Strand 








Start 


^4 04 

J 4 U 4 








End 


4215 






Name 










Method 


TBLASTX : Soybean 






Start 


2072 








End 


2340 




5 n 


GI 


none 








Score 


311 






Exons 


9D79 9^R 


9074 


9^40 


2074 


.2337 








Seq. No. 


ijl j 








Seq. ID 


OJ990713_09.9A03 


.C8 


: E 


bene jno . 


97HS 








Strand 








Start 


^404 








End 


4215 






Name 






rft o9 




Method 


GEN SCAN 




Li 


Start 


3404 








End 


4215 




3 


GI 


none 








Score 


.88 




]J 

i. E 


Exons 


^404 ^478 


4096 

*i \J J \J 


4215 










•=3 


Seq. No. 


1 ^1 4 

1 J14 








Seq. ID 


OJ990713_09. 9A03 


.C9 




ijene iNo . 


2706 








Strand 






j oa 


Start 


1393 








End 


5104 






Name 


OJ990713 09. 


9 AO 3 


,C9.ol. 


gs 


Method 


GENSCAN 




: 


Start 


1393 








End 


•4892 






GI 


none 








Score 


.48 






Exons 


1393. .1509, 


1923 


. .1965, 


1997. 


.2319, 3552.. 4460, 4515.. 4892 




Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 




bene ino . 


2706 








Strand 








Start 


1393 








End 


5104 






Name 


OJ990713 09. 


9 AO 3 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


3005 








End 


3251 






GI 


none 








Score 


48 






Exons 


3005. .3037, 


3005 


. .3037, 


3039. 


.325!, 3130.. 3198 






Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 




Gene No. 


2706 








Strand 








Start 


1393 








End 


5104 






Name 


OJ990713 09. 


9 AO 3 


.C9.ol. 


np 


Method 


AAT/NAP 





1370 




Start 


3015 








End 


5104 




GI 


4680179 








Score 


2766 




Exons 


3015. .5104 














GI Descrip. 


(AF111709) ; 


polyprotein 


[Oryza 


sativa ; 


subsp. indica] 




Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 


bene lno . 
















Start 


1393 








End^ 


5104 




Name 


OJ990713 09 






tw 


Method 


TBLASTX: Wheat 




Start 


3060 








End 


3390 




GI 


none 








Score 


59 




Exons 


3060. .3389, 


3111 


. .3242, 


3253. 


.3390 






Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 


Gene No. 


2706 








Strand 






O LdX L 


l j"j 








End 


5104 




Name 


OJ990713 09 


* ZstWJ J 




tm 


Method 


TBLASTX: Maize 




Start 


3255 








End 


3840 




GI 


none 








Score 


80 




Exons 


3255. .3680, 


3256 


. .3453, 


3270. 


.3560, 3511.. 3681, 3678.. 3839, 




3685. .3840 














Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 




9706 

t / UD 








Strand 






Start 


1393 








End 


5104 




Name 


OJ990713 09 




. . oi . 


tw 


Method 


TBLASTX: Wheat 




Start 


3393 








End 


4019 




GI 


none 








Score 


41 




Exons 


3393. .4019, 


O 3 y *± 




3435. 


.3848, 3511. .4017 




Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


-C9 


(jene wo. 


t / UD 








Strand 






Start 


1393 








End 


5104 




Name 


OJ990713 09 




■ \s¥ ■ Oj • 


tm 


Method 


TBLASTX: Maize 




Start 


3888 








End 


4180 




GI 


none 








Score 


201 




Exons 


3888. .4178, 




4 077 


4082. 


.4180 






Seq. No. 


1314 








Seq. ID 


OJ990713_09. 9A03 


.C9 


bene inu • 


9706 

£. 1 \J\J 








Strand 






Start 


1393 








End 


5104 




Name 


OJ990713 09 


Qan*3 




ts 


Method 


TBLASTX : Soybean 




Start 


3978 








End 


4238 




GI 


none 








Score 


43 




Exons 


3978. .4238, 




d oa r 


4129. 


.4233 






Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


.C9 


bene mo. 










Strand 






Start 


1393 








End 


5104 




Name 


OJ990713 09 


.9A03 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4002 








End 


4328 




GI 


none 








Score 


80 




Exons 


.4002. .4145,. 


4146 


. .4328 










Seq. No. 


1314 








Seq. ID 


OJ990713_09.9A03 


-C9 


Gene No. 


2706 








Strand 






Start 


1393 








End 


5104 





1371 



Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Q Start 

i;n gi 

;=y Exons 

] : % GI Descrip. 



rjj 

Seq. No. 
Gene No. 
Start 
"4 Name 
Start 
GI 

Exons 



i sa i 



[:i GI Descrip. 

L -J 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990713_09. 9A03.C9.o2. tw Method 
4025 End 
none Score 
4025. .4375, 4026. .4565, 4030. .4395 



TBLASTX: Wheat 

4565 

154 



End 

Method 
End 
Score 



1314 
2706 
1393 

OJ9907 13_0 9 . 9A0 3 . C9 . o2 . tm 
4593 
none 

. 4593. .4907, 4600. .4905 

1314 
2706 
1393 

OJ9907 13_0 9 . 9A03 -C9.o3.tw 
4593 
none 

4593. .4901, 4593. .4907, 4600. .4908 



Seq. ID OJ990713_09.9A03.C9 
Strand 

5104 

TBLASTX: Maize 
4907 
158 



Seq. ID OJ990713_09. 9A03.C9 
Strand 

5104 

TBLASTX: Wheat 
4908 
214 



End 

Method 
End 
Score 



Seq. ID OJ990713_09.9A03.C10 
Strand + 

288 

AAT/NAP 
288 
74 



1315 
2707 
1 

OJ990713_09 . 9A03 . C10 . ol . np 
1 

4587549 
1..154, 259. .288 

(AC006577) Similar to gb|U55861 RNA binding protein nucleolysin 
(TIAR) from Mus musculus and contains several PF| 00076 RNA 
recognition motif domains. ESTs gb|T21032 and gb|T44127 come 
from this gene. [Arabidopsis t... 



End 

Method 

End 

Score 



1316 
2708 
1 

OJ9907 13_09 . 9A03 . Cll . ol . np 
1 - 

4567282 
1..211, 286. .351 

(AC006841) putative DnaJ protein [Arabidopsis thaliaha] 



Seq. ID OJ990713_09.9A03.C11 
Strand 

End 351 

Method AAT/NAP 

End 351 

Score 75 



1316 
2708 
1 

OJ9907 13_09 . 9A03 . CI 1 . ol . tm 
62 

none 



Seq. ID OJ990713_09. 9A03.C11 
Strand 

End 351 

Method TBLASTX : Maize 

End 203 

Score 111 



62. .202, 66. .203, 71. .184, 88. .195 



1316 
2708 
1 

OJ990713_09 . 9A03 . Cll . ol . gp 
67 

16416_1.R1084 
67. .199 



Seq. ID OJ990713_09. 9A03.C11 
Strand 

End 351 

Method AAT/GAP 

End 199 

Score 219 



1372 




GI Descrip. 


'2230757/emb|CAA72705| 7 . Oe- 


70 (Y11969) dnaJ-like protein 




[Arabidopsis thaliana] ' 






- 

Seq. No. 


1317 


oeq. ±u 




taene mo. 


z / u y 


Strand 


+ 


Start 


128 


End 


287 


Name 


OJ990713 09.9A03.C12.ol.gs 


Method 


GEN SCAN 


Start 


128 


End 


287 


GI 


none 


Score 


.9 


Exons 


128. .287 






Seq. No. 


1318 


Seq. ID 


OJ990713_09.9A03.C13 


Gene No. 


2710 


Strand 




Start 


1 


End 


431 


Name 


OTQQn71^ HQ Qnfl*3 Pi "3 nl rrr> 
UU / 1 J U-7 . "nU J > vi J ■ Ol . y p 


Method 


AAT/GAP 


Start 


1 


End 


431 


GI 


19315 1.R1084 


Score 


810 


Exons 


1. .431 






GI Descrip. 


'4530509/gb|AAD22071.1| 2.0e 


-11 (AF124748) putative RNA-binding 




protein [Larix laricina] ' 






Seq. No. 


1319 


Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2711 


Strand 


+ 




/(TO 


End 


6423 


Name 


OJ990903 02.9A27.Cl.ol.gs 


Method 


GENSCAN 


Start 


473 


End 


6423 


GI 


none 


Score 


.67 


Exons 


473.. 536, 3560.. 3651, 4238.. 


4313, 4889 


..4992, 5626. .5739, 




5842. .6423 






Seq. No. 


1319 


Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2712 


Strand 


+ 


Start 


11180 


End 


11494 


Name 


OJ990903 02.9A27.Cl.o2.gp 


Method 


AAT/GAP 


Start 


11180 


End 


11494 


GI 


72524 1.R1084 


Score 


406 


Exons 


11180. .11494 






GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 


Seq. No. 


1319 


Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 


Strand 




Start 


1031 


End 


17742 


Name 


OJ990903 02.9A27.Cl.ol.np 


Method 


AAT/NAP 


Start 


1031 


End 


17742 


GI 


6630685 


Score 


118 


Exons 


1031. .1168, 2763..28S5, 13867 .. 14012 , 


17711. .17742 


GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 






Seq. No. 


1319 


Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 


Strand 




Start 


1031 


End 


17742 


Name 


OJ990903 02.9A27.Cl.o2.np 


Method 


AAT/NAP 


Start 


6057 


End 


16217 


GI 


5091513 


Score 


1400 


Exons 


6057. .6282, 8411. .8627, 12866 .. 13144, 


14009. .14082, 



1373 






14157. .14770, 15425. .16217 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


1319 


■ 


Seq. ID 


OJ990903_02 . 9A27 .CI 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


Cl.o2. tm 


Method 


TBLASTX: Maize 


Start 


6127 




End 


6516 


GI 


none 




Score 


39 


Exons 


6127.. 6189, 6220. 


.6516, 6236. 


.6409, 6277.. 6516 


Seq. No. 


1319 




Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


CI . ol . gp 


Method 


AAT/GAP 


Start 


8145 




End 


8834 


GI 


799 1.R1084 




Score 


559 


Exons 


8145. .8369, 8469. 


.8511, 8600. 


.8707, 8802.. 8834 


GI Descrip. 


, 1172816/sp|P42795|Rlll ARATH 


1.0e-84 


60S RIBOSOMAL PROTEIN 




(L16A) >gi 624938 


emb CAA57395 (X81799) ribosomal protein 




[Arabidopsis thaliana] ■ 






Seq. No. 


1319 




Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


8164 




End 


.8708 


GI 


none 




Score 


193 


Exons 


8164.. 8367, 8165. 


.8380, 8170. 


.8382, 8464. .8514, 8467. .8529, 




8597 . . 8707, 8604 . 


. 8708 






Seq. No. 


1319 




Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


Cl.ol.tm 


Method. 


TBLASTX: Maize 


Start 


8164 




End 


8716 


GI 


none 




Score 


99 


Exons 


8164.. 8367, 81651 


.8224, 8291. 


.8371, 8464.. 8514, 8465.. 8512, 




8467. .8514, 8597. 


.8716, 8607. 


.8687 




Seq. No. 


1319 




Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


Cl.ol.ts 


Method 


TBLASTX: Soybean 


Start 


8164 




End 


8741 


GI 


none 




Score 


181 


Exons 


8164. .8367, 8165. 


.8371, 8464. 


.8514, 8465.. 8512, 8597.. 8707, 




8604. .8741 








Seq. No. 


1319 




Seq. ID 


OJ990903_02.9A27.C1 


Gene No. 


2713 




Strand 




Start 


1031 




End 


17742 


Name 


OJ990903 02.9A27. 


Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8164 




End 


8710 


GI 


none 




Score 


211 


Exons 


8164. .8367, 8165. 


.8371, 8170. 


.8379, 8464.. 8514, 8465.. 8512, 




8597. .8710, 8604. 


.8702 







1374 




Seq. No. 


1319 




Seq. ID 


OJ990903_ 


02 . 9A27 


.CI 


Gene No. 


2713 




Strand 








Start 


1031 




End ' 


17742 






Name 


OJ990903 02. 


9A27.Cl.o2.gs 


Method 


GENSCAN 






Start 


8170 




End 


8804 






GI 


none 




Score 


.98 






Exons 


8170. .8369, 


8469. .8511, 8600 


..8707, 8724. .8804 






Seq. No. 


1319 




Seq. ID 


OJ990903_ 


02.9A27 


.CI 


Gene No. 


2713 




Strand 








Start 


1031 




End 


17742 






Name 


OJ990903 02. 


9A27.Cl.o3.gs 


Method 


GENSCAN 






Start 


12885 




End 


16840 






GI 


none 




Score 


. 65 






Exons 


12885. .12991 


, 13056. .13184, 


13186. .13432, 13556. 


.13667, 






13687. .13987 


, 14012. .14150, 


14236. .14734, 15433. 


.16091, 





16382. .16506, 16780.. 16840 



i > = 



Seq. No. 1319 Seq. ID OJ990903_02 . 9A27 . CI 

Gene No. 2713 Strand 

Start 1031 End 17742 

Name OJ990903_02 . 9A27 . CI . o3 . gp Method AAT/GAP 

Start 16920 End 17234 

GI 72524_1.R1084 Score 404 . 

Exons 16920. .17234 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



.3 Seq. No. 


1320 


Seq. ID 


OJ990903_02.9A27.C2 


=\] Gene No. 


2714 


Strand 




y Start 


1 


End 


949 


Name 


OJ990903 02.9A27.C2.ol.np 


Method 


AAT/NAP 


•J Start. 


1 


End 


949 


^ GI 


5091513 


Score 


866 


Exons 


1..720, 922. .949 






~ GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


;3 Seq. No. 


1320 


Seq. ID 


OJ990903_02. 9A27.C2 


3 Gene No. 


2714 


Strand 




Start 


1 


End 


949 


Name 


OJ990903 02.9A27.C2.ol.gs 


Method 


GENSCAN 


Start 


7 


End 


681 


GI 


none 


Score 


. 65 


Exons 


7. .681 






Seq. No. 


1321 


Seq. ID 


OJ990903_02. 9A27.C3 


Gene No. 


2715 


Strand 


+ 


Start 


1 


End 


601 


Name 


OJ990903 02.9A27.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


601 


GI 


6907087 


Score 


353 


Exons 


1..261, 308. .601 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 


(E2215) correspond to a 




region of the predicted gene. 


,\ hypothetical protein [Oryza 



sativa] 



1375 




Seq. No. 


1322 


Seq. ID 


OJ990903_02. 


, 9A27.C4 


Gene No. 


2716 


Strand 


+ 




Start 


44 . 


End 


99 




Name 


OJ990903 02.9A27.C4.ol.gs 


Method 


GENSCAN 




Start 


44 


End 


99 




GI 


none 


Score 


.8 




Exons 


44. .99 








Seq. No. 


1323 


Seq. ID 


OJ990903_02. 


, 9A27.C7 


Gene No. 


2717 


Strand 


+ 




Start 


295 


End 


480 




Name 


OJ990903 02.9A27.C7.ol.gp 


Method 


AAT/GAP 




Start 


295 


End 


480 




GI 


uC-osflcyp033a04bl 


Score 


348 




Exons 


295. .480 








GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3 . Oe- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


1323 


Seq. ID 


OJ990903_02. 


, 9A27.C7 


Gene No. 


2718 


■ Strand 






Start 


223 


End 


480 




Name 


OJ990903 02.9A27.C7.ol.np 


Method 


AAT/NAP 




Start 


223 


End 


480 




GI 


4680186 


Score 


228 




Exons 


223. .480 








GI Descrip. 


(AF111709) unknown [Oryza . 


sativa subsp 


. indica] 




Seq. No. 


1324 


Seq. ID 


OJ990903_02, 


. 9A27.C12 


Gene No. 


2719 


Strand 


+ 




Start 


89 


End 


122 




Name 


OJ990903 02. 9A27 . C12 . ol . gs 


Method 


GENSCAN 




Start 


89 


End 


122 




GI 


none 


Score 


.95 




Exons 


89. .122 








Seq. No. 


1324 


Seq. ID 


OJ990903_02, 


.9A27.C12 


Gene No. 


2720 


Strand 


+ 




Start 


260 


End 


323 




Name 


OJ990903 02. 9A27 . C12 . ol . gp 


Method 


AAT/GAP 




Start 


260 


End 


323 




GI 


2428308 


Score 


120 




Exons 


260. .323 








GI Descrip. 


4521194/dbj | AB013613. 1 IAB013613 3.0e-14 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


1325 


Seq. ID 


OJ990903_02. 


. 9A27.C15 


Gene No. 


2721 


Strand 






Start 


178 


End 


659 




Name 


OJ990903 02. 9A27 . C15 . ol . gs 


Method 


GENSCAN 




Start 


178 


End 


659 




GI 


none 


Score 


.69 




Exons 


178. .336, 585. .659 








Seq. No. 


1326 


Seq. ID 


OJ990903_02. 


. 9A27.C17 


Gene No. 


2722 


Strand 


+ 




Start 


842 


End 


957 




Name 


OJ990903 02. 9A27 . C17 . ol . gs 


Method 


GENSCAN 





1376 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



842 
none 

842, .957 



End 
Score 



957 
.42 



1327 Seq. ID 

2723 Strand 
1 End 
OJ990903_02 . 9A27 . C18 . ol . gp Method 
1 End 
2428924 Score 
1.-181, 741. .806 

5852170/emb) AL117265. 1 IOST17804 1.0e-50 Oryza' sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990903_02.9A27.C18 
+ 

2103 
AAT/GAP 
806 
414 





Seq. No. 


1327 


Seq. ID 


OJ990903 




Gene No . 


2723 


Strand 


+ 




Start 


1 


End 


2103 




Name ■ 


OJ990903 02.9A27.C18.ol.gs 


Method 


GENSCAN 




Start 


250 


End 


2103 




GI 


none 


Score 


.74 




Exons 


250. .483, 741. .810, 2075. .2103 






Seq. No. 


1327 


Seq. ID 


OJ990903 


u 


Gene No. 


2724 


Strand 






Start 


1 


End 


1547 


i!n 


Name 


OJ-990903 02.9A27.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1547 




GI 


5852180 


Score 


523 


□ 


Exons 


1..336, 388. .505, 1498. .1547 






y 

: ~ 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 




'is* 
; ! i t 

! y 


Seq. No. 


1328 


Seq. ID 


OJ990903 




Gene No. 


2725 


Strand 


+ 


— 


Start 


1 


End 


2166 


: : 


Name 


OJ990903 02.9A27.C19.ol.np 


Method 


AAT/NAP 


'' H 4 


Start 


1 


End 


2166 




GI 


1399945 


Score 


59 



02.9A27.C18 



02.9A27.C19 



Exons 1..41, 878. .934, 1196.. 1345, 2131.. 2166 

GI Descrip. (U60194) RNA helicase GLH-2 [Caenorhabditis elegans] gi I 1405387 
(U60449) GLH-2 [Caenorhabditis elegans] 



Seq. No. 


1328 








Seq. ID 


OJ990903 


Gene No. 


2725 








Strand 


+ 


Start 


1 








End 


2166 


Name 


OJ990903 


02.9A27.C19 


ol 


. gs 


Method 


GENSCAN 


Start 


213 








End 


1384 


GI 


none 








Score 


.85 


Exons 


213. .640, 


700. .1384 










Seq. No. 


1329 








Seq. ID 


OJ990903 


Gene No. 


2726 








Strand 


+ 


Start 


45 








End 


151 


Name 


OJ990903 


02.9A27.C21 


ol 


.gs 


Method 


GENSCAN 


Start 


45 








End 


151 


GI 


none 








Score 


.86 


Exons 


45. .151 













1377 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1329 . Seq. ID OJ990903_02.9A27.C21 

2727 Strand 

44 End 145 

OJ990903_02 . 9A27 . C2 1 . ol . np Method AAT/NAP 

44 End 145 

6907087 Score 124 

44. .145 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 1330 

Gene No. 2728 

Start 11324 

Name OJ990903_02 . 9A27 . C24 . o3 . np 

Start 11321 

GI 3176691 

Exons 11321. .11408, 12183 .. 12365, 
14643. .14744, 14 995 .. 15224 , 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12843. .13013, 
16810. .16860 

(AC003671) Contains homology to serine/threonine protein kinase 
gb 1X99618 from Mycobacterium tuberculosis. ESTs gb|F14403, 
gb|F14 4 04, and gb|N96730 come from this gene. [Arabidopsis 
thaliana] 



OJ990903_02.9A27.C24 
+ 

16860 
AAT/NAP 
16860 
405 

13325. .13565, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1330 
2728 
11324 . 

OJ990903_02 . 9A27 . C2'4 . o3 . gs 
11324 



none 

11324. .11408, 
13325. .13534, 



11536. .11640, 
14643. .14728, 



Seq. ID OJ990903_02. 9A27, 

Strand- +. 

End 16860 

Method GENSCAN 

End 16749 

Score .79 
12189. .12365, 128 43 13013, 
14988. .15628, 16581. .16749 



C24 



Seq. No. 1330 

Gene No. 2728 

Start 11324 

Name OJ990903_02 . 9A27 . C24 . ol . gp 

Start 12899 

GI . uC-osflcypl07d01bl 

Exons 12899. .13013, 13325.. 13527 

GI Descrip. 1 576771/gb | U16256 | OSU16256 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903^ 
+ 

16860 
AAT/GAP 
13527 
584 



02. 9A27.C24 



sucrose-regulated mRNA, 3 ,f -end sequence' 



0.0e+00 Oryza sativa cone SRI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1330 
2729 
1 

OJ990 903_02 . 9A27 . C24 . ol . np 
1 

4538896 

1..923, 985. .1505, 1614. .2049 

(AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990903_02.9A27.C24 
Strand 

End 2764 

Method AAT/NAP 

End 2049 

Score 1205 



1330 Seq. ID 

2729 Strand 

.1 ' End 

OJ990903_02 . 9A27 . C24 . ol . gs Method . 

911 End 



OJ990903_02.9A27.C24 

2764 

GENSCAN 

2764 



1378 



23 



GI 


none 


Score 


.61 




Exons 


911.. 1570, 1927.. 2018, 2323. 


.2764 






Seq. No. 


1330 


Seq. ID 


OJ990903_02.9A27. 


,C24 


Gene No. 


2730 


Strand 






Start 


4878 


End 


5322 




Name 


OJ990903 02.9A27.C24.o2.np 


Method 


AAT/NAP 




Start 


4878 


End 


5322 




GI 


4959635 


Score 


201 




Exons 


4878. .5322 








GI Descrip. 


(AF084 4 45) calmodulin mutant 


SYNCAM17 


[synthetic construct] 


Seq. No. 


1330 


Seq. ID 


OJ990903J32.9A27. 


pO A 


Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 


OJ990903 02.9A27.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


700 


End 


1093 




GI 


none 


Score 


90 




Exons 


700. .777, 784. .906, 920. .1093, 921. .1067 




Seq. No. 


1330 


Seq. ID 


OJ990903JD2.9A27 


no a 


Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 


OJ990903JD2. 9A27 .C24 .o4 . tm 


Method 


TBLASTX: Maize 




Start 


1094 


. End 


1315 




GI 


none 


Score 


78 




Exons 


1094.. 1315, 1127.. 1294, 1128 


. .1295 






Seq. No. 


1330 


Seq. ID 


OJ990903_02.9A27 


CO A 


Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 




Method 


TBLASTX: Soybean 




Start 


12842 


End 


13018 




GI 


none . 


Score 


250 




Exons 


12842. .12946, 12844 .. 13017 , 


12845. .13018 




Seq. No. 


1330 


Seq. ID 


OJ990903_02.9A27 




Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 


OJ990903 02.9A27.C24.o3.tm 


Method 


TBLASTX : Maize- 




Start 


12844 


End 


13521 




GI 


none 


Score 


172 




Exons 


12844. .13017, 12845. .13018, 


13311. .13502, 13321. .13521, 






13323. .13454, 13324.. 13512 








Seq. No. 


1330 


Seq. ID 


OJ99090.3_02.9A27 


.C24 


Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 


OJ990903 02.9A27.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13323 ■ 


End 


13535 




GI 


none 


Score 


78 




Exons 


13323. .13412, 13323 .. 13535, 


13324. .13512 




Seq. No. 


1330 


Seq. ID 


OJ990903_02.9A27 


.C24 


Gene No. 


2731 


Strand 






Start 


18378 


End 


18538 




Name 


OJ990903 02.9A27.C24.o2.ts 


Method 


TBLASTX : Soybean 





1379 



■-id 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13350 
none 



End 
Score 



14712 
89 



13350. .13481, 13350.. 13502, 13351.. 13533, 13351 . .-13512, 
14638. .14712, 14639. .14710 



1330 Seq. ID 

2731 Strand 

18378 End 

OJ990903_02 . 9A27 . C24 . o2 . tm Method 

15369 End 

none Score 



■OJ990903_02.9A27.C24 
18538 

TBLASTX: Maize 

15642 

111 



15369. .15455, 15369 .. 15434 , 15376 .. 154 35, 15450 .. 15473, 
15486. .15590, 154 94 .. 15586, 15594 .. 15635, 15601.. 15642 . 



1330 Seq. ID 

2731 Strand 
18378 End 
OJ990903_02 . 9A27 . C24 . o4 . gs Method 
18378 End 
none Score 
18378.. 18538 

1331 Seq. ID 

2732 Strand 
7215 r End • 
OJ990903_02. 9A27 .C26.o3.gs Method 
7215 End 
none Score 
7215. .9401 



OJ990903_02.9A27.C24 

18538 
GENSCAN 
18538 
.54 



OJ990903_02.9A27.C26 
+ 

9'401 
GENSCAN 
9401 
1 



1331 Seq. ID 

2732 Strand 

7215 End 

OJ990903_02 . 9A27 . C2 6 . ol . np Method 

7242 End 

2558938 Score 
7242.. 9275 

(AF024625) arm repeat containing protein [.Brassica napus] 



OJ990903_02 . 9A27 .C26 
+ 

9401 
AAT/NAP 
9275 
987 



1331 
2732 
7215 

OJ990903_02 . 9A27 . C2 6 . ol . gp 
8767 
3768302 
8767.. 9224 

2558938 1.0e-25 (AF024 625) arm repeat containing protein 
[Brassica napus] 



Seq. ID OJ990903_02.9A27.C26 

Strand + 

End 9401 

Method AAT/GAP 

End 9224 

Score 884 



1331 Seq. ID 

2733 Strand 

3391 End 

OJ990903_02 . 9A27 . C26 . o2 . gs Method 

3391 End 

none Score 



OJ990903_02.9A27.C26 

5480 
GENSCAN 
5480 
.64 



3391. .3423, 4759.-4869, 4931. .5033, 5344. .5480 



1380 



Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


Gene No. 


2734 






Strand 






Start 


9370 






End 


97 60 




Name 


OJ990903 02.9A27. 


C26.o2 


.gp 


Mot - Y\ r\r\ 


AAT/GAP 




Start 


9370 






End 


9760 




GI 


uC-osflM202084a07al 




Score 


782 




Exons 


9370. . 9760 












GI Descrip. 


•2558938 1.0e-25 


(AF024625) 


arm repeat 


containing protein 




[Brassica napus] ' 












Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


Gene No . 


2735 






Strand 






Start 


9976 






End 


10402 




Name 


v j yyuyuj uz. y/\z / . 


C26.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7710 






End 


8066 




GI 


none 






Score 


400 




Exons 


7710. .8063, 7745. 


.8059, 


7779 


. .8066 






Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


Gene No . 


2735 






Strand 






Start 


9976 






End 


10402 




Name 


ujyyuyuj uz.yAz/. 


C26.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


7866 






End 


8282 




GI • 


none 






Score 






Exons 


7866. .7949, 8087. 


.8278, 


8088 


. .8282- 






Seq. No. 


1331 






Seq. I'D 


OJ990903JD2.9A27 


.C26 


Gene No . 


2735 






btrana 






Start 


9976 






End 


10402 




Name 


ujyyuyuo uz.yAz/. 


C26.o2 


-ts 


Method 


TBLASTX: Soybean 




Start 


7953 






End 


8321 




GI 


none 






Score 


298 




Exons 


7953. .8303, 8084. 


.8317, 


8088 


. .8321 






Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


bene no . 


2735 






btrana 






Start 


9976 






End 


10402 




Name 


u j yyuyuo u z . y/\z / . 


C26.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


8085 . ~ 






End 


8348 




GI 


none 






Score 


251 




Exons 


8085. .8348, 8105. 


.8344 










Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


Gene No . 


2735 






Strand 






Start 


9976 






End 


10402 




Name 


OJ990903 02.9A27. 


C26.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


8100 






End 


8375 




GI 


none 






Score 


258 




Exons 


8100. .8375, 8105. 


.8317 










Seq. No. 


1331 






Seq. ID 


OJ990903_02.9A27 


.C26 


Gene No. 


2735 






Strand 






Start 


9976 






End 


10402 




Name 


OJ990903 02.9A27. 


C26.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


8283 






End 


8924 




GI 


none 






Score 


51 




Exons 


8283.. 8333, 8337. 


.8576, 


8387 


..8545, 8628. .8777, 8637. .8744, 



1381 




8819. .8923, 8826. .8924 



Seq.. No, 


1331 . 








Seq. ID 


OJ990903_02 . 9A27 . C26 


Gene No. 


2735 








Strand 


- 


Start 


* 9976 








End 


10402 


Name 


OJ990903 02. 


9A27 


.C26.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


8477 








End 


9116 


GI 


none 








Score 


900 


Exons 


8477. .9094, 


8478 


. .9092, 


8919. 


.9116 




Seq. No. 


' 1331 








Seq. ID 


OJ990903_02.9A27.C26 


Gene No. 


2735 








Strand 


— 


Start 


9976 








End 


10402 


Name 


OJ990903 02. 


9A27 


.C26.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


8477 








End 


8933 


GI ' 


none 








Score 


189 


Exons 


8477..8662, 


8478 


. .8705, 


8769. 


.8933 




O o rr Mn 
o ts \^ . LN \J • 


i 








Seq. ID 


OJ990903_02.9A27.C26 


Gene No. 


2735 








Strand 




Start 


9976 








End 


10402 


Name 


OJ990903 02. 


9A27 


.C26.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


8492 








End 


9251 


GI 


none 








Score 


238 


Exons 


8492. ,8686,. 


8493 


. .8720, 


8529. 


.8714, 8724. .9251, 8781. .9092, 




8792. .9241 












Seq. No. 


1331 








Seq. ID 


OJ990903_02.9A27.C26 


Gene No. 


2735 








Strand 




Start 


9976 








End 


10402 


Name 


OJ990903 02. 


9A27 


.C26.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


9117 








End 


9341 


GI 


none 








Score 


200 


Exons 


9117. .9254, 


9119 


. .9250, 


9140'. 


.9256, 9240. .9341, 9251. .9340 


Seq. No. 


1331 








Seq. ID" 


OJ990903J32 . 9A27 .C26 


Gene No. 


2735 








Strand 




Start 


9976 








End 


10402 


Name 


OJ990903 02. 


9A27 


.C26.o4 


.gs 


Method 


GENSCAN 


Start 


9976 








End 


10402 


GI 


none 








Score 


.71 


Exons 


9976.. 10065, 


10207. .10304, 10345.. 10402 


Seq. No. 


1332 








Seq. ID 


OJ990903_02 . 9A27 . C27 


Gene No. 


2736 








Strand 


+ 


Start 


38 








End 


1343 


Name 


OJ990903 02. 


9A27 


.C27.ol 


.gs 


Method 


GENSCAN 


Start 


38 








End 


1343 


GI 


none 








Score 


.77 


Exons 


38. .112, 864 


. .1343 








Seq. No. 


1332 








Seq. ID 


OJ990903_02.9A27.C27 


Gene No. 


2737 








Strand 


+ 


Start 


1330 








End 


9995 


Name 


OJ990903 02. 


9A27 


.C27.ol 


.np 


Method 


AAT/NAP 


Start 


1330 








End 


5413 


GI 


2864613 








Score 


903 



1382 



Exons 1330.. 1394, 2373.. 2939, 2970.. 3214, 3362.. 4485, 5260.. 5413 

GI Descrip. (AL021811) S-receptor kinase -like protein [Arabidopsis 

thaliana] gi | 404 9333 | emb | CAA22558 . 1 1 (AL034567) S-receptor 
kinase-like protein [Arabidopsis thaliana] 



Seq. No. 1332 
Gene No. 2737 
Start 1330 

Name 0 J990 903_02 . 9A27 . C27 . o2 . np 

Start 5124 

GI 4539400 

Exons 5124.. 5320, 6209. .6307, 6403. .6564, 6702.. 6752, 7172 

7577. .7688, 8012. .8137, 8240. .8289, 8575. .8733, 8818 
8987. .9102, 9221. .9344, 9429. .9542, 9659. .9995 

GI Descrip. (AL035526) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990903_02.9A27.C27 

Strand + 

End 9995 

Method AAT/NAP 

End 9995 

Score 1613 



.7306, 
,8913, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



fj Seq. No. 

;i Gene No. 

2 Start 
-[ Name 
J Start 

3 GI 

y Exons 



1332 
2737 
1330 

OJ990 903_02 . 9A27 . C27 . ol . gp 
6411 

LIB3474-001-P1-K1-G12 
6411.. 6564, 6702.. 6752, 
f 4539400/emb|CAB37466.1 
[Arabidopsis thaliana] ■ 



Seq. ID OJ990903_02.9A27.C27 
Strand + 
End 9995 
Method AAT/GAP 
End 7635 
Score 746 
7172. .7306, 7397. .7420, 7577. .7635 
2.0e-35 (AL035526) putative protein 



1332 
2738 
22506 

OJ990903_02 . 9A27 . C27 . o5 . gs 

22506 

none 

22506. .22512, 25351 .. 25427 , 
28602. .28744 



Seq. ID OJ990903_02.9A27.C27 

Strand + 

End 28907 

Method GENS CAN 

End 28744 

Score .72 
27310. .27418, 27483 .. 27791 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1332 
2738 
22506 

OJ990903_02.9A27.C27.o6.gp 
26719 

23174JL.R1084 

26719. .26849, 27310 .. 274 18 , 
'3249086 3.0e-63 (AC004473) 



Seq. ID OJ990903_02.9A27.C27 
■ Strand + 
End 28907 
Method AAT/GAP 
End 28907 
-Score 1544 
27522. .27791, 28602. .28907 
Contains similarity to 21 KD subunit 
of the Arp2/3 protein complex (ARC21) gb_AF006086 from Homo 
sapiens. EST gb_Z37222 comes [Arabidopsis thaliana]' 



1332 
2738 
22506 

0 J990903_02 . 9A27 . C27 . o5 . np 

27272 

3249086 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27272. .27418, 27522 .. 27791, 28556. .28741 

(AC004473) Contains similarity to 21 KD subunit of the Arp2/3 
protein complex (ARC21) gb|AF006086 from Homo sapiens. EST 
gb|Z37222 comes [Arabidopsis thaliana] 



OJ990903_02.9A27.C27 
+ 

28907 
AAT/NAP 
28741 
697 



1383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
- § Name 

2 Start ■ 

i GI 

! = Exons 

3 Seq. No. 
Gene No. 

t. Start 

Name 
U Start 

GI 

=i Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1332 
2739 
1 

OJ990903_02 . 9A27 . C27 . o4 . np 
1 

5734709 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 

Method AAT/NAP 

End 20735 

Score 70 



1..56, 5128. .5225, 5326.-5364, 18220 .. 18572 , 20639. .20735 
(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 
Method TBLASTX : Cress 
End 4488 
none Score 50 

2401. .2445, 2554. .2676, 3637. .3726, 3687. .3719, 3739. .3936, 
3741. .3905, 3942. .4184, 3943. .4185, 4191. .4250, 4192. .4263, 
4381. .4488 



1332 
2739 
1 

OJ990903JD2 . 9A27 . C27 . ol . tc 
2401 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End ' 20735 
Method TBLASTX: Soybean 
End ■ 3114 
Score 207 



1332 
2739 
1 

OJ990903_02 . 9A27 . C27 . o5 . ts 
2467 
none 

2467. .2655, 3049. .3114 

1332 
2739 
1 

OJ990903_02 . 9A27 . C27 . 08 . tm 
3025 
none 

3025.. 3123, 3033.. 3122, 3154.. 3213, 3301.. 3357, 3340.. 3465 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 

Method TBLASTX : Mai ze 

End 34 65 

Score 128 



1332 
27,39 
1 

OJ990903_02 . 9A27 . C27 . 06 . tm 

3625 

none 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 

Method TBLASTX : Mai ze 

End 3921 

Score 89 



3625.-3726, 3727. .'3921, 3777.. 3920 



1332 
2739 
1 

OJ990903_02 . 9A27 . C27 . ol . ts 
3682 



End 

Method 
End 

none J Score 
3682.-3732, 3687. .3725, 3772. .4182, 3825. .4178, 4192. .4350, 
4194. .4250 



Seq. ID OJ990903_02.9A27.C27 
Strand 

20735 

TBLASTX: Soybean 
4350 
76 



1332 
2739 
1 

OJ990903 -02.9A27.C27.ol.tw 



Seq. ID OJ990903_02.9A27.C27 

Strand . - 

End 20735 

Method TBLASTX : Wheat 



1384 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3789 
none 



End 
Score 



4194 
301 



3789. .3911, 3790. .4140, 3942. .4109, 4144. .4194 



1332 
2739 
1 

OJ990903_02.9A27.C27.o2.tm 

3981 

none 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 

Method TBLASTX : Mai ze 

End 4512 

Score 458 



3981. .4250, 3982. .4350, 4160. .4285, 4369. .4512, 4374. .4472, 
4384. .4494' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



!fi ~ .Seq. No. 
■W' Gene No. 
Cn Start 
fjj Name 
Start 
GI 

Exons 



□ 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1332 Seq. ID 

2739 Strand 

1 End 

OJ990903_02 . 9A27 . C27 . o4 . tm Method 

6089 End 

none Score 



OJ990903_02.9A27.C27 
20735 

TBLASTX: Maize 

7423 

43 



6089. .6118, 6091. .6177, 6091. .6123, 6101. .6175, 6185. .6310, 

6186. .6317, 6187. .6306, 6215. .6310, 6387. .6566, 6397. .6564, 

6403. .6570, 6685.-6744, 6690. .6755, 6691. .6747, 7168. .7305, 

7172. .7306, 7174. .7305, 7375. .7419, 7388.-7423 



1332 
2739 
1 

OJ990903J32, 

7576 

none 

7576. .7692, 
8011. .8178, 



8572. 
8986. 
9274. 
9657. 



,8733, 
,9108, 
,9366, 
9719, 



9A27.C27.ol.tm 



7577.. 7690, 8005 

8012.. 8176, 8238 

8574.-8735, 8812 

8987.. 9121, 9180 

9417. .9542, 9421 

9658.-9747, 9659 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8160, 8009 
.8300, 8239 
.8916, 8817 
.9359, 9212 
.9528, 9422 
.9745, 9849 



OJ990903 02.9A27.C27 



20735 

TBLASTX: Maize 
10097 
110 

8131, 8010. .8141, 
8289, 8572. .8736, 
8915, 8980. .9111, 
9349, 9213.. 9350, 
9538, 9489.-9533, 
10097, 9852.. 10019 



1332 
2739 
1 

OJ990903_02 . 9A27 .C27 .o2 . ts 

8563 

none 

8563. .8730, 8572. .8736, 8574. 
8969. .9109, 8972. .9121, 9179. 
9258.. 9302, 9294. .9344, 9426. 

1332 
2739 
1 

OJ990903_02 . 9A27 . C27 . o3 . tc 

9497 

none 

9497. .9541, 
9852. .9998 



Seq. ID OJ990903_02.9A27.C27 
Strand 

End 20735 

Method TBLASTX : Soybean 

End 9505 

Score 229 

.8735, 8812. .8916, 8956. .9108, 
.9277, 9180. .9275, 9257. .9301, 
.9503, 9428. .9505 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_02.9A27.C27 
20735 

TBLASTX: Cress 

9998 

75 



9498. .9542, 9658. .9747, 9659..974S, 9851. .9976, 



Seq . No . 



1332 



Seq. ID OJ990903_02.9A27.C27 



1385 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

>-<V i/ -" 
GI De scrip. 



i y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2739 Strand 

1 End 

OJ990903_02 . 9A27 . C27 . 06 . ts Method 

9713 End 

none Score 



20735 

TBLASTX: Soybean 

9998 

40 



9713. .9745, 9826.-9939, 9849. .9941, 9852. .9998 



1332 Seq. ID 

2739 Strand 
1 End 
OJ990903_02 . 9A27 . C27 . o3 . gs Method 
11045 End 
none Score 

11045. .11100, 11230. .11397, 11464 

14875. .14925, 15189 .. 15362, 16116 

18060. .18100, 18220.. 18301 



OJ990903 02.9A27.C27 



20735 
GENSCAN 
18301 
.95 

11608, 14617. .14781, 
16321, 16411. .16540, 



OJ990903 02.9A27.C27 



1332 Seq. ID 

2739 Strand 
1 End 20735 

OJ990903_02 . 9A27 . C27 . o2 . gp Method AAT/GAP 
14291 End 16167 

1257_1.R1084 Score 1220 

14291. .14521, 14617. .14781, 14875 .. 14 925, 15189 .. 15362, 
16116. .16167 

, 1173327/sp|P43'333|RU2A_ARATH 3.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A 1 1 (U2 SNRNP-A' 1 ) >gi_322619_pir S30580 U2 

snRNP protein A' 1 - Arabidopsis thaliana >gi_17 669_emb_CAA4 88 90_ 
(X69137) U2 small nuclear ribonucleoprotein A 1 1 [Arabidopsis 
thaliana] 1 



1332 Seq. ID 

2739 Strand 

1 End 

OJ990903_02 . 9A27 . C27 . o5 . tm Method 

14616 End 

none Score 



OJ990903_02 . 9A27 .C27 
20735 

TBLASTX: Maize 

16284 

62 



14616. .14666, 14 629 14778 , 1464 6 .. 14783, 14669 .. 14782, 
14673. .14783, 14729 147 91, 14872 14 928 , 14872 14 94 3, 



15163. .15264, 15181 15267 , 15189 15266, 15274, 
15277. .15303, 16102 16284 , 16116. .16265 



,15363, 



1332 , 

2739 

1 

OJ990903_02 . 9A27 . C27 . o3 . np 

14704 

1173327 

14704. .14781, 14875. .14925, 
16411. .16540, 18060. ,18100, 



OJ990903 02.9A27.C27 



Seq. ID _ 
Strand 

End 20735 
Method AAT/NAP 
End 18301 
Score 748 
15189. .15362, 16116 .. 16321, 
18220.. 18301 

U2 SMALL NUCLEAR RIBONUCLEOPROTEIN A' (U2 SNRNP-A') 
gi|322619|pir| IS30580 U2 snRNP protein A 1 - Arabidopsis thaliana 
gi|17669|emb|CAA48890| (X69137) U2 small nuclear 
ribonucleoprotein A f [Arabidopsis thaliana] 



1332 
2739 



Seq. ID 
Strand 



OJ990903 02.9A27.C27 



1386 



Start 
Name 
Start 
GI 

Exons 



End 20735 
Method TBLASTX: Cress 
End 18313 
Score 64 

14781, 14875. .14943, 15180 15275, 15184 .. 15258 , 
16317, 16122. .16262, 164 12 16540, 16455 .. 16556, 
18123, 18060. .18107, 18218 18313, 18219.. 18302 



OJ990903_02 . 9A27 . C27 . o5 . tc 
14704 
none 
14704. 
16093. 
18058. 



Seq. No. 1332 Seq. ID OJ990903_02.9A27.C27 

Gene No. 2739 Strand 

Start 1 End 20735 

Name OJ990903_02 . 9A27 .C27 . o3 .gp Method AAT/GAP 

Start.' -.' 16101 End 16504 

GI LIB3433-013-Q6-K1-D12 Score 475 

Exons 16101. .16321, 16411.. 16504 

GI Descrip. ' 117 3327 /sp I P4 3333 | RU2A_ARATH 9.0e-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A' 1 (U2 SNRNP-A 1 1 ) >gi_322 619_pir S30580 U2 

snRNP protein A' 1 - Arabidopsis thaliana >gi__17669_emb_CAA48890_ 
(X69137) U2 small nuclear ribonucleoprotein A' ? [Arabidopsis 
thaliana] 1 





Seq. No. 


1332 


Seq. ID OJ990903_02.9A27.C27 




Gene No . 


2739 


Strand 




Start 


1 


End 20735 




Name 


OJ990903 02.9A27.C27.o4.gp 


Method - . AAT/GAP 




Start 


16101 


End 16495 


]• ! * 


GI 


LIB3433-013-Q6-K1-D12 


Score 457 


sx 


Exons 


16101. .16321, 16411.. 16495 




: :ssf 


GI Descrip. 


, 1173327/sp|P43333|RU2A ARATH 9.0e-19 U2 SMALL NUCLEAR 


L Li 




RIBONUCLEOPROTEIN A" (U2 SNRNP-A' 1 ) >gi 322619 pir S30580 U2 


S3. 

"t 




snRNP protein A' ' - Arabidopsis thaliana >gi_17669_emb_CAA48890 






(X69137) U2 small nuclear ribonucleoprotein A 11 [Arabidopsis 






thaliana] ' 




i I 
'IS? 


Seq. No. 


1332 


Seq. ID OJ990903_02.9A27.C27 




Gene No. 


2739 


Strand 




Start 


1 


End 20735 


lis 


Name 


OJ990903 02.9A27.C27.o4.ts 


Method TBLASTX : Soybean 




Start 


16221 


End 18305 




GI 


none 


Score 60 




Exons 


16221. .16262, 16222 .. 16272 , 


16282. .16317, 164 12 .. 1654 0, 






16461. .16556, 18058 18123, 


18060. .18107, 18218. .18301, 






18219. .18305 






Seq. No. 


1332 


Seq. ID OJ990903_02.9A27.C27 




Gene No. 


2739 


Strand 




Start 


1 


End 20735 




Name 


OJ990903 02.9A27.C27.o7.tm 


Method TBLASTX : Mai ze 




Start 


16412 


End 18241 




GI 


none 


Score 169 




Exons 


16412. .16540, 16413. .16550, 


16414. .16542, 18060 .. 18107 , 






18218. .18241 






Seq. No. 


1332 


Seq. ID OJ990903_02.9A27.C27 




Gene No. 


2739 


Strand 




Start. 


1 


End 20735 




Name 


OJ990903 02.9A27.C27.o5.gp 


Method AAT/GAP 



1387 



Start 18032 End 18513 

GI 5005008 Score 608 

Exons 18032. .18100, 18220.. 18513 

GI Descrip. 1173327/sp | P43333 | RU2A_ARATH 9 . Oe-19 U2 SMALL NUCLEAR 

RIBONUCLEOPROTEIN A' (U2 SNRNP-A 1 ) >gi_322619_pir S30580 U2 

snRNP protein A 1 - Arabidopsis thaliana >gi__17 669_emb_CAA488 90_ 
(X69137) U2 small nuclear ribonucleoprotein A 1 [Arabidopsis 
^ ... thaliana] 



OJ990903 02.9A27.C27 



Seq. No. 1332 Seq. ID 

Gene No. 2740 Strand 

Start 27277 End 

Name OJ990903_02 . 9A27 . C27 . o3 . ts Method 

Start 27277 End 

GI none Score 

Exons 27277. .27417, 27309 .. 27422, 27520 .. 27756, 27521 .. 27718 , 
27630. .27746 



28671 

TBLASTX: Soybean 

27756 

171 



Seq. No. 


1332 




Seq. ID 


OJ990903_02.9A27 


.C27 


Gene No. 


2740 




Strand 






Start 


27277 




End 


28671 




Name 


OJ990903 02.9A27.C27 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


27297 




End 


28671 




GI 


none 




Score 


162 




Exons 


27297. .27413, 27298. 


.27.414, 


27308. .27424, 27310 .. 27447 , 






27520. .27789, 27521. 


.27718, 


27521. .27790, 27532 .. 27792 , 






27720. .27791, 28591. 


.28671, 


28595. .28669 




Seq. No. 


1332 




Seq. ID 


OJ990903_02.9A27 


.C27 


Gene No. 


2740 




Strand 






Start 


27277 




End 


28671 




Name 


OJ990903 02.9A27.C27 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


27309 




End 


27640 




GI 


none 




Score 


166 




Exons 


27309. .27413, 27310. 


.27417, 


27520. .27636, 27521.. 27640 




Seq. No. 


1332 




Seq. ID 


OJ990903_02.9A27 


.C27 


Gene No. 


2741 




Strand 






Start 


2859! 




End 


28744 




Name 


OJ990903 02.9A27.C27 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


28591 




End 


28744 




GI 


none 




Score 


232 




Exons 


28591. .28740, 28595. 


.28744 








Seq. No. 


1333 




Seq. ID 


OJ990903_02.9A27 


.C28 


Gene No. 


2742 




Strand 


+ 




Start 


1936 




End 


9153 




Name 


OJ990903 02.9A27.C28 


. ol . gs 


Method 


GENSCAN 




Start 


1936 




End 


8718 




GI 


none 




Score 


.63 




Exons 


1936.. 2120, 2524.. 2563, 3320 


..3544, 5360.. 5821, 6105.. 6133, 




7271.. 7378, 7869. .8028, 8092 


. .8718 






Seq. No. 


1333 




Seq. ID 


OJ990903_02.9A27 


.C28 


Gene No. 


2742 




Strand 


+ 




Start 


1936 




End 


9153 




Name 


OJ990903 02.9A27.C28 


.ol.gp 


Method 


AAT/GAP 





1388 



Start 7487 End 7872 

GI uC-osflcyp003g09bl Score 696 

Exons 7487.. 7872 

GI Descrip. 1 100726/pir | | S22377 8.0e-15 aspartate transaminase (EC 2.6.1.1) 
AAT1 precursor - proso millet >gi_20597_emb_CAA4 5022_ (X63428) 
aspartate aminotransferase [Panicum miliaceum] 1 



ru 

Q 

L Li 

is 

Q 
Q 



Seq. No. 


1333 


Seq. ID 


OJ990903_02. 9A27 


.C28 


Gene No. 


2742 


Strand 


+ 




Start 


1936 


End 


9153 




Name 


OJ990903 02.9A27.C28.ol.np 


Method 


AAT/NAP 




Start 


8378 


End 


9153 




GI 


6630699 


Score 


97 




Exons 


8378. .8601, 9065. .9153 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi| 6721536 | db j |BAA89566.1| 


(AP001073) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


1333 


Seq. ID 


OJ990903_02. 9A27 


.C28 


Gene No. 


2743 


Strand 


+ 




Start 


12773 . 


End 


13225 




Name 


OJ990903 02.9A27.C28.o3.np 


Method 


AAT/NAP 




Start 


12773 


End 


13225 




GI 


6539570 


Score 


131 




Exons 


12773. .12976, 13152.. 13225 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1333 


Seq. ID 


OJ990903_02. 9A27 


.C28 


Gene No. 


2744 


Strand 






Start 


9021 


End 


12972 




Name 


OJ990903 02.9A27.C28.o2.gs 


Method 


GENSCAN 




Start 


9021 


End 


12972 




GI 


none 


Score 


.48 




Exons 


9021. .9147, 10072. .10186, 


10432. .10561 


, 10593. .10761, 






11035. .11157, 12248. .12272 


, 12311. .12503, 12556. . 12639, 






12791. .12972 








Seq. No. 


1333 


Seq. ID 


OJ990903_02. 9A27 


.C28 


Gene No. 


2744 


Strand 






Start 


9021 


End 


12972 




Name 


OJ990903 02.9A27.C28.o2.np 


Method 


AAT/NAP 




Start 


9293 


End 


12507 




GI 


5922620 


Score 


593 




Exons 


9293.-9423, 10792 .. 11157, 


11497. .11530 


, 12248. .12272, 





12318. .12428, 124 69. .12507 
GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



gi | 6016853 I dbj | BAA85196 
corresponds to a region 
protein [Oryza sativa] 



,1| (AP000570) EST D15357 (C0514 ) 
of the predicted gene.; hypothetical 



Seq. No. 1334 Seq. ID 

Gene No. 2745 Strand 

Start 2408 End 

Name OJ990903_02 . 9A27 . C29 . ol . gs Method 

Start 2408 End 

GI none Score 



OJ990903_02 . 9A27 . C29 

2554 
GENSCAN 
2554 
.72 



1389 




Exons 


2408. .2554 














Seq. No. 


1335 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C30 


Gene No. 


274 6 




Strand 










Start 


788 




End 


1246 








Name 


OJ990903 02.9A27.C30.ol 


. gs 


Method 


GENSCAN 








Start 


788 




End 


1246 








GI 


none 




Score 


.51 








Exons 


788. .924, 1237. .1246 














Seq. No. 


1336 




Seq. ID 


OJ990903_ 


Q2. 


9A27 


.C33 


Gene No. 


2747 




Strand 


+ 








Start 


335 




End 


651 








Name 


OJ990903 02.9A27.C33.ol 


.gs 


Method 


GENSCAN 








Start 


335 




End 


529 








GI 


none 




Score 


.8 








Exons 


335. .529 














Seq. No. 


1336 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C33 


Gene No. 


2747 




Strand 


+ 








Start 


335 




hno 


box 








Name 


OJ990903 02.9A27.C33.ol 


.np 


Method 


AAT/NAP 








Start 


337 




End 


651 








GI 


5852181 




Score 


132 








Exons 


337. . 651 














GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 










Seq. No. 


1337 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C34 


Gene No. 


2748 




Strand 


+ 








Start 


1 




End 


o Z 4 








Name 


OJ990903 02.9A27.C34.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


824 








GI 


5091513 




Score 


869 








Exons 


1. .824 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


1337 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C34 


Gene No. 


2748 




Strand 


+ 








Start 


1 




End 


824 








Name 


OJ990903 02. 9A27.C34.ol 


.gs 


Method 


GENSCAN 








Start 


55 




End 


656 








GI 


none 




Score 


1 








Exons 


55. .656 














Seq. No. 


1338 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C35 


Gene No. 


2749 




Strand 


+ 








Start 


1 




End 


/ ±£ 








Name 


OJ990903 02.9A27.C35.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


712 








GI 


5091513 




Score 


863 








Exons 


1. .712 














GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


1338 




Seq. ID 


OJ990903_ 


02. 


9A27 


.C35 


Gene No. 


2749 




Strand 


+ 








Start 


1 




End 


712 








Name 


OJ990903 02.9A27.C35.ol 


.gs 


Method 


GENSCAN 









1390 



Start 


46 . 




End 


531 




GI 


none 




Score 


.98 - 




Exons 


46. .531 










Seq. No. 


1339 




Seq. ID 


OJ990903_02. 


9A27.C36 


Gene No. 


2750 




Strand 


+ 




Start 


121 




End 


247 




Name 


OJ990903 02.9A27.C36.ol 


.gs 


Method 


GEN SCAN 




Start 


121 




End 


247 




GI 


none 




. Score 


.95 ^ - 




Exons 


121. .247^V:;;- Y . . * * 












■>:■■ -:-,';A> '- '•■ - -•- 






■ *. ■. - ■ ■ 




Seq. No. 


1339 "' : ' . *" ' 




Seq. ID 


OJ990903_02. 


. 9A27.C36 


Gene No. 


2751 




Strand 


- 




Start 


115 




End 


581 




Name 


OJ990903_02 . 9A27 . C36 . ol 


.np 


Method 


AAT/NAP 




Start 


115 




End 


CQ1 




GI 


6630699 




Score 


98 




Exons 


115. .207, 445. .581 . 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi| 6721536 |dbj IBAA89566 


.11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


1340 




■Seq. ID 


OJ990703_53, 


.9B01.C1 


Gene No. 


2752 




Strand 






Start 


23 




End 


336 




Name 


OJ990703 53.9B01.Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


23 




End 


336 




GI 


none 




Score 


74 




Exons 


23. .100, 89. .169, 164.. 


262, 


178. .336 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990703 53.9B01.C2 



1341 
2753 
1 

OJ990703_53 . 9B01 -C2 . ol . gp 
1 

2428323 
1..253 

5803242/dbj I AP000399. 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



253 

AAT/GAP 

253 

420 



1341 Seq. ID 

2754 Strand 

415 End 

OJ990703_53 . 9B01 . C2 . ol . gs Method 

415 End 

none Score 
415. .4080 

1341 Seq. ID 

2754 Strand 

415 End 

OJ990703_53 . 9B01 . C2 . ol . np Method 

418 End 

6498441 Score 
418. .699, 793. .2190, 2362. .2763, 2956. 
3770. .4143, 4207. .4669, 5000. .6063 



OJ9-90703_53.9B01.C2 

17534 
GENSCAN 
4080 
1 



OJ990703_53.9B01.C2 

17534 
AAT/NAP 
6063 
6769 

.3277, 3452.. 3586, 



1391 




GI Descrip. (AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) . [Oryza sativa] 



Seq. No. 


1341 








Seq. ID 


OJ990703_53.9B01 


.C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


OJ990703 53. 


9B01. 


.C2.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


427 








End 


102"9 




GI 


none 








Score 


75 




Exons 


427. .552, 431. .553,, .739 


. .1029 


, 746.. 1024 




Seq. No. 


1341 








Seq. ID 


OJ990703 5J.9BU1 


.C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


OJ990703_53. 


9B01 


. C2 .o3. 


tw 


Method 


TBLASTX : Wheat 




Start 


1030 








End 


1411 




GI 


none 








Score 


171 




Exons 


1030. .1410, 


1061 


. .1309, 


1355. 


.1411 






Seq. No. 


1341 








Seq. ID 


OJ990703 53.9B01 


,C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


. OJ990703 53. 


9B01 


. C2.o3. 


tm 


Method 


TBLASTX : Mai ze 




Start 


1225 








End 


1539 




GI 


none 








Score 


192 




Exons 


1225. . 1539, 


1238 


. .1504 










Seq. No. 


1341 








Seq. ID 


OJ990703_53.9B01 


.C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


OJ990703_53 . 


9B01 


. C2.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


1741 








End 


2053 




GI 


none 








Score 


60 




Exons 


1741. .2001, 


1955 


. .2053 










Seq. No. 


1341 








Seq. ID 


OJ990703_53.9B01 


.C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 




QRD1 


• \*£. • \J -J • 


tw 


Method 


TBLASTX: Wheat 




Start 


2056 








End" 


2514 




GI 


none 








Score 


71 . 




Exons 


2056. .2205, 


2057 


. .2194, 


2059. 


.2196, 2252.. 2425, 2266.. 2514 




2266. .2490 














Seq. No. 


1341 








Seq. ID 


OJ990703_53.9B01 


-C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


OJ990703 53. 


9B01 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3115 








End 


3486 




GI 


none 








Score 


90 




Exons 


3115. .3486, 


3326 


. .3469 










Seq. No. 


1341 








Seq. ID 


OJ990703_53.9B01 


.C2 


Gene No. 


2754 








Strand 






Start 


415 








End 


17534 




Name 


OJ990703 53. 


9B01 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 





1392 



Start 3140 

GI none 

Exons 3140.. 3565, 3145.. 3564 

Seq. No. 1341 

Gene No. 2754 

Start 415 

Name OJ990703_53 . 9B01 . C2 . o2 . tm 

Start 3238 

GI none 

Exons 3238 . . 3621, 3257 . . 3622 



End 3565 
Score 317 



Seq. ID OJ990703_53.9B01.C2 
Strand 

End 17534 

Method TBLASTX : Maize 

End 3622 

Score 226 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 
as Start 

Name 
=3 Start 
:fl GI 
s !s Exons 



Seq. No, 
Gene No. 
J Start 
J Name 

Start , 
% GI 
\ Exons 

'* Seq. No. 
| Gene No. 
* Start 
r Name 
1 Start 
GI 

Exons 



1341 
2754 ' 
415 

OJ990703_53. 9B01 . C2 . ol . tm 
3649 
none 

3649...376S, 3649.. 4005, 3659.. 3970 



Seq. ID OJ990703_53.9B01.C2 
Strand 
End 

Method 
End 
Score 



1341 
2754 
415 

OJ990703_53 . 9B01 . C2 . ol . tw 

3673 

none 

3673. .4134, 3680. .4135, 3693. 

1341 
2754 
415 

OJ990703_53 . 9B01 . C2 . o2 . ts 

3730 

none 

3730.. 3864, 3871.. 4095 

1341 
2754 
415 

OJ990703_53 . 9B01 . C2 . 62 . gs 

4144 

none 



17534 

TBLASTX : Maize 

4005 

69 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4136 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990703_53. 9B01.C2 
17534 

TBLASTX: Wheat 

4136 

382 



OJ990703_53.9B01.C2 
17534 

TBLASTX : Soybean 

4095 

117 



Seq. ID OJ990703_53. 9B01.C2 



Strand 
End 

Method 

End 

Score 



17534 
GEN SCAN 
15317 
.62 



4144. .4646, 4694. .5654, 5760. .6587, 6643. .6769, 7138. .7236, 
7796. .8139, 9531. .9651, 10607 .. 1068 9, 10783 .. 1108 6, 
11257. .11402, 12958. .13092, 14 455 .. 14 699, 15056.. 15317 



Seq. No. 


1341 






Seq. ID 


OJ990703_53.9B01 


.C2 


Gene No. 


2754 






Strand 






Start 


415 






End 


17534 




Name 


OJ990703 53. 


9B01 


.C2.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


4327 






End 


4785 




GI ' 


none 






Score 


175 




Exons 


4327. .4650, 


4331 


..4591, 4653. 


.4784, 4654. .4785 




Seq. No. 


1341 






Seq. ID' 


OJ990703_53. 9B01 


.C2 


Gene No. 


2754 






Strand 7 






Start 


415 






End 


17534 





1393 



'is* 

a 



Name 


OJ990703 53.9B01.C2.o6.tw 


Method 


TBLASTX: Wheat 




Start 


5523 


End 


5915 




GI 


none 


Score 


95 




Exons 


5523.. 5780, 5557.. 5796, 5763.. 


5861, 5764. .5856, 5868. .5915 


Seq. No. 


1341 


Q^n TP) 


OJQ907 03 53 9B01 


.C2 


tjene no . 


on t; a 


Cf rand 






Start 


415 


FnH 


17534 




Name 


OJ990703 53.9B01.C2.o4.tm 


LJC LHUU 


TRT.A^TX • Maize 

J. ID J_I.tT.k_) J- /v • L Id ± 




Start 


5625 


FnH 

Hi 11^1 


5910 

*J Z> X \J 




GI 


none 


Score 


107 




Exons 


.5625. .5873, 5626. :5910 








Seq. No. 


1341 


Seq. ID 


OJ990703_53. 9B01 


.C2 


Gene No. 


2754 


Strand 






Start 


415 . 


End 


17534 




IN CliLLt; 


OJ990703 53.9B01.C2.o2.np 


Method 


AAT/NAP 




Start 


6227 


End 


8076 




GI 


5042448 


Score 


340 




Exons 


6227. .6336, 7734. .8076 








GI Descrip. 


(AC00778 9) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa] 








Seq. No. 


1341 


Seq. ID 


OJ990703_53. 9B01 


.C2 


Gene No. 


2754 


Strand 






Start 


415 


End 


. 17534 




Name 


OJ990703 53.9B01.C2.o3.np 


Method 


AAT/NAP 




Start 


9276 


End 


17534 




GI 


119714 


Score 


255 




Exons 


9276. .9419, 10478 11174 , 11271. .11383 


, 14702. .14973, 





i^jl GI Descrip. 



15039. .15623, 17485.. 17534 

EXTENSIN PRECURSOR {CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi|82169|pir| IS06733 hydroxyproline-rich glycoprotein precursor 



- common tobacco gi 1 19867 I'emb I CAA32 090 | 
1-620) [Nicotiana tabacum] 



Seq. No. 
Gene No. 
Start 
Name 
13 Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1342 Seq. ID 

2755 Strand 
3496 End 11713 

OJ990703_53 . 9B01 . C3 . o2 . gs Method GENSCAN 

3496 End 11314 

none Score" . 58 

3496. .3681, 3935. .4013, 4101. .4211, 4628. .5019, 

5717. .5826, 6181. .6259, 6471. .7479, 7642. .8310, 

9260. .9778, 10634 .. 10888, 10928. .11314 



(X13885) extensin (AA 



OJ990703 53.9B01.C3 



5024 
8396 



.5151, 
.8647, 



1342 



2755 
3496 

OJ990703_53 . 9B01 . C3 . o2 . np 
9322 
4680203 

9322. .9406, 10585 .. 11326, 11604. .11713 
(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ990703 53.9B0i.C3 



11713 
AAT/NAP 
11713 
564 



1342 
2755 



Seq. ID 
Strand 



OJ990703 53.9B01.C3 



1394 



Q 

■=5 



□ 



Start 


3496 






End 


11713 




Name 


VJU-7-7U/UO JJ. .Lj . 


ol . tw 




Method 


TBLASTX: Wheat 




Start 


10515 






End 


11711 




GI 


none 






Score 


78 




Exons 


10515. .10574, 10586. 


.10690, 


10593. .10685, 10703 .. 10807 , 






10721. .10777, 10796. 


.10951, 


10812. .10985, 11006. .11599, 






11190. .11498, 11565. 


.11711 










Seq. No. 


1342 






Seq. ID 


OJ990703_53.9B01 


.C3 


bene ino . 


Z / 00 






Strand 






Start 


3496 






End 


11713 . 




Name 


OJ990703,53.9B01.C3. 


o2.tm 




Method . 


TBLASTX: Maize 




Start 


10815 






End 


11110 




GI 


none 






Score 


81 




Exons 


10815. .10928, 10817. 


.10936, 


10940. .11110 




Seq. No. 


1342 






Seq. ID 


OJ990703_53.9B01 


.C3 


bene jno . 


Z / 00 






Strand 






Start 


3496 






End 


11713 




Name 


OJ990703 53.9B01.C3. 


ol.tc 




Method 


TBLASTX: Cress 




Start 


11006 






End 


11429 




GI 


none 






Score 


118 




Exons 


11006. .11428, 11190. 


.11429 










Seq. No. 


1342 






Seq. ID 


OJ990703_53.9B01 


.C3 


Gene No. 


. 2755 






Strand 






CM , v 4- 

btart 


o4 y d 






End 


11713 




Name 


OJ990703 53.9B01.C3. 


ol.tm 




Method 


TBLASTX: Maize 




Start 


11360 






End 


11708 




GI 


none 






Score 


187 




Exons 


11360. .11572, 11364. 


.11573, 


11560. .11676, 11565. .11675, 






11676. .11708 












Seq. No. 


1342 






Seq. ID 


OJ990703_53.9B01 


.C3 


Gene No. 


2755 






Strand 














End 


11713 




Name 


OJ990703 53.9B01.C3. 


o3 .np 




Method 


AAT/NAP 




Start 


11369 






End 


11713 




GI 


100484 






Scorei 


195 




Exons 


11369.. 11713 












GI Descrip. 


hypothetical protein 


l - garden 


snapdragon 




Seq. No. 


1343 






Seq. ID 


OJ990703_53.9B01 


.C7 


Gene No. 


2756 






Strand 






Start 


1 






End ' 


2190 




Name 


OJ990703 53.9B01.C7. 


ol.np 




Method 


AAT/NAP 




Start 


1 






End 


2190 




GI 


4689223 






Score 


620 




Exons 


1..1462, 1640. .2190 












GI Descrip. 


(AF118127) disease resistance 


protein 


12 [Lycopersicon 






esculentum] 












Seq. No. 


1343 






Seq. ID 


OJ990703_53.9B01 


.C7 


Gene No. 


2756 






Strand 






Start 


1 






End 


2190 




Name 


OJ990703 53.9B01.C7. 


ol.ts 




Method 


TBLASTX : Soybean 




Start 


130 






End 


918 





1395 



GI 


none 




Score 


228 


Exons 


130. .297, 469. .534, 


610. .918 






Seq. No. 


1343 




Seq. ID 


OJ990703 


tjsne no . 


on a 




Q+- r3n H 




Start 


1 




End 


2190 


Name 


OJ990703 53.9B01.C7 


. ol . tm 


Method 


TBLASTX :1 


Start 


602 




End 


939 


GI 


none 




Score 


120 


Exons 


602.. 931, 643.. 939 








Seq. . No. 


1343 




Seq. ID 


OJ990703 


bene wo. 


on t; c 

/. f DO 








Start 


1 




End 


2190 


Name 


OJ990703 53.9B01.C7 


. ol .gs 


Method 


GENSCAN 


Start 


682 




End 


2160 


GI 


none 




Score 


.86 


Exons 


682. .2160 








Seq. No. 


1344 




Seq. ID 


OJ990703 


Gene No . 








_L 
X 


Start 


99 




End 


407 


Name 


OJ990703 53.9B01.C8 


. ol.gs 


Method 


GENSCAN 


Start 


99 




End 


407 


GI 


none 




. Score 


.97 


Exons 


99. .170, 348. .407 








Seq. No. 


1344 




Seq. ID 


OJ990703 


Gene No. 


2758 




Strand 






i 
± 




End 


j *± j 


Name 


OJ990703 53.9B01.C8 


. o 1 . np 


Method 


AAT/NAP 


Start 


1 




End 


343 


GI 


5042454 




Score 


83 


Exons 


1..31, 87. .343 








GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


1345 




Seq. ID 


OJ990703 


Gene No. 


2759 




Strand 




Start 


1 




End 


314 


Name 


OJ990703 53. 9B01.C9 


. ol.np 


Method 


AAT/NAP 


Start 


1 




End 


314 


GI 


2498930 




Score 


185 


Exons 


1..79, 247. .314 









GI Descrip. DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster] 



Seq. No. 


1345 


Seq. ID 


OJ990703 


Gene No. 


2759 


Strand 




Start 


1 


End 


314 


Name 


OJ990703 53. 


, 9B01.C9. ol.gs Method 


GENSCAN 


Start 


35 


End 


253 


GI 


none 


Score 


.84 


Exons 


35.-79, 247. 


, .253 




Seq. No. 


1346 


Seq. ID 


OJ990703 


Gene No. 


2760 


Strand " 


+ 


Start 


1 


End 


2876 



1396 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990703_53 . 9B0 1 . C12 . ol . np Method AAT/NAP 
1 End 2876 

2632252 Score 67 

1..34, 2412. .2491, 2542. .2590, 2802. .2876 
(Y12464) serine/threonine kinase [Sorghum bicolor] 



1346 
2761 
545 

OJ990703_53 . 9B01 . C12 . ol . gs 
545 
. none 



Seq. ID OJ990703_53.9B01.C12 
Strand 

End 6675 

Method GENSCAN 

End 6626 

Score .59 



545.. 664, 1925.. 1971, 2916. .2942, 4542:. 4662, 4699.-4779, 
4797. .5076, 5331. .5598, 5690. .5988, 6081.. 6626 



1346 Seq. ID 

2761 Strand 

545 End 
OJ990703_53 . 9B01 . C12 . o2 . np Method 

4152 End 

5441880 Score 

4152. .4298, 4735. .5045, 5331. .5584, 



OJ990703_53 . 9B01 . C12 

6675 
AAT/NAP 
6675 
246 

5682.. 5982, 6501.. 6675 



(AP000367) EST C28 952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa]' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990703 53.9B01.C13 



1347 
2762 
1 

OJ990703_53. 9B01 . C13 . ol . np 
1 

5441880 

1..139, 708. .1004, 1266. .1315, 1757. .1835 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



1835 
AAT/NAP 
1835 
262 



Seq. No. 


1347 








Seq. ID 


OJ990703_53.9B01.C13 


Gene No. 


2762 








Strand 




Start 


1 








End - 


1835 


Name 


OJ990703 53. 


9B01 


.C13.ol 


.gs 


Method 


GENSCAN 


Start 


552 








End . 


1811 


GI 


none 








Score 


.59 


Exons 


552. .1811 












Seq. No. 


1347 








Seq. ID 


OJ990703_53.9B01.C13 


Gene No. 


2762 








Strand 




Start 


1 








End 


1835 


Name 


OJ990703 53. 


9B01 


,C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1518 








End 


1835 


GI 


none 








Score 


59 


Exons 


1518. .1715, 


1598 


. .1681, 


1614. 


.1703, 1660.. 1707, 1728.. 1835, 




1755. .1832, 


1756 


. .1833 








Seq. No. 


1348- 








Seq.- ID 


OJ990703_53.9B01.C14 


Gene No. 


2763 








Strand 


+ 


Start 


5865 








End 


6557 



1397 



Name 

Start 

GI 

Exons 



OJ990703_53. 9B01 . C14 . o2 . gs Method GEN SCAN 

5865 End * 6557 

none Score .99 
5865. .6557 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

; !3 Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID OJ990703_53.9B01.C14 
Strand 

494 

AAT/NAP 
494 
240 



1348 
2764 
1 

OJ990703_53.9B01.C14.ol.np 
1 

5441880 • 
1. .494 . 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



1349 
2765 
1 

OJ990703_53.9B01.C15.ol.np 
1 

2191151 
1..767, 2675. .2734 

(AE007269) contains similarity to membrane associated 
salt-inducible protein [Arabidopsis thaliana] 



Seq. ID OJ990703_53.9B01.C15 

Strand + 

End 2734 

Method AAT/NAP 

End 2734 

Score 28 6 



1349 
2765 
1 

OJ990703_53.9B01.C15.ol.tc 

249 

■none 

249. .446, 267. .431 

1349 
2765 
1 

OJ990703_53.9B01.C15.ol.ts 

249 

none 

249. .452, 290. .427 

1349 
2765 
1 

OJ990703_53 . 9B01 . C15 . ol . tm 

249 

none 

249. .452, 290. .427, 294. .452 

1350 
2766 
226 

OJ990703_53.9B01.C16.ol.gs 

226 

none 

226. .497 



Seq. ID OJ990703_53.9B01.C15 

Strand + 

End 2734 

Method TBLASTX : Cress 

End 44 6 

Score 229 



Seq. ID OJ990703_53..9B01.C15 

Strand + 

End 2734 

Method TBLASTX : Soybean 

End 452 

Score 232 



Seq. ID OJ990703_53.9B01.C15 

Strand + 

End 2734 

Method TBLASTX : Mai ze 

End 452 

Score 232 



Seq. ID OJ990703_53.9B01.C16 

Strand 

End 4 97 

Method GENSCAN 

End 4 97 

Score .92 



1398 




Seq. No. 




beq. id 


ujyyu / uj jj. youi 


r*i *7 


Gene No. 


2767 


Strand 






Start 


4916 


End 


5383 




Name 


OJ990703 53.9B01.C17.o2.gs 


Method 


GENSCAN 




Start 


4916 


End 


5383 




GI 


none 


Score 


.84 




Exons 


4916.. 5123, 52S6..5383 








Seq. No. 


1352 


Seq. ID 


OJ990703_53.9B01 


.C20 


Gene No. 


2768 


Strand . 


+ 




Start 


1 


. , End - 


786 * 




Name 


OJ990703 53.9B01.C20.ol.np 


Method 


AAT/NAP 




Start 


1 


■ End 


786 




GI 


99922 


Score 


619 




Exons 


1. .786 








GI Descrip. 


hypothetical protein - soybean gi | 930025 | emb | CAA31883 | 


(X13528) 




ORF (334 AA) [Glycine max] 








Seq. No. 


1352 


-Seq. ID 


OJ990703 53.9B01 


.C20 


Gene No. 


2768 


Strand 






Start 


1 


End 


78 6 




Name 


OJ990703 53.9B01.C20.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


444 




GI 


none 


Score 


136 




Exons 


3. .152, 20. .151, 199. .318, 


201. .305, 205. .324, 224. .325 






316. .444 








Seq. No. 


1352 


Seq. ID 


OJ990703_53.9B01 


. y^Zu 


Gene No. 


2768 


Strand 


+ 




Start 


1 


End 


786 




Name 


OJ990703 53.9B01.C20.ol.ts 


Method 


TBLASTX : Soybean 




Start 


30 


End 


459 




GI 


none 


Score 


90 




Exons 


30. .152, 35. .151, 219. .440, 


220. .459 






Seq. No. 


1352 


Seq. ID 


OJ990703_53.9B01 


. U 


Gene No. 


2768 


Strand 


+ 




Start 


1 


End 


786 




Name 


OJ990703 53.9B01.C20.ol.tc 


Method 


TBLASTX: Cress 




Start 


187 


End 


540 




GI 


none 


Score 


259 




Exons 


187. .540, 282. .485 








Seq. No. 


1352 


Seq. ID 


OJ990703_53.9B01 


. U 


Gene No. 


2768 


Strand 


+ 




Start 


1 


End 


786 




Name 


OJ990703 53.9B01.C20.ol.gs 


Method 


GENSCAN 




Start 


223 


End 


743 




GI 


none 


Score 


.6 




Exons 


223.. 349, 609.. 743 








Seq. No. 


1352 


Seq. ID 


OJ990703_53.9B01 


.C20 


Gene No. 


2768 


. Strand 


+ 




Start 


1 


End 


786 * 




Name 


OJ990703 53.9B01.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


282 


End 


519 





1399 






GI 


none 






Score 


237- 




Exons 


282. .503, 313. .519 










Seq- No. 


1353 






Seq. ID 


OJ990703_53.9B01.C24 




Gene No. 


2769 






Strand 


+ 




Start 


2138 






End 


3489 




Name 


OJ990703 53 


. 9B01 . C24 . 01 


.gs 


Method 


GEN SCAN 




Start 


2138 






"End 


3471 




GI 


none 






Score 


.66 




Exons 


2138 . . 2553, 


2567 . . 2937 , 


3047. 


.3471 






. Seq. No. 


"1353 






Seq. ID 


O ; J9.90703_53 . 9B01 . C24 




Gene No. 


o *7 c n 

2 /by 






Strand 


+ 




Start 


2138 






End 


3489 




Name 


OJ990703_53 


. 9BU1 . C24 . Ol 


.np 


Method 


AAT/NAP 




Start 


O 1 A A 

2144 






End 


3468 




GI 


5U42418 






Score 


278 




Exons 


2144 . . 34 68 












GI Descrip. 


(AC006193) 


Hypothetical 


Protein [Arabidopsis thaliana] 




Seq. No. 


1353 






Seq. ID 


OJ990703_53.9B01.C24 




Gene No. 


2769 






Strand 


+ 




Start 


2138 






End 


3489 


; J 


Name 


OJ990703_53 


. 9B01 . C24 . ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


2.398 






End 


3489 


= » 

.1 s 


GI 


none 






Score 


111 




Exons 


2398. .2496,. 


2399 . .2497, 


2498. 


.2563, 2589.. 2696, 2730.. 2909, 


y 




2747 . .2908, 


2922 . . 3044 , 


3082. 


.3297, 3084. .3263, 3366. .3461, 


:3 

: S 




3367. .3489 










S3. 

ij 


Seq. No. 


1353 






Seq. ID 


OJ990703_53.9B01.C24 


: l : 
U 


Gene No. 


2769 






Strand 


+ 




Start 


2138 






End 


3489 




Name 


OJ990703_53 


. 9B01 .C24 . ol 


. tm 


Method 


TBLASTX: Maize 


! W 


Start 


2616 






End 


3044 


'J 


GI 


none 






Score 


69 




Exons 


2616. .2696, 


2691. .2876, 


2729. 


.2869, 2960.. 3034, 2961.. 3044 




Seq. No. 


1354 






Seq. ID 


OJ990703_53.9B01.C25 


: (=. 


Gene No. 


2770 






Strand 


+ 


J 


Start 


1153 






End 


3083 




Name 


OJ990703_53 


. 9B01 . C25 . ol 


.gs 


Method 


GENSCAN 




Start 


1153 






End 


3083 




GI 


none 






Score 


.64 




Exons 


1153 . .1240, 


14 60 . . 1621, 


2920. 


.2955, 3018. .3083 




Seq. No. 


1354 






Seq. ID 


OJ990703_53.9B01.C25 




Gene No. 


2//0 






Strand 


+ 




Start 


1153 






End 


3083 




Name 


OJ990703 53 


.9B01.C25;ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2559 






End 


2896 




GI 


none 






Score 


137 




Exons 


2559. .2684, 


2584 . .2700, 


2585. 


.2686, 2707.. 2778, 2708.. 2779, 






2769. .2891, 


2772. .2891, 


2777. 


.2896, 2780.. 2893 




Seq. No. 


1354 






Seq. ID 


OJ990703_53.9B01.C25 




Gene No. 


2770 






Strand 


+ 



1400 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1153 End 

OJ990703_53 . 9B01 . C25 . ol . tm Method 

2584 End 

none Score 



3083 

TBLASTX : Maize 

2805 

158 



2584. .2685, 2585. .2686, 2672. .2779, 2695. .2778, 2698. .2793, 
2733. .2780, 2773.-2799, 2774. .2800, 2776. .2805 



1354 
2770 - 
1153 

OJ990703_53. 9B01 .C25 . ol . tc 

2707 

none 



Seq. ID OJ990703_53.9B01.C25 

Strand + 

End 3083 

Method TBLASTX: Cress 

End 2893 

Score 81 



2707. .2778, 2708. .2779, 2733. .2780, 2774. .2893, 2775. .2891, 
2776. .2892 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
p GI Descrip. 

j;fs 

Seq. No. 
Q Gene No. 
y Start 
: Name 

Start 
= « GI 
;i Exons 



Seq. No. 
Gene No. 
Start 
Name 
□ Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1355 
2771 
361 

OJ990703_53. 9B01 . C26 . ol . np 
361 

5734705 



Seq. ID OJ990703_53.9B01.C26 

■Strand + 

End 3660 

Method AAT/NAP 

End 3208 

Score • 117 



361. .486, 670. .929, 2906. .3208 

(AC008075) F24J5.4 [Arabidopsis thaliana] 

gi| 6524187 |.gb | AAF15072.1 |AC011914_14 (AC011914) hypothetical 
protein [Arabidopsis thaliana] 



1355 
2771 
361 

OJ990703_53.9B01.C26.ol.gs 

670 

none 



Seq. ID OJ990703_53.9B01.C26 

Strand + 

End 3660 

Method GENS CAN 

End 3660 

Score .73 



670. .1006, 1430. .1511, 1605. .1770, 3018. .3085, 3273. .3411, 
3513. .3660 



1356 
. 2772 
247 

OJ990703_53.9B01.C27.ol.gs 

247 

none 

247. .348, 770. .991 

1356 
2772 
247 

OJ990703_53 . 9B01 . C27 . ol . tw 

616 

none 



Seq. ID OJ990703_53.9B01.C27 
Strand 

End 1030 

Method GENSCAN 

End 991 

Score .83 



Seq. ID OJ990703_53.9B01.C27 
Strand 

End 1030 

Method TBLASTX : Wheat 

End 97 9 

Score 64 



616:. 714, 618. .725, 719. .979, 732. .866 



1356 
2772 
247 

OJ990703_53 . 9B01 . C27 . ol . tm 
722 



Seq. ID OJ990703_53.9B01.C27 
Strand 

End 1030 

Method TBLASTX : Maize 

End 1030 



1401 



GI 


none 


Score 


166 


Exons 


722. .778, 809. .1030 






Seq. No. 


1357 


Seq. ID 


OJ990703 


Gene No. 


2773 


Strand 




Start 


1 


EjIiQ 




Name 


OJ990703 53.9B01.C29.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


923 


GI 


6907089 


Score 


1147 


Exons 


1..923 






GI Descrip. 


(AP001129) hypothetical prote 


in [Oryza 


sativa] 


Seq. No. 


1357 


.Seq. ID 


OJ990703 


Gene No. 


277 3 


btrana 




Start 


1 


End 


923 


Name 


OJ990703 53.9B01.C29.ol.gs 


Method 


GENSCAN 


Start 


10 


End 


915 


GI 


none 


Score 


.52 


Exons 


10. .915 






Seq. No. 


1358 


Seq. ID 


OJ990703 


Gene No. 


2774 


Strand 


+ 


Start 


1 


End 


6588 


Name 


OJ990703 53.9B01.C30.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


2605 


GI 


5042454 


Score 


324 



Exons 

GI Descrip. 



1..79, 308. .389, 986. .1124, 1342. .1470, 2149. .2321, 2552. .2605 
(AC007789) putative polyprotein [Oryza sativa] 



Ly Seq. No. 
u i Gene No. 

Start 
' " Name 

Start 
U GI 
'*J Exons 
j s ± GI Descrip. 

Seq. No. 
'*J Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1358 
2774 
1 

OJ990703_53. 9B01 . C30 . o3 . np 

1399 

5042448 



Seq. ID OJ990703_53.9B01.C30 

Strand + 

End 6588 

Method AAT/NAP 

End 3557 

Score 321 



1399. .1529, 2735. .2970, 3010. .3235, 3504. .3557 
(AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



1358 
2774 
1 

OJ990703_53 . 9B01 . C30 . o4 .np 

1927 

4680179 



Seq. ID OJ990703_53.9B01.C30 

Strand + 

End 6588 

Method AAT/NAP 

End 6588 

Score 411 



1927. .1994, 3504. .3949, 6496.-6588 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



1358 
2774 
1 

OJ990703_53 . 9B01 . C30 . o2 . gs 

2175 

none 



Seq. ID OJ990703_53.9B01.C30 

Strand + 

End 6588 

Method GENSCAN 

End 3628 

Score .59 



2175. .2321, 2753. .2894, 3081. .3203, 3504. .3628 

1358 Seq. ID OJ990703_53.9B01.C30 



1402 



'iaf 



ti 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
.Gene No. 
Start 
Name 
-Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



; = Seq. No. 

Q Gene No. 

! ij Start 

1 1 Name 

r ~ Start 

W Exons 

□ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2774 Strand 

1 End 

OJ990703_53 . 9B01 . C30 . o3 . gs Method 

6458 End 

none . " Score 

6458.-6559 



1358 Seq. ID 

2775 Strand 

1 End 1086 
OJ990703_53.9B01.C30.ol.np ■ Method AAT/NAP 

1- End 1086 > 

6907089 Score 1814 
1. .1086 

(AP001129) hypothetical protein [Oryza sativa] 



+ 

6588 
GENSCAN 
6559 
.64 



OJ990703 53.9B01.C30 



1359 Seq. ID 

2776 Strand 

27 End 
OJ990703_-53 . 9B01 . C31 . ol . gs Method 

27 End 

none Score 
27.. 756, 1033.. 1304 

1359 . Seq. ID 

2776 Strand 

27 End 
OJ990703_53 . 9B01 . C31 . ol . gp Method 

58 End 

701118 Score 
58. .290 

1359 Seq. ID 

2776 Strand 

27 End 
OJ990703_53 . 9B01 . C31 . o2 . gp Method 

298 End 

none ' ^ Score 
2 98.. 65 6. 



OJ990703_53.9B01.C31 
+ 

1304 
GENSCAN 
1304 
.75 



OJ990703_53.9B01.C31 

1304 
AAT/GAP 
290 
429 



OJ990703_53.9B01.C31 
+ 

1304 
AAT/GAP 
656 
707 



-gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1359 
2777 
8099 

OJ990703_53 . 9B01 . C31 . o4 , 
8099 

2315_5.R1084 
8099. .8361 

' 6016845/dbj | AP000570 . 1 | AP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ990703 
+ 

8361 
AAT/GAP 
8361 
355 



53.9B01.C31 



1359 Seq. ID 

2778 Strand 

8931 End 

OJ990703_53 . 9B01 . C31 . o2 . np Method 

8931 End 

5922631 Score 



OJ990703_53.9B01.C31 
+ 

15026 
AAT/NAP 
14990 
6674 



8931. .9055, 9314.. 9558, 9793.. 9995, 1004 1 .. 10612 , 10655 10806, 



1403 



10933. .11856, 12463.. 14990 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi|6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



U 

O 

iin 
ni 

i : 

W 

HI 



Seq. No. 


. 1359 






Seq. ID 


OJ990703 


Gene No. 


2778 






Strand 


+ 


Start 


8931' 






End 


15026 . 


Name 


OJ990703 53. 


9B01.C31.o3. 


gs 


Method 


GENSCAN' 


Start 


8931 






End 


15026 


GI 


none 






Score 


.87 


Exons 


8931. .11848, 


11945. .1284 


8, 12873.. 15026 


Seq. No. 


1359 






Seq. ID 


OJ990703 


Gene No. 


2779 






Strand 




Start 


3868 






End 


6187 


Name 


OJ990703 53. 


9B01.C31.o3. 


gp 


Method 


AAT/GAP 


Start 


3597 






End 


6187 


GI 


385 2.R1084 






Score 


2753 


Exons 


3597. .4160, 


4243. .4486, 


5429. 


.5548, 5658. .6187 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



• 1706260/sp|Q10716|CYSl_MAIZE 1.0e-159 CYSTEINE PROTEINASE 1 

PRECURSOR >gi_2118131_pir S59597 cysteine proteinase 1 

precursor - maize >gi_643597_dbj_BAA08244_ (D45402) cysteine 
proteinase [Zea mays] ' 



1359 Seq. ID 

2779 Strand 

3868 End 
OJ990703_53 . 9B01 . C31 . o2 . gs Method 

3868 End 

none Score 

3868. .4160, 4243.-4452, 5429. .6146 



1359 
2779 
3868 

OJ990703_53 . 9B01 .C31 . ol .np 

3877 

1706260 

3877, .4160, 4243. .4486, 5429. 



OJ990703_53.9B01.C31 

6187 
GENSCAN 
6146 
.43 



OJ990703 53.9B01.C31 



Seq. ID 
Strand 

End 6187 
Method AAT/NAP 
End 6116 
Score 1409 
.5548, 5658.. 6116 
CYSTEINE PROTEINASE 1 PRECURSOR gi | 2118 131 | pir | | S59597 cysteine 
proteinase 1 precursor - maize gi | 643597 | dbj IBAA08244 | (D4 5-4-02) 
cysteine proteinase [Zea mays] 



Seq. No. 1359 

Gene No. 2780 

Start 15342 

Name OJ990703_53 . 9B01 . C31 . o7 . tm 

Start 87 

GI none 
Exons 



End 

Method 
End 
Score 

87. .215, 144. .185, 284. .319, 344... 397, 344. .391, 399. .527, 
460.. 534, 510.. 575, 651.. 683 



Seq. ID OJ990703_53.9B01.C31 
Strand 

23092 

TBLASTX: Maize 
683 
204 



1404 





Seq. No. 


1359 








Seq. ID 


OJ990703_53.9B01.C31 




Gene No. 


O *7 Q n 
£ / OU 








Strand 






Start 


. 15342 








End 


23092 




Name 


OJ990703 53. 


9B01. 


C31.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


1115 








End 


1311 




GI 


none 








Score 


228 




Exons 


1115. .1276, 


1116. 


.1304, 


1117. 


.1311, 1117.. 1305 




Seq. No. 


1359 








Seq. ID 


OJ990703_53.9B01.C31 




Gene No. 


2780 








Strand 






Start 


15342 








End 


23092 




Name 


OJ990703_53. 


9B01. 


C31.ol 


ts 


Method 


TBLASTX : Soybean ■' 




Start 


by 








End 


5906 




GI 


none 








Score 


56 




Exons 


3869. .3931, 


3883. 


.3939, 


3949. 


.4164, 3950. .4168, 4244. .4303, 






4244. .4303, 


4295. 


.4369, 


4295. 


.4351, 4358. .4408, 4421. .4489, 






4425. .4487, 


5420. 


.5527, 


5436. 


.5546, 5643. .5750, 5665. .5739, 






5781. .5858, 


5815. 


.5838, 


5838. 


.5906 






Seq. No. 


1359 








Seq. ID 


OJ990703_53.9B01.C31 




Gene No. 


Z / oU 








Strand 






Start 


15342 








End 


23092 




Name 


OJ990703 53. 


9B01. 


C31.o8 


. tw 


Method 


TBLASTX: Wheat 




Start . 


3874 








End 


4081 




GI 


none 








Score . 


236 


lit 


Exons 


3874. .4080, 


3875. 


.4081 








! U 

:■=: 


Seq. No. 


1359 








Seq. ID 


OJ990703_53.9B01.C31 




Gene No. 


2780 








Strand 




; :~* 


Start 


15342 








End 


23092 




Name 


uj y yu / U J DO 


you ± . 


UJl . O 1 




Method 


TBLASTX: Cress 


; us 


Start 


3877 








End 


5694 




GI 


none 








Score 


237 


: ! =^ 


Exons 


3877. .3936, 


3940. 


.4164, 


3944. 


.4168, 4242. .4352, 4244. .4351, 






4250. .4393, 


4352. 


.4489, 


4353. 


.4487, 5420. .5527, 5430. .5543, 






5643. .5693, 


5644. 


.5694 








!■= 

sa. 
:'. s 

5 =7 


Seq.' No. 


1359 








Seq. ID 


OJ990703_53.9B01.C31 


Q 


Gene No. 


2780 








Strand 






Start 


15342 








End 


23092 


: : sr 


Name 


OJ990703 53 


.9B01 


C31.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3877 








End 


6047 




GI 


none 








Score 


366 




Exons 


3877. .4164, 


3884 


.4165, 


4242; 


.4487, 4244. .4495, 4244. .4489, 






4324. .4503, 


5429 


.5527, 


5430. 


.5546, 5643. .5759, 5644. .5745, 






5778. .6047, 


5815 


.5955, 


5832. 


.6047 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



1359 
2780 
15342 

OJ990703_53.9B01.C31.o6.tw 

4105 

none 

4105. .4164, 4109. .4165, 4242. 
4324.. -4503, 5420.. 5464, 5430. 

1359" 



Seq. ID OJ990703_53.9B01.C31 
Strand 

End 23092 
Method TBLASTX : Wheat 
End 5522 
Score 79 

.4487, 4244. .4489, 4247. .4495, 
.5459, 5465. .5521, 5466. .5522 

Seq. ID OJ990703_53.9B01.C31 



1405 




Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.o2 . tc 


Method 


TBLASTX: Cress 




Start 


5695 




End ' - 


6014 




GI 


none 




Score 


59 




Exons 


5695. .5739, 5697. .5750, 5781 


..6014, 5818. .5871 




Seq. No. 


1359 




Seq. ID 


ojyyo/oj oo.yfcjui 


.C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703_53 . 9B01 . C31 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


1 ATI T 

1021/ 




End 


10519 




GI 


none 




Score 


291 




Exons 


10217 .. 10270, 10218. 


. 10619 








Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 


.C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703_53.9B01.C31 


.07 . tw 


Method 


TBLASTX: Wheat 




Start 


11196 




End 


11653 




GI 


none 




Score 


146 




Exons 


11196. . 11372, 11417 . 


. 11653, 


11421. .11651 




Seq. No. 


1359 




Seq. ID 


OJ990703_53. 9B01 


.C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


'23092 




Name 


OJ990703_53.9B01.C31 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11873 




End 


12329 




GI 


none 




Score 


497 




Exons 


11873. . 12328, 11874 . 


. 12329 








Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 


-C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703_53.9B01.C31 


,o4 .ts 


Method 


TBLASTX : Soybean 




Start • 


11913 




End 


12278 




GI 


none 




Score 


138 




Exons 


11913 .. 12137, 12144. 


. 12278 








Seq. No. 


- ■ .... • ■ •-«■- 
1359 




Seq. ID 


OJ990703_53. 9B01 


.C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703_53.9B01.C31 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


12003 




End 


12359 




GI 


none 




Score 


375 




Exons 


12003. .12359, 12044. 


.12349 








Seq. No. 


1359 




Seq. ID 


OJ990703_53. 9B01 


-C31 


Gene No. 


2780 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12444 




End 


12868 




GI 


none 




Score 


448 




Exons 


12444. .12863, 12488. 


.12868, 


12509. .12868 




Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 


.C31 


Gene No. 


2780 




Strand 







1406 





Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


12522 




End 


12923 




GI 


none 




Score 


311 




Exons 


12522. .12923, 12539. 


.12682, 


12719. .12889 




Seq. No. 


1359 




Seq. ID 


OJ990703_53/9B01 




Gene No. 


2780 




Strand 






Start 


LDohZ 




End 


23092 




Name 


OJ990703 53.9B01.C31 


. o3 . tm 


Method 


TBLASTX: Maize 




.Start 


12590 




End 


13034 




GI 


none 




Score 


281 




Exons 


12590. .12844, 12591. 


.12845, 


12866. .12997, 12867 .. 13010, 






13008. .13034 










Seq. No. 


1359 




Seq. ID 


OJ990703_53. 9B01 




Gene No. 


Z to U 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start 


12872 




End 


13157 




GI 


none 




Score 


276 




Exons 


12872. .12949, 12873. 


.13154, 


12882. .13157 




Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 




Gene , No . 


Z fov 




Strand 






Start 


15342 




End 


23092 


;.t i 
:: ; : 


Name 


OJ990703 53.9B01.C31 


.o3. ts 


Method 


TBLASTX : Soybean 


! y 


Start 


13149 




End 


13537 


□ 


GI 


none 




Score 


86 


; : s 


Exons 


13149. .13253, 13157. 


.13537, 


13293.. 13535 


1 

fu 


Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 




Gene No. 


O *7 q n 
Z 1 o U 




Strand 




II 


Start 


15342 




End' 


23092 


□ 


Name 


OJ990703 53.9B01.C31 


,o4 . tw 


Method 


TBLASTX: Wheat 


;._ : 


Start 


13158 




End 


13580 


I. X 


GI 


none 




Score 


414 


: "s 
! i=? 


Exons ., 


13158. .13580, 13166. 


.13570 






u 


Seq. No. 


1359 




Seq. ID 


OJ990703_53.9B01 




Gene No. 


Z 1 oU 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.08. tm 


Method 


TBLASTX: Maize 




Start 


13410 




End 


13664 




GI 


none 




Score " 


193 




Exons 


13410. .13664 










Seq. No. 


■ 1359 




Seq. ID 


OJ990703_53.9B01 




Gene No. 


Z /oU 




Strand 






Start 


15342 




End 


23092 




Name 


OJ990703 53.9B01.C31 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


13596 




End 


13895 




GI 


none 




Score 


129 




Exons 


13596. .13730, 13755. 


.13895 








Seq. No. 


1359 




Seq. ID " 


OJ990703_53.9B01 




Gene No. 


2780 




Strand 





1407 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name ■ 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



15342 

OJ990703_53.9B01.C31, 

13892 

none 

13892. .14203, 13893.. 
14208. .14255 

1359 
2780 
15342 

OJ990703_53.9B01.C31, 

13898 

none 

13898. .14209, 13899., 



End 

Method 
End 
Score 



o2 . tm 

14216, 13913. .14236, 14207 .. 14254 , 



23092 

TBLASTX: Maize 
14255 
446 



Seq. ID OJ990703_53.9B01.C31 
Strand 

23092 

TBLASTX: Wheat 
14285 
420 



End 

Method 
End 
Score 



o3 . tw 
14285, 14094.. 14285 



1359 
2780 
15342 

OJ990703_53.9B01.C31.o9.tm 
14357 
none 

14357. .14464, 14358 .. 14456, 14447 .. 14521, 14451 .. 14534 , 
14544. .14630 



Seq. ID OJ990703_53.9B01.C31 
Strand 

End 23092 

Method TBLASTX: Maize 

End 14630 

Score 95 



1359 
2780 
15342 

OJ990703_53 . 9B01 . C31 . o5 . tw 

14400 

none 

14400. .14678, 14420 .. 14509, 
14733. .14891, 14877.. 15014 



Seq. ID OJ990703_53.9B01.C31 
Strand 

End 23092 

Method TBLASTX : Wheat 

End 15014 

Score 273 
14561. .14662, 14716 .. 14781, 



1359 
2780 
15342 

OJ990703_53. 9B01 . C31 . o5 . tm 
14742 
none 

14742. .14*894, 14834 14893, 14873 .. 14 974 , 14874.. 14975 



Seq. ID OJ990703_53.9B01.C31 
Strand 

23092 

TBLASTX: Maize . 
14975 . 
148 



End 

Method 
End. 
, Score 



1359 
2780 
15342 

OJ990703_53 . 9B01 .C31 . o4 . gs 

15342 

none 

15342. .15790, 158 63 .. 15967 , 
16562. .17189, 17409 .. 18332 , 
23013. .23092 

1359 
2780 
15342 

OJ990703_53. 9B01 . C31 . o3 . np 

15345 

6691716 



Seq. ID OJ990703_53.9B01.C31 
Strand 

End 23092 

Method GEN SCAN 

End 23092 

Score .48 
16035. .16224, 16300. .16487, 
20197. .20245, 22825 22851 , 



Seq. ID OJ990703_53.9B01.C31 
Strand 

End 23092 

Method AAT/NAP 

End 18293 

Score 2374 



1408 



Exons 


15345. .15790, 15863 .. 15979, 


16125. .16224, 16300 .. 164 94 , , 




16662. .16953, 17035 .. 17224 , 


17423. .18293 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) ] 


nypothetical protein 




[Oryza sativa] 






Seq. No. 


1359 


Seq. ID 


OJ990703_53.9B01.C31 


Gene No. 


2780 


Strand 


- 


Start 


15342 


End 


23092 


Name 


OJ990703 53.9B01.C31.oll.tw 


Method ' 


TBLASTX: Wheat 


Start 


17883 


End 


18173 


GI 


none 


Score 


217 


Exons 


17883. .18173 






Seq. No. 


1359 


Seq. ID 


OJ990703_53.9B01.C31 


Gene No. 


2780 


Strand 




Start 


15342 


End 


23092 


Name 


OJ990703 53.9B01.C31.o5.gp 


Method 


AAT/GAP 


Start 


19606 


End 


19755 


GI 


uC-osflcypl77g01al 


Score 


239 


Exons 


19606. .19755 






GI Descrip. 


, 48848 64/gb|AAD3184 6.1|AF133530_l 4 . 0e- 


-12 (AF133530) water 


channel protein MipH [Mesembryanthemum 


crystallinum] 1 


Seq. No. 


1360 


Seq. ID 


OJ990613_38.9B17.C1 


Gene No. 


'2781 


Strand 


+ 


Start 


'437 


End 


2905 


Name 


OJ990613 38.9B17.Cl.ol.np 


Method 


AAT/NAP 


Start 


437 


End 


2905 


GI 


4538896 


Score 


773 


Exons 


437. .488, 1558. .1895, 2003. 


.2304, 2394 


..2586, 2647. .2905 


GI Descrip. 


(AL049482) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1360 


Seq. ID 


OJ990613_38.9B17.C1 


Gene No. 


2781 


Strand 


+ 


Start 


437 


End 


2905 


Name 


OJ990613 38.9B17.Cl.ol.gs 


Method 


GENSCAN 


Start 


643 


End 


2864 


GI 


none 


Score 


.51 


Exons 


643. .800, 914. .1068; 1302.. 


13907' 2iY4. 


.2304, 2394.. 2563, 




2690. .2864 






Seq. No. 


1360 


Seq. ID 


OJ990613_38.9B17.C1- 


Gene No. 


2781 


Strand 


+ 


Start 


437 


End 


2905 


Name 


OJ990613 38.9B17.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


1596 


End 


1877 


GI 


none 


Score 


60 


Exons 


1596. .1637, 1598. .1633, 1656. .1748, 1658. .1753, 1767. .1877 


Seq. No. 


1360 


Seq. ID 


OJ990613_38.9B17.C1 


Gene No. 


2781 


Strand 


+ 


Start 


437 


End 


2905 


Name 


OJ990613 38.9B17.Cl.o3.tm 


Method 


TBLASTX: Maize 


Start 


2188 


End 


2493 


GI 


none 


Score 


106 


Exons 


2188. .2310, 2189. .2311, 2382. .2492, 2392. .2493. 



1409 ■ 



1.1 1 

ru 

E s3 



Seq. No. 1360 

Gene No. 2781 

Start 437 

Name OJ990613_38 . 9B17 . CI . ol . tm 

Start 2494 

GI none 
Exons 



Seq. ID OJ990613_38.9B17.C1 

Strand + 

End 2905 

Method TBLASTX: Maize 

End 2898 

Score 410 



2494.. 2802, 2505.. 2828, 2505.. 2738, 2805.. 2894, 2806.. 2898 



Seq. No. 1361 

Gene No. 2782 

Start 1 

Name ' OJ990613_38.9B17.C2.ol.np 

Start 1 

GI 4063770 

Exons 1 . . 336 

GI Descrip. (AB004906) transposase [Ipomoea purpurea] 



Seq. ID OJ990613_3.8.9B17.C2 

Strand + 

End 515 

Method AAT/NAP 

End 336 

Score 219 



Seq. No. 1361 

Gene No. 2782 

Start 1 

Name OJ990613_38 . 9B17 . C2 . ol . gs 

Start 73 

GI none 

Exons 73. .349,. 445. .515 

Seq. "No. 1361 

Gene No. 2782 

Start 1 

Name OJ990613_38 . 9B17 . C2 . ol . tm 

Start 73 

GI none 

Exons 73.. 333, 84.. 245, 85.. 333 



Cp Seq. No. 1362 

Gene No. 2783 

!.i Start 1953 

r a Name ' OJ990613_38 . 9B17 . C6 . ol . gs 

Start 1953 ' 

's=? GI none 

□ Exons 1953.. 2064, 2215.. 2356 



Seq. ID OJ990613_38.9B17.C2 

Strand + 

End 515 

Method GEN SCAN 

End 515 

Score .7 



Seq. ID OJ990613_38. 9B17.C2 

Strand + 

End 515 

Method TBLASTX : Maize 

End 333 

Score 250 



Seq. ID OJ990613_38.9B17.C6 

Strand + 

End 2356 

Method GEN SCAN 

End 2356 

Score .53 



Seq. No. 1363 

Gene No. 2784 

Start 1 

Name OJ990613_38 . 9B17 . C7 . ol . np 

Start 1 

GI 3212865 

Exons 1..325 

GI Descrip. (AC004005) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990613_38. 9B17.C7 
Strand + 

325 

AAT/NAP 
325 
394 



End 

Method 

End 

Score 



Seq. No. 1363 

Gene No. 2784 

Start 1 

Name • OJ990613_38 . 9B17 . C7 . ol . gs 

Start 64 

GI none 



Seq. ID OJ990613_38. 9B17.C7 

Strand + 

End 325 

Method GENSCAN 

End 309 

Score .58 



1410 



Exons 



64. .309 



Seq. No. 1363 

Gene No. 2785 

Start 1 

Name OJ990613_38 . 9B17 .C7 . ol . gp 

Start 1 

GI 1171_1.R1084 

Exons 1 . . 325 

GI Descrip. 1 3212865 1.0e-146 (AC004005) unknown protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990613_38.9B17.C7 
Strand 

325 

AAT/GAP 
325 
610 



End 

Method 

End 

Score 



Seq. No. 1363 

Gene No. 2785 

Start 1 

Name OJ990613_38 . 9B17 .C7 . ol . tm 

Start 1 

GI none 
Exons 



Seq. ID OJ990613_38.9B17.C7 
Strand 

End 325 

Method TBLASTX: Maize 

End 309 

Score 424 



1..267, 1..249, 3. .266, 243. .287, 255. .302, 256. .309 



Seq. No. 1363 

Gene No. 2785 

Start 1 

□ Name OJ990613_38 . 9B17 . C7 . ol . tc 

Start 4 

.=s GI none 

l[\ Exons 4.. 312, '9.. 305" 

13 Seq. No. 1363 

.J Gene No. 2785 

"5 Start 1 

17* Name OJ990613_38 . 9B17 .C7 . ol . ts 

- Start 105 

! " GI none 

°3 Exons 105.. 305, 106.. 312, 114.. 320 



Seq. ID OJ990613_38.9B17.C7 
Strand 

End 325 

Method TBLASTX : Cress 

End 312 

Score 405 



Seq. ID OJ990613_38.9B17.C7 
Strand 

End 325 

Method TBLASTX : Soybean 

End 320 

Score 292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



1363 
2785 
1 

OJ990613_38 . 9B17 .C7 . ol .tw 
146 
none 

146. .187, 151. .312, 156. .308, 157. .309 



Seq. ID OJ990613_38.9B17.C7 
Strand 

End 325 

Method TBLASTX : Wheat 

End ' 312 

Score 259 



1364 
2786 
1 

OJ990613_38 . 9B17 .C8 . ol .np 
1 

3212865 
1..37, 107. .916 

(AC004005) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990613_38.9B17.C8 

Strand + 

End 916 

Method AAT/NAP 

End 916 

Score 88 6 



1364 
2787 
102 

OJ990613 38.9B17.C8.ol.tm 



Seq. ID OJ990613_38 .9B17 .C8 
Strand 

End 977 

Method TBLASTX : Mai ze 



1411 




Start 


96 






End 


760 




GI 


none 






Score 


186 




Exons 


96. .452, 


101. .757, 


102. .314, 


107. .760, 


403. .759 




Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977 




Name 


OJ990613 


38.9B17.C8 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


97 






End 


361 




GI 


none 






Score 


343 




Exons 


97. .345, 


101. .361, 


107. .313, 


226. .342 






Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977 




Name 


OJ990613 


38.9B17.C8 


.ol.gp 


Method 


AAT/GAP 




Start 


102 • 






End 


977 




GI 


1171 1.R1084 




Score 


1669 




Exons 


102. .977 












GI Descrip. 


•3212865 


1.0e-146 (AC004005) 


unknown protein [Arabidopsis 




thaliana] 


i 










Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977. 




Name 


OJ990613 


38.9B17.C8 


. oi . tc 


Method 


TBLASTX: Cress 




Start 


106 






End 


339 




GI 


none 






Score 


305 




Exons 


106. .339, 


107. .313 










Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977 




Name 


OJ990613 


38.9B17.C8 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


106 






End 


640 




GI 


none 






Score 


415 




Exons 


106. .345, 


107. .451, 


442. .630, 


443. .640 






Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977 




Name 


OJ990613 


38.9BT7.C8 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


580 






End 


828 




GI 


none 






Score 


239 




Exons 


580. .828, 


581. .817 










Seq. No. 


1364 






Seq. ID 


OJ990613_38.9B17 


.C8 


Gene No. 


2787 






Strand 






Start 


102 






End 


977 




Name 


OJ990613 


38.9B17.C8 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


644 






End 


910 




GI 


none 






Score 


272 




Exons 


644. .910, 


646. .894 










Seq. No. 


1365 






Seq. ID 


OJ990613_38.9B17 


.C9 


Gene No. 


2788 






Strand 






Start 


871 






End 


1056 





1412 






Name 


OJ990613 38.9B17.C9.ol.gs 


Method 


GEN SCAN 








Start 


. 871 




End 


1056 








GI 


none 




Score 


.57 








Exons 


871. .1056 














Seq. No. 


1366 




Seq. ID 


OJ990613_38 


. 9B17 


.C15 






2789 




Si-rand 










Start 


955 • 




End 


1233 








Name 


OJ990613 38.9B17.C15.ol. 


gs 


Method 


GEN SCAN 








Start 


955 




End 


1233 








GI 


none 




Score 


.89 








Exons 


955. .1233 














Seq. No. 


1367 




Seq. ID 


OJ990613_38 


. 9B17 


.C16 




Gene No. 


2790 




Strand 










Start 


298 




End 


892 . 








Name 


OJ990613 38.9B17.C16.ol. 


np 


Method 


AAT/NAP 








Start 


298 




End 


892 








GI 


4206204 




Score 


95 








Exons 


298. .449, 510. .892 














GI Descrip. 


(AF071527) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


,1368 




Seq. ID 


UU J^UDl J JO 


* -7 D X / 


.C21 




Gene No. 


2791 




Strand 








ra- 
sa. 




265 




End 










Name 


OJ990613 38.9B17.C21.ol. 


gs 


Method 


VJ Ej LN O ^-ttlN 






i* '"1 


Start 


265 




End 


2613 






! y 


GI 


none 




Score 


.47 






is si 


Exons 


265. .417, 721. .881, 1017 


.'.1046, 1308.. 




1 791 








1959.. 2104, 2160. .2238, 


2412. 


.2613 










Seq. No. 


1369 




Seq. ID 


OJ990613_38 


.9B17 


.C22 


i'U 


(7ano Wo 


2792 




Strand 








:s 


Start 


416 




End 


536 








Name 


OJ990613 38.9B17.C22.ol. 


gs 


Method 


GENSCAN 






:. c 


Start 


416 




End 


536 








GI 


none 




Score 


.99 






ts: 
est 


Exons 


416. .536 














Seq. No. . 


1370 




Seq. ID 


OJ990.613_38 


. 9B17 


.C23 


! :=f 


f^pno Wo 


2793 




Strand 










Start 


203 • 




End 


355 








Name 


OJ990613 38. 9B17.C23.ol. 


gs 


Method 


GENSCAN 








Start 


203 




End 


355 








GI 


none 




Score 


..9 








Exons 


203. .355 














Seq. No. 


1371 




Seq. ID 


OJ990613_38 


. 9B17 


.C25 




pQnn Mo 

bene inu • 


2794 




Strand 


+ 








Start 


45 




End 


1231 








Name 


OJ990613 38. 9B17.C25.ol. 


gs 


Method 


GENSCAN 








Start 


45 




End 


1231 








GI 


none 




Score 


.68 








Exons 


45. .650, 912. .1068, 1074 


. .1231 










Seq. No. 


1372 




Seq. ID 


OJ990613_38 


. 9B17 


.C28 




Gene No. 


279$ 




Strand 


+ 







1413 



Start 


75 


End 


292 


Name 


OJ990613 38.9B17.C28.ol 


. gs Method 


GENSCAN 


Start 


75 


End 


292 


GI - 


none 


Score 


.61 


Exons 


75. .292 






Seq. No. 


1373 


Seq. ID 


OJ990613_38 . 9B17 .C29 


Gene No. 


2796 


Strand 


- 


Start 


1 


End 


686 


Name 


OJ990613 38.9B17.C29.ol 


,gp Method 


AAT/GAP 


Start 


1 


End 


686 


GI 


331 1.R1084 


Score 


1321 


Exons 


1. .686 






GI Descrip. 


■ 1136122/embl CAA62917 | 


O.Oe+00 (X91807) 


alfa-tubulin [Oryza 



sativa] ' 



Seq. No. 


1373 




Seq. ID 


OJ990613 


Gene No. 


2796 




Strand 




Start 


1 




End 


686 


Name 


OJ990613 


_38.9B17.C29.ol.gs 


Method 


GENSCAN 


Start 


62 




End 


615 


GI 


none 




Score 


.72 


Exons 


62. .269, 


308. .615 






Seq. No. 


1373 . 




Seq. ID- 


OJ990613 


Gene No. 


2796 




Strand 




Start 


1 




End 


686 


Name 


OJ990613 


_38.9B17.C29.ol.np 


Method 


AAT/NAP 


Start 


65 




End 


686 


GI 


1136122 




Score 


1029 


Exons 


65. .686 








GI Descrip. 


(X91807) 


alfa-tubulin [Oryza 


sativa] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1373 
2796 
1 

OJ990613_38 . 9B17 . C2 9 . ol . tm 

104 

none 



Seq. ID OJ990613_38.9B17.C29 



Strand 
End 

Method 
End 
. Score 



686 

TBLASTX: Maize 

685 

170 



104. .376, 122. .376, 195. .377, 319. .684, 320. .685 



1373 
2796 
1 

OJ990613_38.9B17.C29.ol.ts 

104 

none 



Seq. ID OJ990613_38.9B17.C29 



Strand 
End 

Method 

End 

Score 



686 

TBLASTX : Soybean 

676 

135 



104. .334, 122. .376, 195. .377, 308. .445, 319. .444, 427. .486, 
428. .484, 461. .499, 484. .675, 488. .676 



Seq. No. 1373 

Gene No. 2796 

Start 1 

Name OJ990613_38 . 9B17 . C29 ."ol . tc 

Start 113 

GI none 
Exons 



Seq. ID OJ990613_38.9B17.C29 
Strand 
End 

Method 
End 
Score 



686 

TBLASTX: Cress 

685 

127 



113. .370, 122. .376, 195. .377, 308. .685, 319. .684 



Seq. No. 1373 

Gene No. 27 96 
Start ' 1 

Name OJ990613_38 . 9B17 . C29 . ol . tw 

Start 122 

GI none 
Exons 



Seq. ID OJ990613_38.9B17.C29 
Strand 

End 68 6 

Method TBLASTX : Wheat 

End 682 

Score 232 



122. .376, 195. .377, 308. .682, 319. .681 



Seq.. No. 1374 

Gene No. 2797 

Start 61 

Name OJ990613_38 . 9B17 . C30 . ol . gs 

Start 61 

GI none 

Exons 61.. 251 



Seq. ID OJ990613_38.9B17.C30 

Strand + 

End 251 

Method GENSCAN 

End 251 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



1374 
2797 
61 

OJ990613_38. 9B17 . C30 . ol . ts 

108 

none 

108. .239, 109. .240 

1375 
2798 
25 

OJ990613_38 . 9B17 . C31 . ol . gs 
25 

none 

25. .133, 650. .688 



Seq. ID OJ990613_38.9B17.C30 

Strand + 

End 251 

Method TBLASTX : Soybean 

End 240 

Score 189 



Seq. ID OJ990613_38.9B17.C31 

Strand + 

End 688 

Method GENSCAN 

End 688 

Score .83 



Seq. ID OJ990613_38.9B17.C31 
Strand + 

688 

AAT/GAP 
634 
229 



1375 
2798 
25 

OJ990613_38 . 9B17 .C31 . ol . gp 
462 

12650_1.R1084 
462. .634 , " ' 

'5803242/dbj | AP000399. 1 IAP000399 2.0e-24 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



End 

Method 

End 

Score 



1376 
2799 
1 

OJ990613_38 . 9B17 . C36 . ol . gp 
1 

331_1.R1084 
1. .153 

'1136122/emb | CAA62917 | 0.0e+00 (X91807) alfa-tubulin [Oryza 
sativa] ' 



Seq. ID OJ990613_38.9B17.C36 
Strand 

End 656 

Method AAT/GAP 

End 153 

Score 282 



1376 
2799 
1 

OJ990613 38.9B17.C36.ol.np 



Seq. ID OJ990613_38.9B17.C36 

Strand 

End 656 

Method AAT/NAP 



1415 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
■3 Start 
,1 Name 
^ Start 

; :E gi 

Li 

.1 Exons 

-y Seq. No. 
,3 Gene No. 
»jj Start 

Name 
! a Start 

GI * 
h 4 Exons 

=i Seq. No. 
i» Gene No. 
;!? Start 
=3 Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



End 
Score 



656 
228 



4098272 
1.-.151, 567. .656 

(U76558) alpha-tubulin [Triticum aestivum] 



1376 Seq. ID 

2799 Strand 

1 End 
OJ990613_38 . 9B17 . C36 . ol . tc Method 

2 End 
none Score 
2. .154, 3. .149, 3. .155 

1376 Seq. ID 

2799 Strand 

1 End 
OJ990613_38 . 9B17 . C36 . ol . ts Method 

2 End 
none Score 
2. .154, 3. .146, 91. .147 

1376 Seq. ID 

2799 Strand 

1 End 
OJ990613_38 . 9B17 . C36 . ol . tw Method 

2 End 
none Score 
2. .154, 3. .149, 91. .150 

1376 Seq. ID 

2799 Strand 

1 End 
OJ990613_38 . 9B17 . C36 . ol . tm Method 

2 End 
none Score 
2.'. 154, 3.. 146 

1376 Seq. ID 
27 99 Strand 

I End 
OJ990 613_38 . 9B17 . C36 . ol . gs Method 

II End 
none Score 
11. .148 

1377 Seq. ID 

2800 Strand 
1134 End 
OJ990613_38 . 9B17 . C38 . ol . gs Method 
1134 . End " 
none . Score 
1134.. 1387, 1501.. 1703, 2124, 



OJ990613_38 . 9B17 . C36 
656 

TBLASTX : Cress 

155 

228 



OJ990613_38 . 9B17 . C36 
656 

TBLASTX : Soybean 

154 

224 



OJ990613_38 . 9B17 . C36 
656 

TBLASTX : Wheat 

154 

238 



OJ990613_38.9B17.C36 
656 

TBLASTX: Maize 

154 

223 



OJ990613_38.9B17.C-36 
656 

GENS CAN 

148 

.9 



OJ990613_38.9B17.C38 
+ 

5563 
GENSCAN 
5563 
.67 



.'2271, 2276.. 2450, 2761.. 3227, 
3470.. 3816, 3960.. 4417, 4496.. 4760, 4996.. 5073, 5478.. 5563 



1377 
2801 
9975 



Seq. ID OJ990613_38.9B17.C38 
Strand + 
End 10462 



1416 






OJ990613 38.9B17.C38.o3 


• gp 


Method 


AAT/GAP 


Start 


9975 




End 


10462 


GI 


LIB3433-039-P1-K1-C11 




Score 


810 


Exons 


9975.. 10306, 10327 .. 104*62 






GI Descrip. 


•4176420/dbj IBAA37167 |. 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


1377 




Seq. ID 


OJ990613_38.9B17.C38 


Gene No. 


2802 




Strand 




Start 


5173 




End 


5745 


Nam© 


OJ990613 38.9B17.C38.ol 


• gp 


Method 


AAT/GAP 


Start 


5173 




End 


5745 


GI 


uC-osroM202012f04al 




Score 


1099 


Exons 


5173. .5745 








GI Descrip. 


'3212854 4.0e-29 (AC004005) 


unknown protein [Arabidopsis 




thaliana] * 








Seq. No. 


1377 




Seq. ID 


OJ990613_38.9B17.C38 




2803 




Strand 




Start 






End 


8269 


Name 


OJ990613 38.9B17.C38.o2 


. gs 


Method 


GENSCAN 


Start 


6333 




End 


8269 


GI 


none 




Score 


.9 


Exons 


6333. .6404, 6707. .7088, 


7497 


. .8269 




Seq. No. 


1377 




Seq. ID 


OJ990613_38 . 9B17 . C38 


Gene No . 


. 2804 




Strand 




Start 


O A A 1 

H44 / 




End 


8512 


Name 


OJ990613 38.9B17.C38.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3546 




End 


4072 


GI 


none 




Score 


319 


Exons 


3546. .3821, 3546. .3779, 


3548 


..3820, 3S57..3823, 3959. .4072 


Seq. No. 


1377 




Seq. ID 


OJ990613_38.9B17.C38 




2804 




Strand 




Start 


8447 




End 


8512 


Name 


OJ990613 38.9B17.C38.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3606 




End 


4279 


GI 


none 




Score 


225 


Exons 


3606. .3827, 3644. .3829, 


3950 


. . 4279 




Seq. No-. 


1377 




Seq. ID 


OJ990613_38.9B17.C38 


bene jno • 


2804 




Strand 




Start 


8447 




End 


8512 


Name , 


OJ990613 38.9B17.C38.ol 


-tw 


Method 


TBLASTX: Wheat 


Start 


3950 




End 


4312 


GI 


none 




Score 


215 


Exons 


3950. .4312, 3958. .4044, 


4135 


. .4290 




Seq. No. 


1377 - 




Seq. ID 


OJ990613_38.9B17.C38 


Gene No. 


2804 




Strand 




Start 


8447 




End 


8512 


Name 


OJ990613 38.9B17.C38.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7496 




End 


7705 


GI 


none 




Score 


108 


Exons 


7496.. 7561, 7589.. 7705, 


7593 


. .7700 





1417 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1377 
2804 
8447 

OJ990613_38 . 9B17 . C38 . o2 . tm 

7667 

none 

7667.. 7726, 7668.-7733, 7748. 
7875.. 7955, 7882.. 7956 

1377 
2804 
8447 

OJ990613_38 : 9B17 . C38 . o2 . gp 

8447 

3760640 

8447. .8512 

4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 



Seq. ID OJ990613_38.9B17.C38 
Strand 

End 8512 

Method TBLASTX : Maize 

End 7 957 " 

Score 53 

.7825, 7761. .7814, 7874. .7957, 



Seq. ID OJ990613_38.9B17.C38 
Strand 

End - 8512 

Method AAT/GAP 

End 8512 

Score 77 

(AB008097) cytochrome P450 





Seq. No. 


1378 






Seq. ID 


OJ990613_38.9B17.C39 




Gene No. 


2805 






Strand 


+ 




Start 


144 






End 


1151 


.S6- 


Name 


OJ990613 38.9B17 


.C39.ol 


. gs 


Method 


GENSCAN 




Start 


144 






End- 


1151 




GI 


none 






Score 


.88 


Lii 


Exons 


144. .193, 750. .1151 








ru 


Seq. No. 


1378 






Seq. ID 


OJ990613_38.9B17.C39 




Gene No. 


2806 






Strand 


+ 




Start 


6967 






End 


10232 




Name 


OJ990613 38.9B17 


.C39.ol 


.np 


Method 


AAT/NAP 


T Li 


Start 


6967 






End 


10232 




GI 


4680203 






Score 


1963 




Exons 


6967. .8628, 8789 


. .9018, 


9295. 


.10232 




''"4 


GI Descrip. 


(AF114171) TNP2- 


like protein 


[Sorghum bicolor] 


i.j. 


Seq. No. 


1378 






Seq. ID 


OJ990613_38.9B17.C39 


W 


Gene No. 


2806 






Strand 


+ 


a 


Start 


6967 






End 


10232 




Name 


OJ990613 38.9B17 


.C39.o2 


.tw 


Method 


TBLASTX: Wheat 


a 


Start 


7383 






End 


8006 




GI 


none 






Score 


238 




Exons 


7383. .7742, 7424 


. .7615, 


7751. 


.7861, 7755.-7874, 7881. .8006 




Seq. No. 


1378 






Seq. ID 


OJ990613_38.9B17.C39 




Gene No. 


2806 






Strand 


+ 




Start 


6967 






End 


10232 




•Name 


OJ990613 38.9B17 


.C39.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


7398 






End 


7735 




GI 


none 






Score 


41 




Exons 


7398.. 7445, 7403 


. .7453, 


7451. 


.7735, 7452.. 7733 




Seq. No. 


1378 






Seq. ID 


OJ990613_38.9B17.C39 




Gene No. 


2806 






Strand 


' + 




Start 


6967 






End 


10232 




Name 


OJ990613 38.9B17 


.C39.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


7754 






End 


8021 



1418 




GI 


none 








Score 


220 


Exons 


7754. .8002, 


7758. 


.8021, 


7779. 


.8003 




Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 




9Rnfi 










+ 


Start 


6967 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.ol 


■ tc 


Method 


TBLASTX: Cress 


Start 


7755 








End 


8102 


GI 


none 








Score 


316 


Exons 


7755. .8102, 


7760. 


.7909, 


7949. 


.8077 




Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Pane VF/-\ 


<£0 uo 








Strand 


+ 


Start 


6967 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7946 








End 


8390 


GI 


none 








Score 


216 


Exons 


7946. .8071, 


7947. 


.8189, 


8111. 


.8173, 8198. .8374, 8199. .8390 


Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Gene No. 


2806 








Strand 


+ 




0:70 / 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.o3 


,tw 


Method 


TBLASTX : Wheat 


Start 


8010 








End 


8351 


GI 


none 








Score 


50 


Exons 


8010. .8048, 


8055. 


.8150, 


805.6. 


,8154, 8057.. 8218, 8164.. 8202, 




. 8198. .8350, 


8199. 


.8351 








Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Gene No . 


ZoUO 








Strand 


+ 


Start 


6967 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


8225 








End 


8459 


GI 


none 








Score 


211 


Exons 


8225. .8386, 


8226. 


.8459 








Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


(jene wo . 


ZOUD 








Strand 


+ 


Start 


6967 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.o5 


.ts 


Method 


TBLASTX: Soybean 


Start 


8863 








End 


9246 


GI 


none 








Score 


85 


Exons 


8863. .8991, 


9001. 


.9246, 


9120. 


.9245 




Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Gene No. 


2806 








Strand 


+ 


Start 


6967 








End 


10232 


Name 




QR1 1 


C39.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8902 








End 


10152 


GI 


none 








Score 


507 


Exons 


8902. .9444, 


8946. 


.9446, 


9451. 


.9651, 9504. .9641, 9649. .9789, 




9663. .9788, 


9805. 


.9855, 


9812. 


.9856, 9855.. 9908, 9856.. 9909, 




9924. .10031, 


9928 


..10032, 10033.. 10152 




Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Gene No. 


2806 








Strand 


+ ' 


Start 


6967 








End 


10232 



1419 



i =5 l 



Name 


OJ990613 38. 


9B17. 


C39.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8943 








End 


9258 


GI 


none 








Score 


302 


Exons 


8943. .9239, 


8944. 


.9258 








Seq. No. 


1378 








Seq. ID 


OJ990613_38 . 9B17 .C39 


Gene No. 


2806 








Strand 


+ 


Start 


6967 








End 


10232 


Name 


OJ990613 38. 


9B17. 


C39.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


9189 








End 


9615 


GI 


none 








Score 


231 


Exons 


9189. .9446, 


9193. 


.9444, 


9451. 


.9615, 9504. .9611 


Seq. No. 


1378 








Seq. ID 


OJ990613_38.9B17.C39 


Gene No. 


2806 








Strand 


+ 


Start 


6967 








End • 


10232 


Name 


OJ990613 38. 


9B17. 


C39.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


9841 








End 


10089 


GI 


none 








Score 


241 


Exons 


9841. .10089, 


9843. .10025 






Seq. No. 


1379 








Seq. ID 


OJ990613_38.9B17.C40 


Gene No. 


2807 








Strand 


+ 


Start 


3132 








End 


4807 


Name 


OJ990613 38. 


9B17. 


C40.o2. 


gs 


Method 


GENSCAN 


Start 


.3132 








End 


4807 


GI 


none 








Score 


.43 


Exons 


3132. .3362, 


3732. 


.3985, 


4064 . 


.4234, 4317. .4605, 4691. .4807 


Seq. No. 


1379 








Seq. ID 


OJ990613_38.9B17.C40 


Gene No. 


2808 








Strand ' 


+ 


Start 


6239 








End 


6551 


Name 


OJ990613 38. 


9B17. 


C40.ol. 


gp 


Method 


AAT/GAP 


Start 


6239 








End 


6551 



GI 

Exons 

GI 'Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 



376 



72524_1.R1084 
6239.. 6551 

f 50914 96/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone- P0680A03, complete sequence 1 



1380 
2809 
60 

OJ990613_38 . 9B17 . C4 1 . ol . gs 
60 

none 
60. .139 



Seq ■"'"ID OJ990613_38.9B17.C41 
Strand 

End 139 

Method GENSCAN 

End 139 

Score . 6 



1381 
2810 
1 

OJ990613_38-9B17.C45.ol.np 

1 

4378066 
1..330 

(AF098806) polyprotein [Sorghum bicolor] 

gi 14 680208 I gb | AAD27571.il AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. ID OJ990613_38.9B17.C45 
Strand 

330 

AAT/NAP 
330 
289 



End 

Method 

End 

Score 



1420 



Seq. No. 1381 

Gene No. 2810 

Start 1 

Name OJ990613_38 . 9B17 . C45 . ol . tw 

Start 2 

GI none 

Exons 2.. 166, 174.. 329, 176.. 328 

Seq. No. 1381 

Gene No. 2810 

./Start 1 

% Name OJ990613_38 . 9B17 . C4 5 . ol . gs 

Start 159 

GI none 

Exons 159. .301 



Seq. ID OJ990613_38.9B17.C45 
Strand 

End 330 

Method TBLASTX: Wheat . 

End 329 

Score 78 



Seq. ID OJ990613_38.9B17.C45 
Strand 

■End 330 

Method GENSCAN 

End 301 

Score .76 



Seq. No. 
Gene No. 
Start 
Name 
Start 

^ Exons 

i!R Seq. No. 
; s ;j Gene No. 
!=2 Start 

Name 
W Start 
hJ GI 
TlJ Exons 

GI Descrip. 

^ Seq. No. 

Gene No. 
^ Start 
□ Name 

Start 
;! = GI 
' sssr Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1382 
2811 
102 

OJ990613_38 . 9B17 . C47 . ol . gs 

102 

none 

102. .283 



Seq. ID OJ990613_38.9B17.C47 
Strand 

End 322 

Method GENSCAN 

End 283 

Score .42 



1382 
2811 
102 

OJ990613_38.9B17.C47.ol.np 
102 

4680204 
102. .322 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ990613_38.9B17.C47 
Strand 

322 

AAT/NAP 
322 
110 



End 

Method 

End 

Score 



1383 
2812 
1 

OJ990613_38 . 9B17 . C51 . pi . np 
1 

6742729 
1. .772 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990613_38.9B17.C51 
Strand + 

772 



End 

Method ■ AAT/NAP 

End 772 

Score 1195 



1383 
2812 
1 

OJ990613_38.9B17.C51.ol.tw 
5 

none 



Seq. ID OJ990613_38.9B17.C51 

Strand + 

End 772 

Method TBLASTX : Wheat 

End 7 66 

Score 738 



5. .190, 10. .741, 11. .766, 596. .766 



Seq. No. 1383 

Gene No. 2812 

Start 1 . 

Name OJ990613_38 . 9B17 .C51.ol.tm 

Start 53 

GI none 



Seq. ID OJ990613_38.9B17.C51 

Strand + 

End 772 

Method TBLASTX : Mai ze 

End 367 

Score 313 



1421 



Exons 


53. .367, 64. .339 






Seq. No. 


1383 


Seq. ID 


OJ990613_38.9B17.C51 


Gene No. 


2812 


Strand 


+ 


Start 


1 


End 


772 . - 


Name 


OJ990613 38.9B17.C51.ol.gs 


Method 


GENSCAN 


Start 


80 


End 


668 


GI 


none 


Score 


.49 


Exons 


80. .668 






Seq. No. 


1383 


Seq. ID 


OJ990613_38.9B17.C51 


Gene No. 


2812 


Strand 


+ 


Start 


1 


End 


772 


Name 


OJ990613 38.9B17.C51.ol.tc 


Method 


TBLASTX: Cress 


Start 


298 


End 


745 


GI 


none 


Score 


136 


Exons 


298. .633, 298. .741, 302. .745, 


596. .745 




Seq. No. 


1384 


Seq. ID 


OJ990613_38.9B17.C58 


Gene No. 


2813 


Strand 


+ 


Start 


492 


End 


758 


Name 


OJ990613 38.9B17.C58.ol.gs 


Method 


GENSCAN 


Start 


492 


End 


647 


GI 


none 


Score 


.57 


Exons 


492. .647 . • 






Seq. No. 


1384 


Seq. ID 


OJ990613 38.9B17.C58 


Gene No. 


2813 


Strand 


+ 


Start 


492 


End 


758 


Name 


OJ990613 38.9B17.C58.ol.np 


Method 


AAT/NAP 


Start 


492 


End 


758 


GI 


4512231 


Score 


416 


Exons 


492. .758 






GI Descrip. 


(AB014741). ORF0 protein [Oryza sativa] 




Seq. No. 


1385 ' 


Seq. ID 


OJ990613_38.9B17.C60 * 


Gene No. 


2814 


Strand 




Start 


341 


End 


393 


Name 


OJ990613 38.9B17.C60.ol.gs 


Method 


GENSCAN 


Start 


341 


End 


393 


GI 


none 


Score 


.67 


Exons \ 


341. .393 






Seq. No. 


1386 


Seq. ID 


OJ990323_24.9B12.C1. 


Gene No. 


2815 


Strand 




Start 


1 


End 


604 


Name 


OJ990323 24.9B12.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


604 


GI 


6539581 


Score 


872 


Exons 


1. .604 






GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa 


Seq. No. 


1386 


Seq. ID 


OJ990323_24.9B12.C1 


Gene No. 


2815 


Strand 




Start 


1 


End 


604 


Name 


OJ990323 24.9B12.Cl.ol.ts 


Method 


TBLASTX : Soybean 



1422 



Start 


2 




End 


328 


GI 


none 




Score 


132 


Exons 


2. .328, 23.-283, 30. 


.311 






Seq. No. 


1386 




Seq. ID 


OJ990323 


bene no . 










Start 


1 




End 


604 


Name 


OJ990323 24.9B12.C1. 


o2. tm 


Method 


TBLASTX:] 


Start 


2 




End 


316 


GI 


none 




Score 


113 


Exons 


2. .313, 23. .316 








Seq. No. 


1386 




Seq. ID 


OJ990323 


beilc LNO . 










Start 


1 




End 


604 


Name 


OJ990323 24.9B12.C1. 


ol.tc 


Method 


TBLASTX : i 


Start 


23 




End 


364 


GI 


none 




Score 


234 


Exons 


23. .364 








Seq. No. 


1386 




Seq. ID 


OJ990323 


bene ino . 






u Li dllV^L 




Start 


1 




End 


604 


Name - 


OJ990323 24.9B12.C1. 


ol . tw 


Method 


TBLASTX:! 


Start 


170 




End 


562 


GI 


none 




Score 


65 


Exons 


170. .460, 171. .305, 


464. .562 






Seq. No. 


138*6 




Seq. ID 


OJ990323 


Gene No. 


Zo ID 




Oil dilCl 




Start 


1 




End 


604 


Name 


OJ990323 24.9B12.C1. 


ol . tm 


Method 


TBLASTX:! 


Start 


316 




End 


559 


GI 


none 




Score 


49 


Exons 


316. .375, 317. .559, 


369. .557 






Seq. No. 


1387 




Seq. ID 


OJ990323 


Gene No. 


2816 




Strand 




Of- -j 

O L-Cll. L. 


565 




End 


869 


Name 


OJ990323 24.9B12.C2. 


ol . np 


Method 


AAT/NAP 


Start 


565 




End 


869 


GI 


6539580 




Score 


252 


Exons 


565. .699, 782. .869 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


1388 




Seq. ID 


OJ990323_ 


Gene No . 


2817 




Strand 


+ 


Start 


■ 15853 




End 


20495 


Name 


OJ990323 24.9B12.C3. 


o2 .gp 


Method 


AAT/GAP 


Start 


15797 




End 


17003 


GI 


none 




Score 


1022 


Exons 


15797. .16254, 16937. 


.17003 






Seq. No. 


1388 




Seq. ID 


OJ990323 


Gene No. 


2817 




Strand 




Start 


15853 




End 


20495 


Name 


OJ990323 24.9B12.C3. 


o2 . gs 


Method 


GEN SCAN 



1423 



Start 
GI 

Exons 



15853 End 20449 

none Score .51 

15853. .16254, 16937 17146, 17228 .. 17 68 9, 17783 17893, 

18754. .19038, 20252. .20449 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1388 Seq. ID 

2817 Strand 

15853 End 

OJ990323_24 . 9B12 . C3 . o5 . np Method 

15866 End 

6560750 Score 



OJ990323_24.9B12.C3 
+ 



15866. .16254, 16937. 
18008. .18159, 18754. 



,17146, 17225. 
,18883, 18941. 



20495 
AAT/NAP 
20495 
524 

17689, 17783. .17923, 
19038, 20252.. 20495 



GI Descrip. (AC010155) F3M18.3 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
'Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. ID OJ990323_24.9B12.C3 



1388 
2818 
1 

OJ990323_24 . 9B12 . C3 . ol . np 
1 

4680179 
1..57, 493. .1071 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



13872 
AAT/NAP 
1071 
223 



1388 Seq. ID 

2818 Strand 

1 End 

OJ990323_24 . 9B12 . C3 . o2 . np Method 

16 End 

6539580 Score 



OJ990323_24.9B12.C3 

13872 
AAT/NAP 
6101 
2112 



16. .51, 1632. .2019, 2364. .2462, 2535. .2606, 2645. .2884, 
3009.. 3057, 3402.. 3556, 3738.. 3951, 4063.. 4236, 4327.. 4953, 
5041.. 5163, 5841.. 5942, 6016.. 6101 
(AP000837) hypothetical protein [Oryza sativa] 



1388 
2818 
1 

OJ990323_24 . 9B12 . C3 . ol . gs 
493 
none 



Seq. ID OJ990323_24.9B12.C3 
Strand 

13872 
GENSCAN 
13829 
.7 



End 

Method 
End 
Score 

493. .1072, 1649. .2001, 2364. .2462, 2535. .2606, 2733. .2911, 
3009. .3057, 3426. .3556, 3738. .3978, 4063. .4236, 5841. .5942, 
6016. .6111, 7532. .7565, 7643... 7688, 7768.-7939, 8415. .8604, 
9187. .9302, 9447. .9504, 10974 .. 11180 , 11989 .. 12897, 13174. .13829 



Seq. No. 1388 Seq. ID OJ990323_24 . 9B12 . C3 

Gene No. 2818 ' Strand 

Start 1 End 13872 

Name OJ990323_24 . 9B12 . C3 . ol . gp Method AAT/GAP 

Start 10658 End 12248 

GI 18481JL.R1084 Score 1468 

Exons 10658. .11180, 1:1989 .. 12248 

GI Descrip. 1 3513727 4.0e-50 (AF080118) contains similarity to TPR domains 
(Pfam: TPR.hmm: score: 11.15) and kinesin motor domains (Pfam: 
kinesin2 .hmm, score: 17.49, 20.52 and 10.94) [Arabidopsis 
thaliana] >gi_4 539358_emb_CAB40052 . 1_ (AL049525) putative 



1424 



protein [Arabidopsis thaliana] 1 

Seq. No. 1388 Seq. ID OJ990323_24.9B12.C3 

Gene No. 2818 Strand 

Start 1 End 13872 

Name OJ990323_24 . 9B12 . C3 . o3 . np Method AAT/NAP 

Start 10949 End 13872 

GI 3513727 Score* 1713 

Exons 10949. .11180, 11989 .. 12897 , 13174 .. 13340, 13404.. 13872 

GI Descrip. (AF080118) contains similarity to TPR domains (Pfam: TPR.hmm: 
score: 11.15) and kinesin motor domains (Pfam: kinesin2 .hmm, 
score: 17.49, 20.52 and 10.94) [Arabidopsis thaliana] 







• gi| 4539358 | emb | CAB4 0052 . 1 1: 


(AL049525) 


putative protein 








[Arabidopsis thaliana] 










Seq. No. 


1 -1QO 

looo 


Seq. ID 


OJ990323_24.9B12 


.C3 




Gene No. 


2819 


Strand 








Start 


21704 


End 


23924 






Name 


OJ990323 24.9B12.C3.o3.gs 


Method 


GENSCAN 






Start 


21704 


End 


23679 






GI 


none 


Score 


.76 






Exons 


21704. .21894, 21985 .. 22237 , 


22306. .22536, 22836.-22999/ 








23040. .23679 










Seq. No. 


1388 


Seq. ID 


OJ990323_24.9B12 


.C3 




Gene No. 


2819 


Strand 






Li! 


Start 


21704 


End 


23924 




ru 


Name 


OJ990323 24.9B12.C3.o6.np 


Method 


AAT/NAP 




u 


Start 


21713 


End 


23924 






GI 


4587999 


Score 


365 • 






Exons 


21713. .21894, 21985 .. 22237 , 


22306. .22486, 22786 .. 22966, 




fy 




23124. .23283, 23847.. 23924 








i: 


GI Descrip. 


(AF085279) hypothetical APG 


protein [Arabidopsis thaliana] 


u 


Seq. No. 


1388 


Seq. ID 


OJ990323_24 .9B12 


.C3 


E 

""4 


Gene No. 


2819 


Strand 






it* 


Start 


21704 


End 


23924 




Name 


* OJ990323 24.9B12.C3.o7.np 


Method 


AAT/NAP 






Start 


21713 


End 


23887 






GI 


728868 


Score 


427 






Exons 


21713. .21894, 21985 .. 22285, 


22349. .22494, 22794.-22966, 





23124. .23592, 23813.. 23887 
GI Descrip. ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 

gi I 99824 |pir | | S16748 proline-rich protein - rape (fragment) 

gi I 22597 | emb | CAA42924 | (X60376) proline-rich protein [Brassica 

napus]. 



Seq. No. 1388 

Gene No. 2820 

Start 25295 

Name OJ990323_24 . 9B12 . C3 . ol . tw 

Start 505 

GI none 

Exons 505.. 795, 505.. 822 

Seq. No. 1388 
Gene No. . 2820 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990323_24.9B12.C3 
26932 

TBLASTX: Wheat 

822 

144 



OJ990323 24.9B12.C3 



1425 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



25295 
OJ990323 
10856 
none 
10856 
11965 
12417 



24.9B12.C3.ol.tm 



10882, 10860. .11060, 
12348, 11.988. .12680, 
12647, 12454. .12681 



1388 
2820 
25295 

OJ990323_24 . 9B12 . C3 . o2 . tw 

10943 

none 



End 

Method 

End 

Score 
10928 
11993 



26932 

TBLASTX: Maize 

12681 

46 



11182, 10943. .11179, 
12574, 12357. .12677, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_24.9B12.C3 
26932 

TBLASTX: Wheat 

12095 

51 



10943. .10978, 10946. . 10981, 11009 .. 11182, 11013 11126, 
11015. .11182, 11965. .12075, 11987 .. 12094 , 11988 .. 12095 , 
11988. .12095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1388 
2820 
25295 

OJ990323_24, 
10952 
none 
10952. 
119'93. 
13176. 
13599. 



9B12.C3.ol. ts 



.11182, 
.12355, 
.13295, 
.13679, 



10970, 
12437. 
13177. 
13600. 



,11173, 
,12574, 
,13338, 
,13644 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11965. .12348, 
12460^.12897, 



OJ990323 24.9B12.C3 



26932 

TBLASTX: Soybean 
13679 
118 

11988. .12899, 
13173. .13349, 



13416':. 13502, 13417. .13503, 





Seq. No. 


1388 








Seq. ID 


OJ990323_24.9B12 


.C3 




Gene No. 


2820 








Strand 








Start 


25295 








End 


26932 




; LI 


Name 


OJ990323 24.9B12.C3. 


ol. tc 


Method 


TBLASTX: Cress 






Start 


11108 








End 


13235 






GI 


none 








Score 


61 




" 'il 


Exons 


11108. 


.11182, 


11968. 


.12033, 


11988. .12032, 11988. -.12143, 








12030. 


.12176, 


12031. 


.12177, 


12031. .12177, 12153. . 128 99, 




cz 




12181. 


.12348, 


12227. 


.12544, 


12372. .12902, 128.02. .12906, 




or 

':' 




13173. 


.13235 














Seq. No. 


1388 








Seq. ID 


OJ990323_24.9B12 


.C3 




Gene No. 


2820 








Strand 








Start 


25295 








End 


26932 






Name 


OJ990323 24.9B12.C3. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


12681 








End 


12899 






GI 


none 








Score 


114 






Exons 


12681. 


.12899, 


12717. 


.12899 










Seq. No. 


1388 








Seq. ID 


OJ990323_24. 9B12 


.C3 




Gene No. 


2820 








Strand 








Start 


25295 








End 


26932 






Name 


OJ990323 24.9B12.C3. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


13173 








End 


13380 






GI 


none 








Score 


183 






Exons 


13173. 


.13295, 


13173. 


.13349, 


13174. .13380 






Seq. No. 


1388 








Seq. ID 


OJ990323_24.9B12 


.C3 



1426 




Gene No. 


2820 




Strand 






Start 


25295 




End 


26932 




Name 


OJ990323 24.9B12.C3 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


20249 




End 


20597 




GI 


none 




Score 


153 




Exons 


20249. .20371, 20251 


. .20370, 


20472. .20597, 20474.. 20587 




Seq. No. 


1388 




beq. lu 




.C3 


Gene No. 


2820 




Strand 






Start 


25295 




End 


26932 




Name 


OJ990323 24.9B12.C3 


;o4 . tm 


Method 


TBLASTX: Maize 




Start 


21692 




End 


22234 




GI 


none 




Score 


114 




Exons 


21692. .21817, 21827 


. .21895, 


21983. .220E 


14, 22064.. 22234 




Seq. No. 


1388 




Seq. ID 


OJ990323_24.9B12 


.C3 


Gene No. 


2820 




Strand 






Start 


25295 




End 


26932 




Name 


OJ990323 24.9B12.C3 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


21734 




End 


22120 




GI 


none" 




Score 


129 




Exons 


21734. .21895, 21750 


. .21896, 


21983.. 22120 




Seq. No. 


1388 




Seq. ID 


OJ990323_24.9B12 


.C3 


Gene No. 


2820 




Strand 






Start* 


25295 




End' 


26932 




Name 


OJ990323 24.9B12.C3 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


23125 




End 


23277 




GI 


none 




Score 


106 




Exons 


23125. .23277, 23147 


. .23272 








Seq. No. 


1388 




Seq. ID 


OJ990323_24.9B12 


.C3 


Gene No. 


2820 




Strand 






Start 


25295 




End 


26932 




Name 


OJ990323 24.9B12.C3 


. o4 .gs 


Method 


GEN SCAN 




Start 


25295 




End 


26852 




GI 


none 




Score 


.98 




Exons- 


25295.-25436, 25631 


. .26160, 


26262. .26,414, 26706.. 26852 




Seq. No. 


1388 




Seq. ID 


OJ990323_24.9B12 


.C3 


Gene No. 


2820 




Strand 






Start 


25295 




End 


26932 




Name 


OJ990323 24.9B12.C3 


. 08 .np 


Method 


AAT/NAP 




Start 


25315 




End 


26932 




GI 


6466948 




Score 


81 




Exons 


25315. .25436, 25631 


. .25756, 


26911. .26932 




GI Descrip. 


(AC009176) unknown protein 


[Arabidopsis 


; thaliana] 




Seq. No. 


1389 




Seq. ID 


OJ990323_24 . 9B12 


.C4 


Gene No. 


2821 




Strand 


+ 




Start 


3090 




End 


4553 




Name 


OJ990323 24.9B12.C4 


. ol . np 


Method 


AAT/NAP 




Start 


2928 




End 


4538 




GI 


3822403 




Score 


1253 




Exons 


2928.. 2979, 3088.. 4538 









GI Descrip. (AF087932) hydroperoxide lyase [Arabidopsis thaliana] 



1427 



Seq. No. 


1389 








Seq. ID 


OJ990323_24 . 9B12.C4 


Gene No. 


2821 








Strand 


+ 


Start 


3090 








End 


4553 


Name 


OJ990323 24 


. 9B12. 


C4 .o2. 


gs 


Method 


GEN SCAN 


Start 


3090 








End 


4553 


GI 


none 








Score 


1 


Exons 


3090. .4553 












Seq. No. 


1389 








Seq. ID 


OJ990323_24.9B12.C4 


Gene No. 


2822 








Strand 


+ 


Start 


7361 








End 


7668 


Name 


OJ990323 24 


. 9B12. 


C4.o3. 


gs 


Method 


GENSCAN 


Start 


7361 








End 


7668 


GI 


none 








Score 


.66 


Exons 


7361. .7417, 


7471. 


.7668 








Seq. No. 


1389 








Seq. ID 


OJ990323_24 .9B12.C4 


Gene No. 


2823 








Strand 




Start 


1883 








End 


2184 


Name 


OJ990323 24 


.9B12. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


1883 








End • 


2184 


GI 


none 








Score 


.91 


Exons 


1883. .2021, 


2123. 


.2184 








Seq. No. 


1389 








Seq. ID 


OJ990323_24 .9B12.C4 


Gene No. 


■- 2824 








Strand 




Start 


3194 








End 


4550 


Name 


OJ990323 24 


. 9B12 . 


C4 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


3194 








End 


4532 


GI 


none 








Score 


301 


Exons 


3194. .3295, 


3198. 


.3497, 


3368. 


.3487, 3609. .4004, 3626.-3772 




3923. .4000, 


4109. 


.4219, 


4116. 


.4220, 4226.. 4327, 4227.. 4532 




4266. .4484 












Seq. No. 


1389 








Seq. ID 


OJ990323_24.9B12.C4 


Gene No. 


2824 








Strand 




Start 


3194 








End 


4550 


Name 


OJ990323 24 


.9B12. 


C4.ol. 


tm 


Metho,d 


TBLASTX: Maize 


Start 


3194 








End 


3710 


GI 


none 








Score 


392' 


Exons 


3194. .3487, 


3198. 


.3587, 


3609. 


.3710, 3626. .3709 


Seq. No. 


1389 








Seq. ID 


OJ990323_24.9B12.C4 


Gene No. 


2824 








Strand 




Start 


3194 








End 


4550 


Name 


OJ990323 24 


. 9B12 . 


C4 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3198 








End 


4499 


GI . 


none 








Score 


85 


Exons 


3198. .3281, 


3342. 


.3482, 


3774 . 


.3905, 3911. .4015, 3912. .4019 




4103. .4204, 


4119. 


.4229, 


4152. 


.4205, 4230. .4499, 4247. .4441 




4266. .4478 












Seq. No. 


1389 








Seq. ID 


OJ990323_24 .9B12.C4 


Gene No. 


2824 








Strand 




Start 


3194 








End 


4550 


Name 


OJ990323 24 


. 9B12. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3878 








End 


4241 



1428 




GI 


none 








Score 


173 


Exons 


3878. .4015, 3879 


. .4016, 


4118. 


.4240, 4119. .4241, 4152. .4241 


Seq. No. 


1389 








Seq. ID 




Gene No. 


2824 








Strand 




Start 


3194 








End 


a c c n 


Name 


OJ990323 24.9B12 


.C4.o2. 


tm 




Method 


I dJjAo i x : Ma i z e 


Start 


4247 








End 


a c c n 
4 ODD 


GI 


none 








Score 


a a a 


Exons 


4247. .4516, 4248 


. .4550 










Seq. No. 


1390 








Seq. ID 


OJ990323_24. 9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24.9B12 


.C5.ol. 


gp 




Method 


AAT/GAP . 


Start 


2003 








End 


2458 


GI 


72053 1.R1084 








Score 


888 


Exons 


2003. .2458 












GI Descrip. 


'4371279/gb|AADl* 


3137 1 2 


. Ue 


o o 
-zo 


(AC006260) hypothetical protein 




[Arabidopsis thaliana] 1 










Seq. No. 


1390 








Seq. ID 


OJ990323_24. 9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24.9B12 


.C5.ol. 


gs 




Method 


GENS CAN 


Start 


2045 








End 


4288 


GI 


none 








Score 


.99 


Exons 


2045. .4288 












Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24.9B12 


C5.o2. 


tw 




Method 


TBLASTX: Wheat 


Start 


2045 








End 


2336 


GI 


none 








Score 


392 


Exons 


2045.. 2335, 2046 


.2336 










Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End ■ 


4 323 


Name 


OJ990323 24.9B12 


C5.ol. 


np 




Method 


AAT/NAP 


Start 


2060 








End 


4323 


GI 


4056478 








Score 


1467 


Exons 


2060. .4323 












GI Descrip. 


(AC005896) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24.9B12 


C5.o3. 


tm 




Method 


TBLASTX: Maize 


Start 


2264 








End 


2570 


GI 


none 








Score 


268 


Exons 


2264. .2473, 2265. 


.2474, 


2477. 


.2566, 2478.. 2570 


Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 



1429 




Name 


OJ990323 24. 


9B12 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2303 








End 


2563 


GI 


none 








Score 


223 


Exons 


2303. .2563, 


2304 


. .2552, 


2315. 


.2563 




Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 




2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2600 








End 


2908 


GI 


none 








Score 


50 


Exons 


2600. .2659, 


2609 


. .2659, 


2660. 


.2908, 2664. .2897 


Seq. No. 


V ■ 
1390 








Seq. ID 


OJ990323 24 9B12 C5 




2825 








Qfrand 

Oil Ol L\JL 




Start 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


.C5.ol. 


tw 




TRT.A^TX • Whpat 


Start 


2696 








End 


3110 


GI 


none 








Score 


528 


Exons 


2696. .3109, 


2697 


. .3110 








Seq. No. 


1390 








Seq. ID 


OJ990323 24 9B12 C5 


Con q KFo 


^> O C. «J 








Q +- rand 




Start 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


.C5.ol. 


tm 


Mot - H nH 


x lj lino x ■ L id j_ £■ c 


Start. 


3006 








End 


3310 


GI 


none 










j ^ *± 


Exons 


3006. .3287, 


3008 


. .3307, 


3008. 


.3310 




Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3206 








End 


3673 


GI 


5058134 








Score 


124 


Exons 


3206. .3574, 


3296 


. .3673, 


3351. 


.3572 




GI Descrip. 


4371279/gb AAD18137 3. 


Oe-49 


(AC006260) 


hypothetical protei 




[Arabidopsis 


; thaliana] 








Seq. No. 


1390 








Seq. ID 


OJ990323_24..9B12.C5 




2825 








Strand 




Start 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3215 








End 


3721 


GI 


none 








Score 


66 


Exons 


3215. .3508, 


3218 


. .3649, 


3222. 


.3404, 3326.. 3721 


Seq. No. 


1390 








Seq. ID 


OJ990323_24.9B12.C5 


Gene No. 


2825 








Strand 




Of a r f 


2045 








End 


4323 


Name 


OJ990323 24. 


9B12 


,C5.o4. 


tm 


Method 


TBLASTX: Maize 


Start ■ 


3326 








End 


3766 


GI 


none 








Score 


43 


Exons 


3326. .3547, 


3437 


. .3508, 


3437. 


.3613, 3534.. 3725, 35.36.. 3766, 




3620. .3727 












Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 



1430 





Gene No. 


2826 


Strand 


+ 




Start 


2109 


End 


10226 




Name 


OJ990323 24. 9B12 . C6 . o2 . gs 


Method 


GENS CAN 




Start 


2109 


End 


10226 




GI 


none 


Score 


.65 




Exons 


2109. .2200, 2219. .2431, 2704 


..2783, 2828. .3059, 3439.-3494 






3579.. 3810, 4036.. 5507, 6719 


..6986, 7566. .7728, 8772. .8866 






8991. .9i92, 10152.. 10226 








Seq. No. 


1391 


Seq. ID 


OJ990323_24.9B12.C6 




Gene No. 


2826 


Strand 


+ 




Start 


2109 ; / 


End 


10226 




Name 


OJ990323 24.9B12.C6.o2.np 


Method 


AAT/NAP 




Start 


4058 


End 


8542 




GI 


2586082 


Score 


4438 




Exons 


4058.. 6577, 6679.. 6832, 6913 


. .8542 






GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


1391 


Seq. ID 


OJ990323_24.9B12.C6 




Gene No. 


2827 


Strand 






Start 


1 


End 


1751 




Name 


OJ990323 24. 9B12 . C6 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1751 


XL 


GI 


2583130 


Score 


767 




Exons 


1.. 1751 






,S S3. 

: ; e 

! c 


GI Descrip. 


(AC002387) putative non-LTR 


retroelement reverse transcrip' 


I 5 !; 
i i=? 




[Arabidopsis thaliana] 






:. J; 
I ; I 


Seq. No. 


1391 


Seq. ID 


OJ990323_24.9B12.C6 




Gene No. 


2827 


Strand 




U _i 


Start 


1 


End 


1751 


! j-i 


Name 


OJ990323 24 . 9B12 . C6 . ol . gs 


Method 


GENSCAN 




Start 


39 


End 


1434 


: s ^ 


GI 


none 


Score 


'.51 


'"' J 


Exons 


39. .210, 485. .638, 705. .875, 


1060. .1434 


M 


■Seq. No. 


1391 


Seq. ID 


OJ990323_24.9B12.C6 




Gene No. 


2827 


Strand 




i _i 


Start 


1 


End 


1751 




Name 


OJ990323 24.9B12.C6.o3.tw 


Method 


TBLASTX: Wheat 




Start 


47 


End 


456 




GI 


none 


Score 


63 




Exons 


47. .157, 140. .226, 171. .224, 


225. .443, 


229. .456 




Seq. No. 


1391 


Seq. ID 


OJ990323_24 .9B12.C6 




Gene No. 


2827 


Strand 






Start 


1 


End 


1751 




Name 


OJ990323 24. 9B12 . C6 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


1063 


End 


1422 




GI 


none 


Score 


99 




Exons 


1063. .1092, 1138. .1257, 1247 


..1411, 1267. .1422 




Seq. No. 


1391 


Seq. ID 


OJ990323_24.9B12.C6 




Gene No. 


2828 


Strand 






Start 


3605 


End 


8518 




Name 


OJ990323 24. 9B12 . C6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


3605 


End 


7761 



1431 




GI 


none 








Score 


63 


Exons 


3605. .3748, 


7315 


. .7761, 


7335. 


.7490 




Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 


Gene No. 


2828 








Strand 




Start 


3605 








End 


8518 


Name 


OJ990323 24 


.9B12.C6.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


4112 








End 


4648 


GI 


none 








Score 


78 


Exons 


4112. .4231, 


4259 


. .4648 








Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 


Gene No. 


2828 








Strand 




Start 


3605 








End 


8518 


Name 


OJ990323 24 


.9B12 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4136 








End 


4573 


GI 


'none 








Score 


109 


Exons 


4136. .4258, 


4153 


. .4269, 


4264. 


.4569, 4268. .4573 


Seq. No. 


1391 








beq. ID 


nTQQn^o^ oa qri 9 r*£ 


Gene No. 


2828 








Strand 




Start 


3605 








End 


ODIO 


Name 


OJ990323 24 


.9B12 


.C6.06. 


tw 


Method 


TBLASTX : Wheat 


Start . 


4376 








bna 




GI 


none 








Score 


^lo 


Exons 


4376. .4702, 


4469 


. .4693 








Seq. No. 


1391 








Seq. ID 




Gene No. 


2828 








Strand 




Start 


3605 








End 


o C 1 o 

oolo 


Name 


OJ990323 24 


. 9B12 


.C6.o2. 


tw 


Method 


TBLASTX : Wheat 


Start 


4975 








End 


COOT 


GI 


none 








Score 


A O A 
4 Z 4 


Exons 


4975. .5307, 


4976 


. .5323, 


4988. 


.5320 




Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 


Gene No. 


2828 








Strand 




Start 


3605 








End 


8518 


Name 


- OJ990323 24 


. 9B12 


.C6.06. 


-tm 


Method 


TBLASTX: Maize 


Start 


. 5033 








End 


5335 


GI 


none 








Score 


248 


Exons 


5033. .5335, 


5035 


. .5292 








Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 


Gene No. 


2828 








Strand 




Start 


3605 








End 


8518 


Name 


OJ990323 24 


.9B12 


.C6.o4. 


tc 


Method 


TBLASTX: Cress 


Start 


5414 








End 


5701 


GI 


none 








Score 


68 


Exons 


5414. .5479, 


5510 


. .5623, 


5627. 


.5701 




Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12.C6 


Gene No. 


2828 








Strand 




Start 


3605 








End 


8518 


Name 


OJ990323 24 


. 9B12 


.C6.o4. 


ts' 


Method 


TBLASTX: Soybean 


Start 


5414 








End 


5815 


GI 


none 








Score 


74 



1432 



Exons 


5414. .5500, 


5513 


. .5620, 


5624. 


.5815 






Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


uene wo . 










otrana 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.ol . 


tc 


Method 


TBLASTX: Cress 




Start 


5810 








End 


6271 




GI 


none 








Score 


346 




Exons 


5810. .6271 














Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


i^ene ino . 


Oft 9Q 








otrana 






Start 


3605 








End 


8518 - 




Name 


OJ990323 24 


.9B12 


.C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5819 








End 


6244 




GI 


none 








Score 


62 




Exons 


5819. .5908, 


5930 


. .6244 










Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


t^ene ino . 










Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.o3. 


ts 


Method 


TBLASTX : Soybean 




Start . 


5837 








End 


6256 




GI 


none 








Score 


266 




Exons 


5837. .6256 














Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 










btrana 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


5927 








End 


6271 




GI 


none 








Score 


287 




Exons 


5927. .6271, 


5944 


. .6090 










Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


-C6 


Gene No. 


2828 








Strand 






Of 3 — 4- 


jDUj 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


7015 








End 


7517 




GI 


5509260 








Score 


378 




Exons 


7015. .7506, 


7045 


. .7113, 


7137. 


.7301, 7341. .7412, 7452. .7517 


GI Descrip. 


- 














Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No . 


OQOQ 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


7045 








End 


7311 




GI 


none 








Score 


210 




Exons 


7045. .7311, 


7062 


. .7271 










Seq. No. 


. 1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


7131 








End 


7401 




■GI 


none 








Score 


276 





1433 




Exons 


7131. .7292, 


7132. 


.7401, 


7324. 


.7392 






Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


. 9B12. 


C6.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


7182 








End 


7695 




GI 


none 








Score 


258 




Exons 


7182. .7406, 


7183. 


.7527, 


7336. 


.7530, 7519.. 7695 




Seq. No. 


1391 








Seq. ID 


OJ990323_24 .9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


. 9B12. 


C6.06. 


tc 


Method 


TBLASTX: Cress 




Start 


7582 








End 


7824 




GI 


none 








Score 


182 




Exons 


7582. .7824 














Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


. 9B12. 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7696 








End 


8133 




GI 


none 








Score 


457 




Exons 


7696. .8133, 


7696. 


. .7968, 


7701. 


.8132 






Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


. 9B12. 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7828 








End 


8061 




GI 


none 








Score 


285 




Exons 


7828. .8061, 


7830. 


. .8024 










Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand " 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12. 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7897 








End 


8491 




GI 


none 








Score 


222 




Exons. 


7897. .8148, 


7899. 


. .8030, 


8091. 


.8147, 8144. .8272, 8149. .8 


265 




8270. .8491, 


8359. 


. .8484 










Seq. No. 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12. 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8064 








End 


8485 




GI 


none 








Score 


84 




Exons 


8064. .8144, 


8065. 


. .8145, 


8065. 


.8145, 8144. .8194, 8144. .8194 




8200. .8268, 


8201. 


. .8278, 


8276. 


.8485, 8291. .8404 




Seq. No. ■ 


1391 








Seq. ID 


OJ990323_24.9B12 


.C6 


Gene No. 


2828 








Strand 






Start 


3605 








End 


8518 




Name 


OJ990323 24 


.9B12. 


.C6.o5. 


tc 


Method 


TBLASTX: Cress 




Start 


8089 








End 


8518 





1434 



GI 


none 




Score 


59 




Exons 


8089. .8142, 8171.. 8284, 8324 


. .8518 






Seq. No. 


1392 




Seq. ID 


OJ990323_ 


_24.9B12 


Gene No. 


2829 




Strand 


+ 




Cf arf 
OLdiL 


12718 




End 


20044 




Name 


n.TQQO^?^ 9 4 QR1 9 CI 


o2 .np 


Method 


AAT/NAP 




Start 


12718 _ 




End 


20044 




GI 


48^6ftQ9 

*± O J U U Zt 




Score 


735 




Exons 


1971ft 197 fifl 1 Q977 


.20044 








GI Descrip. 


(AC007369) Putative 


RNA helicase [Arabidopsis thaliana] 


Seq. No. - 


1392 






n.TQQH^9^ 


94 QR1 9 


Cono \T/->> 
ocllc INO . 


9ft9Q 




oil diiu. 


-(. 




Start 


1971ft 










Name 


OJ990323 24 9B12 C7 


ol.gp 








Start 


14494 ~ 






1 M Q4 
-L J J- -7 ft 




GI 


none 




Score 


1198 




Exons 


14494. .15194 










Seq. No. 


1392 




Seq. ID 


OJ990323 


_24.9B12 


Ucilc LNO . 


9ft9Q 

Z, O £. -7 




Strand 


+ 




Start 


1971ft 

J. Z, / iO 




End 


20044 




Name 


n.TQQ0?9^ 94 QR1 9 CI 


o3.gs 


Method 


GENSCAN 




Start 


1 4 7 fift _ 




End 


15931 




GI 


none 




Score 


.75 




Exons 


±4 / DO.. • 1 J? jX 










Seq. No. 


1392 




Seq. ID 


OJ990323_ 


24.9B12 


Gene No. 


2829 




Strand 


+ 




Start 


12718 




End 


20044 




Name 


OJ990323 24.9B12.C7. 


o3 . gp 


Method 


AAT/GAP 




Start 


15406 




End 


16106 




GI 


22108 1.R1084 




Score 


895 




Exons 


15406. .15721, 15743. 


.16054, 


16082. .16106 




GI Descrip. 


1 5852170/emb|AL117265.1 IOST17804 l.Oe- 


149 Oryza 


sativa 




indica {GLA4 ) genomic 


: DNA, chromosome 4 


, BAC clone:tl780 


Seq. No. 


1392 




Seq. ID 


OJ990323_ 


_24.9B12 


bene ino . 


• 2829 




Strand 


+ 




Start 


12718 




End 


20044 




Name 


OJ990323 24.9B12.C7. 


o4 . gs 


Method 


GENSCAN 




Start 


16802 




End 


17672 




GI 


none 




Score 


.51 




Exons 


16802. .16853, 17154. 


.17291, 


17320. .17515, 17561. 


. .17672 


Seq. No. 


1392 




Seq. ID 


OJ990323_ 


_24.9B12 


uene inq . 


2829 




Strand 


+ 




Start 


12718 




End 


20044 




Name 


OJ990323 24.9B12.C7. 


o5 . gs 


Method 


GENSCAN 




Start 


18297 




End 


20032 




GI 


none 




Score 


.75 




Exons 


18297. .18351, 18413. 


.18528, 


19512. .19710, 19926, 


. .20032 


Seq. No. 


1392 




Seq. ID 


OJ990323_ 


24 . 9B12 


Gene No. 


2830 




Strand 


+ 




Start 


21113 




End 


22628 





1435 






Name 


OJ990323 24.9B12.C7. 


o6.gs 


Method 


GENSCAN 








Start 


21113 




End 


22628 








GI 


none 




Score 


1 








Exons 


21113. .21185, 21280. 


-.22628 












Seq. No. 


1392 




Seq. ID 


OJ990323_24 


.9B12. 


C7 




Gene No. 


2830 




Strand 


+ 








Start 


21113 




End 


22628 








Name 


OJ990323 24.9B12.C7. 


o3 .np 


Method 


AAT/NAP 








Start 


21116 




End 


22619 








GI 


5042429 




Score 


922 








Exons 


21116. .22619 














GI Descrip. 


(AC006193) Putative 


cytochrome P450» i ;[Arabidopsis thaliana] 




■Seq. No. 


1392 








QR1 9 


Cl 






9ft ^1 




O L. J- OllU 










Start 


23623 




Hi I LKJ. 


94 7 fiS 








Name 


OJ990323 24.9B12.C7. 


o7 . gs 


Method 


GENSCAN 








Start 


23623 




End 


24765 








GI 


none . 




Score 


i 

X 








Exons 


23623. .24765 














Seq. No. 


1392 




oeq . J. u 


n,TQQD^9^ 94 


QR1 9 


Cl 


3 


\3CI1C LN^J . 






C f- r- a n H 


i 








Start 


27741 




tr-n H 

diiu 


9ft 94 6 

4 0 Z 4 O 






ST 


.Name 


OJ990323 24.9B12.C7. 


o9.gs 




. Hi LN O V^rAlN 








Start 


27741 




End 


28246 






: I 


GI 


none 




Score 


.93 






1 


Exons 


27741. .27818, 27863. 


.28246 












Seq. No. 


1392 




Seq. ID 


nTQQD?9^ 94 


QR1 9 


Cl 

*w f 






9ft ^ 




Strand 








| i 


Start 


254 




End 


3846 








Name 


OJ990323 24.9B12.C7. 


ol . gs 


Method 


\J Hi Vi O 






"r 


Start 


254 




End 


3846 






J 


GI 


none 




Score 


.76 






sa 


Exons 


254. .471, 1205. .1337 


, 3468.. 


3529, 3618 


. .3846 






3 


Seq. No." 


1392 ' 




Seq. ID 


OJ990323_24 


*. 9B12- 


Cl 


3 


,£Jene No. 


2833 




Strand 








=i 


Start 


254 




End 


3846 






=f 


Name 


OJ990323 24.9B12.C7. 


ol . np 


Method 


AAT/NAP 








Start 


2787 




End 


3816 








GI 


5257259 




Score 


225 








Exons 


2787. .2864, 3618.. 3656, 3690 


..3816 










GI Descrip. 


(AP000364) hypothetical protein [Oryza 


sativa] 








Seq. No. 


1392 




Seq. ID 


OJ990323_24 


. 9B12. 


Cl 




Gene No. 


2834 




Strand 










OLal L. 


8367 




End 


12374 








Name 


OJ990323 24.9B12.C7. 


o2 . gs 


Method 


GENSCAN 








Start 


8367 




End 


12374 








GI 


none 




Score 


.71 








Exons 


8367.. 8417, 9764.. 9856, 9948 


..10194, 10237. .10565, 


11124 








11767. .11954, 12072. 


.12233, 


12337. .12374 








Seq. No. 


1392 




Seq. ID 


OJ990323_24 


.9B12. 


Cl 



1436 



Gene No. 2835 Strand 

Start 19027 End 19333 

Name OJ990323_24 . 9B12.C7 ,o6.gp Method AAT/GAP 

Start 19027 End 19333 

GI 61605_3.R1084 Score 417 

Exons 19027. .19333 

GI Descrip. ' 1402920 /emb | CAA6 6965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1392 Seq. ID OJ990323_24 . 9B12 . C7 

2836 Strand 

19287 End. 20317 

OJ990323_24.9B12.C7.o7.gp Method AAT/GAP 

19287 End 20317 

2114_1.R1084 Score 1695 

19287. .20121, 20153.. 20317 

, 4836892/gb|AAD30595.1|AC007369_5 1.0e-117 (AC007369) Putative 
RNA helicase [Arabidopsis thaliana] ' 

1392 Seq. ID OJ990323_24.9B12.C7 

2836 Strand 

19287 End 20317 

OJ990323_24 . 9B12 . C7 . 08 . gp Method AAT/GAP 

19289 End- 20317 

2114_1.R1084 Score 1700 

19289. .20121, 20153.. 20317 

, 4836892/gb|AAD30595.1|AC007369_5 1.0e-117 (AC007369) Putative 
RNA helicase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1392 Seq. ID 

2837 Strand 

26364 End 

OJ990323_24 . 9B12 . C7 . 08 . gs Method 

26364 End 

none Score 

26364. .26377, 26428.. 26488 



1392 
2838 
28934 

OJ990323_24 . 9B12 . C7 . o9 . gp 
28934 

59839 1.R1084 



OJ990323_24.9B12.C7 

26488 
GENS CAN 
26488 
.7 



OJ990323 24.9B12.C7 



Seq. ID _ 
Strand 

End 32456 
Method AAT/GAP 
End 30343 
Score 1284 

28934. .29329, 29402 .. 29523, 3008 9 .. 30137 , 30225. .30343 
, 2288887/emb|CAA74700.1| 8.0e-57 (Y14325) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] >gi_3250736_emb_CAA7 6803 . 1_ 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1392 
2838 
28934 

OJ990323_24.9B12.C7.ol0.gs 

29107 

none 



Seq. ID ■ OJ990323_24.9B12.C7 



Strand 
End 

Method 

End 

Score 



32456 
GENSCAN 
32305 
.71 



29107. .29188, 29402. .29523, 30089 .. 30137, 30225 .. 30382, 



1437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI. Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30539. .30625, 30831 30911, 32087.. 32305 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323 24.9B12.C7 



32456 
AAT/NAP 
32296 
1253 



1392 
2838 
28934 

OJ990323_24 . 9B12 . C7 . o5 . np 
29116 
2288887 

29116. .29329, 29402 29523, 
30539. .30625, 30831 30911, 
31417. .31615, 32087.. 32296 

(Y14325) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] gi | 3250736 | emb | CAA7 6803 . 1 | (Y17593) mevalonate 
diphosphate decarboxylase [Arabidopsis thaliana] 
gi I 3786002 |gb| AAC67348.il (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] 



30089. .30137, 30225. 
31009. .31072, 31165. 



,30382, 
,31228, 



1392 
2838 
28934 

OJ990323_24 .9B12.C7 .olO.gp 
30662 

LIB3432-008-P1-K1-H10 



Seq. ID OJ990323_24 . 9B12.C7 
Strand 

End 32456 

Method AAT/GAP 

End 31211 

Score 638 



30662. .30911, 31009 .. 31072, 31165.. 31211 

, 2288887/emb|CAA74700. 1 | 2.0e-20 (Y14325) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana]. >gi_3250736_emb_CAA7 6803 . 1_ 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] 1 



1392 
2838 
28934 

OJ990323_24 . 9B12 . C7 . oil . gp 
31469 

LIB3477-004-P1-K1-F11 



OJ990323 24.9B12.C7 



Seq. ID 
Strand 

End 32456 
Method AAT/GAP 
End 32456 
Score 772 
31469. .31615, 32087 32319, .324 03 .. 32456 

\2288887/emb | CAA74700 . 1 | 1.0e-36 (Y14325) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] >gi_3250736_emb_CAA7 6803 . 1_ 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] 1 



1392 Seq. ID 

2839 Strand 

32603 End 
OJ990323_24 . 9B12 . C7 . ol2 . gp Method 

32603 End 

none Score 
32603. .32982 



OJ990323_24.9B12.C7 

32982 
AAT/GAP 
32982 
742 



Seq. No. 1392 Seq. ID 

Gene No. 2840 Strand 

Start 34956 End 

Name OJ990323_24'. 9B12 .C7 .o7 .np Method 

Start 34 931/ End 

GI 1076802 Score 



OJ990323_24.9B12.C7 

36515 
AAT/NAP 
36515 
190 



1438 



Exons 34931. .35034, 35551.. 36515 

GI Descrip. extensin-like protein - maize gi I 600118 | emb | CAA84230 | (Z34465) 

extensin-like protein [Zea mays] gi I 1096557 | prf | | 2111476A 

extensin-like domain [Zea mays] 





Seq. No. 


1392 




Seq. ID 


OJ990323_24.9B12 


.CI 




Gene No. 


2840 




Strand 


- 






Start 


34956 




End 


36515 






Name 


OJ990323 24.9B12.C7 


.oil . gs 


Method 


GEN SCAN 






Start 


34956- 




End 


36209 






GI 


none 




Score 


.99 






Exons 


34956. .36209 












Seq. No. 


1392 




Seq. ID 


OJ990323_24.9B12 


.C7 




Gene No. 


2840 




Strand 








Start 


34956 




End 


36515 






Name 


OJ990323 24.9B12.C7 


.06. np 


Method 


AAT/NAP 






Start 


35019 




End 


36197 






GI 


■6358783 




Score 


347 






Exons 


35019. .35219, 35247 


. .36197 










GI Descrip. 


(AC010852) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


1392 




Seq. ID 


OJ990323 24.9B12 


.CI 




Gene No. 


2840 




Strand 






M 


Start 


34956 




End • 


36515 




's s? 


Name 


OJ990323 24.9B12.C7 


. ol3 . gp 


Method 


AAT/GAP 






Start 


35027 




End 


35460 






GI 


none 




Score 


809 






Exons 


35027 . . 35460 












Seq. No. 


1392 




Seq. ID 


OJ990323_24. 9B12 


.CI 


Q 


Gene No. 


2841 




Strand 








Start 


39469 




End 


39572 




! 


Name 


OJ990323 24.9B12.C7 


. o5 . tm 


• Method. 


TBLASTX: Maize 




: =? 


Start 


1120 




End 


36176 




i , \ 


GI 


none 




Score 


47 






Exons 


1120.. 1185, 35859.. 


35993, 36033. .36176, 


36063. .36107, 




:=J 




36094; .36138* 










* Jl 


Seq. No. 


1392 




Seq. ID 


OJ990323_24. 9B12 


.CI 


'^5 


Gene No. ■ 


2841 




Strand 








Start 


39469 




End 


39572 






Name 


OJ990323 24.9B12.C7 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


10125 




End 


10436 






GI 


none 




Score 


82 






Exons 


10125. .10436, 10251 


. .10436 










Seq. No. 


1392 




Seq. ID 


OJ990323_24 . 9B12 


.CI 




Gene No. 


2841 




Strand 








Start 


39469 




End 


39572 






Name 


OJ990323 24.9B12.C7 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


11022 




End 


11568 






GI 


none 




Score 


95 






Exons 


11022. .11132, 11232 


. .11567, 


11299. .11568 






Seq. No. 


1392 




Seq. ID 


OJ990323_24. 9B12 


.CI 




Gene No. 


2841 




Strand 







1439 



Start 
Name 
Start 
GI 

Exons 



39469 End 

OJ990323_24 . 9B12 . C7 . 06 . tm Method 

11235 End 

none Score 



39572 

TBLASTX: Maize 

11641 

56 



11235. .11564, 11259. .11345, 11380 11541, 11385 .. 11564 , 
11573. .11641 



Seq. No. 1392 Seq. ID 

Gene No. 2841 Strand 

Start 394 69 End 

Name OJ990323_24 . 9B12 . C7 . o4 . tm Method 

Start 11855 End 

GI " none - Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Q 

^ Seq; No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



Q 

i 3 2 Seq. No. 
! '~ Gene No. 
5 ;J Start 
Q Name 
□ Start 
GI 

Exons 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Maize 

12237 

125 



11855. .12034, 11856. .12035, 11856 .. 12044 , 12029 .. 12205, 
12029. .12220, 12039 .. 12221, 12045 .. 12221 , 12049.. 12237 



1392 Seq. ID 

2841 Strand 

39469 End 

OJ990323_24 . 9B12 . C7 . ol . ts Method 

19283 End 

none Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Soybean 

19869 

87 



19283. .19336, 19287 .. 1934 6, 19346 .. 19708, 19347 .. 19703, 
19347. .19712, 19714 .. 19770, 19783 .. 19869, 19785. .19868 



1392 
2841 
39469 

OJ990323_24 . 9B12 . C7 . ol . tm 

19284 

none 

19284. .19337, 19290 
19347. .19712, 19348 
19713. .19865, 19714 
19874. .20053, 19878 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Maize 

20081 

93 



19349, 19291. .19341, 1934 6 .. 19711, 

19713, 19709. .19852, 19710 .. 19853, 

19872, 19867. .20031, 19871 .. 20032, 

20081, 19879.. 20034 



1392 Seq. ID 

2841 Strand 

39469 End 

OJ990323_24 . 9B12 . C7 . o4 . tw Method 

19284 End 

none Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Wheat 

19459 

56 



19284. .19337, 19288 .. 19338, 19288 .. 19341, 19290 .. 1934 9, 
19346. .19459, 19347 .. 19457 , 19349. .19459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1392 Seq. ID 

2841 Strand 

39469 End 

OJ990323_24 . 9B12 . C7 . ol . tw Method 

19728 End 

none Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Wheat 

24700 

85 



19728. .19793, 19729 .. 19794 , 19786 .. 19821 , 19788 .. 19817 , 
19806. .19868, 19807 .. 19872 , 198 67 .. 20028 , 19871 .. 20047 , 
19871. .20047, 19884 .. 20063, 24668.. 24700 



1392 
2841 



Seq. ID OJ990323_24.9B12.C7 
Strand 



1440 




Start 


39469 




End 


39572 


Name 


OJ990323 24.9B12.C7 


o2. tw 


Method 


TBLASTX: Wheat 


Start 


21218 




End 


21574 


GI 


none 




Score 


92 


Exons 


21218. .21343, 21273 


.21344, 


21354. .21569, 21401.. 21574 


Seq. No. 


1392 




Seq. ID 


OJ990323_24.9B12 


Gene No. 


2841 




Strand 




Start 


39469 




End 


39572 


Name 


OJ990323 24.9B12.C7 


ol.tc 


Method 


TBLASTX: Cress 


Start 


21294 




End 


22610 


GI 


none 




Score 


97 


Exons 


V21294. .21407, 21462 


.21566, 


21636. .21896, 21966 .. 22121 , 




21972. .22079, 21995 


.22120, 


22139. .22351, 22140 22364 , 




22368. .22514, 22406 


.22501, 


22521. .22610, 22565.. 22609 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
. Gene No . 
Start 
Name 
Start 
GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1392 
2841 
39469 

OJ990323_24.9B12.C7.o2.ts 
21294 
none 
21294. 
22131, 
22560. 



,21563, 21801. 
,22376, 22139. 
,22607 



.21896, 
.22303, 



1392 
2841 
39469 

OJ990323_24 . 9B12 . C7 . o2 . tm 

21477 

none 

21477. .21551, 21488 .. 21550, 
21945. .22139, 22013 .. 22120, 
22383. .22610, 22406.. 22618 

1392 
2841 
'39469 

OJ990323_24.9B12.C7.o3.tw 

22245 

none 

22245. .22382, 22250 .. 22351, 
22521. .22607, 22565.. 22606 

1392 
2841 
39469 

OJ990323_24 . 9B12 . C7 . o3 . tm 
29105 
none 
29105 
29399 
30074 
30228 



29332, 29107. 

29524, 29400. 

30145, 30087. 

30383, 30530. 

30541. .30630, 30817. 

31000. .31080, 31009. 



.29331, 
.29525, 
.30137, 
.30625, 
.30912, 
.31074, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21984 

22371 



OJ990323 24.9B12.C7 



39572 

TBLASTX : Soybean 
22610 
167 

22124, 22010. .22114, 
22610, 22412. .22471, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990323 24.9B12.C7 



39572 

TBLASTX: Maize 
22618 
73 

21639. .21701, 21780. .21872, 
22137. .22382, 22139 .. 22351, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Wheat 

22607 

126 



22368. .22514, 22406 .. 22501, 



Seq. ID OJ990323_24.9B12.-C7 
Strand 

39572 

TBLASTX: Maize 
32300 
274 

29332, 29136. .29333, 
29527, 29404. .29526, 
30089. .30142, 30224 .. 30403, 
30531. .30626, 30540 .. 30626, 
30907, 30828. .30914, 
31075, 31013. .31090, 



End 

Method 

End 

Score 

29129 

29402 



30824 
31010 



1441 



31149. .31229, 31165 31227, 31417 .. 31494, 31418 .. 31618 , 
31577. .31618, 32075 32290, 32085.. 32300 



Seq. No. 1392 Seq. ID 

Gene No. 2841 Strand 

Start 39469 End 

Name OJ990323_24 . 9B12 . C7 . o2 . tc Method 

Start 29116 End 

GI none Score 

Exons 29116. .29262, 29117 29218, 

30074. .30145, 30093 30140, 
30225. .30380, 30530 .. 30625, 
30531. .30626, 30532 . . 30627 , 
30846. .30905, 30850 .. 30906, 
31012. .31074, 31012. .31074, 
31164. .31232, 31419. . 31616, 
32073. .32294 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Cress 
32294 
64 

29284 . .29331, 294 19 .. 29601, 
30224 . .30376, 30224 .. 30379, 
30530. .30625, 30531 .. 3062 6, 
30817. .30906, 30828 .. 30905 , 
31010. .31075, 31010. .31075, 
31146. .31229, 3114 6 .. 31181 , 
31421. .31618, 32072. .32290, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

-Exons 

'= J 

l n 

ry Seq. No. 
i 1 3 Gene No. 
|'1 Start 
'"'Z Name 
Start 

ry gi 

m Exons 

Q 



OJ990323 24.9B12.C7 



1392 Seq. ID 

2841 Strand 

39469 End 

OJ990323_24 . 9B12 . C7 . 06 . ts Method 

29263 End 

none Score 

29263. .29331, 29264 .. 29332, 29393 ;. 29524 , 29402 .. 29524 , 
29404.. 29526 



39572 

TBLASTX : Soybean 

29526 

52 



1392 
2841 
39469 

OJ990323_24 . 9B12 . C7 . o5 . ts 
30113 
none 
30113. 
30531. 
30828. 



.30145, 30224 

.30626, 30531. .30626, 30532 
.30914, 30831. .30911, 31007 



Seq. ID OJ990323_24.9B12.C7 
Strand 

End 39572 
Method TBLASTX : Soybean 
End 31036 
Score 14 9 
30379, 30225. .30377, 30530 .. 30625 , 
30627, 30817. .30903, 
31036, 31009. .31035 



?Z Seq. No. 
Q Gene No. 
□ Start 
ri Name 

Start 

GI 

Exons 



1392 Seq. ID 

2841 Strand 

39469 End 

OJ990323_24 . 9B12 . C7 . o3 . ts Method 

31036 End 

none Score 



OJ990323_24.9B12.C7 
39572 

TBLASTX: Soybean 

32300 

52 



31036. .31074,' 31037. .31075, 3114 6 .. 31223, 31164 .. 31232, 
31421. .31618, 31461. .31616, 32072 .. 32293, 32073.. 32300 



Seq. No. 1392 Seq. ID 

Gene No. 2841 Strand 

Start 39469 End 

Name OJ990323_24 . 9B12 . C7 . o7 . ts Method 

Start 35344 End 

GI none Score 

Exons 35344. .35424, 35358 .. 35423, 35430 .. 35543, 354 61 .. 35523, 
35592.. 35663 



OJ990323_24.9B12.C7 
39572 

TBLASTX : Soybean 
35663 
66 



Seq. No. 
Gene No. 



1392 
2841 



Seq. ID 
Strand 



OJ990323 24.9B12.C7 



1442 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



39469 End 39572 

OJ990323_24 . 9B12 . C7 . 08 . np Method AAT/NAP 

39469 End 39572 

5852093 Score 82 

39469.. 39572 

(AL117264) zwhl6.1 [Oryza sativa] 



1393 
2842 
7721 

OJ990323_24 . 9B12 . C9 . o2 . gs 

7721 

none 



Seq. ID OJ990323_24 . 9B12 ,C9 

Strand + 

End 10782 

Method GENSCAN 

End . 10.782 

Score'' ,"7 9 ■-' ■ ' ■ 



7721.. 7772, 7876.. 8001, 9469.. 9504, 9741.. 9833, 9924.. 9989, 
10256. .10363, 10748.. 10782 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1393 
2843 
157 

OJ990323_24 . 9B12 . C9 . ol . gs 

157 

none 



Seq. ID OJ990323_24.9B12.C9 
Strand 

End 8645 

Method GENSCAN 

End 7105 

Score .8 



157. .227, 377. .496, 641. .726, 800. .872, 953. .1675, 3709. .4038, 
4451.. 4837, 5012.. 5135, 5293.. 5356, 5434.. 5566, 5659.. 5758, 
5909.. 6045, 6152 .. 6298, . 6385 . 6435, 7040.. 7105 



1393 
2843 
157 

OJ990323_24 . 9B12 . C9 . ol . np 
359 

2781345 



Seq. ID OJ990323_24 . 9B12.C9 
Strand 

End 8645 

Method AAT/NAP 

End 8645 

Score 1183 



359.-496, 641. .726, 800. .1063, 1478. .1675, 3709. .4038, 
4451. .4968, 5017. .5207, 5293. .5356, 5434. .5577, 5670. .5758, 
5909.. 6043, 8614.. 8645 

(AC003113) F2401.2 [Arabidopsis thaliana] 



1393 
2843 
157 

OJ990323_24.9B12.C9.ol.ts 

374 • 

none 



Seq. ID OJ990323_24 . 9B12.C9 
Strand 

End 8645 

Method TBLASTX : Soybean 

End 3883 

Score 93 



374. .499, 411. .497, 635.-727, 636. .731, 798. .875, 947. .1063, 
951. .1064, 3695. .3883, 3703. .3882 



Seq. No. 1393 

Gene No. 2843 

Start 157 

Name OJ990323_24 . 9B12 . C9 . o2 . tm 

Start 455 

GI none 
Exons 



Seq. ID OJ990323_24 . 9B12.C9 
Strand 

End 8645 

Method TBLASTX : Mai ze 

End 1132 

Score 61 



455. .499, 456. .497, 635. .727, 642.-728, 794. .874, 798.-875, 
798. .875, 800. .901, 940. .1098, 948. .1100, 950. .1132 



Seq. No. 
Gene No. 



1393 
2843 



Seq. ID OJ990323_24.9B12.C9 
Strand 



1443 




Start 


157 










. End 


8645 


Name 


OJ990323 24 


.9B12, 


,C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3695 










End 


3894 


GI 


none 










Score 


205 


Exons 


3695. 


.3889, 


3703. 


. .3894 








Seq. No. 


1393 










Seq. ID 


OJ990323_24.9B12.C9 




2843 










G +- v-anH 
OLI dll^i 




Start 


157 " 










End 


8645 


Name 


OJ990323 24 


.9B12, 


.C9.ol. 


tc 


Method 


TBLASTX : Cress 


Start 


3703 










End 


4033 


GI 


none 










Score 


194 


Exons " 


3703-. 


,3735/ 


3736. 


. .4032, 


• 3737,, 


.4033 




Seq. No. 


1393 










Seq. ID 


OJ990323_24.9B12.C9 


Gene No. 


2843 










Strand 




Start 


157 










End 


8645 


Name 


OJ990323 24 


QR1 9 






Method 


TBLASTX: Maize 


Start 


4504 










End 


5542 


GI 


none 










Score 


205 


Exons 


4504. , 


.4881, 


4505, 


, .4894, 


4510. 


.4758, 4524. .4883, 4877. .4927, 




4924. , 


.5064, 


4931, 


. .5053, 


5081. 


.5206, 5113. .5202, 5122. .5211, 




' 5429. 


.5542, 


5429, 


. .5542 








Seq. No. 


1393 










Seq. ID, 


OJ990323_24.9B12.C9 


Gene. No. 


2843 










Strand 




Start 


157 










End 


8645 * 


Name 


OJ990323 24 


.9B12, 


,C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4538 










End 


5206 


GI 


none 










Score 


100 


Exons 


4538. , 


.4711, 


4541, 


. .4702, 


4765. 


.4815, 4E 


117. .4894, 4877. .4939, 



5102. .5206 



;.1 



Seq. No. 1394 Seq. ID OJ990323_24 . 9B12.C10 

Gene No. 2844 Strand + 

Start 1 End 272 

Name. OJ990323_24 . 9B12 .C10 . ol . np Method AAT/NAP 

Start 1 End 272 

GI 6437552 Score 289 

Exons 1..272 

GI Descrip. (AC011623) putative dehydroquinase shikimate dehydrogenase 
[Arabidopsis thaliana] 



Seq. No. 1394 

Gene No. 2844 

Start 1 

Name OJ990323_24 . 9B12 . C10 . ol . tw 

Start 1 

GI none 

Exons 1..222, 3.. 218 



Seq. ID OJ990323_24 . 9B12.C10 

Strand + 

End 272 

Method . TBLASTX : Wheat 

End 222 

Score 254 



Seq. No. 1394 Seq. ID 

Gene No. 2844 Strand 

Start 1 End 

Name OJ990323_24-. 9B12 . C10 . ol . tm Method 

Start 1 End 

GI none Score 



OJ990323_24.9B12.C10 
+ 

272 

TBLASTX: Maize 

243 

270 



1444 



Exons 


1..243, 3. .242, 7. .243 








Seq. No. 


1394 


Seq. ID 


OJ990323_24.9B12 


.C10 


Gene No. 


2844 


Strand 


+ 




Start 


• 1 ■ 


End 


272 




Name 


OJ990323 24.9B12.C10.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1. 


End 


272 




GI 


none 


Score 


274 




Exons 


1..270, 3. .272 








Seq. No. 


1394 


Seq. ID 


OJ990323_24.9B12 


.C10 


Gene- No. 


2844 . 


Strand r 


+ 




Start ' 


1 


End " ' 


272 . ; 




Name 


OJ990323 24'.9B12.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


7 


End 


272 




GI 


none 


Score 


284 




Exons 


7. .270, 9. .272 








Seq. No. 


1395 


Seq. ID 


OJ990323_24. 9B12 


.Cll 


Gene No. 


2845 


Strand 


+ 




Start 


74 


End 


178 




Name 


OJ990323 24.9B12.Cll.ol.gs 


Method 


GENSCAN 




Start 


74 


End 


178 




GI 


none 


Score 


.7 




Exons. 


.74. .178 








Seq. No. 


1396 


Seq. ID 


OJ990503_24.9B05 


.CI 


Gene No. 


2846 


Strand 


+ 




Start 


3.18 


End 


434 




Name 


OJ990503 24.9B05.Cl.ol.gs 


Method 


GENSCAN 




Start 


318 


End 


434 




GI 


none 


Score 


.74 




Exons 


318. .434 








Seq. No. 


1396 


Seq. ID 


OJ990503_24.9B05 


.CI 


Gene No. 


2847 


Strand 


+ 




Start 


627 


End 


1195 




Name 


OJ990503 24.9B05.Cl.ol.np 


Method 


AAT/NAP 




Start 


627 


End- 


1195 




GI 


5852180 


Score 


422 




Exons 


627. .736, 788.. 1195 








GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


1396 


Seq. ID 


OJ990503_24.9B05 


.CI 


Gene No. 


2848 


Strand 






Start 


737 


End 


1143 




Name 


OJ990503 24. 9B05 . CI . o2 . gs 


Method 


GENSCAN 




Start 


737 


End 


1143 




GI 


none 


Score 


.64 




Exons 


737. .851, 944. .1143 








Seq. No. 


1397 


Seq. ID 


OJ990503 24.9B05 


.C3 


Gene No. 


2849 


Strand 


+ 




Start , 


10354 


End 


13441 




Name 


OJ990503 24.9B05.C3.o3.np 


Method 


AAT/NAP 




Start 


10354 


End 


13441 




GI 


5852180 


Score 


85 





1445 



J 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10354. .10424, 12591 13023, 13412.. 13441 
(AL117265) zhbOOOlO.l [Oryza sativa] 



j Seq. No. 
I Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



1397 Seq. ID 

2849 Strand 
10354 End 
OJ990503_24 . 9B05 . C3 . o3 . gp Method 
10888 End 
uC-osflcypl69h02bl Score 
10888.. 11041 

1 6063530/dbj | AP000615.il AP000615 3.0e-33 Oryza sativa genomic 
DNA, chromosome 3,. clone : P0043E01 ' 



OJ990503_24.9B05.C3 
+ 

13441 
AAT/GAP 
11041 
212 



1397 • 

2850 

58 

OJ990503_24. 9B05 . C3 . ol . gs 
58 

none 



OJ990503 24.9B05.C3 



Seq. ID 
Strand 

End 16614 
Method GENSCAN 
End 15698 
Score .41 

58. .275, 318. .461, 495. .649, 780. .847, 1354. .1399, 1811. .2141 
2438. .2645, 2829. .2987, 3476. .3590, 3728. .4276, 4420. .4543, 
4830. .4858, 6528. .6609, 7149. .7439, 7478. .7672, 7674. .8069, 
8474. .8550, 9212. .9455, 10321 .. 10366, 10405 .. 10627 , 
11757. .11838, 12378. .12674, 12772 13132 , 14222 .. 14326, 
15154.. 15698 



1397 
2850 
58 

OJ990503_24. 9B05 . C3 . ol . np 

1776 

3645899 



Seq. ID OJ990503_24 .9B05.C3 
Strand 

End 16614 

Method AAT/NAP 

End 9122 

Score 3791 



1776.. 3503, 3632.. 4949, 8990.. 9122 

(U68408) 5 1 end not determined experimentally [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503 24.9B05.C3 



1397 
2850 
58 

OJ990503_24. 9B05 . C3 . ol . gp 
5662 

uC-osflcyp033a04bl 
5662. .6043 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



16614 
AAT/GAP 
6043 
675 



1397 
2850 
58 

OJ990503_24 . 9B05 . C3 . o2 . np 
9132 
4416301 
9132. .9298 
( 



Seq. ID 

Strand 

End 

Method 

End 

Score 



► 132.. 9298 

AF105716) gag protein [Zea mays] 



1397 
2850 
58 



Seq. ID 

Strand 

End 



OJ990503_24 . 9B05.C3 

16614 
AAT/NAP 
9298 
89 



OJ990503 24.9B05.C3 



16614 



1446 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

GI Descrip. 



OJ990503_24 . 9B05 . C3 . o4 . gp Method AAT/GAP 

11042 End 11271 

uC-osflcyp033a04bl Score 387 

11042. .11271 

'6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



1397 Seq. ID 

2850 Strand 

58 End 

OJ990503_24 . 9B05 . C3 . o4 . np Method 

11737 End*;" 

6907087 * ■ Score 



OJ990503_24 .9B05.C3 

16614 
AAT/NAP 
16614 
759 



11737. .11838, 12378. .13054, 15371 15473, 16335. .16614 
(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 
Name 

n start 

'zxr GI 

hJ Exons 

;;fj GI Descrip. 

m 

; s= ! Seq. No. 
^ Gene No. 
hj Start 
i 5 y Name 
Start 

! ,s ( Exons 

GI Descrip. 



1397 Seq. ID OJ990503_24 . 9B05 . C3 

2850 Strand 

58 End 16614 

OJ990503_24 . 9B05 . C3 . o5 . gp Method AAT/GAP 

13890 End 14271 

uOosflcyp033a04bl Score 675 

13890.. 14271 

, 6016845/dbj | AP000570 ..1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



1397 Seq. ID 

2851 Strand 

17870 End 

OJ990503_24 . 9B05 . C3 . o5 . np Method 

17447 End 

3645898 Score 



OJ990503_24.9B05.C3 

20455 
AAT/NAP 
20455 
627 



17447. .17594, 17667 .. 18020, 1808 9 .. 19216, 20422. .20455 
(U68408) in-frame stop codon; possibly a post-transposition 
mutation [Zea mays] 



□ 

.3 5^ 



Seq. No. 


1397 ' 








Seq. ID 


OJ990503_24.9B05.C3 


Gene No. 


2851 








Strand 




Start 


17870 








End 


20455 


Name 


OJ990503 24.9B05 


.C3.o2. 


gs 


Method 


GENS CAN 


Start 


17870 








End 


19246 


GI 


none 








Score 


1 


Exons 


17870. 


, .19246 










Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 


Gene No. 


2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24.9B05 


.C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1782 








End 


2353 


GI 


none 








Score 


167 


Exons 


1782. . 


2165, 1782 


. .2165, 


1840. 


.2166, 2147.. 2353, 2165.. 2353 


Seq. No. 


1397 








Seq. ID 


OJ990503_24 . 9B05.C3 


Gene No. 


2852 








Strand 




Start 


25372 








End 


25674 



1447 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
Q Start 
K j Name 
s Jpj Start ' 

gi 

l )~ Exons 

Ly Seq. No. 

;,i Gene No. 

;*fj Start 

: ^ Name 

i; Start 

□ GI 

i% j Exons 



t 



Seq. No. 
Gerie No. 
;rf Start 
=3 Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ990503_24. 

1791 

none 

1791. .2024, 

1397 
2852 
25372 

OJ990503_24, 

1794 

none 

1794. ,2039, 

1397 
2852 
25372 

OJ990503_24. 

2210 

none 

2210. .2446, 

1397 
2852 
25372 

OJ990503_24. 

2357 

none 

2357. .2647, 

1397 
2852 
25372 

OJ990503_24, 

2668 

none 

2668. .3132, 

1397 
2852 
25372 

OJ990503_24. 
2796 
5509260 
2796. .3179, 
3181. .3378, 



9B05.C3.o2.ts 
2034. .2165, 2044. 

9B05.C3.o2.tc 
2025.. 2159, 2168. 

9B05.C3.o3.tw 
2462. .2626 

9B05.C3.o5.tm 



Method TBLASTX : Soybean 
End 2425 
Score 67 
.2163, .2165. .2425 



Seq. ID OJ990503_24.9B05.C3 
Strand 

25674 

TBLASTX: Cress 
2245 
51 



End 

Method 
End 
Score 
.2245 



Seq. ID OJ990503_24.9B05.C3 
Strand 

End 25674 

Method TBLASTX : Wheat 

End 2626 

Score 90 



Seq. ID OJ990503_24.9B05.C3 
Strand 

End 25674 . 

Method TBLASTX : Mai ze 

End 2647 

Score 112 



2358. .2441, 2360. .2533, 2487. .2627 



9B05.C3.o3. tin 



2669.. 3136, 2670. 



9B05.C3.ol.ts 



2796.. 3023, 2797. 
3182. .3379 



Seq. ID OJ990503_24 . 9B05.C3 
Strand 

25674 

TBLASTX: Maize 
3136 
503 



End 

Method 

End 
. Score 
.3134 



Seq. ID OJ990503_24.9B05.C3 
Strand 

End 25674 

Method TBLASTX : Soybean 

End 3379 

Score 270 

.3024, 2798. .3178, 3181. .3378, 



1397 " 
2852 
25372 

OJ990503_24 . 9B05 . C3 . ol . tw 
2804 
none 

2804. .3154, 2810. .3175, 3181. .3237 



Seq. ID OJ990503_24 . 9B05.C3 
Strand 

End 25674 

Method TBLASTX : Wheat 

End 3237 

Score 160 



1397 
2852 



Seq. ID OJ990503_24.9B05.C3 
Strand 



1448 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


. 9B05. 


.C3.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2915 








End 


3193 


GI 


none 








Score 


85 


Exons 


2915. .3193, 


2934. 


. .3191 








Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 




2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


.9B05. 


,C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3137 








End 


3417 


GI 


none 








Score 


49 


Exons 


1 ' '3137. .3193, 


3138. 


, .3191, 


■- 3161. 


.3412, 3181. .3405, '3181. .3417 


Seq. No. 


1397 








Seq. ID 


OJ990503_24 . 9B05.C3 


Gene No. 


2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


. 9B05. 


,C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3774 








End 


4437 


GI 


none 








Score 


408 


Exons 


3774. .4235, 


3787, 


, .4215, 


3788. 


.4234, 4214. .4363, 4223.-4363, 




4362. .4406, 


4364. 


, .4435, 


4369. 


. 4437 




Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 




28S2 

C. O >J £. 








Strand 




Start 


25372 1 - 








End 


25674 


Name 


OJ990503 24 


.9B05. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


3774 








End 


4013 


GI 


none 








Score 


80 


Exons 


3774. .3923, 


3774. 


.3911, 


3787. 


.3936, 3942. .4013 


Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 


Cpnp Ma 


2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


.9B05. 


C3.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3795 








End 


4235 


GI 


none 








Score 


283 


Exons 


3795. .4235 












Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 




2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


. 9B05. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3798 








End 


4220 


GI 


none. 








Score 


206 


Exons 


3798. .4220 












Seq. No. 


1397 








Seq. ID 


OJ990503_24.9B05.C3 


Gene No. 


2852 








Strand 




Start 


25372 








End 


25674 


Name 


OJ990503 24 


.9B05. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4101 








End 


4671 


GI 


none 








Score 


68 


Exons 


4101. .4235, 


4102. 


.4212, 


• 4104. 


.4226, 4223.-4384, 4245. .4388, 




4336. .4410, 


4386. 


.4412, 


4424. 


.4480,. 4441. .4671, 4454. .4480, 



4484. .4669 



1449 




Seq. No. 


1397 


Seq. ID 


OJ990503_24 .9B05. 


C3 




?ft 


Strand 






Start 


25372 


End 


25674 




Name 


OJ990503 24.9B05.C3.o4.tm 


Method 


TBLASTX : Maize 




Start 


4439 


End 


4830 




GI 


none 


Score 


215 




Exons 


4439. .4480, 4480. .4713, 4484. 


.4714, 4711. .4830, 4715. .4828 


Seq. No. 


1397 


Seq. ID 


OJ990503 24.9B05. 


C3 


(^on<s Wo 

OCliC ViKJ * 


£. O «J £. 


Strand 






Start 


25372 


End 


25674 




Name 


OJ990.503 24 . 9B05 . C3 . o7 . tm 


Method 


TBLASTX: Maize 




Start 


1853.9 - 


End 


18943" 




GI 


none 


Score 


79 




Exons 


18539. .18943, 18680.. 18904 








Seq. No. 


1397 


Seq. ID 


OJ990503 24.9B05. 


C3 


UC11C IN \J • 


2852 


Strand 






Start 


25372 


End 


25674 




Name 


OJ990503 24.9B05.C3.o8.tm 


Method 


TBLASTX: Maize 




Start 


23856 


End 


24026 




GI 


none 


Score 


205 




Exons 


23856. .24026, 23865.. 24026 








Seq. No. 


1397 


SeqT ID 


OJ990503 24 9B05 


C3 


Con o Mo 


9ftR9 


Strand 






Start 


25372 


End 


25674 




Name 


OJ990503 24 . 9B05.C3.o4 .gs 


Mfa-h h oH 


GENSCAN 




Start 


25372 


End 


25674 




GI 


none 


Score 


. 67 




Exons 


25372. .25434, 25525.. 25674 








Seq. No. 


1398 


Seq. ID 


OJ990503 24.9B05. 


C4 


\D C11C LN \J . 


2853 


Strand 


+ 




Start 


4187 


End 


7378 




Name 


OJ990503 24.9B05.C4.o2.gs 


Method 


GENSCAN 




Start 


4187 


End 


7378 




GI 


none 


Score 


. 48 




Exons 


4187. .4242, 4880. .5070, 7272. 


.7378 






Seq. No. 


1398 


Seq. ID 


OJ990503 24.9B05. 


C4 


Gene No. 


2853 ' 


Strand 


+ 




Start 


4187 


End 


7378 




Name 


OJ990503 24.9B05.C4.ol.np 


Method 


AAT/NAP 




Start 


4933 


End 


6881 




GI 


4680186 


Score 


199 




Exons 


4933.. 5000, 6680.. 6881 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


1398 


Seq. ID 


OJ990503_24.9B05. 


C4 


Gene No. 


2854 


Strand 






Start 


812 


End 


1532 




Name 


OJ990503 24.9B05.C4.ol.gs 


Method 


GENSCAN 




Start 


812 


End 


1532 




GI 


none 


Score 


.46 




Exons 


812. .946, 1434. .1532 









1450 



Seq. No. 1398 Seq. ID OJ990503_24 . 9B05 . C4 

Gene No. 2855 Strand 

Start 7271 End 9668 

Name OJ990503_24 . 9B05 . C4 . o2 . np Method AAT/NAP 

Start 7271 End 9029 

GI 6907087 Score 894 

Exons 7271. .7372, 7911.. 8616, 8661.. 9029 

GI Descrip. (AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. . 1398 

Gene No/ 2855 

Start 7271 

Name OJ990503_24 . 9B05 . C4 . o3 . gs 

Start 7810 

GI none 
Exons 



Seq. ID OJ990503_24 .9B05.C4 

Strand - 

End 9668 

Method GENSCAN 

End 9668 

Score .41 



7810. .7868, 7911. .8094, 8123. .8731, 9600. .9668 



ill 

m 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1399 Seq. ID 

2856 Strand 
7709 End 
OJ990503_24 . 9B05 . C5 . o3 . np Method 
7709 End 
5852180 Score 
7709. .7765, 8744. .8862, 8914.. '9325" 
(AL117265) zhbOOOlO.l [Oryza sativa] 



1399 
2856 
7709 

OJ990503_24 . 9B05 . C5 . o4 . np 

9077 

6907106 

9077.. 9278, 10658 .. 10731 , 



OJ990503_24.9B05.C5 
+ 

12951 
AAT/NAP 
9325 
518 



Seq. ID 

Strand 

End 

Method 
End 
Score 
12298. .12631, 



OJ990503_24, 
+ 

12951 
AAT/NAP 
12951 
444 . 
12710. 



9B05.C5 



,12951 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 1399 Seq. ID 

Gene No. 2857 Strand 

Start 13003 End 

Name OJ990503_24 . 9B05 . C5 . o3 . gp Method 

Start 13003 End 

GI 15591_1.R1084 Score 

Exons 13003. .13302 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-14 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990503_24.9B05.C5 
+ 

13302 
AAT/GAP 
13302 
440 



Seq. No. 1399 Seq. ID 

Gene No. 2858 Strand 

Start 634 End 

Name OJ990503_24 . 9B05 .C5.ol.gs Method 

Start 634 End 

GI none Score 

Exons 634.. 813, 1287.. 3718, 3869.. 4246, 4475 



OJ990503_24.9B05.C5 

7706 
GENSCAN 
5666 
.69 
, .5666 



Seq. No. 



1399 



Seq. ID OJ990503_24.9B05.C5 



1451 




Gene No. 


2858 




Strand 


- 




Start 


634 




End 


7706 




Name 


OJ990503 24 .9B05. CS.ol. 


np 


Method 


AAT/NAP 




Start 


1152 




End 


5666 




GI 


4680179 




Score 


5306 




Exons 


1152. .4550, 4584 . .5666 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


1399 




Seq. ID 


OJ990503 24. 


9B05 


Gene No. 


2858 




Strand 






Start 


634 




End 


7706 




Name . 


OJ990503 24.9B05.C5.o2. 


np 


Method 


AAT/NAP 




Start 


4786 




End 


6661 




GI 


5042448 




Score 


130 




Exons 


4786. .4828, 6005. .6109, 


6143. 


.6661 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza 


sativa 


] 






Seq. No. 


1399 




Seq. ID 


OJ990503_24. 


9B05 


Gene No. 


2858 




Strand' 






Start 


634 




End 


7706 




Name 


OJ990503 24.9B05.C5.o2. 


gs 


Method 


GENSCAN 




Start 


5915 




End 


'7706 




GI 


none 




Score 


.88 




Exons 


.5915.. 6724, 7662.. 7706 










Qpn No 


1399 




Seq. ID 


OJ990503_24. 


9B05 


Gene No. 


2859 




Strand 






Start 


7614 




End 


7995 




Name 


OJ990503 24.9B05.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


7614 




End 


7995 




GI 


uC-osflcyp033a04bl 




Score 


679 




Exons 


7614. .7995 











; > GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



j. JL 


Seq. No. 


1399 








Seq. ID 


OJ990503_24.9B05 


.C5 




Gene No . 


2860 








Strand 






!. J 


Start 


17559 








End 


19319 




ri 


Name 


OJ990503 24 


.9B05. 


05. o9. 


tm 


Method 


TBLASTX: Maize 




!; ^4 


Start 


1144 








End 


1373 






GI 


none 








Score 


40 






Exons 


1144. .1200, 


1176. 


.1373, 


1267. 


.1362 








Seq. No. 


1399 








Seq. ID 


OJ990503_24.9B05 


.C5 




Gene No. 


2860 








Strand 








Start 


17559 








End 


19319 






Name 


OJ990503 24 


. 9B05. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


1197 








End 


1530 






GI 


none 








Score 


101 






Exons 


1197. .1529, 


1218. 


.1526, 


1261. 


.1530 








Seq. No. 


1399 








Seq. ID 


OJ990503_24. 9B05 


.C5 




Gene No. 


2860 








Strand 








Start 


17559 








End 


19319 






Name 


OJ990503 24 


.9B05. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1377 








End 


1976 





1452 



□ 



□ 



GI 

Exons 

Seq. No^ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

1377. .1817, 

1399 
2860 
17559 

OJ990503_24 
1530 
none 

1530. .2156, 

1399 
2860 
17559 

OJ990503_24. 
2025 
none 

2025. .2315, 

1399 
2860 
17559 

OJ990503_24, 
2115 
none 

2115. .2375, 

1399 
2860 
17559 

OJ990503_24. 
2163 
none 

2163. .2699, 

1399 
2860 
17559 

OJ990503_24. 
2721 
none 

2721. .3083, 

1399 
2860 
17559 

OJ990503_24. 
2733 
none 

2733. .3155, 

1399 
2860 
17559 - 
OJ990503_24 . 
2904 
none 



1392.. 1655, 1393. 

. 9B05.C5.ol.tw 
1531.. 1968, 1815. 

9B05.C5.o5.tm 
2029.. 2316, 2162. 

9B05.C5.o3.ts 
2116. .2370 

9B05.C5.o2.tw 
2164. .2730 

9B05.C5.o3.tm " 
2730. .3083, 2782. 

9B05.C5.o3.tw 
2745.. 3092, 2767. 

9B05.C5.o4 .ts 



Score 119 

.1818, 1815. .1976, 1822. .1968 



Seq. ID OJ990503_24 .9B05.C5 
Strand 

19319 

TBLASTX: Wheat 
2156 
241 



End 

Method 
End 
Score 
.2063 



Seq.. ID OJ990503_24 . 9B05.C5 
Strand 

19319 

TBLASTX: Maize 
2317 
205 



End 

Method 
End 
Score 
.2317 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Soybean 

End 2375 

Score 138 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3084 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.3123 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_24.9B05.C5 
19319 

TBLASTX: Wheat 

2730 

328 



OJ990503_24.9B05.C5 
19319 

TBLASTX: Maize 

3084 

165 



OJ990503_24.9B05.C5 
19319 

TBLASTX: Wheat 

3155 

222 



OJ990503_24.9B05.C5 
19319 

TBLASTX : Soybean 

3149 

90 



1453 



Exons 



2904.. 3149, 2905.. 3132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1399 
2860 
17559 

OJ990503_24. 

3120 

none 

3120. .3434, 



9B05.C5.o4.tm 



Seq. ID OJ990503_24.9B05.C5 
Strand" 

End 19319 

Method TBLASTX : Mai ze 

End 3620 

Score 50 



3163. .3213, 3241. .3291, 3441. .3620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1399 
2860 
17559 

OJ990503_24, 

3156 

none 

3156. .3458, 



9B05.C5.o5.tw 



3162. .3455, 3172. 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Wheat 

End 3458 

Score 186 
.3456 



Seq. No. 

Gene No. 

Start 

Name 

Start 
r~ GI 
l - J Exons 



1399 
2860 
17559 

OJ990503_24, 

3171 

none 

3171. .3443, 
3534. .3566, 



9B05.C5.o2.ts 



3171.. 3530, 3172. 
3535. ."3564 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Soybean 

End 3566 

Score 133 

.3462, 3493. .3528, 3497. .3529, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1399 
2860 
17559 

OJ990503_24, 

3507 

none 

3507. .3884, 



9B05.C5.o4.tw 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Wheat 

End 3993 

Score 241 



3550.. 3993, 3604.. 3915, 3939.. 3989 



Seq. No. 
^ Gene No. 



.5 S* 



Start 
Name 
Start 
GI 

Exons 



1399 
2860 
17559 

OJ990503_24, 

3633 

none 

3633. .4019 



9B05.C5.o6.tm 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Mai ze 

End 4019 

Score 244 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1399 
2860 
17559 

OJ990503_24. 

4158 

none 

4158. .4271, 



9B05.C5.o8.tw 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 

Method TBLASTX : Wheat 

End 4527 

Score 68 



4159. .4272, 4317. .4526, 4318. .4527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1399 
2860 
17559 

OJ990503_24. 

4842 

none 



9B05.C5.o7.tw 



Seq. ID OJ990503_24 .9B05.C5 
Strand 

End 19319 

Method TBLASTX : Wheat 

End 5193 

Score 102 



1454 




Exons 


4842. .5192, 


4993 


. .5193 








Seq. No. 


1399 








Seq. ID 


OJ990503_24.9B05 


Gene No. 


2860 








Strand 




Start 


17559 








End 


19319 


Name 


OJ990503 24 


.9B05 


.C5.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


4896 








End 


5192 


GI 


none 








Score 


79 


Exons 


4896. .5192, 


5062 


. .5178 








Seq. No. 


1399 








Seq. ID 


OJ990503_24.9B05 


Gene No. 


2860 








Strand 




Start- 


17559 








End 


19319 


Name 


OJ990503 24 


.9B05 


.C5.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


5226 








End 


5486 


GI 


none 








Score 


61 


Exons 


5226. .5318, 


5227 


. .5403, 


5229. 


.5426, 5352. .5486 



I s ! ; 



Seq. No. 1399 
Gene No. 28 60 

Start 17559 

Name OJ990503_24 . 9B05 . C5 . o7 . tm 

Start 12480 
GI none 
Exons 12480. .12608, 

12525. .12599, 
,12686.-12766, 

12725. .12853, 

12795. .12854 



12503. .12634, 
12526. .12633,' 
12707. .12742, 
12742. .12840, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_24 . 9B05.C5 
19319 

TBLASTX: Maize 

12854' 

152 



12521. .12631, 12523. .12693, 
12649. .12717, 1264 9 .. 1272 6, 
12722. .127 69, ' 12724 .. 1284 9, 
12743. .12772, 127 90 .. 12852 , 



: =1 



Seq. No. 1399 

Gene No. 2860 

Start 17559 

Name OJ990503_24 . 9B05 . C5 , 

Start 17556 

GI none 

Exons 17556. .17828, 17560, 
17867. .17920, 17867, 



Seq. ID OJ990503_24.9B05.C5 
Strand 

End 19319 
o2.tm Method TBLASTX : Maize 

End 18022 

Score 260 
.17784, 17561. .17875, 17561 .. 178 69, 
.18022, 17874. .18017,-. 17978. .18022 



1 


Seq. No. 


1399 




Seq. ID 


OJ990503_24.9B05 


.C5 


3 


Gene No. 


2860 




Strand 






Start 


17559 




End 


19319 






Name 


OJ990503 24.9B05.C5 


. 65 . np 


Method 


AAT/NAP 






Start 


17559 




End 


19319 






GI 


6911885 




Score , 


634 






Exons 


17559. .18041, 19263 


. .19319 










GI Descrip. 


(AL138655) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


1399 




Seq. ID 


OJ990503_24.9B05 


.C5 




Gene No. 


2860 




Strand 








Start 


17559 




End 


19319 






Name 


OJ990503 24.9B05.C5 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


17600 




End 


18029 






GI 


none 




Score 


187 






Exons 


17600. .17875, 17600 


. .17860, 


17867. .18028, 17874. .18029 






Seq. No. 


1399 




Seq. ID 


OJ990503_24 .9B05 


.C5 



1455 



Gene No. 28 60 Strand 

Start 17559 End 19319 

Name OJ990503_24 . 9B05.C5.o4 .gp Method AAT/GAP 

Start 17629 End 18051 

GI 41520_1.R1084 Score 689 

Exons 17629.. 18051 

GI Descrip. 1 3913202/sp | 014007 | CBF5_SCHPO 2.0e-78 CENTROMERE/MICROTUBULE 
BINDING PROTEIN CBF5 (CENTROMERE-BINDING FACTOR 5) (NUCLEOLAR 
PROTEIN CBF5) >gi_2239214_emb_CAB10131 . 1_ (Z97210) 
centromere/microtubule binding protein cbf5 [Schizosaccharomyces 
pombe] ' 



£3 



Seq. No. 


i399 


Seq. ID 


OJ990503_24'; 9B05.C5 


Gene No. 


2860 


Strand 




Start 


17559 


End 


19319 


Name 


OJ990503 24.9B05.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


17732 


End 


18041 


CI 


none 


Score 


83 


Exons 


17732. .17869, 17738.. 17851 


, 17867. .18040, 17880. .18041 


Seq. No. 


1400 


Seq. ID 


OJ990503 24 9B05 C6 


Gene No. 


2861 


St* ranH 


-j- 


Start 


1372 


End 


2237 


Name 


OJ990503 24.9B05.C6.ol.gs 


L JC L11ULI 


GEN SPAN 


Start 


1372 








none 


Score 


.54 


Exons 


1372.. 1432, 2146.. 2237 






Seq. No. 


1400 


Seq. ID 


OJ990503 24 9B05 C6 


Gene No. 


2862 


St" rand 




Start 


2853 


End 


3647 


Name 


OJ990503 24.9B05.C6.o2.gs 




GEN SPAN 


Start 


2853 


End 


3647 


o J. 




Score 


.48 


Exons 


2853.. 3203, 3546.. 3647 






Seq. No. 


1401 


Seq. ID 


OJ990503_24.9B05.C7 


Gene No. 


2863 


Strand 


+ 


Start 


182 


End 


3980 


Name 


OJ990503 24.9B05.C7.ol.gp 


Method 


AAT/GAP 


Start 


182 


End 


3980 


GI 


none 


Score 


2167 


Exons 


182. .260, 870. .951/ 2150. . 


2262, 2996.. 


3213, 3316.. 3980 


Seq. No. 


1401 


Seq. ID 


OJ990503_24.9B05.C7 


Gene No. 


2863 


Strand 


+ 


Start 


182 


End 


3980 


Name 


OJ990503 24.9B05.C7.ol.gs 


Method 


GENSCAN 


Start 


261 


End 


3696 


GI 


none 


Score 


.9 


Exons 


261.. 392, 1410.. 1593, 2150 


..2262, 2996 


. .3141, 3316. .3696 


Seq. No. 


1401 


Seq. ID 


OJ990503_24.9B05.C7 


Gene No. 


2864 


Strand 




Start 


4035 


End 


6268 


Name 


OJ990503 24. 9B05 . C7 . o2 . gs 


Method 


GENSCAN 


Start 


4035 


End 


6268 



1456 



GI 


none 


Score 


.52 


Exons 


4035. .4073, 


4401. .4526, 5500. .5751, 6203. .6268 


Seq. No. 


1401 


Seq. ID 


OJ990503 


Gene No. 


2864 


o Li ana 




otaii. 


4U J J 


tina 


DO 


Name 


OJ990503 24 


. ybuo . o / . oi . np Metnoa 


7\ 7\ T /MBD 


Start 


4290 




C QQ7 

3:7:7/ 


GI 


6721512 


Score 


o / 


Exons 


4290. .4332, 


Cl/IO COTQ CQflC CQQ7 




GI Descrip. 


(AP001072) 


nypounecicax protein [uryza 


SaLlvd J 


Seq. "No. 


1402' 


Seq.' ID 


OJ990503 


Gene No . " 


2865 


Strand 


' + 


Start 


1 


End 


412 


Name 


OJ990503 24 


. 9B05 . C8 . ol . np Method 


AAT/NAP 


Start 


1 


End 


412 


GI 


6063554 


Score 


127 


Exons 


1.-139, 242 


. .412 




GI Descrip. 


(AP000615) 


ESTs AU075609(C63344) ,071850 (E04 64) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24 .9B05.C8 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



1402 Seq. ID 

2866 . . Strand 

1818 End 

OJ990503_24 . 9B05 . C8 . ol . gs Method 

1818 End 

none Score 



OJ990503_24 .9B05.C8 
+ 

6021 ' 
GENSCAN 
6021 
. 65 



1818. .1946, 4135. .4186, 4531. .4782, 5711. .6021 



Seq. ID 
Strand 
End 

Method 
End 
. Score 
,10255, 10799. .10913, 



1402 
2867 
7739 

OJ990503_24 . 9B05 . C8 . o3 . np 
7739 
5295955 

7739.. 7764, 10186. 

(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990503_24.9B05.C8 
+ 

12631 
AAT/NAP ■ 
12631 
565 

11595. .12631 
(EBV) genome. (V01555) 



1402 
2868 
14636 

OJ990503_24 . 9B05 . C8 . o2 . gp 

14634 

none 

14634. .14892, 14973 .. 15065, 
15738. .15770 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_24 , 
+ 

25336 • 
AAT/GAP 
15770 
1199 



9B05.C8 



15160. .15348, 15433. .15565, 



Seq. No. 1402 Seq. ID 

Gene No. 28 68 Strand 

Start 14636 End 

Name OJ990503_24 . 9B05 . C8 . o3 . gs Method 

Start 14636 End 

GI none Score 
Exons 



OJ990503_24.9B05.C8 
+ 

25336 
GENSCAN 
24720 
.73 • 



14636. .14892, 15160 .. 15348, 15502 .. 15570, 16312 .. 16537, 



1457 



17212. .17404, 17489. . 17531, 19478 19695, 19697 .. 19835, 
20747. .20960, 21364 .. 21540, 22166 22321 , 22471 .. 22515, 
23657. .23752, 24412 24483, 24616.. 24720 



Seq. No.. 1402 Seq. ID 

Gene No. 28 68 Strand 

Start 14636 End 

Name OJ990503_24 . 9B05 . C8 . o3 . gp Method 

Start 15734 End 

GI uC-osflcypl71a04al Score 

Exons 15734. .15816 

GI Descrip'.* . ',^680178/gb | AF111709.il AF111709 5.0e-81 Oryza sativa subsp. . 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



OJ990503_24.9B05.C8 
+ 

25336 
AAT/GAP 
15816 
104 





Seq. No. 


1402 


Seq. ID 


OJ990503_24.9B05.C8 




Gene No. 


2868 


Strand 


+ 




Start 


14636 


End 


25336 




Name 


OJ990503 24.9B05.C8. 


o5.np Method 


AAT/NAP 




Start 


16321 


End 


20272 




GI 


4680190 


Score 


194 




Exons 


16321. .16537, 17212. 


.17457, 17538. .17674, 20200.. 20272 




GI Descrip. 


(AF111710) putative 


dnaJ-like protein 


[Oryza sativa subsp. 






indica] 






=5. 

w 


Seq. No. 


1402 ' 


Seq. ID 


OJ990503_24.9B05.C8 




Gene No. 


2868 


Strand 


+ 


rii 


Start 


14636 


End 


25336 




Name 


OJ990503 24.9B05.C8. 


o4.gp Method 


AAT/GAP 




Start 


17293 


End 


17866 


: 


GI 


60252 1.R1084 


Score 


915 


'Sri 


Exons 


17293. .17404, 17489. 


.17866 




I'll 


GI Descrip. 


M680190/gb|AAD27555 


.1IAF111710 1 9.0e 


-13 (AF111710) putative 


is 




dnaJ-like protein [Oryza sativa subsp. 


indica] 1 


"if 


Seq. No. 


1402 


Seq. ID 


OJ990503_24.9B05.C8 


!: £: 


Gene No. 


2868 


Strand 


+ 




Start 


14636 


End 


25336 


hi 


Name 


OJ990503 24.9B05.C8. 


o6.np Method 


AAT/NAP 




Start 


19719 


End 


25336 


ri 


GI 


4826998 


Score 


33 




Exons 


19719. .19858, 20566. 


.20634, 20736. .20956, 21340 .. 21520, 



GI Descrip. 



25286. .25336 

splicing factor proline/glutamine rich (polypyrimidine 
tract-binding protein-associated) gi | 1709851 | sp | P23246 | PSF_HUMAN 
PTB-ASSOCIATED SPLICING FACTOR (PSF) gi | 423054 | pir | | A4 6302 
PTB-associated splicing factor, long form - human 
gi|38458|emb|CAA50283| (X70944) PTB-associated splicing factor 
[Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1402 Seq. ID 

2868 Strand 

14636 End 

OJ990503_24 . 9B05 . C8 . 06 . gp Method 

21280 End 

2428428 Score 

21280. .21540, 22166.. 22265 



OJ990503_24.9B05.C8 
+ 

25336 
AAT/GAP 
22265 
649 



1458 



Seq. No. 


1402 


Seq. ID 


OJ990503_24 


.9B05 


-C8 


Gene No. 


2868 


Strand 


+ 






Start 


14636 


End 


25336 






Name 


OJ990503 24.9B05.C8.o7.np 


Method 


AAT/NAP 






Start 


21331 


End 


24717 






GI 


4589974 


Score 


730 






Exons 


21331. .21526, 22158 .. 22515, 


22992.-23226, 23657 .. 23752 , 






24412. .24483/ 24616. .24717 










GI Descrip. 


(AC007195) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


1402 


Seq. ID 


OJ990503_24 


.9B05 


.C8 


Gene No . ' 


2868 


Strand 


+ 






Start 


14636 


End 


25336 






Name 


OJ990503 24.9B05.C8.o8.np 


Method 


AAT/NAP 






Start 


24625 


End 


24717 






GI 


2498887 


Score 


77 






Exons 


24625. .24717 










GI Descrip. 


3 -OXO- 5 -ALPHA- STEROID 4 -DEHYDROGENASE 


1 (STEROID 







5 - AL PHA- RE DUCT AS E 1) (SR TYPE 1) gi | 999036 | bbs | 164548 (S77162) 
steroid 5 alpha-reductase type 1 isoenzyme, SR type 1 
[Cynomolgus monkeys, prostate, Peptide, 263 aa] [Macaca 
f ascicularis] 



Seq. No. 1402 . >* : , ... Seq. ID OJ990503_24 . 9B05 . C8 

Gene No. 2869 Strand 

Start 2698 End 4136 

Name OJ990503_24 . 9B05 . C8 . ol . gp Method AAT/GAP 

Start 2698 End 4136 

GI 20088_1.R1084 Score 2264 

Exons 2698.. 3807, 4051.. 4136 

GI Descrip. 1 6041757/gb | AC011806. 1 | AC011806 3.0e-72 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



Seq. No. 


1402 


Seq. ID 


OJ990503_24 . 9B05.C8 


Gene No. 


2870 


Strand 




Start 


4760 


End 


14670 


Name 


OJ990503 24-.9B05.C8.o2.np 


Method" 


AAT/NAP 


Start 


4760 


End 


8859 


GI 


3036805 


Score 


208 


Exons 


4760.. 4882, 6639.. 6789, 8764 


. .8859 




GI Descrip. 


(AL022373) thaumatin-like protein [Arabidopsis thaliana] 


Seq. No. 


1402 


Seq. ID 


OJ990503_24.9B05.C8 


Gene No. 


2870 


Strand 




Start 


4760 


End 


14670 


Name 


OJ990503 24.9B05.C8.o2.gs 


Method 


GEN SCAN 


Start 


6483 


End 


13538 


GI 


none 


Score 


.44 


Exons 


6483.-6576, 6658.. 6792, 8218 


..8251, 87< 


15. .8954, 11316. .11379, 




11716. .11896, 11990. .12103, 


12346. .12499, 13155 .. 13260, 




13443. .13538 






Seq. No. 


1402 


Seq. ID 


OJ990503_24 . 9B05.C8 


Gene No. 


2870 


Strand 




Start 


4760 


End 


14670 



1459 



ry 
□ 



Name 


OJ990503 24.9B05.C8.o4.np 


Method 


AAT/NAP 






Start 


13364 


End 


14670 






GI 


5777617 


Score 


63 






Exons 


13364. .13462, 14644. .14670 










GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza 


sativa] 






Seq. No. 


14U2 


beq. ±u 


OJ990503 


_24.9B05 


.C8 


bene wo . 


2o 1 1 


btrana 








Start 


2Uo9o 




21000 






Name 


ojyyuoUo z4 . yBUo . Co . oo . gp 


Method 


AAT/GAP 






Start 


zUo yo 


End 


21000 






GI 


2428428 


Score 


99 






Exons 


20895.. 21000 










Seq. No. 


14U2 


Seq. ID 


OJ990503 


_24.9B05 


.C8 


Gene No. 


/2 


Strand 








Start 


O *3 Pi Q Q 


End 


24494 






Name 


ujyyuoUo z4 . youo.Lo .01 . tm 


Method 


TBLASTX : ] 


.la±. C 




Start 


20U0 y 


End 


24494 






GI 


none 


Score 


212 






Exons 


23089. .23226, 23091 23225, 


23096. .23233, 23150 


. .23227, 






ooccc ottto o*3£;c;t 

2 jOO 0 . . 2,5 / /2 , 200D / . . 2.3 / 02 , 


24395. .24481, 24395 


. .24472, 






2 4 4 1 2 v.; 2 4 4 o o , 2 4 414. . 2 4 4 y 4 










Seq. No. 


1403. 


Seq. ID 


OJ990503 


_24.9B05 


.C9 


bene jno . 


o o ^ o 

2873 


Strand 


+ 






Start 


*3 O *5 

333 


End 


438 






Name 


/-> taoacao o ^ none on 

OJ990503 24 . 9B0o . C9 . ol . gs 


Method 


GEN SCAN 






Start 


333 


End 


438 






GI 


none 


Score 


.49 






Exons 


JJJ . . 4 JO 










Seq. No. 


14U4 


Seq. ID 


OJ990503 


_24.9B05 


.C10 


Gene No. 


2o / 4 


Strand 


+ 








1 


End 


7911 






Name 


ujyyuoUo 24. ytjuo.uiu.oi.np 


Method 


AAT/NAP 






Start 


1 


End 


7911 






GI 


5852180 


Score 


387 






Exons 


1..48, 101. .546, 2801. .2839, 


7819. .7911 






GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 








Seq. No. 


1404 


Seq. ID 


OJ990503 


_24.9B05 


.C10 


bene jno. 


' 2874 


Strand 


+ 






Start 


1 


End 


7911 






Name. 


OJ990503 24.9B05.C10.ol.gs 


Method 


GENSCAN 






Start 


43 


End 


4664 






GI 


none 


Score 


.69 






Exons 


43. .178, 331. .586, 1296. .2060, 2062.. 


2314, 4650 


. .4664 




Seq. No. 


1404 


Seq. ID 


OJ990503_ 


_24.9B05 


.C10 


Gene No. 


2875 


Strand 








Start 


7036 


End 


7708 






Name 


OJ990503 24.9B05.C10.o2.gs 


Method 


GENSCAN 






Start 


7036 


End 


7527 






GI 


none 


Score 


.59 






Exons 


7036.. 7079, 7470.. 7527 











1460 



Seq. No. 


1404 




Seq. ID 


OJ990503 


Gene No. 


2875 




Strand 






7036 




End 


7708 • 


Name 


OJ990503 24.9B05.C10.o2 


.np 


Method 


AAT/NAP 


Start 


7261 




End 


7708 


GI 


6815053 




Score 


377 


Exons 


7261.. 7505, 7551.. 7708 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 


Seq. No. 


14uo 




Seq. ID 


OJ990503 


Gene No. 


2876 




Strand 


+ 


jlail 


1 




End 


3423 


Name 


OJ990503 24.9B05.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2171 


GI 


6721512 




Score 


73 


Exons 


1..82, 721. .882, 2117.. 


2171 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1405 




Seq. ID 


OJ990503 


bene jno . 


2876 




Strand 


_|. 


Start 


i 




End 


3423 


Name 


OJ990503 24. 9B05.Cll.ol 


.gs 


Method 


GENSCAN 


Start 


836 




End 


3423 


GI 


none 




Score 


.47 


Exons 


836. .930, 1057. .1339, 1425. 


1828, 2549 


..2624, 3 


Seq. No. 


1405 




Seq. ID 


OJ990503 


Gene No. 


2876 




Strand 


+ 


OLall 


1 




End 




Name 


OJ990503 24. 9B05.Cll.o3 


.np 


Method 


AAT/NAP 


Start 


1320 




End 


3309 


GI 


6721512 




Score 


53 


Exons 


1320. .1367, 3192. .3309 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1405 - 




Seq. ID 


OJ990503 


Gene No. 


2877 




Strand 






1 




End 


174 6 


Name 


OJ990503 24.9B05.Cll.ol 


;np 


Method 


AAT/NAP 


Start 


1 




End 


1746 


GI 


6721516 




Score 


245 


Exons 


1..326, 1624.. 1746 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1406 




Seq. ID 


OJ990503 


bene jno. 


2878 




Strand 


T 


Start 


254 




End 


385 


Name 


OJ990503 24.9B05.C12.ol 


.gs 


Method 


GENSCAN 


Start 


254 




End 


385 


GI 


none 




Score 


.96 


Exons 


254. .385 








Seq. No. 


1407 




Seq. ID 


OJ990503 


Gene No. 


2879 




Strand 


+ 


Start 


1450 




End 


2322 


Name 


OJ990503 24.9B05.C13.ol 


.gs 


Method 


GENSCAN 


Start 


1450 




End 


2322 



, 9B05.C10 



.9B05.C11 



.9B05-C11 



. .3423 
.9B05.C11 



.9B05.C11 



9B05.C12 



.9B05.C13 



1461 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



none Score 
1450. .1464, 2002. .2124, 2290. .2322 



1407 
2880 
3304 

OJ990503_24.9B05.C13.o3.tm 

3017 

none 

3017. .3061, 3019. .3054, 3086. 
3116.. 3205, 3249.-3338, 3250. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



,51 



OJ990503 24.9B05.C13 



5228 

TBLASTX: Maize 
3340 
50 

3211, 3108. .3200, 3109. 
3339, 3251.. 3340 



.3201, 



OJ990503 24.9B05.C13 



1407 Seq. ID 

2880 Strand 
3304 End 5228 

OJ990503_24 . 9B05 . C13 . ol . np Method AAT/NAP 
3214 End 5228 

6630696 Score 2399 

3214. .4735, 5161. .5228 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


1407 








Seq. ID 


OJ990503_24 . 9B05 .C13 


Gene No. 


2880 








Strand 




Start 


. 3304 








End 


5228 


Name 


OJ990503 24 


. 9B05 


.C13.o2. 


gs 


Method 


GENSCAN 


Start 


3304 








End 


4671 


GI 


none 








Score 


1 


Exons 


3304. .4671 












Seq. No. 


1407 








Seq. ID 


OJ990503_24.9B05.C13 


Gene No. 


2880 








Strand 




Start 


3304 








End 


5228 


Name 


OJ990503 24 


.9B05 


.C13.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3350 








End 


3825 


GI 


none' v 








Score 


389 


Exons 


3350. .3736, 


3351 


. .3734, 


3352. 


.3735, 3751. .3825, 3752. .3820, 




3765. .3824 












Seq. No. 


1407 








Seq. ID 


OJ990503_24.9B05.C13 


Gene No. 


2880 








Strand 




Start 


3304 








End 


5228 


Name 


OJ990503 24 


.9B05 


.C13.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3478 








End 


3819 


GI 


none 








Score 


93 


Exons 


3478.-3687, 


3557 


. .3682, 


3706. 


.3819 




Seq. No. 


1407 








Seq. ID 


OJ990503_24.9B05.C13 


Gene No. 


2880 








Strand 




Start 


3304 








End 


5228 


Name 


OJ990503 24 


.9B05 


.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


.3682 








End 


4029 


GI 


none 








Score 


287 


Exons 


3682. .4029, 


3683 


. .4015 








Seq. No. 


1407 








Seq. ID 


OJ990503_24.9B05.C13 



1462 




bene djo. 


Z 0 o u 








Ol- IT cillU 




Start 


3304 








End 


5228 


Name 


OJ990503 24, 


.9B05 


.C13-o2 


.tw 


Method 


TBLASTX: Wheat 


Start . 


3826 








End 


4563 


GI 


none 








Score 


70 


Exons 


3826. .3879, 


4033 


. .4239, 


4234. 


.4563, 42* 


36. .4423 


Seq. No. 


1407 








Seq. ID 


OJ990503_24.9B05 


Gene No. 


2880 








Strand 




Start 


3304 








End . 


5228 


Name 


OJ990503 24, 


,9B05 


.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3832 








End 


4180 


GI 


none 








Score 


65 


Exons 


3832. .4020, 


3833 


. .4018, 


4021. 


.4179, 4052. .4180 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
,3 Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



! s i! 



1407 
2880 
3304 

OJ990503 

4114 

none 



24.9B05.C13.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_24 . 9B05 .C13 
5228 

TBLASTX: Maize 

4572 

97 



4114. .4572, 4229.-4423, 4500. .4565 



1407 
2880 
3304 

OJ990503_24. 9B05 . C13 . ol . ts 
4249 
5509260 

4249. .4713, 4268. .4426, 4487. .4618 



Seq. ID OJ990503_24.9B05.C13 
Strand 

End 5228 

Method TBLASTX : Soybean 

End 4713 

Score 82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1407 Seq. ID 

2880 . Strand 

3304 *" End 
OJ990503_24 . 9B05 . C13 . ol . tc Method 

4360 End 

none Score 

4360. .4620, 4475. .4618, 4504. .4620 



OJ990503_24.9B05.C13 
5228 

TBLASTX: Cress 

4620 

91 



OJ990503 24.9B05.C13 



1407 Seq. ID 

2880 Strand 
3304 End 5228 

OJ990503_24 . 9B05 . C13 . ol . gp Method AAT/GAP 
5103 End 5228 

uC-osflcypl21e07bl Score 138 

5103. .5228 

'5257255/dbj | AP000364.il AP000364 7.0e-19 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 1408 Seq. ID 

Gene No. 2881 Strand 

Start 9113 End 

Name OJ990503_24 . 9B05 . C14 . ol . gp ; Method 

Start 9113 End 

GI uC-osflcypl21e07bl Score 

Exons 9113.. 9214 



OJ990503_24.9B05.C14 
+ 

9214 
AAT/GAP 
■9214 
133 



1463 



GI Descrip. 1 5257255/dbj | AP000364 . 1 1 AP000364 7.0e-19 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1408 Seq. ID 

2882 Strand 

1 End 

OJ990503_24 . 9B05 . C14 . ol . np Method 

1 End 

5257279 Score 



OJ990503_24.9B05.C14 

9455 
AAT/NAP 
5189 
6306 



1..769, 884. .1054, 1271. .4077, 4114. .4295, 4644. .5189 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



1408 Seq. ID 

2882 Strand 

1 End 

OJ990503_24 . 9B05 . C14 . ol . tm Method 

8 End 

none Score 



OJ990503_24.9B05.C14 
9455 

TBLASTX: Maize 

592 

267 



8. ..436, 9..437, 254 . .448, 366. .437, 430. .564, 434. .592, 438. .590 



Seq. No. 

Gene No. 
□ Start 
: j Name 
U Start 

GI 

Exons 



1408 Seq. ID 

2882 Strand 

1 End 
OJ990503_24 . 9B05 . C14 . ol . tw Method 

14 9 End 

none Score 

149. .760, 150. .719 



OJ990503_24 . 9B05 .C14 
9455 

TBLASTX: Wheat 

760 

331 



a J Seq. No. 1408 

'5 Gene No. 2882 

:f| Start 1 

~ Name OJ990503_24 . 9B05 . C14 . ol . gs 

; Start 281 

:«* GI none 

■J Exons 281. .562, 932. .1255, 1556. .2145, 2209. .4178, 4195 
i • 7966. .8083, 8331.. 8742, 9200.. 9455 



Seq. ID OJ990503_24.9B05.C14 
Strand 

End 9455 

Method GENS CAN 

End 9455 

Score .45 

5222, 



.SB 



Seq. No. . 1408 Seq. ID 

Gene No. 2882 Strand 

Start 1 End 

Name OJ990503_24 . 9B05 . C14 . o4 . tm Method 

Start 644 ' " End 

GI none Score 

Exons 644. .934, 648. .935, 796. .936 



OJ990503_24 . 9B05 .C14 
9455 

TBLASTX: Maize 

936 

222 



Seq. No. 1408 

Gene No. 2882 

Start 1 

Name OJ990503_24 . 9B05 . C14 . o2 . ts 

Start 737 

GI none 

Exons 737.. 982, 738.. 983 

Seq. No. 1408 

Gene No. 2882 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_24.9B05.C14 
9455 

TBLASTX : Soybean 

983 

115 



Seq. ID OJ990503_24.9B05.C14 
Strand 

End 9455 



1464 




Name 


OJ990503 24 


. 9B05 


.C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


759 










End 


1075 




GI 


none 










Score 


94 




Exons 


759. . 


899, 791.. 901, 902 


. .1075, 


954. .1067 




Seq. No. 


1408 










Seq. ID 


OJ99Q503 24.9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


9455 




Name 


OJ990503 24 


. 9B05 


.C14 . o3 


.tw 


Method 


TBLASTX : Wheat 




Start 


791 










End 


1271 




GI 


none 










Score 


316 




Exons 


791. . 


1270, 


795 . . 


1271 










Seq. No. 


" 1408 










Seq. ID 


OJ990503 24.9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


94 55 




Name 


OJ990503 24 


. 9B05 


.C14 . o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


1271 










End 


1774 




GI 


none 










Score 


293 




Exons 


1271. 


.1774, 


1272 


. . 1739, 


1433. . 


1765 






Seq. No. 


1408 










Seq. ID 


OJ990503_24 . 9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


94 55 




Name 


OJ990503 24 


. 9B05 


.C14 .o2 


.tin 


Method 


TBLASTX: Maize 




.Start 


1463 










End 


1904 




GI 


none 










Score 


204 ■ 




Exons 


1463. 


.1903, 


1476 


. . 1904 










Seq. No. 


1408 










Seq. ID 


OJ990503 24.9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


9455 




Name 


OJ990503 24 


. 9B05 


. C14 . o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


1523 










End 


1768 




GI 


none 










Score 


197 




Exons 


1523. 


.1768 














Seq. No. 


• 1408 










Seq. ID 


GJ990503_24 . 9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


a /I rr 

94 55 




Name 


OJ990503 24 


. 9B05 


.C14 .o5 


.tw 


Method 


TBLASTX : Wheat 




Start 


1775 










End 


2077 




GI 


none 










Score 


254 




Exons 


1775. 


.2077, 


1779 


. . 2075 










Seq. No. 


1408 










Seq. ID 


OJ990503_24.9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


9455 




Name 


OJ990503 24 


. 9B05 


.C14.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1790 










End 


2185 




GI 


none 










Score 


217 




Exons 


1790. 


.2149, 


1800 


. .2078, 


2153. . 


2185, 2156.. 2185 




Seq. No. 


1408 










Seq. ID 


OJ990503_24.9B05 


.C14 


Gene No. 


2882 










Strand 






Start 


1 










End 


9455 




Name 


OJ990503 24 


. 9B05 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 





1465 



i s LJ 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1908 
none 

1908. .2066, 

1408 
2882 
1 

OJ990503_24. 

2072 

none 

2072. .2542 

1408 
2882 
1 

OJ990503_24. 

2126 

none 

2126. .2608, 

1408 
2882 
1 

OJ990503_24, 

2258 

none 

2258. .2542 

1408 
2882 
1 

OJ990503_24. 

2543 

none 

2543. .2704, 

1408 

2882' 

1 

OJ990503_24. 

2780 

none 

2780. .2902, 

1408 
2882 
1 

OJ990503_24. 

2840 

none 

2840. .2980, 

1408 
2882 
1 

OJ990503_24 . 
3710 



1910.. 2071, 1916. 



9B05.C14.o3.tm 



9B05.C14.o4.tw 
2168.. 2488, 2301. 

9B05.C14 .o4 . ts 



9B05.C14 .o7.tm 



2544. .2705 



9B05.C14.o7.tw 



End 
Score 
.2071 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2597 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2071 
142 



OJ990503_24.9B05.C14 
9455 

TBLASTX: Maize 

2542 

389 



OJ990503_24 . 9B05 . C14 
9455 

TBLASTX: Wheat 

2608 

136 



OJ990503_24.9B05.C14 
9455 

TBLASTX : Soybean 

2542 

184 



OJ990503_24.9B05.C14 
9455 

TBLASTX: Maize 

2705 

145 



OJ990503_24 . 9B05 . C14 
9455 

TBLASTX: Wheat 

3157 

72 



2781. .2870, 2936. .3157, 3036. .3104 



9B05.C14.o5.tm 



2840..3163, 3039. 



9B05.C14 .o6.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3083 ' 

Seq. ID 

Strand 

End 

Method 
End 



OJ990503_24.9B05.C14 
9455 

TBLASTX: Maize 

3163 

38 



OJ990503_24 . 9B05 . C14 
9455 

TBLASTX: Wheat 
4096 



1466 




GI 


none 


Score 


79 




Exons 


3710.. 3856, 3720.. 3923, 3881. 


.4096, 3896.. 4060 




Seq. No. 


1408 


Seq. ID 


OJ990503_24.9B05 


.C14 


Gene No. 


2882 


Strand 






Start 


1 


End 


9455 




Name 


OJ990503 24.9B05.C14.o2.np 


Method 


AAT/NAP 




Start 


5001 


End 


9383 




GI 


1644457 


Score 


156 




Exons 


5001.. 5072, 7923.. 8005, 8357. 


.8675, 9336..9383 




GI Descrip. 


(U72521) neural variant mena+ 


protein 


[Mus musculus] 




Seq. No. 


1409 


Seq. ID 




.C15 


Gene No. 


2883 


Strand 


+ 




Start 


1 


End 


786 




Name 


OJ990503 24.9B05.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


786 




GI 


5852180 


Score 


342 




Exons 


1. .125, 337. .457, 509. .786 








GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


1409 


Seq. ID 


OJ990503_24.9B05 


.C15 


Gene No. 


2884 


Strand 


- 




Start 


19 


End 


732 




Name 


OJ990503 24.9B05.C15.ol.gs- 


Method 


GENSCAN 




Start 


19 


End 


732 




GI 


none 


Score 


.66 




Exons 


19. .104, 422. .572, 665. .732 








Seq. No. 


1410 


Seq. ID 


OJ990503_26. 9B02 


.CI 


Gene No. 


2885 


Strand 


- 




Start 


111 


End 


574 




Name 


OJ990503 26.9B02.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


102 


End 


546 




GI 


none 


Score 


72 




Exons 


102. .305, 321. .389, 447. .545, 


454. .546 






Seq. No. 


1410 


Seq. ID 


OJ990503_26. 9B02 


-CI 


Gene No. 


o o o c 


Strand 


- 




Start 


111 


End 


574 




Name 


OJ990503 26.9B02.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


105 


End 


542 




GI 


none 


Score 


104 




Exons 


105. .263, 105.. 305, 321. .389, 


447. .542 


, 466. .540 




Seq.. No. 


1410 


Seq. ID 


OJ990503_2 6.9B02 


.CI 


Gene No. 


o o o c 

2885 


Strand 






Start 


111 


End 


574 




Name 


OJ990503 26.9B02.Cl.ol.gs 


Method 


GENSCAN 




Start 


111 


End 


554 




GI 


none 


Score 


1 




Exons 


111. .554 








Seq. No. 


1410 


Seq. ID 


OJ990503_26. 9B02 


.CI 


Gene No. 


2885 


Strand • 






Start 


111 


End 


574 




Name 


OJ990503 26.9B02.Cl.ol.np 


Method 


AAT/NAP 





1467 




Start 


114 




End 


574 




GI 


4455232 




Score 


336 




Exons 


114. .405, 442. .574 










GI Descrip. 


(AL035523) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


1411 




beq. id 




.C4 


Gene No . 


O O Q C 




btrana 






Start 


114 






i £i 




Name 


OJ990503 26.9B02.C4 


.ol.gs 


Method 


H TT M C C 1 Zi M 




Start 


114 




End 


101 




GI 


none 




Score 






Exons 


114. .161 










Seq. No. 


1412 




Seq. ID 


OJ990503_26.9B02 


.C7 


Gene No. 


2887 




Strand 


+ 




Start 


448 




End 


709 




Name 


OJ990503 26.9B02.C7 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


400 




End 


707 




GI 


none 




Score 


123 




Exons 


400. .549, 431. .547, 


445. .549, 446. .550, 


652.. 705, 659.. 


706, 




660. .707 











Seq. No. 


1412 


Seq. ID 


OJ990503_26.9B02 


.C7 


Gene No. 


2887 


Strand 


+ 




Start 


448 


End 


709 




Name 


OJ990503 26.9B02.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


447 


End 


707 




GI 


none 


Score 


86 




Exons 


447. .545, 448.-543, 454. .558, 


455. .565, 


662.. 706, 663.. 


707 


Seq. No. 


1412 


Seq. ID 


OJ990503_26.9B02 


.C7 


Gene No. 


2887 


Strand 


+ 




Start 


448 


End 


709 




Name 


OJ990503 26.9B02.C7.ol.gp 


Method 


AAT/GAP 




Start 


448 


End 


709 




GI 


958 1.R1084 


Score 


234 




Exons 


448. .547, 663. .709 








GI Descrip. 


f 6007803/gb|AAF01048.1|AF189365 1 l.Oe- 


■122 (AF189365) 






D-ribulose-5-phosphate 3-epimerase [Oryza sativa] 1 




Seq. No. 


1412 


Seq. ID 


OJ990503_26.9B02 


.C7 


Gene No. 


2887 


Strand 


+ 




Start 


448 


End 


709 




Name 


OJ990503 26.9B02.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


454 


End 


707 




GI 


- none 


Score 


94 




Exons 


454. .549, 454. .558, 455. .565, 


658. .705, 


662. .706, 663.. 


707 


Seq. No. 


1412 


Seq. ID 


OJ990503_26.9B02 


.C7 


Gene No. 


2887 


Strand 


+ 




Start 


448 


End 


709 




Name 


OJ990503 26. 9B02 . C7 . ol . np 


Method 


AAT/NAP 




Start 


455 


End 


709 




GI 


6007803 


Score 


166 




Exons 


455.. 547, 663.. 709 









GI Descrip. (AF189365) D-ribulose-5-phosphate 3-epimerase [Oryza sativa] 



1468 



Seq. No. 


1413 




Seq. ID 


OJ990503_26 


.9B02.C8 


Gene No. 


2888 




Strand 


+ 




Start 


3099 




End 


3607 




Name 


OJ990503 26.9B02.C8.ol. 


gp 


Method 


AAT/GAP 




otar l 






End 


3607 




GI 


LIB3477-003-P1-K1-E9 




Score 


136 




Exons 


3099.. 3134, 3535.. 3607 










GI Descrip. 


, 2498586/sp|Q40638|MPOl 


ORYSA 


2.0e-24 ■ 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 










Seq. No. 


1413 




Seq. ID 


OJ990503_26 


.9B02.C8 


Gene No. 


2889 




Strand 






Of- -a r +- 
OLal L 






End 


6008 




Name 


OJ990503 26.9B02.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1833 




End 


3138 




GI 


6815099 




Score 


74 




Exons 


1833. .1947, 3096. .3138 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1413 




Seq. ID 


OJ990503_26 


.9B02.C8 


Gene No. 


2889 




Strand 






o tail 


ZDjU 




End 


6008 




Name 


OJ990503 26.9B02.C8.ol. 


gs 


Method 


GEN SCAN 




Start 


2650 




End 


6008' 




GI 


none 




Score 


.75 




Exons 


2650. .2991, 3368. .3447, 


3892. 


.3995, 4515. .4597, 4711. .5216, 




5749. .5879, 5950. .6008 










Seq. No. 


1413 




Seq. ID 


OJ990503_26 


. 9B02.C8 


Gene No . 






Strand 






Start 


2650 




End 


6008 




Name 


OJ990503 26.9B02.C8.o2. 


gp 


Method 


AAT/GAP 




Start 


4532 




End 


4837 




GI 


none 




Score 


572 




Exons 


4532. .4837 










Seq. No. 


1413 




Seq. ID 


OJ990503_26 


.9B02.C8 


Gene No. 


2890- 




Strand 






Start 


7877 




End 


7990 




Name 


OJ990503 26.9B02.C8.o2. 


gs 


Method 


GENSCAN 




Start 


7877 




End 


7990 . 




GI 


none 




Score 


.59 




Exons 


7877. .7990 











Seq. No. 


1414 








Seq. ID 


OJ990503_26.9B02 


.C9 


Gene No. 


2891 








Strand 


+ 




Start- 


4053 








End 


4260 




Name 


OJ990503 26. 


9B02 


.C9.ol. 


gs 


Method 


GENSCAN 




Start 


4053 








End 


4260 




GI 


none 








Score 


.69 




Exons 


4053. .4137, 


4166 


. .4260 










Seq. No. 


1414 








Seq. ID 


OJ990503_26.9B02 


.C9 


Gene No. 


2892 








Strand 






Start 


4148 








End 


4299 




Name 


OJ990503 26. 


9B02 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 





1469 



Start 


4147 


End 


4299 


GI 


none 


Score 


114 


Exons 


4147. .4299, 4148. .4297 






Seq. No. 


1414 


Seq. ID 


OJ990503_26.9B02.C9 


Gene No. 


2892 


Strand 




Start 


4148 


End 


4299 


Name 


OJ990503 26.9B02.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4147 


End 


4290 


GI 


none 


Score 


83 


Exons 


4147. .4290, 4151. .4225 






Seq. No.. 


1414 


Seq. ID 


OJ990503_26. 9B02.C9 


Gene No. 


2892 


Strand 




Start 


4148 


End 


4299 


Name 


OJ990503 26.9B02.C9.ol.np 


Method 


AAT/NAP 


Start 


4148 


End 


4299 


GI 


5931683 


Score 


154 


Exons 


4148. .4299 






GI Descrip. 


(AJ011643) squamosa promoter binding protein-like 6 [Arabidopsis 




thaliana] gi | 5931685 | emb | CAB56596 . 1 | 


(AJ011644 ) squamosa 




promoter binding protein-like 


6 [Arabidopsis thaliana] 


Seq. No. 


1415 


Seq. ID 


OJ990503_26.9B02.C10 


Gene No. 


2893 


Strand 




Start 


5501 


End 


8720 


Name 


OJ990503 26.9B02.C10.o2.gs 


Method 


GENS CAN 


Start 


5501 


End 


8720 


GI 


none 


Score 


.85 


Exons 


5501.. 5602, 6488.. 6678, 7612. 


.7704, 7855. .7921, 8625. .8720 


Seq. No. 


1415 


Seq. ID 


OJ990503_26. 9B02.C10 


Gene No. 


2894 


Strand 




Start 


13018 


End 


13108 


Name 


OJ990503 26.9B02.C10.ol.gp 


Method 


AAT/GAP 


Start 


13018 


. End 


13108 


GI 


LIB3477-003-P1-K1-E9 


Score 


144 


Exons. 


13018.. 13108 







GI Descrip. 1 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



S 1 PRECURSOR 
sativa] 1 



(ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1416 Seq. ID 

.2895 Strand 

44 ' End 

OJ990503_26 . 9B02 . C12 . ol . gs Method 

44 End 

none Score 



OJ990503_26.9B02.C12 
+ 

7067 
GENSCAN 
7067 
.63 



44. .117, 377. .582, 715. .2175, 2218. .2731, 2786. .3040, 

3520. .3654, 3739. .3844, 3948. .4044, 4130. .4271, 4681. .4872, 

5170. .5378, 5546. .5658, 5700. .5751, 6202. .6372, 7011. .7067 



1416 Seq. ID 

2895 Strand 

44 End 

OJ990503_26 . 9B02 . C12 . ol . np Method 

847 End 



OJ990503_26.9B02.C12 
+ 

7067 

AAT/NAP 

2962 



1470 



GI 5441880 Score 1660 

Exons 847.. 1858, 2303.. 2334, 2593.-2962 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA' protein . 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1416 Seq. ID 

2896 Strand 

9003 End 

OJ990503_26 . 9B02 . C12 . o2 . np Method 

9003 . . End 

4457221 Score 



OJ990503_26.9B02.C12 
+ 

22200 
AAT/NAP 
10678 
98 



9003.. 9096, 9272.. 9513, 10612.. 10678 

(AF127797) putative bZIP DNA-binding protein [Capsicum chinense] 



OJ990503_26.9B02.C12 
+ 



1416 Seq. ID 

2896 Strand 
9003 End 22200 

OJ990503_26. 9B02 . C12 . ol . gp Method AAT/GAP 
10389 End 12874 

LIB3431-044-P1-K1-A10 Score 1054 

10389. .10592, 11099. .11150, 
12802. .12874 

, 3647283/embJCAA09619| 1.0e-45 (AJ011418) ubiquitin activating 
enzyme [Lycopersicon esculentum] 1 



12009. .12204, 12579. .12658, 



fi Seq. No. 
y Gene No. 
Start 
Name 
Start 
GI 

Exons 



y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1416 Seq. ID 

2896 Strand 
9003 End 22200 

OJ990503_26. 9B02 . C12 . o3 . gs Method GENSCAN 
10495 End 22200 . 

none Score . 62 

10495. .10592, 11099 11150, 12009 .. 12204 , 12579 

12802. .12918, 13629. .13679, 14748 .. 14814 , 14958 

15139. .15246, 16211 16280, 1894 4 .. 19020 , 19358 

19831. .19913, 21571. .21612, 21970.. 22200 



OJ990503_26.9B02.C12 
+ 



,12658, 
,15061, 
,19538, 



. Seq. ID 
Strand 
End 

Method 

End 

Score 
12009. .12204, 
14958. .15061, 



OJ990503_2 6.9B02.C12 
+ 



1416 
2896 
9003 

OJ990503_26. 9B02 . C12 . o3 . np 
10510 
4455237 

10510. .10592, 11099. .11150, 12009 .. 12204 , 12579. . 12658, 
12802. .12961, 14748. .14814, 14958 .. 15061, 15139 .. 15246, 
16214. .16321 

(AL035523) ubiquitin activating enzyme-like protein [Arabidopsis 
thaliana] 



22200 
AAT/NAP 
16321 
742 

12579. 
15139. 



Seq. No. 1416 Seq. ID 

Gene No. 2896 Strand 

Start 9003 End 

Name OJ990503_26 . 9B02 . C12 . o2 . gp Method 

Start 15201 End 

GI 2446_1.R1084 Score 

Exons 15201. .15246, 16211.. 16579 

GI Descrip. 1 2982309 8.0e-15 (AF051239) probable ubiquitin activating enzyme 



OJ990503_26.9B02.C12 
+ 

22200 
AAT/GAP 
16579 
758 



1471 




2 [Picea mariana] ■ 



Seq. No. 


1416 


Seq. ID 


OJ990503_26. 9B02 


.C12 


Gene No. 


2897 


Strand 


+ 




Start 


24528. 


End 


24840 




Name 


OJ990503 26.9B02.C12.o5.gs 


Method 


GEN SCAN 




Start 


24528 


End 


24840 




GI 


none 


Score 


.71 




Exons 


24528. .24577, 24604 ., 24625, 


24652. .24840 




Seq. No. 


1416 


Seq. ID 


OJ990503_26.9B02 


.C12 


Gene No. 


2898 


Strand 






Start 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


1414 


End 


2010 




GI 


none 


Score 


368 




Exons 


1414. .1881, 1419. .1541, 1593 


..1892, 1939. .2010 




Seq. No. 


1416 


Seq. ID 


OJ990503_26.9B02 


• C12 


Gene No.- 


2898 


Strand 






Start 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1708 


End 


2085 




GI 


none 


Score 


194 




Exons 


1708.. 1857, 1710.. 1862, 1711 


..1887, 1911.. 1979, 1912.. 2085, 




1934. .2074 








Seq. No. 


1416 


Seq. ID 


OJ990503_26. 9B02 


.C12 


Gene No . 


2898 


Strand 






Start 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


9297 


End 


9483 




GI 


none 


Score 


213 




Exons 


9297.. 9416, 9322.. 9483, 9334 


. .9483 






Seq. No. 


1416 


Seq. ID 


OJ990503_26. 9B02 


.C12 


Gene No. 


2898 


Strand 






Start . 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


10546 


End 


12215 




GI 


none 


Score. 


72 




Exons 


10546. .10593, 12008 .. 12208 , 


12009. .12215 




Seq. No. 


1416 


Seq. ID 


OJ990503_26. 9B02 


.C12 


Gene No. 


2898 


Strand 






Start 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10546 


End 


12658 




GI 


none 


Score 


79 




Exons 


10546. .10593, 11088 .. 11150, 


12008. .12208, 12009. .12206, 






12587. .12658 








Seq. No. 


1416 


Seq. ID 


OJ990503_26.9B02 


• C12 


Gene No. 


2898 


Strand 






Start 


23479 


End 


23730 




Name 


OJ990503 26.9B02.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


10546 


End 


16303 





1472 



GI 

Exons 



none 

10546. .10593, 1054 6 . . 10590, 10557. 

11088. .11150, 11999. . 12211, 12000. 

12578. .12667, 12800 12916, 12801. 

12802. .12918, 14736. . 14813, 14744. 

14946. .14996, 14 955 .. 14 990, 14981. 

15002. .15097, 15137. .15244, 15138. 
16211. .16303 



Score 86 

.10592, 11075. .11158, 

.12221, 12578. .12667, 

,12917, 12801. .12917, 

,14821, 14747. . 14824, 

,15061, 14983. .15060, 

,15257, 15139. .15243, 



Seq. No. 1416 Seq. ID 

Gene No. 28 98 Strand 

Start 23479 End 

Name OJ990503_26 . 9B02 . C12 . o4 . gs Method 

Start 23479 . ' End 

GI none Score 

Exons 23479. .23730 



OJ990503_2 6.9B02.C12 

23730 
GENSCAN 
23730 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
W Gene No. 
Start 



i'3 Name 
Start 
GI 

Exons 



1417 Seq. ID 

2899 Strand 
54 6 End 
OJ990503_26.9B02.C13.ol.gp Method 
546 End 
576771 Score 
546. .802, 829. .1039 

576771/gb|Ul; , 6256|OSU16256 0 . 0e+00 pryza sativa cone SRI 
sucrose-regulated mRNA, 3' -end sequence 



OJ990503__26.9B02.C13 
+ 

1039 
AAT/GAP 
1039 
804 



1417 
2900 
9343 

OJ990503_26.9B02.C13.o4.gp 
9343 

63236_1.R1084 
9343. .9625 

'576771/gb|U16256|OSU16256 



Seq. ID OJ990503_26.9B02.C13 

Strand + 

End 9625 

Method AAT/GAP 

End 9625 

Score 4 99 

0.0e+00 Oryza sativa cone SRI 



sucrose-regulated mRNA, 3 f, -end sequence 1 



1417 
2901 
424 

OJ990503_26.9B02.C13.ol.gs 

424 

none 



Seq. ID OJ990503_26.9B02.C13 



Strand 
End 

Method 

End 

Score 



26359 
GENSCAN 
8053 
.62 



424. .491, 2223.-2359, 2706. .2804, 3969. .4235, 7998. .8053 



Seq. No. 1417 
Gene No. 2901 
Start 424 

Name OJ990503_26 . 9B02 . C13 . ol . np 

Start 4523 
GI 1076802 
Exons 4523.. 4651, 7586 

GI Descrip. extensin-like 

extensin-like 

extensin-like 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503 26.9B02.C13 



7657, 9641., 
protein - maize 
protein [Zea mays] 
domain [Zea mays] 



26359 
AAT/NAP 
26359 
332 

9794, 21551. .22047, 26173.. 26359 
gi| 600118 |emb|CAA84230| (Z34465) 
gi | 1096557 |prf | I21114 7 6A 



Seq. No. 



1417 



Seq. ID OJ990503_26.9B02.C13 



1473 




Gene No. 


2901 


Strand 










Start 


424 


End 


26359 








Name 


OJ990503 26. 9B02 .C13 . o5 . gp 


Method 


AAT/GAP 








Start 


10140 


End 


10608 








GI 


none 


Score 


876 








Exons 


10140. .10608 












Seq. No. 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 


End 


26359 








Name 


OJ990503 26.9B02.C13.o6.gp 


Method 


AAT/GAP 








Start 


16789 


End 


17310 








GI 


LIB3431-001-P1-N1-B5 


Score 


763 








Exons 


16789. .17022, 17128. .17310 












GI Descrip. 


'4 680203/gb|AAD27566.1 |AF114171_7 l.Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 












Seq. No. 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 


End 


26359 








Name 


OJ990503 26.9B02.C13.o3.gs 


Method 


GENSCAN 








Start 


16897 


End 


20124 








GI 


none 


Score 


.71 








Exons 


16897. .17022, 17128 .. 17299, 


17466. .17636, 17719. 


. 19094, 






19173. .19906, 19995.. 20124 












Seq. No. 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 ^?. ■ 


End 


26359 








Name 


OJ990503 26.9B02.C13.o4.gs 


Method 


GENSCAN 








Start 


21471 


End 


25897 








GI 


none 


Score 


. 65 








Exons 


21471. .22078, 22642.. 25897 












Seq. No. 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 


End 


26359 








Name 


OJ990503 26.9B02.C13.o7.gp 


Method 


AAT/GAP 








Start 


22472 


End 


23932* 








GI 


5002953 


Score 


1280 








Exons 


22472. .22653, 23133 .. 23542, 


23801. .23932 








GI Descrip. 


4680203/gb|AAD27566.1 IAF114171 7 1 . Oe- 


39 (AF114171) 


TNP2 


-like 




protein [Sorghum, bicolor] 












Seq. No. 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 


End 


26359 








Name 


OJ990503 26.9B02.C13.o2.np 


Method 


AAT/NAP 








Start 


22586 


End 


26359 








GI 


4680203 


Score 


2044 








Exons 


22586. .23527, 23804 .. 24034 , 


24188. .24280, 24323. 


.25897, 






26318. .26359 












GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. • 


1417 


Seq. ID 


OJ990503_ 


26. 


9B02. 


C13 


Gene No. 


2901 


Strand 










Start 


424 


End 


26359 









1474 



0 

m 



; =3 

l3 



iN dill" 




a1 +" w 
• \J X . L. W 


Method 


TBLASTX: Wheat 




Start 


22697 - 




End 


23917 




GI 


none 




Score 


67 




Exons 


22697. .22789, 22790. 


.22894, 


22818. .22895, 22919 .. 22960, 






22919. .22957, 22964. 


.23011, 


23000. .23191, 23016. .23156, 






23195. .23356, 23199. 


.23339, 


23375. .23917, 23427.. 23873 




Seq. No. 


1417 




Seq. ID 


OJ990503_26.9B02 


.C13 








Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


23204 




■ End 


23630 




GI 


none 




Score 


68 




Exons 


23204. .23356, 23217. 


.23339, 


23375.-23626, 23427.. 23630 




Seq. No. 


1417 




Seq. ID 


OJ990503_26. 9B02 


.C13 








Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


23528 




End 


24013 




GI 


none 




Score 


84 




Exons 


23528. .24013, 23535. 


.23684, 


23820. .23996 




Seq. No. 


1417 




Seq. ID 


OJ990503_26. 9B02 


.C13 




£. J. 




Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


,o4 . tw 


Method 


TBLASTX: Wheat 




Start 


23921 




End 


24271 




GI 


none 




Score 


66 




Exons 


23921. .24004, 23922. 


.24005, 


24041. .24271, 24042. .24242 




Seq. No. 


1417 




Seq. ID 


OJ990503_26.9B02 


• C13 








Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


24050 




End 


24265 




GI 


none 




Score 


93 




Exons 


24050. .24112, 24119. 


.24265; 


,24129. .24236 




Seq. No. 


1417 




Seq. ID 


OJ990503_26.9B02 


.C13 








Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


"24410 




End 


24644 




GI 


none 




Score 


98 




Exons 


24410. .24643, 24489. 


.24644 








Seq. No. 


1417 




Seq. ID 


OJ990503_26. 9B02 


.C13 


OClie INvJ . 






Strand 






Start 


424 




End 


26359 




Name 


OJ990503 26.9B02.C13 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


24479 




End 


24922 




GI 


none 




Score 


78 




Exons 


24479.-24673, 24677. 


.24922, 


24681. .24872 




Seq. No. 


1417 




Seq. ID 


OJ990503_26.9B02 


.C13 


Gene No. 


2901 




Strand 







1475 





Start 


424 


End 


26359 




Name 


OJyyOoOJ zo . 9B0z . Cl 3 . oZ . tw 


Method 


TBLASTX: Wheat 




Start 


24513 


End 


24979 




GI 


none 


Score 


102 




Exons 


24513. .24701, 24518 .. 24673, 


24642. .24812, 24704 .. 24820, 






24718. .24816, 24719 .. 24829, 


24821. .24925, 24828 .. 24914 , 






24926. .24979, 24936.. 24971 








Seq. . No. 


1417 


Seq. ID 


OJ990503_26.9B02.C13 




Gene No . 


o o n 1 


Strand 






Start 


424 


End 


26359 




Name 


OJ990503 26.9B02.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


24767 


End 


25097 




GI 


none 


Score 


59 




Exons 


24767. .25096, 24768 .. 24842 , 


24864.-24923, 24960.. 25097 




Seq. No. 


1417 


Seq. ID 


OJ990503_26.9B02.C13 




Gene No. 




Strand 






Start 


424 


End 


26359 




Name 


OJ990503 26.9B02.C13.ol.ts 


Method 


TBLASTX: Soybean 




Start 


24845 


End 


25264 




GI 


none 


Score 


105 




Exons 


24845. .25093, 2484 9 .. 25094 , 


25143. .25262, 25145.. 25264 




Seq. No. 


1417 


Seq. ID 


OJ990503_26.9B02.C13 




Gene No. 


2901 


iStrand 




In 


Start 


424 


End 


26359 


! U 


Name 


OJ990503 26.9B02.C13.o3.tw 


Method 


TBLASTX: Wheat 


; =i 


Start 


24992 


End 


25543 


. : 


GI 


none 


Score 


64 


; 3 

i ; s 

y 


Exons 


24992. .25096, 25002 .. 25097 , 


25143. .25346, 25145. .25543 


Seq. No. 


1418 


Seq. ID 


OJ990503_26.9B02.C14 




Gene No. 


2902 


Strand 


+ 


13 


Start 


4031 


End 


7935 


: . i 


Name 


OJ990503 26.9B02.C14.o4.tw 


Method 


TBLASTX: Wheat 


' ^5 


Start 


4022 


End 


4410 


: S3 


GI 


none 


Score 


297 




Exons 


4022. .4375, 4025. .4378, 4036. .4377, 4380 .. 4409, '4381 4410 


_| 


Seq. No. 


1418 


Seq. ID 


OJ990503_26.9B02.C14' 




Gene No. 


2902 


Strand 


+ 




Start 


4031 


End 


7935 




Name 


OJ990503 26.9B02.C14.ol.np 


Method 


AAT/NAP 




Start 


4031 


End 


7935 




K3± 


6539553 


Score 


6422 




Exons 


4031. .7935 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] gi | 


6539590|dbj 


| BAA88206 . 1 | (AP000837 ) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 








Seq. No. 


1418 


Seq. ID 


OJ990503_26.9B02.C14 




Gene No. 


2902 


Strand 


+ 




Start 


4031 . 


End 


7935 




Name 


OJ990503 26.9B02.C14.o3.tm 


Method 


TBLASTX: Maize 




Start 


4160 


End 


4472 



1476 




GI 


none 








Score 


241 


Exons 


4160. .4378, 


4166 


. .4375, 


4183, 


..4380, 4378. .4470, 4378. .4467, 




4380. .4472 












Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02.C14 


VJC11C LV\J • 


2902 








Strand 


+ 


Start 


4031 








End 


7935 


Name 


OJ990503 26. 


9B02 


.C14.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4971 








End 


5293 


GI 


none 








Score 


234 


Exons 


4971. .5135, 


4978 


. .5292, 


4991. 


..5293, 5004.. 5291 


Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02.C14 


fiprip Nn 


2902 








Strand 


+ 


Start 


4031 








End . 


7935 


Name 


OJ990503 26. 


9B02 


.C14.o5 


.ts 


Method 


TBLASTX : Soybean 


Start 


5320 








End 


5706 


GI 


none 








Score 


93 


Exons 


5320. .5475, 


5458 


. .5706 








Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02.C14 




2902 








Strand 


+ 


Start 


4031 








End 


7935 


Name 


OJ990503 26. 


9B02 


.C14.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


5569 








End 


5763 


GI ■ 


none 








Score 


99 


Exons 


5569. .5715, 


5571 


. .5714, 


5572. 


,.5763, 5627. .5758, 5700. .5762 


Seq. No. 


1418 








Seq. ID 


OJ990503_26 . 9B02 . C14 




2Q02 








Strand 


+ 


Start 


4031 








End 


7935 


Name 


OJ990503 26. 


9B02 


.C14.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


5620 








End 


6192 


GI 


none 








Score 


217 


Exons 


5620. .5928, 


5703 


. .5894, 


5947. 


, .6192 




Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02.C14 


Gene No. 


2902 








Strand 


+ 


Start 


4031 








End 


7935 


Name 


OJ990503 26. 


9B02 


.C14.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


5716 








End 


6114 


GI 


none 








Score 


188 


Exons 


5716. .5940, 


5717 


. .5761, 


5724. 


.5894, 5785. .5925, 5941. .6114, 




5949. .5987 












Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02.C14 


Gene No. 


2902 








Strand 


+ 


Start 


4031 








"End 


7935 


Name 


OJ990503 26. 


9B02 


.C14.-01 


.tw 


Method 


TBLASTX: Wheat 


Start 


5764 








End 


6519 


GI 


none 








Score 


606 


Exons 


5764. .6222, 


5772 


. .6266, 


6272. 


.6502, 62* 


30.. 6519, 6305.. 6499, 




6360. .6518 












Seq. No. 


1418 








Seq. ID 


OJ990503 26.9B02.C14 


Gene No. 


2902 








Strand 


+ 


Start 


4031 








End 


7935 



1477 




Name 


OJ990503 26. 


9B02. 


C14.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6439 








End 


6903 




GI 


5509260 








Score 


342 




Exons 


6439.. .6903, 


6543. 


.6752 










GI Descrip. 


- 














Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02. 


C14 




£ y \j £. 








q+- rand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6532 








End 


6792 




GI 


none 








Score 


259 




Exons 


6532. .6792, 


6540. 


.6710 










Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02. 


C14 


fZczTn ci Mo 


9Qfi? 








Cf rand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6574 








End 


7038 




GI 


none 








Score 


333 




Exons 


6574. .7038, 


6727. 


.6891 










Seq. No. 


1418 








Seq. ID 


OJ990503_26. 9B02. 


C14 


(~1 DT1D Mo 


9QH9 








Strand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02. 


C14 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


6574 








End 


7119 




GI 


none 








Score 


303 




Exons 


6574. .6918, 


6721. 


.6894, 


6913. 


.7119, 6978. .7109 




Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02. 


C14 


C2. oriD Mo 


0 Qfl9 








Strand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02. 


C14.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


6970 








End 


7317 




GI 


none 








Score 


310 




Exons 


6970. .7218, 


6972. 


.7295, 


6973. 


.7317 






Seq. No. 


1418 








Seq. ID 


OJ990503_26.9B02. 


C14 


(?ono Mo 


c. J \J 








Strand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02.C14.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


7128 








End 


7467 




GI 


none 








Score 


276 




Exons 


7128. .7466, 


7129. 


.7467 










Seq. No. 


1418 








Seq. ID 


OJ990503 26.9B02. 


C14 


Cono Mo 


9Q09 








Strand 


+ 




Start 


4031 








End 


7935 




Name 


OJ990503 26. 


9B02. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


7323 








End 


7799 




GI 


none 








Score 


92 




Exons 


7323. .7394, 


7324. 


.7398, 


7412. 


.7516, 7413. .7799, 7414. .7761 


Seq. No. 


1418 








Seq. ID 


OJ990503_26. 9B02. 


C14 


Gene No. 


2902 








Strand 






Start 


4031 








End 


7935 





1478 




Name 


OJ990503 26.9B02.C14.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


7330 




End 


7671 




GI 


none 




Score 


100 




Exons 


7330. .7443, 7356. .7436, 


7462. 


.7671, 7462.. 7650 




Seq. No. 


1419 




Seq. ID 




.C15 


Gene No. 


2903 




Strand 


+ 






1 




End 


^1 ^7 
•j i j / 




Name 


OJ990503 26.9B02.C15.ol. 


np 


Method 


AAT /NAP 




Start 


1 




End 


1651 




GI 


5852093 




Score 


85 




Exons 


1..105, 1215. .1401, 160S 


i. .1651 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


1 A T Q 




Seq. ID 




.C15 


ucUc 1NO . 


z y u j 




Strand 


+ 




Start 


i 




End 


3137 




Name 


ujyyuouj zo.ybuz.cio.oi. 


gs 


Method 


vJLjLNiJ \_^^1Ln 




Start 


O O Q 

y 




End 


3137 




GI 


none 




Score 


.59 




Exons 


229. .369, 783. .870, 2170 


I..2327, 2616.. 


^1 "37 




Seq. No. 


14 1 y 




Seq. ID 


nTQQD^n^ 96 QRfi9 


-CIS 


Gene No . 


^ yuo 




Strand 


J_ 

X 




Start 


1 




End. 


Jl J / 




Name 


ujyyuouj zd. yDUz.Lij.oi. 


gp 


Method 


■ zi a t / r 1 zi p 




Start 


01 1 1 

Z 111 




End 


9 




GI 


none - 




Score 


908 




Exons 


2111.. 2327, 2649..2932 










Seq. No. 


1419 




Seq. ID 


OJ990503_26. 9B02 


.CIS 


Gene No. 


2904 




Strand 


+ 




Start 


4759 




End 


7901 




Name 


OJ990503 26.9B02.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


201 




End 


2759 




GI 


none 




Score 


67 




Exons 


201.. 239, 270.. 368, 325. 


.372, 


807. .857 


, 809. .865, 2115. 


.2327, 




2138.. 2338, 2141.. 2326, 


2142. 


.2327, 2143. .2337, 2648. .2686, 




2649. .2759, -2691. .2756, 


2692. 


.2757 






Seq. No. 


1419 




Seq. ID 


OJ990503_26. 9B02 


.CIS 


bene jno . 


2904 




Strand 


+ 




Start 


4759 




End 


7901 




Name 


OJ990503 26.9B02.C15.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


325 




End 


2333 




GI 


none 




Score 


61 




Exons 


325.. 372, 2126.. 2317, 2133.. 2327, 2145 


. .2333 




Seq. No. 


1419 




Seq. ID 


OJ990503_26. 9B02 


.CIS 


bene no . 


2904 




Strand 


+ 




Start 


4759 




End 


7901 




Name 


OJ990503 26.9B02.C15.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2952 




End 


3119 




GI 


none 




Score 


222 




Exons 


2952.. 3119, 2952.. 3086, 


2999. 


.3112 






Seq. No. 


1419 




Seq. ID 


OJ990503_26. 9B02 


. CIS 



1479 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2904 Strand + 

4759 End 7901 

OJ990503_26 . 9B02 . C15 . o2 . gs Method GENSCAN 

4759 End 7901 

none Score .52 



4759. 
7658. 

1419 



.4885, 5587. 
.7901 



.5670, 6989.. 7055, 7305.. 7331, 7432.. 7554, 



2904 
4759 

OJ990503_26 . 9B02 . C15 . o2 . gp 
7011 

18059_1.R1084- 
7011. .7178, 7305. .7331, 7432. .7554, 7658. .7901 
'576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 ''-end sequence 1 



Seq. ID OJ990503_26.9B02.C15 

Strand + 

End 7901 

Method AAT/GAP 

End 7901 

Score 1017 



Seq. No. 1419 
Gene No. 2904 
Start 4759 

Name OJ990503_26 . 9B02 . C15 . ol . tm 

Start 7082 
GI none 
Exons 7082. 

7432. 

7659. 



.7129, 7132.. 7179, 7132. 
.7554, 7433.. 7558, 7433. 
.7778 



Seq. ID OJ990503_26.9B02.C15 

Strand + 

End 7901 

Method TBLASTX : Mai ze 

End 7778 

Score 35 

.7179, 7305. .7334, 7306. .7332, 
.7555, 7656.-7748, 7658.-7777, 



z j Seq. No. 

Gene No. 
't Start 

Name 
! U Start 
* GI 
zs i Exons 



1419 
2904 
4759 

OJ990503_26.9B02.C15.ol.ts 

7123 

none 



Seq. ID OJ990503_26.9B02.C15 

Strand + 

End 7901 

Method TBLASTX : Soybean 

End 7901 

Score 65 



7123. .7179, 7432.-7536, 7432. .7536, 7433. .7558, 7658. .7768, 
7659.-7772, 7875. .7901 



Seq. No. 1419 Seq. ID 

Gene No. 2904 Strand 

Start 4759 End 

Name OJ990503_26 . 9B02 . C15 . o2 . np Method 

Start 7132 End 

GI 4884938 Score 

Exons 7132.. 7178, 7305.. 7331, 7432 

GI Descrip. (AF141662) AtHVA22d [Arabidopsis thaliana] 

gi 14884948 | gb | AAD31887 . 1 | AF141979_1 (AF141979) AtHVA22d 

[Arabidopsis thaliana] 



OJ990503_26.9B02.C15 
+ 

7901 
AAT/NAP 
7865 
319 



.7554, 7658. .7865 



Seq. No. 1419 Seq. ID 

Gene No. 2904 Strand 

Start 4759 End 

Name OJ990503_26 . 9B02 . C15 . ol . tc Method 

Start 7432 End 

GI none Score 

Exons 7432.. 7527, 7433.-7558, 7659.. 7754 



OJ990503_26 . 9B02 . C15 
+ 

7901 

TBLASTX: Cress 

7754 

145 



Seq. No, 



1419 



Seq. ID OJ990503 26.9B02.C15 



1480 





uene ino . 




Strand 


+ 








Start 


4759 


End 


7901 








Name 


OJ990503 26.9B02.C15.ol.tw 


Method 


TBLASTX: Wheat 






Start 


7432 


End 


7763 








GI 


none 


Score 


147 








Exons 


7432.. 7527, 7433.. 7558, 7656 


..7754, 7659.-7763 








Seq. No. 


1420 


Seq. ID 


OJ990503 21. 


9B05 


.C2 




ocilc INvJ . 




Strand 


■f • ~ 








Start 


348 


End 


671 








Name 


OJ990503 21.9B05.C2.ol.gs 


Method 


GEN SCAN 








Start 


348 


End 


671 








GI 


none 


Score 


.41 








Exons 


348.-433, 532. .671 












Seq. No. 


1421 


Seq. ID 


OJ990503_21. 


9B05 


.C3 




Gene No. 


2906 


Strand 


+ 








Start 


1059 


End 


2968 








Name 


OJ990503 21.9B05.C3.ol.np 


Method 


AAT/NAP 








Start 


1059 


End 


2968 








nr 


1351840 


Score 


2377 








Exons 


1059.. 1088, 1170. .2772, 2886 


. .2968 










GI Descrip. 


ISOCITRATE LYASE (ISOCITRASE) ( ISOCITRATASE) (ICL) 






.J 


gi| 1084319 |pir||S53505 isocitrate lyase - cucumber 








gil 1052578 |emb|CAA84 6321 (Z35499) isocitrate lyase 


[Cucumi; 


=3 




sativus] 










!il 
y 


Seq. No. 


1421 


Seq. ID 


OJ990503_21. 


9B05 


.C3 




taene wo. 


2906 


Strand 


+ 






: J 


Start 


1059 


End 


2968 








Name 


OJ990503 21.9B05.C3.ol.gs 


Method 


GENSCAN 








Start 


1173 


End 


2789 






' ' 1 

Li 


GI 


none 


Score 


.4 






t 


Exons 


1173.. 2789 










; ss. 
;J 


Seq. No. 


1421 


Seq. ID 


OJ990503_21. 


9B05 


.C3 




Gene No. 


2907 


Strand 


+ 








OLall 


■ 12117 


End 


17427 








Name 


OJ990503 21.9B05.C3.o4.np 


Method 


AAT/NAP 






1 


Start 


12117 


End 


17427 








GI 


6728876 


Score 


122 








Exons 


12117. .12146, 13534. .13834, 


17343. .17427 








GI Descrip. 


(AC008113) F12A21.12 [Arabidopsis thaliana] 








Seq. No. 


1421 


Seq. ID 


OJ990503_21. 


9B05 


.C3 




Gene No. 


2907 


Strand 


+ 








o can 


12117 


End 


17427 








Name 


OJ990503 21.9B05.C3.o3.gs 


Method 


GENSCAN 








Start 


13328 


End 


17258 








GI 


none 


Score 


.65 








Exons 


13328. .13444, 13621 .. 13815, 


16345. .16462, 164 90 .. 16511, 








16789. .16810, 16855. .16881, 


17220. .17258 








-Seq. No. 


1421 


Seq. ID 


OJ990503_21. 


9B05 


.C3 




Gene No. 


2908 


Strand 










Start 


3514 


End 


13918 








Name 


OJ990503 21.9B05.C3.o2.np 


Method 


AAT/NAP 







1481 



Start 
GI 

Exons 



3505 End 5862 

6006872 Score 474 

3505.. 3675, 3792.-3857, 3976.. 4056, 4168.. 4245, 4335/. 4360, 

4563. .4623, 4706. .4748, 5034. .5107, 5192. .5280, 5385. .5433, 

5558.. 5614, 5738.. 5862 



GI Descrip. (AC009540) s-syntaxin-like protein [Arabidopsis thaliana] 



Seq. No. 1421 

Gene No. 2908 

Start 3514 

Name OJ990503_21 . 9B05 . C3 . o2 . gs 

Start 3514 

GI none 

Exons 3514 
5558 



Seq. ID OJ990503_21.9B05.C3 
Strand 

End 13918 

Method GENSCAN 

End " 12721 

Score .66 



3675, 3792.-3857, 3976. .4056, 4706. .4748, 5034. .5107, 
5614, 5738.-5827, 6230. .6371, 7207. .7378, 7416. .7820, 
8189. .8381, 9350. .10192, 10412 1057 6, 11576. . 11794, 
12149. .12721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1421 • Seq. ID 

2908 Strand 

3514 End 

OJ990503_21 . 9B05 . C3 . o3 . np Method 

7622 End 

6466937 Score 



OJ990503_21.9B05.C3 

13918 
AAT/NAP 
13918 v 
2255 



7622. .7729, 8046. .11582, 11628 .. 1224 9, 13804. .13918 
(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Z Seq. No. 
* Gene No. 
J Start 
J Name 
[j Start 
GI 

Exons 



1421 
2909 
17774 

OJ990503_21.9B05.C3.ol.tc 

1059 

none 



Seq. ID OJ990503_21.9B05.C3 



Strand 
End 

Method 

End 

Score 



21799 

TBLASTX: Cress 

2971 

36 



1059. .1091, 1221.. 2288, 1235. .2032, 1584. .2114, 2081. .2773, 
2346. .2756, 2606. .2773, 2876.-2938, 2885. .2935, 2933. .2971 



* Seq. No. 1421 

3 Gene No. 2909 

5 Start 17774 

^ Name OJ990503_21 . 9B05 . C3 . ol . ts 

rf Start 1221 

GI none 

Exons 



Seq. ID OJ99"0503_21..9B05.C3 
Strand - 
End'- 
Method 
End 
Score 



21799 

TBLASTX : Soybean 

2932 

1965 



1221.. 2756, 1235.. 2284, 2339.. 2773, 2884.. 2928, 2885.-2932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1421 Seq. ID 

2909 Strand 

17774 End 

OJ990503_21 . 9B05 . C3 . 06 . tm Method 

1221 End 

none Score 

1221. .1493, 1227.. 1349, 1238.. 1492 



OJ990503_21.9B05.C3 
21799 

TBLASTX: Maize 

1493 

463 



Seq. No. 1421 Seq. ID 

Gene No. 2909 Strand 

Start 17774 End 

Name OJ990503 21 . 9B05 . C3 . ol . tm Method 



OJ990503_21.9B05.C3 
21799 

TBLASTX: Maize 



1482 



Start 
GI 

Exons 



1494 ~ End 2990 

none Score 933 

1494. .2177, 1584. .2117, 2169.. 2756, 2183. .2773, 2606. .2773, 

2883. .2951, 2884. .2931, 2927. .2989, 2940. .2990 



Seq. No. 1421 Seq. ID 

Gene No. 2909 Strand 

Start 17774 End 

Name OJ990503_21 . 9B05 .C3 . o9. tm ' Method 

Start 3527 End 

GI none Score 
Exons 



OJ990503_21. 9B05.C3 
21799 

TBLASTX: Maize 

4747 

103 



3527.. 3676, 3563.. 3658, 3589.. 3681, 3783.. 3860, 3787.. 3858, 
3973. .4059, 3977. .4057, 4163. .4243, 4165. .4242, 4564. .4626, 
4706. .4747 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
'Start , 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



1421 
2909 
17774 

OJ990503_21 . 9B05 . C3 . o5 . ts 

3967 

none 

3967. .4059, 3980.. 4060, 4150. 
4564. .4626, 5036. .5107, 5037. 
S368..5442, 5387. .5440 

1421 
2909 
17774 

OJ990503_21 . 9B05 . C3 . 06 . tw 

5184 

none 

5184. .5285, 5189. .5290, 5189. 

1421- 
2909 
17774 

OJ990503_21 . 9B05 . C3 . o5 . tm 

7905 

none 

7905.. 7973, 8013.. 8621, 8338. 
13112. .13180 



Seq. ID OJ990503_21.9B05.C3 
Strand 

End 21799 

Method TBLASTX : Soybean 

End 5442 

Score 88 

.4251, 4154. .4243, 4335. .4364, 
.5105, 5192.. 5287, 5192.. 5281, 



Seq. ID OJ990503_21.9B05.C3 
Strand 

End 21799 

Method TBLASTX : Wheat 

End 54 7 6 

Score 136 

.5290, 5381. .5476, 5383. .5475 

Seq. ID OJ990503_21.9B05.C3 
Strand 

End 21799 

Method TBLASTX : Mai ze 

"End .13180 ; 

Score • 120 

.8556, 8442.. 8612, 8628.. 8651, 



1421 
2909 
17774 

OJ990503_21. 9B05.C3.o4 . tw 
8247 
none 

8247. .8585, 8302. .8553, 8352. .8582 



Seq. ID OJ990503_21.9B05.C3 



Strand 
End 

Method 
End 
Score 



21799 

TBLASTX: Wheat 

8585 

102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1421 Seq. ID 

2909 Strand 

17774 End 

OJ990503_21 . 9B05 . C3 . o2 . tm Method 

8 657 End 

none Score 

8657. .9289, 8664. .9170, 924 9. .9287 



OJ990503_21.9B05.C3 
21799 

TBLASTX: Maize 

9289 

350 



1483 



Seq. No. 1421 

Gene No. 2909 

Start 17774 

Name OJ990503_21 . 9B05 . C3 . o5 . tw 

Start 8657 

GI none 

Exons 8657.. 8860, 8657.. 9034, 8661.. 8942 



Seq. ID OJ990503_21.9B05.C3 



Strand 
End 

Method 
End 
Score 



21799 

TBLASTX: Wheat 

9034 

70 



Seq. No. 1421 .Seq. ID 

Gene No. 2909 Strand 

Start . 17774 End 

Name OJ990503_21 . 9B05 . C3 . o3 . ts Method 

Start 8882 End 

GI none Score 

Exons 8882.. 9265, 8901.. 9173 



OJ990503_21.9B05.C3 
21799 

TBLASTX: Soybean 

9265 

162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

:! « Exons 

■ ^ 

W Seq. No. 
ijl Gene No. 
fy Start 
:«« Name 
j\~ Start 
''if GI 
W Exons 

Seq. No. 
i«=i Gene No. 
!;i Start 
. " 4 Name 
- Start 

y gi ■ - 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1421 
2909 
17774 

OJ990503_21 . 9B05 . C3 . o2 . tw 

9125 

none 

9125..9508, 9129.. 9380 

1421 
2909 
17774 

OJ990503_21 . 9B05 . C3 . o7 . tm 

9290 

none 



1421 
2909 
17774 

OJ990503_21.9B05.C3.o3.tm 

9630 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



9290.. 9520, 9521.. 9715, 9546.. 9713 



OJ990503_21. 9B05.C3 
21799 

TBLASTX: Wheat 

9508 

137 



OJ990503_21. 9B05.C3 
21799 

TBLASTX: Maize 

9715 

77 



Seq. ID OJ990503_21. 9B05.C3 



Strand 
End 

Method 

End 

Score 



21799 

TBLASTX: Maize 

10237 

40 



9630. .9647, 9716. .10237, 9716. .10234, 9718. .10236 



1421 Seq. ID 

2909 Strand 

17774 End 

OJ990503_21 . 9B05 . C3 . o4 . ts Method 

9701 End 

none Score 

9701.. 9958, 9806.'. 9955 



OJ990503_21. 9B05.C3 
21799 

TBLASTX: Soybean 

9958 

67 



Seq. No. 1421 Seq. ID 

Gene No. 2909 Strand 

Start 17774 End 

Name OJ990503_21 . 9B05 . C3 . ol . tw Method 

Start 9866 End 

GI none ' Score 

Exons 9866.. 10267, 9900.. 10148 



OJ990503_21. 9B05.C3 
21799 

TBLASTX: Wheat 

10267 

112 



1484 




Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No. 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9980 


End 


10351 




GI 


none 


Score 


63 




Exons 


9980.. 10351, 9990.. 10148 








Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No. 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o4.tm 


Method : 


TBLASTX: Maize 




Start 


10277 


End 


10738 




GI 


none 


Score 


260 




Exons 


10277. .10738, 10278.. 10733 








Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No. 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


10320 


End 


10799 




GI 


none 


Score 


172 




Exons 


10320. .10799, 10358.. 10798 








Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No . 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o6.ts 


Method 


TBLASTX: Soybean 




Start 


10445 


End 


10762 




GI 


none 


Score 


106 - 




Exons 


10445. .10648, 10448 ... 10762 , 


10671. .10736 




Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No. 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o8.tm 


Method . 


TBLASTX: Maize 




Start 


11003 


End 


11617 




GI 


none 


Score 


125 




Exons ■ 


11003. .11095, 11183. .11425, 


11480.. 11617 




Seq. No. 


1421 


Seq. ID 


OJ990503_21.9B05 


.C3 


Gene No. 


2909 


Strand 






Start 


17774 


End 


21799 




Name 


OJ990503 21.9B05.C3.o4 .gs 


Method 


GENSCAN 




Start 


17774 


End 


21799 




GI 


none 


Score 


.73 




Exons 


17774. .17890, 17976 18264 , 


18347. .18435, 18 628 .. 194 82 , 






19571. .20017, 20096. .20121, 


20275. .20827, 21343.. 21799 




Seq. No. 


1422 


Seq. ID 


OJ990503_21.9B05 


.C4 


Gene .No. . 


2910 


Strand 






Start 


631 


End 


7448 




Name 


OJ990503 21.9B05.C4.ol.np 


Method 


AAT/NAP 




Start 


473 


End 


5055 




GI 


4680203 


Score 


1983 




Exons 


473. .1410, 1687. .1916, 2076. 


.3738, 5002.. 5055 




GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 





1485 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1422 
2910 
631 

OJ990503_21 . 9B05 . C4 . ol . tw 

553. 

none 



Seq. ID OJ990503_21.9B05.C4 
Strand 

End 7448 

Method TBLASTX : Wheat 

End 1803 

Score 75 



553. .672, 673. .777, 674. .778, 796. .849, 849 . . 893, . 850 . . 900, 
916. .1056, 917. .1042, 1054. .1254, 1064.. 1201, 1261.. 1803, 
1270.. 1656, 1409.. 1759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.1422 
2910 
631 

OJ990503_21 . 9B05 . C4 . ol . gs 

631 

none 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 7448 

Method GENS CAN 

End 7386 

Score .52 



631. .909, 931. .1889, 1911. .2048, 2137. .2586, 2722. .3738, 
3840. .3886, 5114. .5321, 5882. .6010, 6410. .7386 



Seq. No. 1422 

Gene No. 2910 

Start 631 

, a Name OJ990503_21 . 9B05 . C4 . o3 . ts 

^ Start 646 

hi GI none 

jTf Exons 646.. 864, 680.. 862 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 7448 

Method TBLASTX : Soybean 

End 864 

Score 95 



r -~ Seq. No. 

; := J Gene No. 

j ^ Start 

hJ Name 

ry Start 

Exons 

■i ! . 

y Seq. No. 
I :5§J . Gene No. 
u3 Start 
i 1 ! Name 
!!» Start 
~ GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1422 
2910 
631 

OJ990503_21 . 9B05 . C4 . o2 . tc 

1090 

none 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 7448 

Method TBLASTX : Cress . 

End 1516 

Score 44 



1090.. 1254, 1094.. 1201, 1259.. 1516, 1261.. 1512 



1422 . 
2910 
631 

OJ990503_21 . 9B05 . C4 . o2 . tm 
1447 
none 

1447. .1761, 1466. .1762 

1422 
2910 
631 

OJ990503_21.9B05.C4 ,o5.ts 
1459 
none 

1459. .1701, 1460. .1621, 1693. .1842, 1733. .1846 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 74 48 

Method TBLASTX: Maize 

End 17 62 

Score 159 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 7448 

Method TBLASTX : Soybean 

End ■ 1846 - 

Score 71 



Seq. No. 1422 

Gene No. 2910 

Start 631 

Name OJ990503_21 . 9B05 . C4 . o3 . tm 

Start 1939' 



Seq. ID OJ990503_21. 9B05.C4 
Strand 

End 7448 

Method TBLASTX : Mai ze 

End 2134 



1486 




GI 


none 








Score 


90 




Exons 


1939. .2133, 


1940. 


.2134 










Seq. No. 


1422 








Seq. ID 


OJ990503_21. 9B05. 


C4 


Gene No . 


iu 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


. 9B05. 


C4.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


2246 








End 


2480 




GI 


none 








Score 


73 




Exons 


2246. .2479, 


2255. 


.2455, 


2319. 


.2480 






Seq. No. 


1422 








Seq. ID 


OJ990503_21. 9B05. 


C4 


Gene No. 


zyiu 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


.9B05. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2315 








End 


2759 




GI 


none 








Score 


86 




Exons 


2315. .2509, 


2331. 


.2534, 


2516. 


.2758, 2532.. 2759 




Seq. No. 


1422 








Seq. ID 


OJ990503_21. 9B05. 


C4 


Gene No . 


O Q 1 C\ 

zy 1U 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


. 9B05. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2354 








End 


2650 




GI 


none 








Score 


50 




Exons 


2354. .2509, 


2362. 


.2511, 


2553. 


.2648, 2555.. 2650 




Seq. No. 


1422 








Seq. ID 


OJ990503_21. 9B05. 


C4 


Gene No. 


^yiu 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


.9B05. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2603 








End 


2950 




GI 


none 








Score 


94 




Exons 


2603. .2950, 


2604. 


.2756, 


2796. 


.2945 






Seq. No. 


1422 








Seq. ID 


OJ990503_21. 9B05. 


C4 


Gene No . 


z y i u 








Strand 






Start 


631 . , 








End ' 


7448 " 




Name 


OJ990503 21 


. 9B05. 


C4.o2. 


ts 


Method 


TBLASTX : Soybean ' 




Start 


2684 








End 


2951 




GI 


none 








Score 


132 




Exons 


2684. .2947, 


2685. 


.2951 










Seq. No. 


1422 








Seq. ID 


OJ990503_21.9B05. 


C4 


Gene No. 


zy iu 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


.9B05. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


2699 








End 


3379 




GI 


none 








Score 


83 




Exons 


2699. .2824, 


2831. 


.2950, 


2844 . 


.2954, 2963.. 3379, 3090.. 3290 


Seq. No. 


1422 








Seq. ID 


OJ990503_21.9B05. 


C4 


Gene No. 


2910 








Strand 






Start 


631 








End 


7448 




Name 


OJ990503 21 


.9B05. 


C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2970 








End 


3307 




GI 


none 








Score 


194 





1487 



Exons 


2970. .3254, 2972. .3253, 3021 


.3254, 3252.. 3302, 


3260. .3307 


Seq. No. 


1422 


Seq. ID 


' OJ990503_ 


_21.9B05.C4 


Gene No. 


2910 


Strand 






Start 


631 


End 


7448 




Name 


OJ990503 21.9B05.C4.o2.np 


Method 


AAT/NAP 




Start 


6378 


End 


7448 




GI 


4755196 


Score 


307 




Exons 


6378. .6952, 6992.. 7448 








GI Descrip. 


(AC007018) unknown protein [Arabidopsis thaliana] 


Seq. No. 


1423 


Seq. ID 


OJ990503_ 


_21.9B05.C6 


Gene No. 


2911 


Strand 


+ 




Start 


2152 


End 


9563 




Name 


OJ990503 21.9B05.C6.ol.gs 


Method 


GEN SCAN 




Start 


2152 


End 


9563 




GI 


none 


Score 


.5 




Exons 


2152.. 2256, 3539.. 3764, 4386 


.5085, 5282.. 5413, 


8144 . .8231 




8607.. 8651, 9417.. 9563 








Seq. No. 


1423 


Seq. ID 


OJ990503_ 


_21.9B05.C6 


'Gene No. 


2911 


Strand 


+ 




Start 


2152 


End 


9563 




Name 


OJ990503 21.9B05.C6.o2.np 


Method 


AAT/NAP 




Start 


4478 


End 


5164 ' 




GI 


2462134 


Score 


351 ' 




Exons 


4478.. 5164 








GI Descrip. 


(Y13368) reverse transcriptase [Beta vulgaris] 




Seq. No. 


1423 


Seq. ID 


OJ990503_ 


_21.9B05.C6 


Gene No. 


2912 


Strand 


+ 




Start 


10945 


End 


11370 




Name 


OJ990503 21.9B05.C6.o2.gs 


Method 


GENSCAN 




Start 


10945 


End 


11370 




GI 


none 


Score 


.91 




Exons 


10945. .11370 








Seq. No. 


1423 


Seq. ID 


OJ990503_ 


_21. 9B05.C6 


Gene No. 


2913 


Strand 






Start 


1 


End 


351 




Name 


OJ990503 21.9B05.C6.ol.gp 


Method 


AAT/GAP" 




Start 


1 


End 


90 




GI 


LIB3475-004-P1-K2-A5 


Score 


148 




Exons 


1..90 








GI Descrip. 


' 5777 612/emb|AJ24 5900. 1| OSA245900 l.Oe 


-94 Oryza 


sativa 




chromosome 4 BAC q3 037-207 Fl 


complete 


genome 1 




Seq. No. 


1423 


Seq. ID 


OJ990503_ 


_21.9B05.C6 


Gene No. 


2913 


Strand 






Start 


1 


End 


351 




Name 


OJ990503 21.9B05.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


351 




GI 


4539658 


Score 


109 




Exons 


1..33, 191. .351 








GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 



bicolor] 



1488 




Seq. No. 


1423 






Seq. ID 


OJ990503_21.9B05 


.C6 


Gene No . 


O Q 1 A 

£ y ±4 






Strand 






Start 


13516 






Enci. 


13899 




Name 


OJ990503 21.9B05. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4784 






End 


5212 




GI 


none 






Score 


277 




Exons 


4784. .5212, 4846. 


.4983, 


5029. 


.5208 






Seq. No. 


1423 






Seq. ID 


OJ990503_21.9B05 


.C6 


Gene No . 


£. y 14 






Strand 






Start 


13516 






End 


13899 




Name 


OJ990503 21.9B05. 


C6.o3. 


gs 


Method 


GENSCAN 




Start 


13516 






End 


13899 




GI 


none 






Score 


.57 




Exons 


13516. .13899 












Seq. No. 


1424 






Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


2915 






Strand 


+ 




OLait 


ICQ 

/JO 






End 


9525 




Name 


OJ990503 21.9B05. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


758 






End 


9525 




GI 


none 






Score 


.7 




Exons 


758. .1027, 1420.. 


1461, 


1941. . 


2029, 2674 


I. .2787, 4001. .4147, 




7482. .7614, 7773. 


.7928, 


7934. 


.8151, 8434. .8623, 9409. .9525 


Seq. No. 


1424 






Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


z y lo 






Strand 


+ 




Start 


758 






End 


9525 




Name 


OJ990503 21.9B05. 


C7.ol. 


gp 


Method 


AAT/GAP 




Start 


7375 






End 


7877 




GI 


702818 






Score 


599 




Exons 


7375. .7614, 7773. 


.7877 










Seq. No. 


1424 






Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No . 


2916 






Strand 


+ 




Start 


14227 






End 


15235 




Name 


OJ990503 21.9B05. 


C7.o3. 


gs 


Method 


GENSCAN 




Start . 


14227 






End 


15235 




GI 


none 






Score 


.97 "v: 




Exons 


14227. .14250, 14399.. 15235 








Seq. No. 


1424 






Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


2917 






Strand 


+ 




Start 


18153 






End 


18272 




Name 


OJ990503 21.9B05. 


C7.o3. 


gp 


Method 


AAT/GAP 




Start 


18153 






End 


18272 




GI 


LIB3431-040-P1-K2 


-CI 




Score 


185 




Exons 


18153. .18272 












GI Descrip. 


, 114521/sp|P12084 


|ATPA_ 


ORYSA 


6.0e-53 ATP SYNTHASE ALPHA 


CHAIN 



>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] ' 



Seq. No. 1424 Seq. ID OJ990503_21 . 9B05 . C7 

Gene No'. 2918 Strand + 

Start 23039 End 27351 r 



1489 



Name 


OJ990503 21.9B05.C7 


. o5 .gs 


Method 


GENSCAN 




Start 


23039 




End 


27351 




GI 


none 




Score 


.57 




Exons 


23039. .23053, 24072 


. .24210, 


25088. .25318, 25895. 


.25913, 




26100. .27351 










Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21. 9B05 


ucllc LNU . 


9Q1 ft 




Strand 


+ 




Start 


23039 




End 


27351 




Name 


OJ990503 21.9B05.C7 


. o4 . gp 


Method 


AAT/GAP 




Start 


26544 




End 


27016 




GI 


5038711 






ft 9? 




Exons 


26544. .27016 










Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21.9B05 




^ J -L ./ 




Strand 


+ 




Start 


28127 




End 


28516 




Name 


OJ990503 21.9B05.C7 


o5 .gp 


Method 


AAT/GAP 




Start 


28127 




End 


28516 




GI 


none 




Score 


715 




Exons 


28127.. 28516 










Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21.9B05 


Gene No. 


2920 




Strand 


+ 




Start ■ 


29463 




End 


37899 




Name 


OJ990503 21.9B05.C7 


o7 .gs 


Method 


GENSCAN 




O t.ax L 


£ :7 ft O J 




End 


37716 




GI 


none 




Score 


.82 




Exons 


29463... 29526, 29843 


.30037, 


30097. .30290, 30624. 


.30815, 




30885. .31193, 32224 


.32442, 


34076. .34333, 35031. 


.35120, 




35861. .35995, 36489 


.36638, 


36935. .37038, 37073. 


.37121, 




37576. .37716 










Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21.9B05 


Gene No. 


2920 




Strand 


+ 




Start 


294 63 




End 


37899 




Name 


OJ990503 21.9B05.C7 


o6.gp 


Method 


AAT/GAP 




Start 


30277 




End 


31191 




GI 


47746 1.R1084 




Score 


1043 




Exons 


30277. .30368, 30624 


.30815, 


30921. .31191 




GI Descrip. 


, 20237/emb|X51910|OSGOS2G 0 


. 0e+00 O.sativa (rice) const 




GOS2 gene' 










Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21.9B05 


Gene No. • 


2920 




Strand 


+ 




Qf a rt 
ij Lai U 


294 63 




End 


37899 




Name 


OJ990503 21.9B05.C7. 


o5 .np 


Method 


AAT/NAP 




Start 


37450 




End 


37899 




GI 


6815053 




Score 


104 




Exons 


37450. .37553, 37860. 


.37899 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1424 




Seq. ID 


OJ990503_ 


21.9B05 


Gene No. 


' 2921 




Strand 






Start 


10165 




End 


14726 




Name 


OJ990503 21.9B05.C7. 


o2 .gs 


Method 


GENSCAN 




Start 


10165 




End 


12911 





1490 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



none Score .83 

10165. .10315, 12102. .12198, 12284. .12911 



1424 
2921 
10165 

OJ990503_21 . 9B05 . C7 . ol . np 

12098 

6226452 



OJ990503 21.9B05.C7 



Seq. ID 
Strand 

End 14726 
Method AAT/NAP 
End 14726 
Score 987 
12098. .12198, 12284. .12920, 14239. .14 726 

HYPOTHETICAL 43.7 KD PROTEIN F7J7.150 gi | 2911078 | emb | CAA17540 . 1 1 
(AL021960) putative protein [Arabidopsis thaliana] 



1424 
2921 
10165 

OJ990503_21 . 9B05 . C7 . o2 . gp 
12672 

LIB3433-025-P1-K1-F2 
12672. .12920, 14239.. 14413 
? 2911078/emb|CAA17540.1| 2. 
[Arabidopsis thaliana] ' 

1424 
2922 
15964 

OJ990503_21 . 9B05.C7 .o4 .gs 

15964 

none 

15964. .16120, 17181. .17293, 
21449. .21515 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_21. 9B05.C7 

14726 
AAT/GAP 
14413 
778 



Oe-47 (AL021960) putative protein 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ990503_21.9B05.C7 

21515 
GEN SCAN 
21515 
.6 



17316. .1754 9, 18106. .18329, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1424 Seq. ID OJ990503_21 . 9B05 . C7 

2922 Strand 

15964 End 21515 

OJ990503_21 . 9B05 . C7 . o2 .np Method AAT/NAP 

18152 End 20461 

114518 Score . 142 

18152. .18272, 20437.. 20461 

ATP SYNTHASE ALPHA CHAIN gi | 279574 | pir | | PWZMA H+-transporting 
ATP synthase (EC 3.6.1.34) alpha chain - maize chloroplast 
gi|12403|emb|CAA28876| (X05255) CF(1) alpha subunit (AA 1-507) 
[Zea mays] gi 1 552733 (M27557) phosphorylation coupling factor 
proteolipid subunit (atpH) [Zea mays] gi I 902219 I emb | CAA60283 | 
(X86563) ATPase alpha subunit [Zea mays] 



1424 Seq. ID 

2923. Strand 

23857 End 

OJ990503_21 . 9B05 . C7 . o3 . np Method 

23857 End 

6815053 Score 
23857. .24307, 24752.. 24857 

(AP001080) hypothetical protein [Oryza sativa] 



OJ990503_21. 9B05.C7 

24857 
AAT/NAP 
24857 
310 



1424 
2924 



Seq. ID 
Strand 



OJ990503 21.9B05.C7 



1491 



Start 


26421 




End 


28656 




Name 


OJ990503 21.9B05.C7 


,o2 . tm 


Method 


TBLASTX: Maize 




Start 


66 




End 


28656 




GI 


none 




Score 


68 




Exons 


66. .194/28199. .28279, 28210 .. 28656, 28267. .28656 




Seq. No. 


1424 




Seq. ID 


OJ990503_21.9B05, 


.C7 


Gene No. 


o n o a 




Strand 






Start 


26421 




End 


28656 




Name 


ojyyuouj zi.ybUD.L,/ 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


119/6 




End 


14332 




GI 


none 




Score 


40 




Exons 


11976. .12014, 11976 


. .11999, 


12074. .12196, 12074. .12196, 






izu/o..iziyo, izuo / 


i 99nn 


12277. .12888, 12285 .. 12920, 






l^l^oD. . Izy^U, 14Z4Z 


. . It J jl / 


14246. .14332 




Seq. No. 


t A O A 

1424 




Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


O O O A 




Strand 






Start 


Z64Z 1 




End 


28656 




Name 


OJ990503 21.9B05.C7 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


12095 




End 


12458 




GI 


none 




Score 


66 




Exons 


12095 .. 12199, 12108 


. . 1ZZ 1Z , 


12285. .12374, 12387.. 12458 




Seq. No.. 


1424 




Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


2924 




Strand 






Start 


26421 




End. ■ 


28656 




Name 


ATftftncrcD oi none on 

OJ990503 21.9BUO.C/ 


. oi . tc 


Method 


TBLASTX: Cress 




Start 


12466 




End 


12824 




GI 


none 




Score 


173 




Exons 


12466 .. lzo4o, 1Z4oo 


. . iz do y , 


12714. .12824 




Seq. No. 


1424 




Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


*"> n o a 

2924 




Strand 






Start 


Z64Z1. 




End 


28656 




Name 


ojyyuDUo zi.yjDUo.u/ 


. OZ . IC 


Method 


TBLASTX: Cress 




Start 


IZoZo 




End 


14664 




GI 


none 




Score 


68 




Exons 


12825. .12920, 12826 


. .12888, 


14233. .14373, 14240 .. 14368 , 






14 DZ 4 . . 14 004 










Seq. No. 


1424 




Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


o n o >i 

2924 




Strand 






Start 


26421 




End 


28656 




Name 


(jjyyuouj . youo / 


. o4 . np 


Method 


AAT/NAP - 




Start . 


Z b4Z 1 




End 


28632 




GI 


4454465 




Score 


219 




Exons 


26421. .26487, 28285 


. .28632 








GI Descrip. 


(AC006234 ) unknown 


protein 


[Arabidopsis thaliana] 




Seq. No. 


1424 




Seq. ID 


OJ990503_21.9B05 


.C7 


Gene No. 


2924 




Strand 






Start 


26421 




End 


28656 




Name 


OJ990503 21.9B05.C7 


. 06 . gs 


Method- 


GENSCAN 




Start 


28204 




End 


28638 




GI 


none 




Score 


.98 




Exons 


28204. .28638 











1492 





1424 






Seq. ID 


\s\J y U J U J £. X. m ^ JD\J vJ 


CI 


Gene No. 


2924 






Strand 






Start 


26421 






End 


28656 




Name 


OJ990503 21.9B05.C7, 


o2,ts 


Method 


TBLASTX : Soybean 




Start 


28447 






End 


28612 




GI 


none 






Score 


68 




Exons 


28447. 


.28611, 28508. 


.28612 








Seq. No. 


1424 






Seq. ID 


OJ990503_21.9B05 


.CI 


Gene No. 


2925 






Strand 






Start 


30751 






End 


31126 




Name 


OJ990503 21.9B05.C7. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


30751 






End 


31126 




GI 


none 






Score 


91 




Exons 


30751. 


.30816, 30753. 


.30815, 


30756. .30821, 30908 .. 31060, 






30915. 


.31067, 30921. 


.31070, 


31082, .31126 





fii 



ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1424 Seq. ID 

2926 Strand 

32364 End 

OJ990503_2 1 . 9B05 . C7 . o3 . tm Method 

32364 End 

none Score 



OJ990503_21.9B05.C7 
35110 

TBLASTX: Maize 

35081 

139 



32364. .32444, 32364 .. 32441, 32366.-32443, 3294 0 .. 32999, 

32941. .33000, 32942 .. 33001, 32943 33002, 33807 .. 33875, 

33920. .33997, 33921 .. 33983, 33929.-33997, 34073 .. 34333, 

34073. .34333, 34075 .. 34350, 35022 .. 3508 1 , 35025.. 35081 



1424 
2926 
32364 

OJ990503_21 . 9B05 . C7 . ol . ts 

34099 

none 

34099. .34320, 34 102 .. 34326, 
35025. .35108, 35030.. 35110 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_21.9B05.C7 
35110 

TBLASTX : Soybean 

35110 

120 



34109. .34333, 34133 .. 34333, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1425 
2927 
694 

OJ990503_21 
694 



9B05.C8.ol.gs 



none 
694. , 
3064, 
6801, 



Seq. ID OJ990503_21.9B05.C8 
Strand 
End 

Method 
End 
Score 

847, 932. .956, 1489. .1590, 1626. .1813, 2146. .2195, 
.3153, 3302.. 3431, 4031.. 4105, 5506.. 5640, 6641.. 6715, 
.7012, 7104. .7157, 7264. .7308 



OJ990503_21. 
+ 

7308 
GEN SCAN 
7308 
.7 



Seq. No. 1425 

Gene No. 2927 

Start 694 

Name OJ990503_21 . 9B05 . C8 . ol . gp 

Start 5561 

GI 5455455 

Exons 5561.. 6278 

GI Descrip. 20237/emb | X51910 | 0SG0S2G 0. 
GOS2 gene 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503_21, 
+ 

7308 
AAT/GAP 
6278 
1382 



9B05.C8 



0e+00 O.sativa (rice) constitutive 



1493 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



w Seq. No. 

rU Gene No. 

(! Start 

i 1 ^ Name 

!^ Start 

Exons 

: t 3 GI Descrip. 



n 



1425 Seq. ID 

2927 Strand 
694 End 
OJ990503_21 . 9B05 . C8 . o3 . gp Method 
6640 End 
701188 Score 
6640.. 6715, 6801.. 7014 

4585973/gb|AAD25609.1 |AC005287_11 3.0e-22 (AC005287) translation 
initiation factor [Arabidopsis thaliana] 



OJ990503_21.9B05.C8 
+ 

7308 
AAT/GAP 
7014 
483 



1425 Seq.. ID 

2927 Strand 
694 End 
OJ990503_21 . 9B05 . C8 . o4 . gp Method 
6640 End 
701188 - Score 

6640.. 6715, 6801.. 7014 

4585973/gb|AAD25609.1|AC005287_ll 3.0e-22 (AC005287) translation 
initiation factor [Arabidopsis thaliana] 



OJ990503_21.9B05.C8 
+ 

7308 
AAT/GAP 
7014 
479 



1425 Seq. ID 

2927 Strand 
694 ' End 
OJ990503_21 . 9B05 . C8 . o2 . gp Method 
6641 End 
701188 Score 
6641.. 6715, 6801.. 7013 

4585973/gb|AAD25609.1|AC005287_ll 3.0e-22 (AC005287) translation 
initiation factor [Arabidopsis thaliana] 



OJ990503_21.9B05.C8 
+ 

7308 
AAT/GAP 
7013 
491 



1425 
2927 
694 

OJ990503_21. 
6679 
462195 
6679. .6715, 



9B05.C8.ol.np 



6801.. 7012, 7104, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7157, 



OJ990503_ 
+ 

7308 
AAT/NAP 
7305 
503 
7264 . .7305 



21. 9B05.C8 



PROTEIN TRANSLATION FACTOR SUI1 HOMOLOG (GOS2 PROTEIN) 
gi 1 100682 |pir||S21636 G0S2 protein - rice gi | 20238 | emb | CAA36190 | 
(X51910) GOS2 [Oryza sativa] gi 13789950 (AF094774) translation 
initiation factor [Oryza sativa] 



Seq. No. 


1425 




Seq. ID 


OJ990503 


Gene No. 


2928 




Strand 


+ 


Start 


12517 




End 


13072 


Name 


OJ990503 21.9B05.C8 


,o3.gs 


Method 


GENSCAN 


Start 


12517 




End 


13072 


GI 


none 




Score 


.66 


Exons 


12517. .12604, 12975 


. .13072 






Seq. No. 


1425 




Seq. ID 


OJ990503 


Gene No. 


2929 




Strand 


+ 


Start 


19395 




End 


19826 


Name 


OJ990503 21.9B05.C8 


. o4 . np 


Method 


AAT/NAP 


Start 


19395 




End 


19826 


GI* 


6006381 




Score 


310 



1494 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19395. .19826 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990503 21.9B05.C8 



1425 
2930 
7170 

OJ990503_21 . 9B05 . C8 . o5 . gp 
7170 
5455456 
7170. .7532 

20237/emb|X51910 IOSGOS2G 0.0e+00 O. sativa (rice) constitutive 
GOS2 gene 



7532 
AAT/GAP 
7532 
695 





Seq. No. 


1425 




Seq. ID 


OJ990503_21.9B05 


.C8 




Gene No. 


2931 




Strand 








Start 


9751 




End 


11362 






Name 


OJ990503 21.9B05.C8. 


o2 . gs 


Method 


GENS CAN 






Start 


9751 




End 


11242 






GI 


none 




Score 


.84 






Exons 


9751. .10165, 10559.. 


10761, 


10853. .10952 


1, 11032.. 11242 






Seq. No. 


1425 




Seq. ID 


OJ990503_21.9B05 


-C8 




Gene No. 


2931 




Strand 








Start 


9751 




End 


11362 - 




■ij 


Name 


OJ990503 21.9B05.C8. 


o2 . np 


Method 


AAT/NAP 




Cn 


Start 


9757 




End 


11236 






GI 


6554196 




Score 


828 






Exons 


9757. .10149, 10558.. 


10761, 


10853. .1095$ 


i, 11026. .11236 






GI Descrip. 


(AC011661) T23J18.21 


[Arabidopsis thaliana] 




y 


Seq. No. 


1425 




Seq. ID 


OJ990503_21.9B05 


.C8 


i y 


Gene No. 


2931 




Strand 








Start 


9751 




End 


11362 




f w i 
-J 


Name 


OJ990503 21.9B05.C8. 


06. gp 


Method 


AAT/GAP 






Start 


10643 




End 


11362 




GI 


70518 1.R1084 




Score 


971 




;* ~* 


Exons 


10643. .10761, 10853. 


.10953, 


11032. .11362 






GI Descrip. 


, 1498168/dbj |BAA13163| 2 . Oe 


-14 (D86730) 


endoxyloglucan 








transferase related protein 


[Nicotiana 


tabacum] 1 




Q 


Seq. No. 


1425 




Seq. ID 


OJ990503_21.9B05 


.C8 




Gene No. 


2932 




Strand 








Start 


15102 




End 


16389 ' 






Name 


OJ990503 21.9B05.C8. 


o5.tm 


Method 


TBLASTX: Maize 






Start 


169 




End 


406 






GI 


none 




Score 


87 






Exons 


169.. 222, 172.. 225, 


179. .223, 180. .227, 


310. .405, 311.. 


406, 






317. .406 












Seq. No. 


1425 




Seq. ID 


OJ990503_21.9B05 


.C8 




Gene No. 


2932 




Strand 








Start 


15102 




End 


16389 






Name 


OJ990503 21.9B05.C8. 


o5 . ts 


Method 


TBLASTX: Soybean 






Start 


171 




End 


996 






GI 


■ none 




Score 


72 






Exons 


171.. 203, 172.. 225, 


311. .409, 314. .406, 


316. .411, 319.. 


408, 



533. .562, 541. .561, 760. .846, 930. .995, 931. .996 



1495 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i * Seq. No. 
is Gene No. 
Q Start 
vj Name 
Start 



i! f GI 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exxms 



1425 Seq. ID 

2932 Strand 

15102 End 

OJ990503_21 . 9B05 . C8 . o2 . tw Method 

1687 End 

none Score 



OJ990503_21.9B05.C8 
16389 

TBLASTX: Wheat 

15555 

64 



1687. .1773, 14903. .15001, 15052 .. 15156, 15093 .. 15155, 
15175. .15276, 15177 .. 15275, 1534 6 .. 15555, 15354.. 15554 



1425 
2932 
15102 

OJ990503_21 . 9B05 . C8 . o2 . tm 
5481 



Seq. ID OJ990503_21. 9B05.C8 
Strand - . 

16389 . 

TBLASTX: Maize 
7469 
55 



" End 
Method 
End 

none Score 
5481. .5531, 5590. .5616, 6633. .6677, 6643.-6678, 6667. .6714, 
6669. .6716, 6671. .6751, 6677. .6727, 6754. .7014, 6799. .6915, 
6800. .7012, 7093. .7146, 7101. .7157, 7103. .7180, 7104. .7181, 
7243. .7365, 7261. .7323, 7262. .7330, 7345. .7395, 7422. .7469, 
7423. .7455 



1425 
2932 
15102 

OJ990503_21 . 9B05 . C8 . o2 ts 

6631 

none 

6631.. 6714, 6672.-6725, 6672. 
6848.. 7015, 7101.. 7169, 7102. 
7242. .7331, 7243. .7341, 7261. 

1425 
2932 
15102 

OJ990503_21 . 9B05 . C8 . ol . tw 

6675 

none 

6675.. 6713, 6676.. 6714, 6676. 
6805.. 7014, 7093. .7158, 7096. 
7104.. 7181, 7247.. 7339, 7261. 
7422. .7448, 7473. .7520, 7478. 

1425 
2932 
15102 

OJ990503_21 . 9B05 . C8 . o4 . tc 
6676 
none 
6676. 
6970. 



,6714, 6676. .6714, 6836. 
,7014, 7101. .7163, 7102. 



Seq. ID OJ990503_21.9B05.C8 
Strand 

End .16389 

Method TBLASTX : Soybean 

End 7341 

Score 63 

.6713, 6807. .7004, 6836. .7015, 
.7140, 7103. .7180, 7104. .7181, 
.7308, 7263.. 7310 

Seq. ID OJ990503_21.9B05.C8 
Strand 

End 16389 
Method ' TBLASTX: Wheat 
End 7520 
Score 65 

.6714, 6799. .6915, 6800. .7012, 
.7158, 7103. .7162, 7103. .7180, 
.7419, 7263.-7337, 7384,. 7452, 
.7519 

Seq. ID OJ990503_21.9B05.C8 
Strand 

End 16389 
Method TBLASTX: Cress 
End 7350 
Score 60 

.6997, 6843. .6998, 6848. .7015, 
.7164, 7104. .7169, 7243. .7350, 



7263. .7313 



Seq. No. 1425. Seq. ID 

Gene No. 2932 Strand 

Start 15102 End 

Name OJ990503 21 . 9B05 . C8 . o3 . tc Method 



OJ990503_21.9B05.C8 
16389 

TBLASTX: Cress 



1496 




Start 


9773 


End 


10165 




GI 


none 


Score 


58 




Exons 


9773.. 9937, 9775.. 9918, 9958 


..10113, 9959. .10114, 9997. 


.10137, 




10004. .10123, 10117. .10164, 


10118. .10165 




Seq. No. 


1425 


Seq. ID 


OJ990503_21.9B05 


,C8 




9 CR9 


Strand 






Start 


15102 


End 


16389 




Name 


OJ990503 21.9B05.C8.o4.ts 


Method 


TBLASTX : Soybean 




Start 


.9775 


End 


10653 




GI 


none 


Score 


77 




Exons 


9775,. 9915, 9776 .. 9958 , , .9964 


..10170, 9980.. 10102, 10558 


. .10653 


Seq. No. 


1425 " ' ■ 


Seq. ID 


OJ990503_21.9B05 


.C8 




2932 


Strand 






Start 


15102 


End 


16389 




Name 


OJ990503 21.9B05.C8.o4.tm 


Method 


TBLASTX: Maize 




Start 


9793 


End . 


10710 




GI 


none 


Score 


127 




Exons 


9793. .9879, 9952. .10170, 9959. .10171, 


10540. .10710, 10559. .10708 


Seq. No. 


1425 


Seq. ID 


OJ990503_21.9B05 


.C8 


Gene No. 


2932 


Strand 








1 M 09 


End 


16389 




Name 


OTQQORO^ 91 QRfm Tft r»9 i-n 


Method 


TBLASTX: Cress 




Start 




End 


11128 




GI 


none 


Score 


122 




Exons 


10R77 10769 10R7Q 10761 


10838. .10957, 10839 .. 1094 6, 






1 1 0^0 111 9ft 








Seq. No. 


1425 


Seq. ID 


OJ990503_21. 9B05 


.C8 


Gene No. 


2932 


Strand 






Of a r f 


15102 


End 


16389 




Name 


OJ990503 21.9B05.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10657 


End 


11200 




GI 


none 


Score 


66 




Exons 


10657. .10761, 10661. .10762, 


10838. .10957, 10839 1094 6, 






■ 11030. .11200 








Seq. No. 


1425 


Seq. ID 


OJ990503_21.9B05 


.C8 


Gene No. 


2932 


Strand 






Start 


15102 


End 


16389 




Name 


OJ990503 21.9B05.C8.o3.tm 


. Method 


TBLASTX: Maize 




Start 


10711 


End 


11225 




GI 


none 


Score 


63 




Exons 


10711. .10764, 10711. .10761, 


10803 . . 1094 6, 10850 . . 10957, 






10927. .10956, 11019 11126, 


11030. .11128, 11103. .11165, 






11175.. 11225 








Seq. No. 


1425 


Seq. ID 


OJ990503_21.9B05 


.C8 


Gene No. 


2932 


Strand 






Start 


15102 


End 


16389 




Name 


OJ990503 21.9B05.C8.o7.gp 


Method 


AAT/GAP 




Start 


14907 


End 


16389 




GI 


1162 2.R1084 


Score 


2391 




Exons 


14907. .15275, 15354 .. 16299, 


16365.. 16389 




GI Descrip. 


'2501189/sp|Q41738|TH41_MAIZE 1.0e-131 


THIAMINE BIOSYNTHETIC 



1497 



• 



ENZYME 1-1 PRECURSOR >gi_2130146j?ir S61419 thiamine 

biosynthetic enzyme thil-1 - maize >gi_596078 (U17350) thiamine 
biosynthetic enzyme [Zea mays] ' 



Seq. No. 1425 

Gene No. 2932 

Start 15102 

Name OJ990503_21 . 9B05 .C8.ol.tm~" 

Start 15097 

GI none 

Exons 15097. .15123, 15123 15275, 
15354. .16136, 16137 .. 16217 , 



Seq.., ID 
Strand 
End 

Method 

End 

Score 
15181. .15276, 
16201. .16305 



OJ990503 21.9B05.C8 



16389 

TBLASTX: Maize 
16305 
150 

15346. .16137, 



Seq. No. 1425 

Gene No. 2932 

Start 15102 

Name OJ990503_21 . 9B05 . C8 . ol . tc 

Start 15102 

GI none 

Exons 15102. .15152, 15106 .. 15153, 
15346. .15933, 15354 .. 16160, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
15180. .15275, 
16006. .16158 



OJ990503 21.9B05.C8 



16389 

TBLASTX: Cress 
16160 
38 

15184. .15276, 



OJ990503 21.9B05.C8 



Seq. No. 1425 Seq. ID- 
Gene No. 2932 Strand 
Start 15102 End 
Name OJ990503_21 . 9B05 . C8 . ol . ts Method 
Start 15102 End 
GI none Score 
Exons 15102. .15152, 15183 15275, 15184 . .15288 , 1534 6 .. 16119, 
15354. .16097 



16389 

TBLASTX: Soybean 

16119 

101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1425 Seq. ID 

2932 Strand 

15102 End 

OJ990503_21 . 9B05 . C8 . o4 . gs Method 

15102 End 

none Score 

15102. .15275, 15354.. 16238 



OJ990503_21.9B05.C8 

16389 
GENSCAN 
16238 
.99 



OJ990503 21.9B05.C8 



1425 Seq. ID 

2932 Strand 
15102 End 16389 

OJ990503_21.9B05.C8.o3.np Method AAT/NAP 

15105 End 16241 

2501189 Score 1427 

15105. .15275, 15354.. 16241 

THIAMINE BIOSYNTHETIC ENZYME 1-1 PRECURSOR 

gi I 2130146|pir M S61419 thiamine biosynthetic enzyme thil-1 - 
maize gi 1596078 (U17350) thiamine biosynthetic enzyme [Zea mays] 



1425 
2932 
15102 

OJ990503_21.9B05.C8.o3.tw 
15574 
none 

15574. .15858, 1557.4 .. 15636, 15576.. 15860 



Seq. ID OJ990503_21.9B05.C8 



Strand 
End * 
Method 
End 
Score 



16389 

TBLASTX: Wheat 
15860 ' 
336 



1498 



Seq. No. 


1426 


Seq. ID 


OJ990503_21.9B05.C9 


Gene No. 


2933 


Strand 


+ 


Start 


196 


End 


5878 


Name 


OJ990503 21.9B05.C9.ol.gs 


Method 


GENSCAN 


Start 


196 


End 


5878 


GI 


none 


Score 


.74 


Exons 


196. .201/ 1966. .2015, 4561.. 


4657, 5177 


. .5285, 5447. .5530, 




5811. .5878 






Seq. No. 


1426 


Seq. ID 


OJ990503_21.9B05.C9 


Gene No. 


2934 


Strand 




Start 


6136 


End 


8195 


Name 


OJ990503 21.9B05.C9.ol.gp 


Method 


AAT/GAP 


Start 


6136 


End 


8195 


GI 


LIB3477-003-P1-K1-E9 


Score 


151 


Exons 


6136. .6189, 8149. .8195 






GI Descrip; 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771). Ory s 1 [Oryza 




sativa] 1 






Seq. No. 


1426 


Seq. ID 


OJ990503_21.9B05.C9 


Gene No. 


2934 


Strand 




Start 


6136 


End 


8195 


Name 


OJ990503 21.9B05.C9.o2.gs 


Method 


GENSCAN 


Start 


7466 


End 


7941 


GI 


none 


Score 


.67 


Exons 


7466.. 7486, 7693.. 7941 






Seq. No. 


1427 


Seq. ID 


OJ990503_21.9B05.C10 


Gene No. 


2935 


Strand 




Start 


422 


End 


2881 


Name 


OJ990503 21.9B05.C10.ol.gs 


Method 


GENSCAN 


Start 


422 


End 


2881 


GI 


none 


Score 


- .7 


Exons 


422. .504, 621. .682, 1558. .1626, 1665.. 


1779, 1929.. 2085, 




2286. .2406, 2665. .2707, 2823 


. .2881 




Seq. No. 


1428 


Seq. ID 


OJ990503_21.9B05.C12 


Gene No. 


2936 


Strand 




Start 


1 


End 


523 


Name 


OJ990503 21.9B05.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


523 


GI 


6466937 


Score 


253 


Exons 


1..523 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops: 




thaliana] 






Seq. No. 


1428 


Seq. ID 


OJ990503_21.9B05.C12 


Gene No. 


2936 


Strand 




Start 


1 


End 


523 


Name 


OJ990503 21.9B05.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


43 


End 


522 


GI 


none 


Score 


44 


Exons 


43. .522, 116. .220, 332. .466 






Seq. No. 


1428 


Seq. ID 


OJ990503_21.9B05.C12 



1499 



Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

J, ff Seq. No. 

W Gene No. 

til Start 

rif Name 

!^ Start 
GI 

is * Exons 

rjj Seq. No. 

: 3 Gene No. 

^ Start 

I*] Name 

y Start 

gi 

hi Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



2936 Strand 

1 End 

OJ990503_21 . 9B05 . C12 . ol . tw Method 

244 End -■ 

none Score 
244. .522, 296. .523 



523 

TBLASTX: Wheat 

523 

86 



1429 
2937 
1 

OJ990913_20.9B18.Cl.ol.np 
1 

4115525 
1..80, 335.-499 

(AB011667) dihydroflavonol 4-reductase [Ipomoea purpurea] 



Seq. ID OJ990913_20.9B18.C1 
Strand 

End 4 99 

Method AAT/NAP 

End 4 99 

Score 91 - 



1429 
2937 
1 

OJ990913_20. 9B18-Cl.ol.tm 

332 
none 

332. .499, 335. .499 

1429 
2937 
L 

OJ990913_20. 9B18.Cl.ol.gs 

335 

none 

335. .496 

1429 
2937 
1 

OJ990913_20 . 9B18 . CI . ol . tw 

335 

none 



Seq. ID OJ990913_20.9B18.C1 
Strand 

End 4 99 

Method TBLASTX : Mai ze 

End 4 99 

Score 183 



Seq. ID OJ990913_20.9B18.C1 
Strand 

End 4 99 

Method GEN SCAN 

End 496 

Score ■ .98 



Seq. ID OJ990913_20.9B18.C1 

Strand 

End 4 99 

Method TBLASTX : Wheat 

End 4 99 

Score 98 



335.-493, 339. .494, 353. .499, 391. .498 



Seq. ID OJ990913_20.9B18.C4 

Strand + 

End 15160 

Method GENSCAN 

End 15160 

Score .99 



1430 
2938 
14093 

OJ990913_20. 9B18.C4 .o3.gs 
14093 
none 

14093. .14123, 14724. .15160 

1430 
2939 
31546 

OJ990913_20. 9B18 .C4.o6.gs 
31546 
none 

31546. .31579, 31762 .. 32078 , 32855 32899, 33132.. 33338 
1430 Seq. ID OJ990913_20 . 9B18 . C4 



Seq. ID OJ990913_20.9B18.C4 

Strand + 

End 33338 

Method GENSCAN 

End 33338 

Score .53 



1500 



! =3 



ru 



Gene No. 


2939 


Strand 


+ 






31546 


End 


33338 




Name 


OJ990913 20.9B18.C4.o3.np 


Method 


AAT/NAP 




Start 


31952 


End 


33229 




GI 


5803270 


Score 


539 




Exons 


31952. .32113, 32191 .. 32334 , 


33132. .33229 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1430 


Seq. ID 


OJ990913_ 


_20.9B18.C4 


Gene No. 


2940 


Strand 


+ 




Start 


41969 


End 


45585 




Name 


OJ990913 20.9B18.C4.o5.gp 


Method 


AAT/GAP 




Start 


41969 


End 


45585 




GI 


7786 1.R1084 


Score 


1273 




Exons 


41969. .42070, 42727 .. 42773, 


43480. .43599, 43690. 


.43818, 




44123. .44252, 45404. .45585 








GI Descrip. 


1 391518 6/sp| 060015 |UBCX_PICAN 7.0e-27 


UBIQUITIN- 


CONJUGATING 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



ENZYME E2-21 KD (UBIQUITIN-PROTEIN LIGASE) (UBIQUITIN CARRIER 
PROTEIN) (PEROXIN-4) >gi_3128447 (AF061604) 

ubiquit in-conjugating enzyme homolog peroxin 4 [Pichia angusta] ' 



1430 Seq. ID 

2940 Strand 
41969 End 
OJ990913_20 .9B18.C4.o6. np Method 
43477 - End 

5381319 Score 

43477. .43599, 43690 .. 43815, 44123 .. 44287, 44469. .44512 
(AF091621) ubiqui tin-conjugating enzyme E2 [Catharanthus roseus] 



OJ990913_20.9B18.C4 
+ 

45585 
AAT/NAP 
44512 
184 



1430 Seq. ID 

2941 Strand 
55274 End 
OJ990913_20.9B18.C4.o7.gp Method 
55274 End 
LIB34 77-003-P1-K1-E9 Score 
55274.. 55373 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990913_20.9B18.C4 
+ 

55373 
AAT/GAP 
55373 
145 



Seq. No. 1430 v Seq. ID 

Gene No. 2942 Strand 

Start 397 End 

Name OJ990913_20 . 9B18 . C4 . ol . gs Method 

Start 397 End 

GI none Score 

Exons 397.. 484, 1576.. 1727, 1919.. 1959, 2366 



OJ990913_20.9B18.C4 

9309 
GENSCAN 
9309 
.63 

,.2505, 3687.. 3762, 



3948. .4149, 4739. .4977, 5142. .7823, 7828, 
8988. .9309 



.7923, 8821. .8943, 



Seq. No. 1430 Seq. ID 

Gene No. 2942 Strand 

Start 397 End 

Name OJ990913_20 . 9B18 . C4 . ol . gp Method 

Start 2373 End 

GI none Score 



OJ990913_20.9B18.C4 

9309 
AAT/GAP 
4100 
781 



1501 




Exons 


2373.. 2501, 3594.. 3762, 3948.. 4100 




Seq. No. 


1430 Seq. ID 


OJ990913_20. 9B18.C4 


Gene No. 


2942 1 Strand 




OtalL 




9309 


Name 


OJ990913 20.9B18.C4.ol.np Method 


AAT/NAP 


Start 


4604 End 


7887 


GI 


2586083 Score 


2453 


Exons 


4604.. 4977, 5142. .7325, 7473.. 7887 




GI Descrip. 


(U72725) receptor kinase-like protein 


[Oryza longistaminata 


Seq. No. 


1430 Seq. ID 


OJ990913_20.9B18.C4 


Gene No. 


2943 Strand 




Start 


"10554 End 


11266 


Name 


OJ990913 20.9B18.C4.o2.gs Method 


GEN SCAN 


Start 


10554 End 


11266 


GI 


none Score 


.78 


Exons 


10554. .10623, 11157.. 11266 





is 



Seq. No. 1430 
Gene No. 2944 
Start 21684 

Name OJ990913_20 . 9B18 . C4 . o5 . gs 

Start 21684 
GI none 
Exons 21684. 

24396. 

26824. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_20.9B18.C4 

30284 
GENS CAN 
30135 
.67 



,21831, 22548. .22605, 24045 .. 24129, 24 187 .. 24336, 
,24519, 25223. .25333, 25520 .. 25553, 2 6626 .. 2 6685, 
,26970, 27120. .27401, 27 634 .. 27 927 , 28836 .. 2 9027 , 



30045. .30135 

Seq. No. 1430 Seq. ID 

Gene No. 2944 Strand 

Start 21684 End 

Name OJ990913_20 . 9B18 . C4 . o2 . gp Method 

Start 23154 End 

GI none Score 

Exons 23154.. 23716 



OJ990913_20. 9B18.C4 

30284 
AAT/GAP 
23716 
1087 



Seq. No. 1430 
Gene No. ' 2944 
Start , 21684 

Name OJ990913__20 . 9B18 . C4 . o3 ..gp 

Start 26793 
GI 109JL.R1084 
Exons 26793. .26970, 27120 .. 27401, 

30045.. 30284 
GI Descrip. ' 4835588/dbj | BAA77679 . 1 | 0.0e+00 

protein [Oryza sativa] 1 



OJ990913_20.9B18.C4 

30284 
AAT/GAP 
30284 
2245 

27634. .27927, 28836.'. 29027, 

(AB027054) nitrilase-like 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. No. 1430 

Gene No. 294 4 . 

Start 21684 

Name OJ990913_20 . 9B18 . C4 . o2 . np 

Start 26801 

GI ■ 4835588 

Exons 26801. .26970, 27120 . .27401, 
30045. .30192 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_20. 9B18.C4 

30284 
AAT/NAP 
30192 
1770 



27634 . .27927, 28836. . 29027, 



1502 




GI Descrip. 


(AB027054) nitrilase 


-like protein [Oryza sativa] 






Seq. No. 


1430 






Seq. ID 


OJ990913_ 


20.9B18 


.C4 


Gene No. 


2945 






Strand 








Start 


33606 






End 


53102 






Name 


OJ990913 20.9B18.C4. 


o4 . np 


Method 


AAT/NAP 






Start 


33606 






End 


36266 






GI 


4835588 




Score 


1325 






Exons 


33606. 


.33775, 33998. 


.34279, 


34533. .34826, 35398. 


.35577, 






36119. 


.36266 












GI Descrip. 


(AB027054) nitrilase 


-like protein [Oryza sativa] 






Seq. No. 


1430 






Seq. ID 


OJ990913_ 


20.9B18 


.C4 


Gene No. 


2945 






Strand 








Start 


33606 






End 


53102 






Name 


OJ990913 20.9B18.C4. 


o7 . gs 


Method 


GENSCAN 






Start 


33606 






End 


47668 






GI 


none 






Score 


.74 






Exons 


33606. 


.33775, 33998. 


.34279, 


34533. .34826, 35398. 


.35577, 






36119. 


.36246, 36342. 


.36490, 


36519. .36662, 37878. 


. 3804 6 






38060. 


.38122, 38277. 


.38362, 


38609. .386~ 


8, 39297. 


.39364' 






39543. 


.39618, 40312. 


.40390, 


40428. .40532, 41245. 


.41294, 






41452. 


.41627, 41913. 


.42326, 


44106. .44219, 46374. 


.46479, 






46588. 


.46680, 46775. 


.46911, 


47003. .47299, 47385. 


.47473, 






. 47566. 


.47668 












Seq. No. 


1430 






Seq. ID 


OJ990913_ 


20.9B18 


.C4 


Gene No. 


2945 






Strand 








Start 


33606 






End 


53102 






Name 


OJ990913 20.9B18.C4. 


o4 . gp 


Method 


AAT/GAP 






Start 


37521 






End 


41810 






GI 


20015 


1.R1084 




Score 


1895 






Exons 


37521. 


.37800, 37919. 


.37984, 


38060. .38122, 38277. 


.38362, 






38609. 


.38678, 39297. 


.39364, 


39543. .39618, 40312. 


.40358, 





40468. .40532, 4 1452 .. 41528, 41628. .41810 
GI Descrip. '2570505 1.0e-119 (AF022735) proteasome component [Oryza 
sativa] 1 



Seq. No. 1430 Seq. ID 

Gene No. 2945 Strand 

Start * 33606 End 

.Name OJ990913_20 . 9B18 . C4 . o5 . np Method 

Start 37668 End 

GI 2570505 Score 

Exons 37668. .37800, 37919 .. 37984 , 38060 

38609. .38678, 39297 .. 39364 , 39543 

40468. .40532, 4 1452 .. 4 1528 , 41628 



OJ990913_20.9B18.C4 

53102 
AAT/NAP 
41668 
798 



,38122, 38277 
,39618, 40312 
.41668 



.38362, 
.40358, 



GI Descrip. (AF022735) proteasome component [Oryza sativa] 



Seq. No. 1430 

Gene No. ■ 2945 

Start 33606 

Name OJ990913_20 . 9B18 . C4 . 06 . gp 

Start 45950 

GI 4481_1.R1084 

Exons 45950. .46297, 4 6374 .. 4 6479, 
47003. .47180, 47229.. 47249 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_20.9B18.C4 

53102 
AAT/GAP 
47249 
1622 



46588. .46680-, 46775 .. 46911, 



1503 



GI Descrip. ' 2493493/sp | P55747 | CP21_H0RVU 2.0e-56 SERINE CARBOX YPE PT I DAS E 

II-l PRECURSOR (CP-MII.l) >gi_619352_bbs_153538 CP-MII . 1-serine 
carboxypeptidase [Hordeum vulgare=barley, cv. Alexis, aleurone, 
Peptide, 324 aa] >gi_6093206_emb_CAB58992 . 1_ (X78876) serine 
carboxypeptidase II-l [Hordeum vulgare] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. . 



GI Descrip. 



1430 
2945 
33606 

OJ990913_20.9B18.C4.o7.np 

46154 

2443888 



OJ990913 20.9B18.C4 



Seq. ID 
Strand 

End 53102 
Method AAT/NAP 
End 53102 
Score 891 

46154. .46279, 46374 .. 46479, 46588 .. 46683, 46775 .. 46894, 
47021. .47299, 47346.-. 47473, 47566 .. 47658, 47761 .. 47856, 
47982. .48089, 52832.. 53102 

(AC002294) similar to serine carboxypeptidases [Arabidopsis 
thaliana] 





Seq. No. 


1430 








Seq. ID 


OJ990913_20.9B18.C4 




Gene No. 


2946 








Strand 






Start 


DbZQ / 








End 


59072 




Name 


OJ990913 20 


.9B18 


.C4 .06. 


tc 


Method 


TBLASTX: Cress 




Start 


2244 








End 


3763 




GI 


none 








Score 


67 




Exons 


2244. .2387, 


2257 


. .2340, 


2433. 


.2507, 2443.. 2508, 35'96..3754, 


3 
Ts 




3596.. 3763 












LI 


Seq. No. 


1430 








Seq. ID 


OJ990913_20. 9B18.C4 




Gene No. 


2946 








Strand 




ss? 


Start 


coo yn 








End 


59072 


y 


Name 


OJ990913 20 


. 9B18 


.C4.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


2247 








End 


4030 


Li 


GI 


none 








Score 


107 




Exons 


2247. .2393, 


2248 


. .2394, 


2388. 


.2504, 2401. .2490, 2433. .2504, 






2443. .2508, 


3599 


. .3766, 


3599. 


.3766, 3604. .3777, 3940. .4029, 


; 




3950. .4030 














Seq. No. 


1430' 








Seq. ID 


OJ990913_20. 9B18.C4 




Gene No. 


2946 








Strand 






Start 


58247 








End 


59072 


=sr 


Name 


OJ990913 20 


. 9B18 


.C4.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


2433 








End 


3763 




GI 


none 








Score 


96 




Exons - 


2433. .2507, 


3596 


. .3754, 


3596. 


.3763 






Seq. No. 


1430 








Seq.- ID 


OJ990913_20.9B18.C4 




Gene No. 


2946 








Strand 






Start 


58247 








• End 


59072 




Name 


OJ990913 20 


.9B18 


.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4790 








End 


5727 




GI 


none 








Score 


67 




Exons 


4790. .4987, 


4830 


. .4979, 


5143. 


.5187, 5203. .5394, 5204. .5371, 






5221. .5373, 


5377 


. .5568, 


5410. 


.5607, 5417. .5605, 5638. .5727 




Seq. No. 


1430 








Seq. ID 


OJ990913_20.9B18.C4 




Gene No. 


2946 








Strand 






Start 


58247 








End 


59072 



1504 



Name 

Start 

GI 

Exons 



OJ990913_20< 

4880 

none 

4880. .4987, 
5992. .6336, 
5995. .6321, 
6056. .6235, 
6140. .6307, 
6331. .6627/ 
6430. .6666, 
6826. .7029, 
7018. .7119, 
7174. .7428, 
7174. .7452, 
7456. .7614, 



9B18.C4 .o3.tc 



5143. 
5995. 
5995. 
6062. 
6140. 
6358. 
6433. 
6826. 
7021. 
7174. 
7225. 
7465. 



.5358, 
.6321, 
.6321, 
:6301, 
.6301, 
.6666, 
.6666, 
.6978, 
.7119, 
.7437, 
.7473, 
.7614, 



5503. 
5995. 
5995. 
6068. 
6211. 
6412. 
6718. 
6826. 
7021. 
7174. 
7228. 
7537. 



Method TBLASTX: 
End 7716 
Score 75 

.5607, 5932.. 6048, 

.6321, 5995.. 6324, 

.6345, 5998. .6321, 

.6295, 6068. .6295, 

.6324, 6212. .6325, 

.6663, 6430. .6666, 

.6789, 6721. .6786, 

.7002, 7015. .7119, 

.7119, 7163. .7186, 

.7329, 7174.. 7332, 

.7332, 7231. .7428, 

.7602, 7681. .7716 



Cress 



5947. 
5995. 
6053. 
6136. 
6331. 
6430. 
6823. 
7015. 
7174. 
7174. 
7453. 



,6321, 
,6321, 
,6301, 
,6321, 
,6657, 
,6657, 
,7029, 
,7119, 
,7443, 
,7431, 
.7614, 



Seq. No. 1430 Seq. ID 

Gene No. 2946 Strand 

Start 58247 End 

Name OJ990913_20 . 9B18 . C4 . 06 . tm Method 

Start 5188 End 

GI none Score 

Exons 5188.. 5574, 5201.. 5575 ■ 



OJ990913_20.9B18.C4 
59072 

TBLASTX: Maize 

5575 

208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1430 
2946 
58247 

OJ990913_20. 

5920 

none 

5920. .6321, 
5995. .6369, 
6140. .6310, 
6331. .6525, 
6414. .6515, 
6430. .6657, 



9B18.C4.o4.ts 



6826. 
6872. 
7174. 
7174. 
7537. 



.7029, 
.6979, 
.7482, 
.7200, 
.7614 



5921. 
5995. 
6211. 
6358. 
6415. 
6431. 
6826. 
7015. 
7174. 
7210. 



6307, 
6348, 
6324, 
6666, 
6666, 
6637, 
7107, 
7122, 
7440, 
7323, 



5932. 
6064. 
6212. 
6358. 
6416. 
6718. 
6856. 
7021. 
7174. 
7270. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.6315, 
.6321, 
.6319, 
.6609, 
.6472, 
.6774, 
.7119, 
.7113, 
.7443, 
.7329, 



D OJ990913 20.9B18.C4 



5989 
6068 
6328 
6359 
6418 
6718 
6871 



59072 
TBLASTX: 
7614 
99 

.6369, 
.6148, 
.6621, 
.6448, 
.6666, 
.6771, 
.7029, 



Soybean 



7030. .7119, 
7174. .7413, 
7381. .7440, 



5992. 
6085. 
6328. 
6412. 
6430. 
6826. 
6872. 
7031. 
7174. 
7465. 



.6258, 
.6306, 
.6603, 
.6771, 
.6663, 
.7029, 
.7009, 
.7186, 
.7329, 
.7602, 



Seq. No. 1430 
Gene No. 294 6 

Start 58247 

Name OJ990913_20 . 9B18 . C4 . olO . tm 

Start 5992 
GI none 

Exons 5992.-6354, 5993.. 6295, 5995. 

5995.. 6321, 6140.. 6307, 6232. 
' 6359.. 6514, 6430.. 6666, 6715. 
7015.. 7464, 7016.. 7198, 7103. 
7195. .7428, 7453. .7614, 7456. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6321, 5995 
.6321, 6322 
.6777, 6823 
.7330, 7174 
.7614, 7537 



OJ990913 20.9B18.C4 



59072 

TBLASTX: Maize. 
7614 
92 

6321, 5995. 
6666, 6331. 
7029, 6826. 
7467, 7174. 
7614 



,6195, 
.6627, 
.7029, 
.7437, 



Seq. No. 
Gene No. 
Start 



1430 
2946 
58247 



Seq. ID 

Strand 

End 



OJ990913 20.9B18.C4 



59072 



1505 



3R> ' 



Name 

Start 

GI 

Exons 



OJ990913_20.9B18.C4.o4.tw 

6238 

none 

6238.. 6321, 7211.. 7339, 7534, 
7675. .777*9 



Method TBLASTX : Wheat 
End 777 9 

Score 69 

.7695, 7535. .7681, 7598. .7771, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1430 
2946 
58247 

OJ990913_20 . 9B18.. C4 . o2 . tw 

6412 

none 



Seq. ID OJ990913_20.9B18.C4 
Strand - . . 

.End 
Method 
End 
Score 



59072 

TBLASTX: Wheat 

7113 

135 



6412. .6609, 6647. .6898, 6718. .7077, 7030. .7113 



1430 Seq. ID 

2946 Strand 

58247 End 

OJ990913_20 .9B18.C4.o7. tm Method 

26847 End 

none Score 



OJ990913_20.9B18.C4 
59072 

TBLASTX: Maize 

34238 

157 



26847. .26972, 2 6847 .. 26969, 26876 .. 26971 , 27121 .. 27357 , 
27122. .27358, 27 124 .. 27360, 27179 .. 27358 , 33642 .. 3377 6, 
33652. .33777, 33998.-34234, 33999 .. 34238 / 34000 .. 34236 



1430 
2946 
58247 
OJ99091 
26852 
none 
26852. . 
27122. . 
28834. . 
30041. . 
34000. . 
35396. . 
36120. . 



3 20.9B18.C4 .o2.tc 



26953, 26856. 

27406, 27604. 

28911, 28927. 

^0139, 33654. 

34281, 34004. 

35584, 35397. 

36188, 36124. 



.26972, 
.27900, 
.29034, 
.33776, 
.34282, 
.35543, 
.36180 



Seq. ID OJ990913_20.9B18.C4 
Strand 

^End 59072 

'Method TBLASTX : Cress. 
End 36188 
Score 68 
26864. .26971, 27121 274 14 , 
27618. .27929, 27632 27928 , 
28931. .28993, 3004 0 30138 , ■ 
33700. .33777, 33999 34280, 
34523. .34828, 34528 34827 , 
35399. .35578, 35457 .. 35585 , 



J 

3 



Seq. No. 1430. . Seq. ID 

Gene No. 2946 Strand 

Start 58247 End 

Name OJ990913_20 . 9B18 . C4 . ol . tw Method 

Start 26867 End 

GI none Score 
Exons 



OJ990913_20.9B18.C4 
59072 

TBLASTX: Wheat 

34282 

154 



26867. .26971, 2 68 68 .. 26972, 27121 .. 27429, 27122 274 03, 
27632. .27667, 33672 .. 3377 6, 33693 .. 3377 6,- 33694 .. 337 92 , 
33760. .33780, 33994 .. 34281, 33999 .. 34280, 34001. .34282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1430 
2946 
58247 

OJ990913_20. 9B18.C4.o8.ts 
27272 



none 
27272. 
27623. 
34153. 



,27406, 27274, 
,27754, 27632, 
.34281, 34512. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.27414, ,27274 
.27751, 34150 

.34649, 34523.. 34651, 34528. 



OJ990913 20.9B18.C4 



59072 

TBLASTX: Soybean 
34651 
172 

27429, 27618. .27749, 
34281, 34152. .34280, 
34650 • 



1506 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
"Start 



1430 
2946 
58247 

OJ990913_20. 9B18.C4.o8 .tm 
27739 



none 

27739. 

28835. 

28904. 

35396. 



27897, 
28903, 
29017, 
35578, 



27740. 
28889. 
28924. 
35396. 



.27928, 
.28996, 
.29031, 
.35581 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27741. .27947, 
28899. .29027, 



OJ990913 20.9B18.C4 



1430 
2946 
58247 

OJ990913_20 . 9B18 .C4 . o5 . ts 
27755 



none 

27755. 

28922. 

34654. 

35399. 

1430 
2946 
58247 
OJ990 
37544 
none 
37544 
37740 
37995 
38268 
38606 
39291 
39541 
40438 
41444 
41630 



.27928, 
.28990, 
.34827, 
.35578, 



27759. 
28924. 
34655. 
36120. 



.27929, 
.29034, 
.34828, 
.36179 



913 20.9B18.C4.ol2.tm 



.37588, 
.37829, 
.38123, 
.38363, 
.38677, 
.39365, 
.39621, 
.40533, 
.41530, 
.41668 



37627 
37883 
38055 
38271 
38607 
39296 
39543 
40439 
41448 



.37653, 
.37984, 
.38123, 
.38321, 
.38678, 
.39367, 
. .39623, 
, .40534, 
, .41552, 



1430 
2946 
58247 

OJ990913_20 . 9B18 -C4.o3.tw 
38300 



none 

38300. 

38607. 

39297, 

39543. 

40314, 

41432, 

41628, 

1430 
2946 
58247 



.38365, 38304 

.38678, 38608 

.39365, 39299 

.39623, 40312 

.40367, 40438 

.41530, 41444 

.41675, 41629 



.38363, 
.38679, 
.39367, 
.40347, 
.40533, 
.41530, 
.41676 



59072 

TBLASTX: Maize 
35581 
205 

28834. .28938, 
28903. .29028, 



34639.-34827, 34640 .. 34828, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28834. .28959, 
30040. .30138, 



OJ990913 20.9B18.C4 



59072 

TBLASTX: Soybean 
36179 
175 

28835. .28906, 
30041. .30127, 



35396. .35584, 35397. .35540, 



Seq. ID OJ990913_20.9B18.C4 

Strand 
' End 59072 

Method TBLASTX: Maize 

End 41673 

Score 8 9 
37733. .37801, 37739 .. 37813, 
37918. .37983, 37926. . 37985, 
38056. .38124, 38056. .38124, 
38273. .38365, 38273. .38365, 
38608. .3867 9, 38 608. .3867 9, 
39297. .39365, 39515. .39619, 
40312. .40341, 40314. .40367, 
40467. .40535, 41438. .41530, 
41628. .41669, 41629. . 41673, 



Seq. ID OJ990913_20.9B18.C4 
Strand 

End 59072 

Method TBLASTX: Wheat 

End . 41676 

Score 91 
38309. .38365, 38606. . 38677, 
38608. .38679, 39297. .39365, 
39541. .39621, 39543 .. 39638 , 
40312. .40365, 40313 .. 40366, 
40439. .40534, 404 67 .. 40535 , 
4144 8. .41534, 41628. .41669, 



Seq. ID OJ990913_20.9B18.C4 
Strand 

End 59072 



1507 



Name 

Start 

GI 

Exons 



OJ990913_20.9B18.C4.o3.ts 

43477 

none 



Method TBLASTX : Soybean 



End 
Score 



44199 
199 



43477. .43599, 43478 43600, 43479 43598 , 43514 .. 43600,. 
43689. .43814, 43689 43817, 43690 .. 43818 , 44076 44183, 
44099. .44197, 44 116 .. 44 199, 44116. .44199 



Seq. No. 1430 Seq. ID 

Gene No. 294 6 Strand 

Start . 58247 End 

Name OJ990913_20. 9B18 .C4-.o5.tm Method 

Start 43477 End 

GI none Score 

Exons 43477. .43599, 43479. . 43607, 43479.-43598, 43543 

43689. .43817, 4368 9 .. 43817 , 43690 .. 43818 , 44084 

44098. .44256, 45399 .. 454 91, 45402 .. 454 91, 45403 

45403. .45498, 45511.. 45564 



OJ990913 20.9B18.C4 



59072 

TBLASTX: Maize 
45564 
207 



.43611, 
.44257, 
.45495, 



n 

if 



j 

J 

3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1430 
2946 
58247 

OJ990913_20.9B18.C4.o5.tc 
43477 
none 
43477 
43689 



End 

Method 
End 
Score 

43599, . 43478. .43600, 43479 .. 43598, 43657 
43817, 43690. .43824, 43694 43819, 44084 



Seq. ID OJ990913_20.9B18.C4 
Strand 

59072 

TBLASTX : Cress 
45489 
195 

43818, 
44257, 



44105. .44251, 4 4 116 4 4253, 45391 .. 45489, 45396. .45488 



1430 
2946 
58247 

OJ990913_20.9B18.C4.ol.ts 

46163 

none 

46163. .46300, 4 6164 .. 4 6304 , 
46590. .46685, 4 6594 4 6716, 
47066. .47173, 47091 .. 47192, 
47353.-4.7475, 47382 47477 , 
47721. .47858, 47744.-47854, 
52830. .53021, 52831.. 52986 

1430 
2946 
58247 

OJ990913_20.9B18.C4.o4.tm 
46163 
none 
46163 
46588 

1430 
2946 
58247 

OJ990913_20.9B18.C4.ol.tc 

46389 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990913 20.9B18.C4 



59072 

TBLASTX : Soybean 
53021 
118 

46371. .46481, 46372.-46482, 
46769. .46921, 46777 46908 , 
47177. .47299, 47211 47300, 
47561.^7659, 47565.-47 672, 
48028. .'48090, 48035 .. 48091, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



46297, 46209. .46298, 46371 .. 46481, 46384 
46689, 46590. .46688, 4 6760 .. 4 6894 , 46777 



OJ990913_20.9B18.C4 
59072 

TBLASTX: Maize 

46894 

112 

46482, 
46893 



Seq. ID OJ990913_20.9B18.C4 
Strand 
End 

Method 
End 
Score 



59072 

TBLASTX: Cress 

47660 

58 



46389. .46481, 4 6588 4 6686, 4 6590 .. 4 6685, 46775 4 6909, 



1508 






46777. .46908, 47060. 


.47299, 


47073. .47300, 47353. .47475, 






47382. .47477, 47561. 


.47659, 


47565. .47660 




Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18 


,C4 


Gene No. 


2946 




Strand 






Start 


58247 




End 


59072 




Name 


OJ990913 20.9B18.C4. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


47198 




End 


48091 




GI 


none 




Score 


149 




Exons 


47198. .47299, 47199. 


.47297, 


47353. .47475, 4 7382 .. 47477 , 






47561. .47659, 47561. 


.47659, 


47565. .47672, 4 7762 .. 478 63, 






47763.-47858, 47953. 


.48090, 


47954. .48091 




Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18 


.C4 


Gene No. 


2946 




Strand 






Start 


58247 




End 


59072 




Name 


OJ990913 20.9B18.C4. 


o7.tc 


Method 


TBLASTX: Cress 




Start 


47962 




End 


52997 




GI 


none 




Score 


91 




Exons 


47962. .48090, 47966. 


.48109, 


52830. .52997, 52831. .52986 




Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18 


.C4 


Gene No. 


2946 




Strand 






Start . 


58247 




End 


59072 




Name ' 


OJ990913 20.9B18.C4. 


o!3 . tm 


Method 


TBLASTX: Maize 




Start 


52830 




End 


52997 




GI 


none 




Score 


114 




Exons 


52830. .52997, 52831. 


.52983 








Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18 


,C4 


Gene No. 


2946 




Strand 






Start 


58247 




End 


59072 




Name 


OJ990913 20.9B18.C4. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


58247 




End 


58570 




GI 


none 




- Score 


130 




Exons 


58247. .58399, 58248. 


.58400, 


58403. .58477, 584 18 .. 58456, 






58466. .58525, 58529. 


.58570 








Seq . No . 


1430 




Seq. ID 


OJ990913^20.9B18 


.C4 


Gene No.. • 


2946 




Strand 






Start 


58247 




End 


59072 




Name 


OJ990913 20.9B18.C4. 


o9.gs 


Method 


GENSCAN 




Start 


58247 




End 


59048 




GI 


none 




Score 


.65 




Exons 


58247. .59048 










Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18 


.C4 


Gene No. 


2946 




Strand 






Start 


58247 




End 


59072 




Name 


OJ990913 20.9B18.C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


58250 




End 


58588 




GI 


none 




Score 


221 




Exons 


58250. .58486, 58250. 


.58477, 


58469. .58588, 58475.. 58588 




Seq. No. 


1430 




Seq. ID 


OJ990913_20. 9B18 


.C4 


Gene No. 


2946 




Strand 






Start 


58247 




End 


59072 





1509 




Name 


OJ990913 20.9B18.C4 


. 08 . gp 


Method 


AAT/GAP 


Start 


58371 




End 


58818 


GI 


none 




Score 


852 


Exons 


58371. .58818 








Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18.C4 


Gene No. 


2946 




Strand 




OLail 


Rft 94 1 




End 


59072 


Name 


OJ990913 20.9B18.C4 


.o9.ts 


Method 


TBLASTX: Soybean 


Start 


58542 




End 


58805 


GI 


none 




Score 


89 


Exons 


58542. .58628, 58544 


. .58651, 


58652. .58717, 587 42 .. 58804 , 




58743. .58805 








Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18.C4 




9 QA 




Strand 




Start 


58247 




End 


59072 


Name 


OJ990913 20.9B18.C4 


.oll.tm 


Method 


TBLASTX: Maize 


Start • 


58598 




End 


58787 


GI 


none 




Score 


178 


Exons 


58598. .58786, 58598 


. .58786, 


58608. .58787 


Seq. No. 


1430 




Seq. ID 


OJ9.90913_20.9B18.C4 




9 QA G 




Strand 




Start 


58247 




End • 


59072 


Name 


OJ990913 20.9B18.C4 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


58788 




End 


59072 


GI 


none 




Score 


338 


Exons 


58788. .59072, 58790 


. .59071 






Seq. No. 


1430 




Seq. ID 


OJ990913_20.9B18.C4 




9 cm a 




Strand 




Start 


58247 




End 


59072 


Name 


OJ990913 20.9B18.C4 


. o7 . ts 


Method 


TBLASTX : Soybean 


Start 


58848 




End 


59054 


GI 


none 




Score 


141 


Exons 


58848. .58976, 58850 


. .59053, 


58851. .59054 


Seq. No. 


1431 




Seq. ID 


OJ990713_11.9B12.C1 


uene lno . 


9 QA 1 

c. j H, f 




Strand 


+ 


Start 


128 




End 


223 


Name 


OJ990713 11.9B12.C1 


.ol.gs 


Method 


GENSCAN 


Start 


128 




End 


223 


GI 


none 




Score 


.95 


Exons 


128. .223 








Seq. No. 


1432 




Seq. ID 


OJ990713JL1.9B12.C2 


Gene No. 


2948 




Strand 


+ 


Start 


330 




End 


437 


Name 


OJ990713 11.9B12.C2 


.ol.gp 


Method 


AAT/GAP 


Start 


330 


End 


437 


GI 


7406 1.R1084 




Score 


142 


Exons 


330. .437 








GI Descrip. 


? 1122315/emb|CAA63901| 7 . Oe 


-10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 






Seq. No. 


1433 




Seq. ID 


OJ990713_11.9B12.C4 



1510 




Gene No. 


2949 


Strand 




Start 


257 


End 


i ft ft ^ 


Name 


OJ990713 11.9B12.C4.ol.np 


Method 


AAT/NAP 


Start 


257 


End 


1885 


GI 


6539588 


Score 


212 


Exons 


257. .297, 1594. .1885 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


1434 


Seq. ID 


OJ990713 


Gene No. 


2950 


Strand 




Start 


- 1326 


End 


7728 


Name 


OJ990713 11.9B12.C6.ol.gs 


Method 


GENS CAN 


Start 


1326 


End 


7728 


GI 


none 


Score 


.66 



Exons 1326. .1450, 1553. .1595, 2674. .2726, 2772. .2976, 4233. .4441, 

5621. .5844, 7523. .7728 





Seq. No. 


1435 


Seq. ID 


OJ990713_11.9B12.C7 • 




Gene No. 


2951' 


Strand 


+ 




Start 


1324 


End 


1800 




Name 


OJ990713 11.9B12.C7.ol.gs 


Method 


GENSCAN 




Start 


132.4 


End 


1800 




GI 


none 


Score 


.96 


H 

*a or 


Exons 


1324. .1410, 1679. .1800 






' 


Seq. No. 


1436 


Seq. ID 


OJ990713_11.9B12.C8 


I.: : 


Gene No. 


2952 


Strand 


+ 


n \ 


Start 


328 


End 


1895 


•': 


Name 


OJ990713 11.9B12.C8.ol.np 


Method 


AAT/NAP 




Start 


328 


End 


1892 


:. *~5 


GI 


3377812 


Score 


123 




Exons 


328. .408, 1418. .1493, 1573.. 


1793, 1826 


. .1892 


i y 


GI Descrip. 


(AF076275) contains similarity to heavy-metal-associated domain 






containing proteins (Pfam: HMA.hm, score: 12.02) [Arabidopsis 


:. ; 




thaliana] 






'*-.: 
i- 


Seq. No. 


1436 


Seq. ID 


OJ990713_11.9B12.C8 




Gene No. 


2952 


Strand 


+ 


"t =? 


Start 


328 


End 


1895' 




Name 


OJ990713 11.9B12.C8.o2.gs 


Method 


GENSCAN 


=: J 


Start 


1268 


End 


1895 




GI 


none 


Score 


.9 




Exons 


1268. .1321, 1418. .1493, 1573 


. .1895 






Seq. No. 


1437 • 


Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2953 


Strand 






Start 


270 


End 


2886 




Name 


OJ990713 11.9B12.C9.ol.np 


Method 


AAT/NAP 




Start 


270 


End 


2476 




GI 


4455287 


Score 


332 




Exons 


270.. 434, 1135.. 1225, 1263.. 


1362, 1452 


..1616, 2342. .2476 




GI Descrip. 


(AL035527) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2953 


Strand 


+ 




Start 


270 


End 


2886 




Name 


OJ990713 11.9B12.C9.ol.gs 


Method 


GENSCAN 



1511 




Start 


303 


End 


2886 




GI 


none 


Score 


.9 




Exons 


303. .434, 1452. .1616, 2558 


..2635, 2788 


. .2886 




Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12. 


C9 


Gene No. 


2953 


Strand 


+ 




Start 


270 


End 


2886 




Name 


OJ990713 11. 9B12.C9.ol.gp 


Method 


AAT/GAP 




Start 


1135 


End 


1653 




GI 


LIB3433-060-P1-K1-D2 


Score 


544 




Exons 


1135. .1225, 1310.. 1362, 1452. .1653 






GI Descrip. 


■4455287/emb|CAB36823.1| 4 


.Oe-27 (AL035527) putative protej 


[Arabidopsis thaliana] ' 








Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12. 


C9 


Gene No. 


2953 ■ 


Strand 


+ 




Start 


270 


End 


2886 




Name 


OJ990713 11.9B12.C9.o2.np 


Method 


AAT/NAP 




Start 


2352 


End 


2877 




GI 


4038034 


Score 


311 




Exons 


2352.-2459, 2558. .2635, 2788. .2877 






GI Descrip. 


(AC005936) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12 


C9 


Gene No. 


2954 


Strand 


+ ' 




Start 


3547 


End 


4253 




Name 


OJ990713 11. 9B12.C9.o2.gs 


Method 


GEN SCAN 




Start 


3547 


End 


4253 




GI 


none 


Score 


1 




Exons 


3547.. 3995, 4097.. 4253 








Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12 


.C9 


Gene No. 


2955 


Strand 






Start 


5721 


End 


6797 




Name 


OJ990713 11. 9B12.C9.o3.gs 


Method 


GEN SCAN 




Start 


5721 


End 


6797 




GI 


none 


Score 


.94 




Exons 


5721.. 6797 








Seq. No/ 


1437 


Seq. ID 


OJ990713_11.9B12 


.C9 


Gene No. 


2955 


Strand 






Start 


5721 


End 


6797 




Name 


OJ990713 11.9B12.C9.o3.np 


Method 


AAT/NAP 




Start 


5736 


End 


■ 6747 




GI 


4406768 


Score 


608 




Exons 


5736.. 6361, 6398.-6747 








GI Descrip. 


(AC006836) putative steroid sulfotransf erase [Arabidopsis 




thaliana] 








Seq. No. 


1437 


Seq. ID 


OJ990713_11.9B12 


.C9 


Gene No. 


2956 


Strand 






Start 


8218 


End 


12256 




Name 


OJ990713 11. 9B12.C9.o3.ts 


Method 


TBLASTX : Soybean 




Start 


342 


End 


1619 




GI 


none 


Score 


91 




Exons 


342. .437, 357. .434, 1135.. 


1239, 1143.. 


1223, 1303.. 1434, 






1449. .1619, 1449. .1616 









1512 






Seq. No. 


1437 








Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2956 








Strand 






Start 


8218 








End 


12256 




Name 


OJ990713 11 


.9B12. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


342 








End 


1619 




GI 


none 








Score 


107 




Exons 


342. .437, 348. .419, 1135. .1224 


, 1137.. 


1226, 1137. .1229, 






1449. .1619, 


1451. 


.1612 










Seq. No. 


1437 








Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2956 








Strand 






Start 


8218 








End 


12256 




Name 


OJ990713 11 


. 9B12 . 


C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


1448 








End 


2874 




GI 


none 








Score 


216 




Exons 


1448. .1609, 


1452. 


.1619, 


2003. . 


2125, 2027.. 2125, 2336.. 2512, 






2337. .2471, 


2552. 


.2590, 


2591. . 


2638, 2773.. 2874 




Seq. No. 


1437 








Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


.2956 








Strand 






Start 


8218 








End 


12256 




Name 


OJ990713 11 


. 9B12 . 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2015 








End 


2877 


J 


GI 


none 








Score 


107 


J 


Exons 


2015. .2125, 


2027. 


.2125, 


2336. . 


2452, 2337. .2462, 2415. .2468, 


i i 

1 I 




2552. .2638, 


2556. 


.2633, 


2558. . 


2635, 2773.. 2877 




Seq. No. 


1437 








Seq. ID 


OJ990713_11. 9B12.C9 




Gene No. 


2956 








Strand 




y 


Start 


8218 








End 


12256 




Name 


OJ990713 11 


. 9B12. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 


u 


Start 


2078 








End 


2874 




GI 


none 








Score 


65 


=; 


Exons 


2078. .2125, 


2336. 


.2518, 


2337. . 


2471, 2552.. 2635, 2557.. 2634, 






2558. .2662, 


2773. 


.2874 










Seq. No. 


1437 








Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2956 








Strand 






Start 


8218 








End 


12256 




Name 


OJ990713 11 


.9B12. 


C9.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


3981 








End 


4184 




GI 


none 








Score 


234 




Exons 


3981. .4184, 


3981. 


.4145, 


3983. . 


4162 ■ 






Seq. No. 


1437 








Seq. ID 


■OJ990713_11.-9B12.C9 




Gene No. 


2956 








Strand 






Start 


8218 








End 


12256 




Name 


OJ990713 11 


.9B12. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


5901 








End 


6695 




GI 


none 








Score 


98 




Exons 


5901. .6131, 


5902. 


.6129, 


6138. . 


6353, 6201.. 6326, 6408.. 6461, 






6456. .6695, 


6493. 


.6561, 


6541. . 


6576 






Seq. No. 


1437 








Seq. ID 


OJ990713_11.9B12.C9 




Gene No. 


2956 








Strand 






Start 


8218 








End 


12256 



1513 






Name 


OJ990713 11 


. 9B12 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


6060 










End 


6315 






GI 


none 










Score 


278 






Exons 


6060. 


.6311, 


6060 


. .6311, 


6061. 


.6315 








Seq. No. 


1437 










Seq. ID 


OJ990713_11.9B12 


.C9 






2956 










Cf r^nH 
jli aiiu 








Start 


8218 










End 


12256 






Name 


OJ990713 11 


. 9B12 


.C9.o6. 


tm 


Method 


TBLASTX: Maize 






Start 


6418 










End 


6636 . 






GI 


none 










Score 


147 






Exons 


. 6418. 


.6636, 


6420 


. .6635 












Seq. No. 


1437 










Seq. ID 


OJ990713_11. 9B12 


.C9 






2956 










on aiiu 








Start 


8218 










End 


12256 






Name 


OJ990713 11 


. 9B12 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


6420 










End 


6629 






GI 


none 










Score 


101 






Exons 


6420. 


.6551, 


6420 


. .6629, 


6421. 


.6591 








Seq. No. 


1437 










Seq. ID 


OJ990713JL1. 9B12 


.C9 






2956 










Strand 








Start 


8218 










End 


12256 




; -3 


Name . 


OJ990713 11 


. 9B12 


.C9.o4. 


gs 


Method 


GENS CAN 






Start 


8218 










End 


12147 




:= U 


GI 


none 










Score 


.84 






Exons 


8218. 


.8235, 


8459 


. .8588, 


8778. 


.9430, 9516.. 10017, 11966. 


.12147 


.U 


Seq. No. 


1437 










Seq. ID 


OJ990713_11. 9B12 


.C9 




Gene No. 


2956 










Strand 






— 


Start 


8218 










End 


12256 






Name 


OJ990713 11 


. 9B12 


.C9.o4. 


np 


Method 


AAT/NAP 






Start 


8409 










End 


12256 






GI 


6686402 








Score 


803 






Exons 


8409. 


.8676, 


8778 


. .9033, 


9103. 


.9806, 12154.. 12256 




i~z 
. 1 


GI Descrip. 


(AC007234) 


F1E22 


.16 [Arabidopsis thaliana] 






Seq. No. 


1437 










Seq. ID 


OJ990713_11.9B12 


.C9 






2956 










Strand 








Start 


8218 










End 


12256 






Name 


OJ990713 11 


. 9B12 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


8760 










End 


9358 








none 










Score 


65 






Exons 


8760. 


.8903, 


8780 


. .8917, 


8975. 


.9004, 9104.. 9358 






Seq. No. 


1437 










Seq. ID 


OJ990713_11.9B12 


.C9 




Gene No. 


2956 










Strand 








Of -a v-4- 
O Lai U 


8218 










End 


12256 






Name 


OJ990713 11 


.9B12 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


8858 










End 


9815 






GI 


none 










Score 


40 






Exons 


8858. 


.8887, 


8859 


. .8888, 


8888. 


.8917, 8945. .9022, 8946:. 9023, 






9104. 


.9439, 


9207 


. .9428, 


9525. 


.9647, 9675.. 9815 






Seq. No. 


1437 










Seq. ID 


OJ990713_11.9B12 


.C9 




Gene No. 


2956 










Strand 







1514 




Start 


8218 


End 


12256 






Name 


OJ990713 11.9B12.C9.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


9200 


End 


9457 






GI 


none 


Score- 


139 






Exons 


9200.. 9457, 9207.. 9431, 9317 


'. .9433 








Seq. No. 


1437 


Seq. ID 


OJ990713 


_11.9B12 


.C9 


Gene No. 


2956 


Strand 








btarr 


8218 


End *- ■ 


i o o q a 






Name 


OJ990713 11.9B12.C9.o5.np 


Method 


AAT/NAP 






Start 


11873 


End 


12256 






GI. 


5734635 


Score 


386 






Exons 


11873. .12256 










GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1438 


Seq. ID 


OJ990713 


_11.9B12 


.C10 


Gene No. 


2957 


Strand 


+ 






Start 


240 


End 


1363 






Name 


OJ990713 11.9B12.C10.ol.gs 


Method 


GENSCAN 






Start 


240 


End 


1363 






GI 


none 


Score 


.73 






Exons 


240. .309, 311. .486, 578. .742, 1143. .1363 






Seq. No. 


1438 


Seq. ID 


OJ990713 


_11. 9B12 


.C10 


Gene No. 


2958 


Strand 


+ 






Start 


10387 


End 


18062 






Name 


OJ990713 11.9B12.C10.o5.np 


Method 


AAT/NAP 






Start 


10361 


End 


14269 






GI 


6598859 


Score 


634 






Exons 


10361. .10845, 11582. .11655, 


11710. .11806, 11950 


. .12326, 






13802. .14269 










GI Descrip. 


(AC010556) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1438 


Seq. ID 


OJ990713 


_11.9B12 


.C10 


Gene No. 


2958 


Strand 


+ 






Start 


10387 


End 


18062 






Name 


OJ990713 11.9B12.C10.o3.gs 


Method 


GENSCAN 






Start 


10387 


End 


18062 






GI 


none 


Score 


.52 






Exons 


10387. .10845, 11989 12303, 


13802. .14259, 14922 


. .15091, 






15142. .15311, 15337. .15489, 


15512. .15762, 15822 


. .15959, 






17999. .18062 










Seq. No. 


1438 


Seq. ID 


OJ990713 


_11.9B12 


.C10 


Gene No. 


2959 


Strand 


+ 






Start 


20309 


End 


23544 






Name 


OJ990713 11.9B12.C10.o5.gs 


Method 


GENSCAN 






Start 


20309 


End 


23544 






GI 


none 


Score 


.8 






Exons 


20309. .20344, 20469 .. 20635, 


20684. .20812, 21362 


. .21460, 






21807. .22182, 22490 .. 22624 , 


23398. .23544 






Seq. No. 


1438 


Seq. ID 


OJ990713 


_11.9B12 


.C10 


Gene No. 


2959 


Strand 


+ 






Start 


20309 


End 


23544 






Name 


OJ990713 11.9B12.C10.o3.gp 


Method 


AAT/GAP 






Start 


22780 


.End 


23109 







1515 





GI 


3107878 


Score 


656 










Exons 


22780. .23109 














Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


. 9B12 


.C10 




Gene No. 


2960 


Strand 












OLoi I 


i 

X 


FnH 

CjLIKJL 


•J .7 1 










Name 


OJ990713 ll.9B12.C10.ol. 


, np Method 


AAT/NAP 










Start 


1 


End 


1022 










GI 


6907086 


Score 


703 










Exons 


1..181, 242. .1022 














GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 










Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


.9B12 


.C10 




Gene No. 


2960 


Strand 














1 


End 


5997 










Name 


OJ990713 ll.9B12.C10.o3. 


, np Method 


AAT/NAP 










Start 


1 


End 


5997 










GI 


6686402 


Score 


341 










Exons 


1..47, 3167. .3688, 3761. 


,.4297, 5055. .5125, 5940. 


.5997 






GI Descrip. 


(AC007234) F1E22.16 [Arabidopsis thaliana] 










Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


. 9B12 


.C10 




Gene No. 


2960 


Strand 










: J 

: sr 




1 


End 


5997 








: J 


Name 


OJ990713 U.9B12.C10.O2. 


. np Method 


AAT/NAP 








: n 


Start 


702 


End 


3650 








in 


GI 


.4680186 


Score 


200 










Exons 


702.. 726, 1955.. 2130, 2601.. 2663, 3379 


. .3650 








*y 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








:3 


Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


. 9B12 


.C10 




Gene No. 


2960 


Strand 










=F 


Start 


1 


End 


5997 










Name 


OJ990713 ll.9B12.C10.o2. 


, gs Method 


GENSCAN 










Start 


2929 


End 


5234 








■ -J 


GI 


none 


Score 


.94 








: as 


Exons 


2929. .3018, 3080.. 3688, 


3767. .4297, 5055. .5234 










Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


. 9B12 


.C10 


J 


Gene No. 


2961 


Strand 










3 


Start 


6343 


End 


7686 










Name 


OJ990713 ll.9B12.C10.o4. 


np Method 


AAT/NAP 










otdl L. 


6343 


End 


7686 










GI 


5922628 


Score 


158 










Exons 


6343.-6576, 7637. .7686 














GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 












gi | 6016861 | dbj | BAA85204 . 


11 (AP000570) hypothetical 


protein 






[Oryza sativa] 














Seq. No. 


1438 


Seq. ID 


OJ990713_ 


11 


.9B12 


.C10 




Gene No. 


2962 


Strand 












Start 


15304 


End 


15982 










Name 


OJ990713 11.9B12.C10.ol. 


gp Method 


AAT/GAP 










Start 


15304 


End 


15982 










GI 


none 


Score 


1250 










Exons 


15304.. 15982 













1516 




Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12, 


.C10 




2963 




Strand 






Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


3161 




End 


3581 




GI 


none 




Score 


132 




Exons 


3161.. 3298, 3308.. 3367, 3383 


.3562, 3386. .3571, 3387. .3581 


Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12. 


. C10 


Gene No. 


2963 




Strand 






Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


,o3. ts 


Method 


TBLASTX : Soybean 




Start 


11986 




End 


12267 




GI 


4286385 




Score 


269 




Exons 


11986. .12267, 11994. 


.12227 








GI Descrip. 


1915974 8.0e-43 (U62329) fructokinase 


[Lycopersicon esculentum] 




>gi_2102693 (U64818) 


fructokinase [Lycopersicon esculentum] 


Seq. No. 


1438 




Seq. ID 


OJ990713JL1.9B12, 


. C10 


Gene No. 


2963 




Strand 






Start 


19762 




End 


20073 . 




Name 


n.TQQfm ^ 11 QR1 9 PI f) 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12015 




End 


14030 




GI 


none 




Score 


409 




Exons 


12015. .12299, 12016. 


. 12297 , 


12031. .12306, 12236. .12304, 






13798. .14028, 13802. 


. 14029, 


13953.. 14030 




Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12. 


. C10 


Gene No. 


2963 




Strand 






Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


14033 




End 


14310 




GI 


none 




Score 


79 




Exons 


14033. .14089, 14037. 


.14105, 


14037. .14084, 14 038 .. 14 106, 






14078. .14278, 14085. 


.14288, 


14089. .14289, 14092. .14310 




Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12, 


■ C10 




2963 




• Strand 






Start 


19762 




End 


, 20073 




Name 


OJ990713 11.9B12.C10 


. o5 . tm 


Method 


TBLASTX: Maize 




■Start 


15282 




End 


15604 




GI-\ 


none * 




Score . 


220 . - 




Exons 


15282. .15452, 15283. 


.15459, 


15569. .15604, 15569. .15604 




Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12, 


,C10 


Gene No. 


2963 




Strand 






Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. o2 . gp 


Method 


AAT/GAP 




Start 


19509 




End 


20037 




GI 


666 4.R1084 




Score 


901 




Exons 


19509.. 20037 











GI Descrip. 1 122106/sp | P02308 | H4_WHEAT 1.0e-33 HISTONE H4 

>gi_70771_pir HSZM4 histone H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi__2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24924_ (X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 -;.-(M17133) histone H4 



1517 




[Arabidopsis thaliana] >gi_168499 (M36659) histon 1 



Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12 


.C10 


Gene No. 


2963 




Strand 


- 




Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. o4 .gs 


Method 


GENSCAN 




Start 


19762 




End 


20073 




GI 


none 




Score 


1 




Exons 


19762. .20073 










Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12 


.C10 


Gene No. . 


2963 




Strand 


- 




Start 


19762 




End 


20073 ' . 




Name 


OJ990713 11.9B12.C10 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


19763 




End 


20029 




GI 


none 




Score 


314 




Exons 


19763. .20029, 19765. 


.20010 








Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12 


.C10 


Gene No. 


2963 




Strand 


- 




Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


19765 




End 


20017 




GI 


none 




Score 


307 




Exons 


19765. .20010, 19766. 


.20017 








Seq. No.' 


1438 




Seq. ID 


OJ990713_11. 9B12 


.C10 


Gene No. 


2963 




Strand 


- 




Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


19765 




End 


20029 




GI 


none 




Score 


423 




Exons 


19765. .20010, 19766. 


.20029 








Seq. No. 


1438 




Seq. ID 


OJ990713_11.9B12 


.C10 


Gene No. 


2963 




Strand 


- 




Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


19765 




End 


20029 




GI 


none 




Score 


390 




Exons . 


19765. .20010, 19766. 


.20029 








Seq. No. 


1438 




Seq. ID 


OJ990713_11. 9B12 


.C10 


Gene No. 


2963 




Strand 






Start 


19762 




End 


20073 




Name 


OJ990713 11.9B12.C10 


. 06 . np 


Method 


AAT/NAP 




Start 


19765' 




End 


20073 




GI 


122106 




Score 


523 




Exons 


19765. .20073 










GI Descrip. 


HISTONE H4 gi | 70771 | pir | | HSZM4 histone 


H4 - maize 






gi|81642|pir| IS06904 


histone 


H4 - Arabidopsis thaliana 





gi|2119028 Ipirl IS60475 histone H4 - garden pea 
gi | 21795 | emb | CAA24 924 | (X00043) histone H4 [Triticum aestivum] 
gi 1 166740 -(M17132) histone H4 [Arabidopsis thaliana] gi U66742 
(M17133) histone H4 [Arabidopsis thaliana] gi 1168499 (M36659) 
histone H4 (H4C13) [Zea mays] 



1518 



Seq. No. 1438 
Gene No. 2964 
Start 20691 

Name OJ990713_11. 9B12.C10.o2.ts 

Start 20691 

GI none 

Exons 20691. .20723, 20781 

21795. .21950, 21808 
22060. .22170, 22487 
23278. .23346, 23437 
23645.. 23734 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_11. 9B12.C10 
23736 

TBLASTX : Soybean 

23736 

68 



20810, 21356. .21460, 21363 .. 214 67 , 

21951, 22021. .22188, 22023 .. 22169, 

22624, 22525. .22623, 23272 2334 6, 

23544, 23440. .23550, 2364 4 23736, 



Seq. No. . 1438 
Gene No. 2964 
Start 20691 

Name OJ990713_11 . 9B12 . C10 . o4 . tm 

Start 22493 
GI none 
Exons 22493. 

23255. 

23437. 

23645. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_11.9B12.C10 
23736 

TBLASTX: Maize 

23725 

189 



.22624, 22494. .22625, 224 95.-2262 6, 22516 .. 22623, 

.23335, 23256. .23339, 23257 .. 2334 6, 23436 .. 23540, 

.23544, 23440. .23547, 234 42 .. 2354 6, 23644 .. 23721, 
.23725 



Lii 



Seq. No. 1439 . Seq. ID 

Gene No. 2965 Strand 

Start 14 6 End 

Name OJ990713_11 . 9B12 . Cll . ol . gs Method 

Start 14 6 End 

GI " none Score 
Exons 



OJ990713_11.9B12.C11 
+ 

6665 
GENSCAN 
6665 
.51 



146. .1017, 1262. .2172, 2389. .2586, 2962. .3112, 3363. .3463, 
3519. .3553, 3638. .4048, 4092. .4390, 4467. .4725, 4818. .5000, 
5066. .5103, 5194. .5325, 5389. .5436, 5441. .5643, 5795. .5921, 
6503. .6665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1439 Seq. ID 

2965 Strand 

14 6 End 

OJ990713_11.9B12.Cll.ol.np Method 

413 End 

5441880 Score 



OJ990713_11.-9B12.C11 
+ 

6665 
AAT/NAP 
5675 
4647 



413. .1416, 1861. .1892, 2151. .2466, 2962. .3112, 3218. 

4970. .5043, 5080.'. 5103, 5194 



3553, 
.5325, 



4092..4390, 4467.-4725, 
5441. .5675 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 1439 Seq. ID OJ990713 

Gene No. 2965 Strand + 

Start 146 End 6665 

Name OJ990713_11 . 9B12 .Cll .ol . gp Method AAT/GAP 

Start 1017 End 1446 

GI 5701669 Score 823 

Exons 1017.. 1446 

GI Descrip. 5441880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST 

corresponds 'to a region of the predicted gene 



11.9B12.C11 



C28952(C62945) 
■ Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



1519 




Seq. No. 


1439 




Seq. ID 


OJ990713_11.9B12.C11 


Gene No. 


2965 




Strand 


+ 


Start 


146 




End 


6665 


Name 


OJ990713 ll.9B12.Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


4218 




■ End 


4717 


GI 


LIB3475-007-P1-K1-G8 




Score 


793 


Exons 


4218. .4390, 4467. .4717 








GI Descrip. 


'5441880/dbj IBAA82378.1 


1 5. 


0e-75 (AP000367) EST C28 952 (C62945 




corresponds to a region 


of 


the predicted gene.; Similar to ma. 




transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 


Seq. No. 


1439 




Seq. ID 


OJ990713_11.9B12.C11 


Gene No. 


2965 




Strand 


+ 


Start 


146 




End 


6665 


Name 


OJ990713 11. 9B12.Cll.o3 


• gp 


Method 


AAT/GAP 


Start 


5780 




End 


6233 


GI 


LIB3431-045-P1-N1-A10 




Score 


868 


Exons 


5780.. 6233 








GI Descrip. 


'544187 6/dbj IAP000367.1 


IAP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) * 


Seq. No. 


1439 




Seq. ID 


OJ990713_11.9B12.C11 


Gene No. 


2966 




Strand 




Start 


5698 




. End 


6595 


Name 


OJ990713 ll.9B12.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


974 




End 


1568 


GI 


none 




Score 


93 


Exons 


974. .1102, 982. .1080, 1136. 


.1222, 1153. 


.1239, 1271. .1372, 




1272. .1433, 1497. .1568 








Seq. No. 


1439 




Seq. ID 


OJ990713_11. 9B12.C11 


Gene No. 


2966 




Strand 




Start 


5698 




End 


6595 


Name 


OJ990713 ll.9B12.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1266 




End 


1646 


GI 


none 




Score 


208 


Exons 


1266. .1460, 1275. .1472, 


14 66. .1585, 1470. .164 6, 1470. .1616 


Seq. No. 


1439 




Seq. ID 


OJ990713_11.9B12.C11 


Gene No. 


2966 




Strand 




Start 


5698 




End 


6595 . " " * 


Name 


OJ990713 ll.9B12.Cll.o2 


.np 


Method 


AAT/NAP 


Start 


5698 




End 


6595 


GI 


6721543 




Score 


107 


Exons 


5698.. 5814, 6467.. 6595 








GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1439 




Seq. ID 


OJ990713_11.9B12.C11 


Gene No. 


2966 




Strand 




Start 


5698 




End 


6595 


Name 


OJ990713 ll.9B12.Cll.o4 


.gp 


Method 


AAT/GAP 


Start 


6176 




End 


6581 


GI 


7406 1.R1084 




Score 


656 


Exons 


6176. .6581 








GI Descrip. 


'1122315/emb|CAA63901 | 


7.0e 


-10 (X94191) 


heat shock protein 17 



[Pennisetum glaucum] ' 



1520 



Seq. No. 1440 Seq. ID OJ990713 

Gene No. 2967 Strand + 

Start 3696 End 3896 

Name OJ990713_11 . 9B12 . C12 . o2 . gp Method AAT/GAP 

Start 3696 End 3896 

GI 2227_1.R1084 Score 301 

Exons 3696.-3896 

GI Descrip. ' 6006355/dbj | AP000559 . 1 1 AP000559 



11.9B12.C12 



2.0e-56 Oryza sativa genomic 





DNA, chromosome 6, clone : P04 93C11 1 




Seq. No. 


1440 




Seq. ID 


OJ990713 


Gene No. 


2968 




Strand 


+ 


Start 


4096 




End 


4753 


Name 


OJ990713 11. 


9B12.C12.o2.gs 


Method 


GENSCAN 


Start 


4096 




End 


4753 


GI 


none 




Score 


. 64 


Exons 


4096. .4144, 


4515. .4753 






Seq. No. 


1440 




Seq. ID 


OJ990713 


Gene No. 


2969 




Strand 


+ 


Start 


7194 




End 


12342 


Name 


OJ990713 11. 


9B12.C12.ol.np 


Method 


AAT/NAP 


Start 


7194 




End 


12342 


GI 


2829910 




Score 


1404 • 


Exons 


7194. .7248, 


7324. .7418, 8275.-8364, 8466. .8552, 




9272. .11243, 


11368. .12094, 


12190. .12342 



GI Descrip. 



8648. .8775, 

(AC0022 91) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



i,l Seq. No. 

Gene No. 

[ y Start 

: L Name 

U start 

H GI 

y : Exons 

.it GI Descrip. 



1440 Seq. ID 

2969 Strand 
7194 End 
OJ9907 13_11 . 9B12 . C12 . o2 . np Method 
8275 End 
6227017 Score 
8275. .8364, 8466. .8552, 8648. .8842, 9270. .10902, 10942 1124 9, 
11450. .11596, 11736. .12094, 12190. .12274 

(AC009513) Contains PF| 00169 Pleckstrin homology domain, 6 

PF| 00415 Regulator of chromosome condensation (RCC1) domains and 

a PF| 01363 FYVE Zinc finger domain. [Arabidopsis thaliana] 



OJ990713_11.9B12.C12 
+ 

12342 
AAT/NAP 
12274 
1386 



Seq. No. 1440 
Gene No. 2970 
Start 14755 

Name OJ9907 1 3_11 . 9B12 . C12 . o5 . gs 

Start 14755 
GI none 
Exons 14755. 

16115. 

17620. 



14808, 15063. 
16258, 16365, 
18107 



.15223, 
.16423, 



Seq. ID OJ990713_11.9B12.C12 

Strand + 

End 18107 

Method GENSCAN 

End 18107 

Score .77 
15557. .15756, 15923 .. 16047, 
16494. .17255, 17377 .. 17522, 



Seq. No. 1440 

Gene No. 2971 

Start 21686 

Name OJ990713_11 . 9B12 . C12 . 06 .np 

Start .21686 



Seq. ID OJ990713_11.9B12.C12 

Strand + 

End 26794 

Method AAT/NAP 

End 26742 



1521 



GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name- 
Start 
GI 

Exons 

GI Descrip. 



4680186 Score . 369 

21686. .21834, 25646 25701, 26542.-26742 
(AF111709) unknown [Oryza sativa subsp. indica] 



1440 
2971 
21686 

OJ990713_11.9B12.C12.o5.np 
25055 
6721512 
25055. .25178, 26767.. 26794 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990713_11.9B12.C12 

Strand + 

End 26794 

Method AAT/NAP 

End 26794 

Score 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



. »* Start 
. s3t Name 



iy 



Start 
GI 

Exons 

GI Descrip. 



pfi Seq. No. 

5 ^ Gene No. 

L start 

O Name 
Start 

j.A GI 

, Exons 

|;f? GI Descrip. 



1440 
2972 
27626 

OJ990713_11 . 9B12 . C12 . o7 . np 
27626 
4680185 
27626. .28059 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990713_11.9B12.C12 

Strand + 

End 28059 

Method AAT/NAP 

End 28059 

Score 493 



1440 
2973 
32207 

OJ990713_11 . 9B12 . C1'2 . 08 . np 
32207 
6721547 
32207. .32291 

(AP001073) Similar to Oryza sativa gene for Pib. 



Seq. ID OJ990713_11.9B12.C12 

Strand + 

End 32291 

Method AAT/NAP 

End 32291 

Score 96 



(AB013448) 



1440 Seq. ID 

2974 Strand 

32207 End 32313 

OJ990713JL1 . 9B12 . C12 . olO . np Method AAT/NAP 

32207 End 32313 

6721547. Score 100 
32207. .32313 

(AP001073) Similar to Oryza sativa gene for Pib 



OJ990713_11.9B12.C12 
+ 



(AB013448) 



□ Seq. No. 1440 

Gene No. * 2975 

Start 1803 

Name OJ990713_11 . 9B12 . C12 . ol . gp 

Start 669 

GI LIB3474-009-P1-K1-F11 

Exons 669.. 797 

GI Descrip. ■ 4455244 /emb | CAB36743 . 1 1 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990713_11.9B12.C12 
Strand 

End 3040 

Method AAT/GAP 

End 7 97 

Score 222 



Seq. No. 1440 

Gene No. 2975 

Start 1803 

Name OJ990713_11 . 9B12 . C12 . ol . gs 

Start 1803 

GI none 

Exons 1803.. 1839, 1913. .2034, 2102. 



Seq. ID OJ990713_11.9B12.C12 
Strand 

End 3040 

Method GENSCAN 

End 3040 

Score .72 
.2286, 2875.. 3040 



1522 



Us 

rU 



'"'■4 

i -. 



O fci q . LN U . 


1 4 4 D 

x H 4 U 




Seq. ID 


OJ990713_11.9B12 


C12 


Gene No. 


2976 




Strand 






Start 


5130 




End 


8017 




Name 


OJ990713 11. 


9B12.C12.o3.gs 


Method 


GENSCAN 




Start 


5130 




End 


8017 




GI 


none 




Score 


.51 




Exons 


5130. .5169, 


5430.. 5663, 6502 


..6760, 8011. .8017 




Seq. No. 


1440 




Seq. ID 


OJ990713_11.9B12 


.C12 . 


Gene No. 


. 2977 




Strand . 






O Lai U 






End 


27959 




Name 


OJ990713 11. 


9B12.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


9537 




End 


10670 




GI 


none 




Score 


45 




Exons 


9537. .9596, 


9591.. 9893, 9654 


..9752, 9708. .9893, 9960. .10076, 




9978. .10016, 


9981- -10073; 10005.. 10172 


, 10140. .10574, 






10146. .10427 


, 10280. .10573, 


10527.. 10670 




Seq. No. 


1440 




Seq. ID 


OJ990713JL1.9B12 


-C12 


Gene No. 


2977 




Strand 








1 3U J J 




End 


27959 




Name 


OJ990713 11. 


9B12.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9549 




End 


10706 




GI 


none. 




Score 


47 




Exons 


9549.. 9596, 


9654.-9857, 9663 


..9893, 9705.. 9881, 9861. .9887, 




9972. .10172, 


9981. .10073, 10026.. 10178 


, 10209. .10523, 






10212. .10706 


, 10218. ,10427, 


10283. .10705, 10523.. 10660 




Seq. No. 


1440 




Seq. ID 


OJ990713JL1.9B12 


.C12 


Gene No. 


2977 




Strand 






D L. d X* t. 


1 QORS 

1 JUJ J 




End 


27959 




Name 


OJ990713 11. 


9B12.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


9600 




End 


10676 




GI 


none 




Score 


565 




Exons 


9600. .10184, 


9602. .9718, 9923. .10177, 


9953.. 10186, 9984 


. .10187, 




10209. .10334 


, 10278. .10553, 


10451. .10666, 10466. .10648, 






10473. .10676 










o c q • IN (J • 


1440 

J.44U 




Seq. ID 


OJ99.0713_11.9B12 


.C12 


Gene No. 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11. 


9B12.C12.o5.tm 


Method 


TBLASTX: Maize 




Start 


10677 




End 


10877 




GI 


none 




Score 


231 




Exons 


10677. .10877 


, 10679. .10753, 


10731. .10868 




Con Mo 
o c q • LN u ■ 


1440 




Seq. ID 


OJ990713JL1.9B12 


.C12 


Gene No. 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11. 


9B12.C12.o3.ts 


Method 


TBLASTX : Soybean 




Start 


10710 




End 


10892 




GI 


none 




Score 


216 




Exons 


10710. .10892 










Seq. No. 


1440 




Seq. ID 


OJ990713_11.9B12 


-C12 


Gene No. 


2977 




Strand 







1523 




Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


16944 




End 


22573 




GI 


none 




Score 


38 




Exons 


16944. .16961, 16979. 


.17065, 


22118. .22354, 22128 .. 22193, 






22133. .22348, 22236. 


.22352, 


22391. .22573, 22392.. 22565 




Seq. No. 


1440 




Seq. ID 


OJ990713JL1. 9B12 


• C12 


Gene No. 


2977 




Strand ■ 






Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. o3.np 


Method 


AAT/NAP 




Start 


18752 




End 


21871 




GI 


5902445 




Score 


3113 ■ 




Exons 


18752. .19993, 20033. 


.21871 








GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




Seq. No. 


1440 




Seq. ID 


OJ990713JL1.9B12 


.C12 


Gene No. 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18761 




End 


19369 




GI . 


T*l PiTl O 




Score 


64 




Exoris 


18761. .18892, 18762. 


.18887, 


18917. .19369, 19113. .19220, 






19269. .19355 










Seq. No. 


1440 




Seq. ID 


OJ990713JL1.9B12 


.C12 


Gene No. 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. o 6 . tm 


Method 


TBLASTX: Maize 




Start 


18797 




End 


19045 




GI 


none 




Score 


149 




Exons 


18797. .18880, 18881. 


.19045 








Seq. No". 


1440 




Seq. ID 


OJ990713_11.9B12 


.C12 


Q@ne No . 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. 06 . gs 


Method 


GENSCAN 




Start 


19055 




End 


27959 




GI 


none 




Score 


.53 




Exons 


19055. .19313, 19395. 


.20138, 


20250. .20428, 20588 21001, • 






21119. .21880, 21968. 


.22144, 


22187. .22436, 22593 23157 , 






23263. .23548, 23595. 


.23894, 


23950. .24 


997, 25042. .25115, 






27452. .27662, 27755. 


.27959 








Seq. No. 


1440 




Seq. ID 


OJ990713_11.9B12 


-C12 


Gene No. 


2977 




Strand 






Start 


19055 




End 


27959 




Name 


OJ990713 11.9B12.C12 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


19493 




End 


19876 




GI 


none 




Score 


185 




Exons 


19493. .19876, 19494. 


.19868 








Seq. No. 


1440 




Seq. ID 


OJ990713_11.9B12 


.C12 


Gene No. 


2977 




Strand 






Start 


19055 




End. 


27959- 




Name 


OJ990713 11.9B12.C12 


. o3 . tm 


Method . 


TBLASTX: Maize 




Start 


19571 




End 


19876 





1524 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
'3 Start 

:f Exons 



y Seq. No. 
3 Gene No. 
J Start 
i Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 



r Li 



none 

19571. .19876, 19572., 

1440 
2977 
19055 

OJ990713_11.9B12.C12, 

20279 

none 

20279. .20542, 20301.. 



Score 



146 



.19859 



Seq. ID OJ990713_11.9B12.C12 
Strand 

27959 

TBLASTX : Soybean 
20662 
65 



End 

Method 
End 
Score 



o5. ts 
20399, 20555.. 20662 



1440 
2977 
19055 

OJ990713_11. 9B12.C12.o6.tw 

20378 

none 

20378. .20458, 20378 .. 20551, 

1440 
2977 
19055 

OJ990713_11 . 9B12 . C12 . o2 . ts 

20876 

none 

20876. .21301, 21117. .21242 



Seq. ID OJ990713_11.9B12.C12 
Strand 

End 27959 

Method TBLASTX : Wheat 

End 20785 

Score 59 
20559. .20765, 20561. .20785 

Seq. ID OJ990713_11.9B12.C12 
Strand 

End 27959 

Method TBLASTX : Soybean 

End 21301 

Score 8 6 



1440 Seq. ID 

2977 Strand 

19055 End 
OJ990713_11 . 9B12 . C12 . o2 . tw Method 

20931 End 

none Score 

20931. .21245, 20933 .. 21355, 20966.. 21355 



OJ990713 11.9B12.C12 



27959 

TBLASTX: Wheat 
21355 
249 



1440 Seq. ID 

2977 Strand 

1.9055 End 
OJ990713_11 . 9B12 . C12 . o4 . tm Method 

21029 End 

none Score . . 

21029 . .21412, 21030 . .21245 



OJ990713_11.9B12.C12 
27959 

TBLASTX: Maize 

21412 

113 



1440 Seq. ID 

2977 Strand 

19055 - End 
0 J990713_ll . 9B12 . C12 . o2 . tm Method 

21440 End 

none Score 

21440. .21796, 214 4 1 . . 21734 , 21494. .21742 



OJ990713 11.9B12.C12 



27959 

TBLASTX: Maize 
21796 
226 



1440 Seq. ID 

2977 Strand 

19055 End 

OJ990713_11 . 9B12 . C12 . ol . tw Method 

21470 * End 

none Score 



OJ990713_11.9B12.C12 
27959 

TBLASTX: Wheat 

21926 

383 



1525 





Exons 


21470. .21925, 21471.. 21926 










Seq. No. 


1440 


Seq. ID 


OJ990713_11. 9B12 


.C12 




Gene No. 


2977 


Strand 








Start 


19055 


End 


27959 






Name 


OJ990713 11.9B12.C12.o4.ts 


Method 


TBLASTX: Soybean 






Start 


21521 


End 


21886 






GI 


none 


Score 


113 






Exons 


21521. .21655, 21662. .21886 










Seq. No. 


1440 


Seq. ID 


OJ990713_11. 9B12 


.C12 




Gene No. 


2977 


Strand 








Start ' 


19055 


End 


27959 






Name 


OJ990713 11.9B12.C12.o4.np 


Method 


AAT/NAP 






Start 


21938 


End 


23775 






GI 


5902444 


Score 


1042 






Exons 


21938. .23775 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


1440 


Seq. ID 


OJ990713_11.9B12 


.C12 




Gene No. 


2977 


Strand 








Start 


19055 


End 


27959 






Name 


OJ990713 11.9B12.C12.o7.tw 


Method 


TBLASTX: Wheat 




'ad 


Start 


23156 


End 


23545 






. GI 


none 


Score 


240 




KJ 

: 1 1 


Exons 


23156.. 23545 








i y 


Seq. No. 


1440 


Seq. ID 


OJ990713_11.9B12 


.C12 




Gene No. 


2977 


Strand 






!. \~S 


Start 


19055 


End 


27959 






Name 


OJ990713 11. 9B12.C12.o3.gp 


Method 


AAT/GAP 






Start 


26294 


End 


26675 




\ y 


GI 


uC-osflcyp033a04bl 


Score 


663 






Exons 


26294. .26675 










GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomi 






DNA, chromosome 1, clone : P0711E10 ' 








Seq. No. 


1441 


Seq. ID 


OJ990713_11.9B12 


.C13 




Gene No. 


2978 


Strand 






,s i 

a cr 


Start 


1 


End 


2958 




* ~~r 
- 


Name 


OJ990713 11.9B12.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2106 






GI 


3281846 


Score 


269 






Exons 


1..134, 1298. .1403, 1653. .1717, 1820.. 


1931, 2068.. 2106 






GI Descrip. 


(AJ006404) late elongated hypocotyl [Arabidopsis thaliana] 




Seq. No. 


1441 


Seq. ID 


OJ990713_11.9B12 


.C13 




Gene No. 


2978 


Strand 








Start 


1 


End 


2958 






Name 


OJ990713 11.9B12.C13.ol.gs 


Method 


GENSCAN 






Start 


25 


End 


2958 






GI 


none 


Score 


8 3 






Exons 


25. .641, 980. .1423, 1656. .1931, 2068.. 


2196, 2445.-2564, 








2878. .2958 










Seq. No. 


1441 


Seq. ID 


-OJ990713_11.9B12 


.C13 




Gene No. 


2978 


Strand 







1526 



Start 
Name 
Start 
GI 

Exons 



OJ990713JL1 . 9B12 . C13 . ol , 

2083 

2428464 

2083.. 2196, 2340.. 2555 



gp 



End 

Method 

End 

Score 



2958 
AAT/GAP 
2555 
594 



Seq. No. 1441 

Gene No. 2979 

Start 7211 

Name OJ9907 13_11 . 9B12 . C13 . o2 , 

Start' 1025 

GI none 

Exons 1025.. 1093, 1026. .1121, 
1179.. 1220, 1241.. 1324, 



tm 



1035. 
1242. 



Seq. ID OJ990713_11.9B12.C13 
Strand 

End 10138 

Method TBLASTX : Mai ze 

End 1328 

Score 83 

.1148, 1051. .1149, 1175. .1219, 
.1328 



Seq. No. 1441 

Gene No. 2979 

Start 7211 

Name OJ990713JL1 . 9B12 . C13 . ol . ts 

Start 1647 

GI none 

Exons 1647.. 1718, 1654.. 1722, 1821. 



Seq. ID OJ990713_11.9B12.C13 
Strand 

End 10138 

Method TBLASTX : Soybean 

End 1934 

Score 69 
.1934, 1825.. 1926 



■>3 

ru 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 



i : i Exons 



Hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ Seq. No. 

□ Gene No. 
Start 
Name 
Start 

GI 

Exons 



1441 
2979 
7211 

OJ990713_11.9B12.C13.ol, 

1651 

none 

1651.. 1722, 1653.. 1718, 

1441 
2979 
7211 

OJ990713_ll.9B12.C13.ol, 

1653 

none 

1653.. 1718, 1663.. 1722, 

1441 
2979 
7211 

OJ990713_11.9B12.C13.o3, 

7211 

none 

7211. .7327, 9365. .9651, 



Seq. ID OJ990713_11.9B12.C13 
Strand 

End 10138 

tm Method TBLASTX : Maize 

End 194 7 

Score 68 
1821. .1934, 1825. .1947 

Seq. ID OJ990713_11.9B12.C13 
Strand 

End 10138 

tc Method TBLASTX: Cress 

End 194 7 

Score 67 
18.-21. .1934, 1825.. 1947 

Seq. ID OJ990713_11.9B12.C13 
Strand 

End 10138 

gs Method GENSCAN 

End 10138 

Score .74 
9656.. 9726, 9903.. 9950, 10039.. 10138 



Seq. No. 1442 

Gene No. 2980 

Start 150 

Name OJ990713_11 . 9B12 . C14 . ol . 

Start 150 

GI none 

Exons 150.. 206, 457.. 631, 668. 



Seq. ID OJ990713_11.9B12.C14 

Strand + 

End 6895 

gs Method GENSCAN 

End 3169 

Score . 64 
.1693, 1824.. 3169 



Seq. No. 
Gene No. 



144-2 
2980 



Seq. ID OJ990713_11.9B12.C14 
Strand + 



1527 



Start 150 End 6895 

Name OJ990713_11 . 9B12 . C14 . ol .np Method AAT/NAP 

Start 1247 - End 6895 

GI 6498441 . Score 6978 

Exons 1247. .2312, 2643. .3106, 3170. .3543, 3727. .3861, 4036. .4462, 

4655. .4951, 5123. .6520, 6614. .6895 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


1442 








Gene No. 


2981 








art 

U Lai L 


7526 








IN dill" 


OJ990713 11 


9B12 


,C14.o6 


. tw 


O Lai L 


1236 ~~ 








GI 


none 










X J L> . * X / X , 


1396 


. .1443, 


1450. 




1531. .1788 








Sea No 


1442 








Con o Nlr^ 


2 98 1 








O L d. X L 


/ .J U 








Name 


0,TQQri71 ^11 
^ y\j f x _j xx. 


93X2 


. C14 . o4 


. tm 


Start 


1401 ~~ 


















Exons 


1401.. .1685, 


1438 


. .1686 




Spa No 


1442 










2981 








o L-ciX U 


i \j 








IN a. ill" 


OJ990713 11 

W U _/ W / -1 > XX. 


9B12 


C14 . o3 


. tw 


Start 


2527 ~ 








o x 


none 








Exons 


2527. .2664, 


2528 


. .3013, 


2722. 


Seq. No. 


1442 










2981 








q-j- 

O u ai u 


7526 








IN CllLIC 


OJ990713 11 


9B12 


.C14 . ol 


. tw ' 


Start 


3177 ~" 








rij 


none 








Exons 


3177. .3620, 


3178 


. .3633, 


-3179. 


Seq. No. 


1442 








Gene No. 


2981 








Start 


7526 








Name 


OJ990713 11. 


9B12 


.C14.o3 


.ts 


Start 


3218 








GI 


none 








Exons 


3218. .3442, 


3449 


. .3583 




Seq. No. 


1442 








Gene No. 


2981 








Start 


7526 








Name 


OJ990713 11-. 


9B12 


.C14.ol 


.tm 


Start 


3308 








GI 


none 









OJ990713_11.9B12.C14 
9936 

TBLASTX: Wheat 
1788 
34 

,1548, 1455. .1556, 1515. .1754, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2982 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_11.9B12.C14 
9936 

TBLASTX: Maize 

1686 

192 



OJ990713_11.9B12.C14 
9936 

TBLASTX: Wheat 

3013 

408 



OJ990713_11.9B12.C14 
9936 

TBLASTX: Wheat 

3640 

215 



.3640., 3179. .3634 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990713_11.9B12.C14 
9936 

TBLASTX : Soybean 

3583 

115 



OJ990713_11.9B12.C14 
9936 

TBLASTX : Maize 

3664 

392 



1528 




Exons 


3308. .3664, 


3343 


. .3654, 


3359. 


.3664 




Seq. No. 


1442 








Seq.. .ip„ 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9.936 


Name 


OJ990713 11. 


9B12 


.C14 .o2 


. tm 


Method 


'TBLASTX: Maize 


Start 


3691 








End 


4075 


GI 


none 








Score 


364 


Exons 


3691. .4056, 


3692 


. .4075 








Seq. No. 


1442 








Seq. ID. 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .o2 


. tw 


Method 


TBLASTX: Wheat- 


Start 


3748 








End 


4164 


GI 


none 








Score 


484 


Exons 


3748. .4164, 


3749 


. .4162 








Seq. No. 


1442 








Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .ol 


,ts 


Method 


TBLASTX: Soybean 


Start 


3827 








End 


4198 


GI 


none 








Score 


. 267 


Exons 


3827. .4198. 












Seq. No. 


1442 








Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


4799 








End 


5257 


GI 


none 








Score 


237 


Exons 


4799. .5053, 


4823 


. .5074, 


4888. 


.5073, 5108. .5257, 5119. .5256 


Seq. No. 


1442 








Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .o2 


.ts . 


Method 


TBLASTX : Soybean 


Start 


4946 








End . 


5512 


GI 


5666795 








Score 


68 


Exons - 


4946. .5044, 


5120 


. .5257, 


5312. 


.5512 




GI Descrip. 


4206306 2.0e 


j-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


1442 








Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .08 


.tw 


Method 


TBLASTX: Wheat 


Start 


5260 








End 


5572 


GI 


none 








Score 


193 


Exons 


5260. .5436, 


5312 


. .5572 








Seq. No. 


1442 








Seq. ID 


OJ990713_11.9B12.C14 


Gene No . 


2981 








Strand 




Start 


7526 








End 


9936 


Name 


OJ990713 11. 


9B12 


.C14 .o3 


. tm 


Method 


TBLASTX: Maize 


Start 


5765 








End 


6127 


GI 


none 








Score 


361 



1529 




Exons 


5765. 


.6088, 


5794 


. .6075, 


5885. 


.6097, 6080.. 6127 


Seq. No. 


1442 










Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 










Strand 




Start 


7526 










End 


9936 


Name 


OJ990713 11, 


.9B12 


.C14.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


5902 










End 


6283 


GI 


none 










Score 


372 


Exons 


5902. 


.5958, 


5903 


. .6283, 


5906. 


.6244, 6004.. 6252 


Seq. No. 


1442 










Seq. ID 


OJ990713_11.9B12.C14 


Gene No. 


2981 










Strand 




Start 


7526 










End 


9936 


Name 


OJ990713 11. 


.9B12 


.C14.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


6284 










End 


6886 


GI 


none 










Score 


265 


Exons 


6284. 


. 6574, 


6286 


. .6594, 


6289. 


.6567, 6760. .6882, 6761. .6886 



1.3 



Seq. No. 


1442 






Seq. ID 


OJ990713 


Gene No. 


2981 






Strand 




Start 


7526 






End 


9936 


Name 


OJ990713 11 


.9B12 


.C14 .o5. tm 


Method 


TBLASTX:! 


Start 


6755 






End 


6901 


GI 


none 






Score 


186 


Exons 


6755. . 6901, 


6760 


. .6894 






Seq. No. 


1442 






Seq. ID 


OJ990713 


Gene No. 


2981 






Strand 




Start 


7526 






End 


9936 


Name 


OJ990713 11 


.9B12 


.C14 .o3.gs 


Method 


GEN SCAN 


Start 


7526 






End 


9921 


GI 


none 






Score 


.66 


Exons 


7526. .8620, 


8677 


..9014, 9228 


..9460, 9555. .9664, 


Seq. No. 


1442 






Seq. ID 


OJ990713 


Gene No. 


2981 






Strand 




Start 


7526 






End 


9936 


Name 


OJ990713 11 


.9B12 


.C14.o2.np 


Method 


AAT/NAP 


Start 


7529 






End 


9936 


GI 


69070.89 






Score 


3503 


Exons 


7529. .9460, 


9555 


..9936 






GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 


Seq. No. 


1443 






Seq. ID 


OJ990713 


Gene No. 


2982 






Strand 


+ 


Start 


1 






End 


2389 


Name 


OJ990713 11 


.9B12 


. C15 . o2 . np 


Method 


AAT/NAP 


Start 


1 






End 


2332 


GI 


5042454 






Score 


265 


Exons 


1..37, 774. 


.936, 


1154. .1272, 


1847.. 2030, 2279.. 


GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


1443 






Seq. ID 


OJ990713 


Gene No. 


2982 






Strand ■ 


+ 


Start 


1 






End 


2389 


Name 


OJ990713 11 


.9B12 


.C15 . ol . gs 


Method 


GEN SCAN 


Start 


253 






End 


2389 



1530 





GI 


none 


Score 


.74 




Exons 


253. .261, 282, .630, 800. .944 


, 1769. .1841, 1941. .2030, 2279. .238 




Seq. No. 


1443 


Seq. ID 


OJ990713_11 . 9B12 . C15 




Gene No. 


2983 


Strand 






Start 


1 


End 






Name 


OJ990713 11.9B12.C15.ol.np 


Method 


AflT /Map 




Start 


1 


End 






GI - 


6907089 


Score 


1 A ft 1 
± *± 0 / 




Exons 


1. .899 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1443 


Seq. ID 


OJ990713_11.9B12.C15 




Gene No. 


2984 


Strand 






Start 


2610 


End 


10085 




Name 


OJ990713 11.9B12.C15.o2.gs 


Method 


GENSCAN 




Start 


2610 


End 


10085 




GI 


none 


Score 


.7 




Exons 


2610. .4004, 4047. .4623, 5667 


..5775, 5924..6531, 6709. .6756, 






6845.. 6982, 7139.. 7226, 7493 


..7643, 7773. .7822, 8156. .8276, 






9014. .9101, 10024. .10085 






=1 


Seq. No. 


1443 


Seq. ID 


OJ990713_11.9B12.C15 


I 

tSf 


Gene No. 


2984 


Strand 




J 


Start 


2610 


End 


10085 




Name 


OJ990713 11. 9B12.C15.o3.np 


Method 


AAT/NAP 


y 


Start 


2613 


End 


6515 


3 


GI 


6539553 


Score 


6639 . 




Exons 


2613.. 6515 






y 


GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 






Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 






[Oryza sativa] 






sr. 


Seq. No. 


1443 


Seq. ID 


OJ990713_11 . 9B12 . C15 


~ - 


Gene No. 


2984 


Strand 






Start 


2610 


End 


10085 


3 


Name 


OJ990713 11.9B12.C15.o2.tw 


Method 


TBLASTX: Wheat 


= 


Start 


2749 


End 


3225 




GI ■ 


none 


Score 


356 


IS? 


Exons 


2749. .3135, 2750. .3133, 2787 


..3134, 3150. .3224, 3152. .3223, 






3154. .3225 








Seq. No. 


1443 


Seq. ID 


OJ990713_11.9B12.C15 




Gene No. 


2984 


Strand 






Start 


2610 


End 


10085 




Name 


OJ990713 11.9B12.C15.o4.ts 


Method 


TBLASTX : Soybean 




Start 


2877 


End 


3218 




GI 


none 


Score 


79 




Exons 


2877. .3086, 2956. .3081, 3105 


..3218, 3112. .3192 




Seq. No. 


1443 


Seq. ID 


OJ990713_11 . 9B12 . C15 




Gene No. 


2984 


Strand 






Start 


2610 


End 


10085 




Name 


OJ990713 11.9B12.C15.o4.tm 


Method 


TBLASTX: Maize 




Start 


3081 


End 


3420 




GI 


none 


Score 


206 



1531 




Exons 


3081. .3419, 


3082. 


.3420 








Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


C15.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3231 ~ 








End 


3576 


GI 


none 








Score 


124 


Exons 


3231. .3575, 


3376. 


.3576 








Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


C15.o3. 


tw 


• Method 


TBLASTX: Wheat 


Start 


3429 








End 


3974 


GI 


none 








Score 


48 


Exons 


3429. .3635, 


3439. 


.3561, 


3630. 


.3974, 3654. .3827 


Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


3510 ~~ 








End 


3975 


GI 


none 








Score 


57 


F.xons 

1_J **. N-/ L X O 


3510 . . 3974, 


3613. 


. 3723, 


3657. 


.3839, .3793. .3975 


Sea. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


CIS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3645 








End 


4109 


GI 


5509260 








Score 


58 


Exons 


3645. .4109, 


3664 . 


.3723, 


3796. 


.3891 




GI Descrip. 














Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


CIS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3756 ~ 








. End 


4016 


GI 


none 








Score 


286 


Exons 


3756. .4016 












Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


CIS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4029 








End 


4784 


GI 


none 








Score 


192 


]T von s 


4029. . 4268, 


4039. 


.4188, 


4046. 


.4276, 4049. .4246, 4297. .4776, 




4320. .4784 












Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12.C15 


Gene No. 


2984 








Strand 




Start 


2610 








End 


10085 


Name 


OJ990713 11 


. 9B12. 


C15.02. 


tc 


Method 


, TBLASTX: Cress 


Start 


4410 








End 


4-817 



1532 




GI 


none 








Score 


116 




Exons 


4410. .4604, 


4617. 


.4817 










Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene No . 


O QQ A 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


4434 








End 


4832 




GI 


none 








Score 


38 




Exons 


4434. .4607, 


4561. 


.4599, 


4608. 


.4832, 4654. .4815 




Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene No . 


O QQ A . 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


4620 








End 


5053 




GI 


none 








Score 


78 




Exons 


4620. .4832, 


4645. 


.4812, 


4826. 


.5053 






Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene No. 










Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4785 








End 


4976 




GI 


none 








Score 


58 




Exons 


4785. .4835, 


4786. 


.4836, 


4838. 


.4975, 4838. .4975, 4839. .4976 


Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene No . 


O QQ A 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o5 


. ts 


Method 


TBLASTX: Soybean 




Start 


4841 








End 


5227 




GI 


none 








Score 


88 




Exons 


4841. .5089, 


5072. 


.5227 










Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene No. 


O QQ A 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


CIS.ol 


. tm 


Method 


TBLASTX: Maize - 




Start 


5254 








End 


5576 




GI 


none 








Score 


383 




Exons 


5254. .5421, 


5255. 


.5569, 


5256. 


.5549, 5256.-5576 




Seq. No. 


1443 








Seq. ID 


OJ990713_11.9B12 


.C15 


Gene no . 


O QQ A 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o2 


.tm 


Method 


TBLASTX : Maize ■ 




Start 


6073 








End 


6386 




GI 


none 








Score 


297 




Exons 


6073. .6378, 


6075. 


.6386 










Seq. No. 


1443 








Seq. ID 


OJ990713JL1.9B12 


.C15 


Gene No. 


2984 








Strand 






Start 


2610 








End 


10085 




Name 


OJ990713 11. 


9B12. 


C15.o4 


. tw 


Method 


TBLASTX: Wheat 




Start 


6134 








End 


■ 6521 ' 




GI 


none 








Score 


258 





1533 



Exons 



6134.. 6397, 6135.. 6521, 6136.. 6510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



R Name 

:: Start 

U GI 

3 Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start " 
Gt 

Exons 

Seq. No. 
Gene No. 



1444 
2985 
1 

OJ990713_11.9B12.C16.ol.np 
1 

6815062 



Seq. ID OJ990713_11.9B12.C16 

Strand + 

End 2438 

Method AAT/NAP 

End 2438 

Score 455 



1..560, 591. .1022, 1059. .1383, 2314. .2438 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



1444" 
2985 
1 

OJ990713_ll.9B12.C16.o2.np 
1 

5690095 
1..1026, 1064. .1330 

(AJ238507) transposase related protein [Zea mays] 



Seq. -ID OJ990713_11.9B12.C16 

Strand + 

End 2438 

Method AAT/NAP 

End 1330 

Score 503 



1444 
2985 
1 

OJ990713_11. 9B12.C16.ol.gs 
83 

none 



Seq. ID OJ990713_11.9B12.C16 

Strand + 

End 2438 

Method GENSCAN 

End 2093 

Score .83 



83. .1064, 1128. .1388, 2025. .2093 



1444 
2985 
1 

OJ9907 13_1 1 . 9B12 . C16 . ol . tm 
89 

none 



Seq. ID OJ990713_11.9B12.C16 

Strand + 

End 2438 

Method TBLASTX: Maize 

End 487 

Score 259 



89. .385, 94. .369, 257. .385, 443. .487 



1445 
2986 
1 

OJ990903_14 . 9B08 . C2 . ol . np 
1 

5002344 
1. .174 

(AF14 9278) peroxidase 3 precursor [Phaseolus vulgaris] 



Seq. ID OJ990903_14 .9B08.C2 
Strand + 

174 

AAT/NAP 
174 
121 



End 

Method 

End 

Score 



1445 
2987 
23 

OJ990903JL4 . 9B08 .C2 . ol . gs 
23 

none 
23. .139 

1446 
2988 



Seq. ID OJ990903_14.9B08.C2 
Strand 

End 139 

Method GENSCAN 

End 139 

Score .75 



Seq. ID OJ990903_14.9B08.C3 
Strand + 



1534 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



462 



End 

Method 
End 
Score 



750 

AAT/GAP 
750 
461 



OJ990903_14 . 9B08 . C3 . ol . gp 
462 

5816559 
462. .750 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



1447 
2989 
2528 . 

OJ990903_14 . 9B08 . C4 . ol . gs 

2528 

none 



Seq. ID OJ990903_14 .9B08.C4 



Strand 
End 

Method 

End 

Score 



+ 

11612 
GENSCAN 
11612 
.76 



2528.-2659, 3957. .4040, 7827. .8172, 9228.-9346, 9691. .10353, 
10940. .11126, 11509.. 11612 



1447 Seq. ID 

2990 Strand 

13713 End 

OJ990903_14 . 9B08 . C4 . o2 . gp Method 

13671 End 

none Score 
13671. .13950 



OJ990903_14.9B08.C4 
+ 

15651 
AAT/GAP 
13950 
533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



1447 Seq. ID 

2990 Strand 
13713 End 15651 

OJ990903_14 . 9B08 . C4 . ol . np Method AAT/NAP 

13707 End 15334 

3550485 Score 948 * 

13707. .14155, 14254. .14355, 14484 .. 14789, 15143 
(AJ224325) cp33Hv [Hordeum vulgare] 



OJ990903_14.9B08.C4 
+ 



,15334 



1447 
2990 
13713 

OJ990903_14 . 9B08 . C4 . o3 . gs 

13713 

none 



Seq. ID OJ990903_14.9B08.C4 



Strand 
End 

Method 

End 

Score 



15651 
GENSCAN 
15337 
.81 



13713. .14002, 14058. .14355, 14484 .. 14789, 15143. .15337 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1447 
2990 
13713 

OJ990903_14 .9B08.C4.o3.gp 
14702 

4338_1.R1084 
14702. .14789, 15143.. 15651 

, 4959460/gb|AF126053.1|AF126053 7.0e-10 Zea mays RACB small GTP 
binding protein mRNA, complete cds 1 



OJ990903_14. 
+ 

15651 
AAT/GAP 
15651 
1054 



9B08.C4 



1447 
2991 
12592 

OJ990903_14.9B08.C4.ol.gp 



Seq. ID OJ990903JL4. 9B08.C4 

Strand - ' 

End 13552 

Method AAT/GAP 



1535 



Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
B l Name 
"t Start 

= ! - Exons 



12592 End 

2442412 Score 
12592. .13031 

1447 Seq. ID 

2991 Strand 
12592 End 
OJ990903_14 . 9B08 .C4 .o2.gs Method 
12744 End 
none Score 
12744. .13521, 13536. .13552 

1447 

2992 Strand 
15769 End 
OJ990 903_14 . 9B08 . C4 . o2 . ts Method 
12960 End 
none Score 



13031 
727 



OJ990.903_14.9B08.C4 

13552 
GEN SCAN 
13552 
.84 



Seq. ID OJ990903_14. 9B08.C4 



16248 

TBLASTX: Soybean 

13152 

54 



12960. .13070, 12964. .13032, 13074 .. 13151, 13114. .13152 



1447 
2992 
15769 

OJ990903_14 . 9B08 .C4 .ol. tc 

14056 

none 

14056. . 14151, 14057. .14158, 
14487. .14579, 14489 .. 14548, 
14606. .14737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_14.9B08.C4 
16248 

TBLASTX: Cress 

14789 

120 



14244. .14 348, 14248. .14355, 
14586. .14789, 14598. .14738, 



Seq. No. 
i|r E Gene No. 
1 y Start 

Name 
□ Start 
: g GI 
; Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1447 
2992 
15769 

OJ990903_14 . 9B08 .C4 .ol . ts 

14057 

none 

14057. .14194, 14239. .14352, 
14489. .14548, 1454 9 14791, 

1447 
2992 
15769 

OJ990903_14 . 9B08 .C4 .ol. tm 

14253 

none 

14253. . 14360, 14254 .. 14397 , 
14483. .14542, 14484 14576, 
14577. .147 89, 14590. .14790, 
15143. .15205, 15204 . .15254, 
15277. .15333 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 14.9B08.C4 



16248 

TBLASTX: Soybean 
14791 
97 

14248. .14355, 14 487 .. 1454 9, 
14586. .14789, 14 598. .14738 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_14.9B08.C4 
16248 

TBLASTX: Maize 

15342 

123 



14472. 
14562. 
15139. 
15222. 



14516, 
14741, 
15201, 
,15338, 



14473, 
14564. 
15141. 
15274. 



,14499, 
,14791, 
,15200, 
,15342, 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 



1447 Seq. ID 

2992 Strand 

15769 End 

OJ990903_14 . 9B08.C4 .o4 .gs Method 

15769 End 

none Score 



OJ990903_14.9B08.C4 

16248 
GENSCAN 
16248 
.84 - 



1536 




Exons 


15769. .15836, 15942 15994 , 


16165. .16248 




Seq. No. 


1447 


Seq. ID 


OJ990903_14 


.9B08.C4 


Gene No. 


2992 


Strand 








id / oy 


End 


16248 




Name 


OJ990903 14.9B08.C4.o2.np 


Method 


AAT/NAP 




Start 


16127 


End 


16248 




GI 


4886288 


Score 


72 




Exons 


16127. .16248 








GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1448 


Seq. ID 


OJ990903_14 


.9B08.C5 


Gene No. 




Strand 


+ 




Start 


3985 


End 


5706 




Name 


OJ990903 14.9B08.C5.o2.gs 


Method 


GENSCAN 




Start 


3985 


End 


5701 




GI 


none 


Score 


.92 




Exons 


3985.. 4047, 4238.-4395, 5050 


..5113, 5306. .5701 




Seq. No. 


1448 


Seq. ID 


OJ990903_14 


. 9B08 .C5 


Gene No. 


z yyj 


Strand 


+ 




Start 


3985 


End 


5706 




Name 


OJ990903 14.9B08.C5.o2.gp 


Method 


AAT/GAP 




Start 


5202 


End 


5706 




GI 


none 


Score 


917 




Exons 


5202. .5706 








Seq. No. 


1448 


Seq. ID 


OJ990903_14 


.9B08.C5 


Gene No. 


2994 


Strand 






Start 


1 


End 


3413 




Name 


ujyyuyuo 14 . ytsuo . ld . ox . np 


Method 


AAT/NAP 




Start 


1 


End 


3022 




GI 


4886288 


Score 


454 




Exons 


1..167, 379. .489, 564. .634, 


1337. .1417 


, 1521. .1564 


, 1674.. 




2925. .3022 








GI Descrip. 


(AL050300) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1448 


Seq. ID 


OJ990903_14 


. 9B08.C5 


G.ene No. 


2994 


Strand 






Start 


1 


End 


3413 




Name 


OJ990903 14.9B08.C5.ol.gs 


Method 


GENSCAN 




Start 


379 


End- 


3413 




GI 


none 


Score 


.55 




Exons 


379. .489, 564. .634, 1337. .1417, 1615.. 


1942, 2074.. 


2382, 




3086., 3203, 3404.. 3413 








Seq. No. 


1448 


Seq. ID 


OJ990903_14 


. 9B08.C5 


Gene No. 


2995 


Strand 






Start 


5539 


End 


9904 




Name 


OJ990903 14.9B08.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


374 


End 


8784 




GI 


none 


Score 


89 




Exons 


374. .484, 378. .488, 387. .491 


, 388. .489 


, 559. .648, 


560. .637 




560. .652, 1334. .1420, 1334.. 


1405, 1524 


..1544, 7722 


. .7832, 



7726. .7836, 7726. .7839, 7727. .7837, 7906.. 7995, 7907.. 7984, 
7907. .7999, 8574. .8645, 8576. .8659, 8581. .8658, 8764. .8784 



1537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1448 
2995 
5539 

OJ990903_14, 
1334 
none 
1334. 
1521. 
2070. 
8745. 
8900. 
9300. 



.1405, 
.1592, 
.2096, 
.8804, 
.8989, 
.9320, 



9B08.C5.ol.tm 



1336.. 1425, 1505. 

1660.. 1731, 1660. 

2229.. 2252, 8574. 

8750. .8809, 8750. 

9053.. 9181, 9077. 
9450. .9482 



1448 
2995 
5539 

OJ990903_14.9B08.C5.o3.ts 

1660 

none 

1660.. 1731, 1852.. 1956, 1853. 
9077.. 9181, 9144.. 9182, 9300. 



Seq. ID OJ990903JL4 .9B08.C5 
Strand 

End 9904 

Method TBLASTX : Mai ze 

End 94 82 

Score 91 

.1564, 1510.. 1569, 1510.. 1566, 
.1731, 1852. .1956, 1853. .1957, 
.8645, 8576.-8659, 8578. .8664, 
.8806, 8761. .8832, 8900. .8971, 
.9181, 9141. .9182, 9144. .9182, 



Seq. ID OJ990903_14 .9B08.C5 
Strand 

End 9904 

Method TBLASTX : Soybean 

End 9329 

Score 102 

.1957, 2070. .2114, 8900. .8989, 
.9329 



:3 



Seq. No. 
Gene No. 
Start 
'"^ Name 
Start 

ru GI 

Exons 



!"y Seq. No. 
a Gene No. 
p Start 
: *1 Name 
Start 

Exons 



1448 
2995 
5539 

OJ990903_14 . 9B08 . C5 . o2 . np 

5539 

4886288 



Seq. ID OJ990903_14.9B08.C5 
Strand 

End 9904 

Method AAT/NAP 

End 907 6 

Score 737 



5539. .5579, 6931. .7150, 7412. .7494, 7727. .7837, 7911. .7981, 
8577. .8657, 8761. .8804, 8914. .9076 



GI Descrip. (AL050300) putative protein [Arabidopsis thaliana] 



1448 

2995 Strand 

5539 End 

OJ990903_14 . 9B08 .C5.ol.ts Method 

6930 End 

none Score 

6930.. 7145, 6933.. 7148, 6934.. 7149 



Seq. ID OJ990903_14.9B08.C5 



9904 

TBLASTX : Soybean 

7149 

135 • 



Seq. No. 1448 Seq. ID 

Gene No. 2995 Strand 

Start " 5539 End 

Name OJ990903_14 . 9B08 . C5 . o3 . gs Method 

Start 7603 End 

GI none Score 

Exons 7603.. 7624, 7727.. 7837, 7911.. 7981, 

8855. .9148, 9299. .9552, 9748. .9904 



OJ990903_14.9B08.C5 

9904 
GEN SCAN 
9904 
.49 

8411. .8521, 8577. .8657, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



1448 Seq. ID 

2995 Strand 

5539 End 

OJ990903_14 . 9B08.C5.o3.gp Method 

8750 End 

LIB3433-017-Q6-K1-D1 Score 



OJ990903_14 .9B08.C5 

9904 
AAT/GAP 
9545 
721 



8750. .8804, 8914. .9180, 9299. .9319, 9451. .9545 
, 4886288/emb|CAB43446.1| 2.0e-09 (AL050300) putative protein 



1538 



[Arabidopsis thaliana] 1 



Seq. No. 1449 Seq. ID 

Gene No. 299.6 Strand 

Start 1 End 

Name OJ990903JL4 .9B08.C6.ol.np Method 

Start 1 End 

GI 1935918 Score 

Exons 1. .29, 197.. 322, 910.. 1006 

GI Descrip. (U93559) putative serine/threonine protein kinase [Brassica 
rapa] 



OJ990903_14.9B08.C6 
+ 

1006 
AAT/NAP 
1006 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. • No. 
'" Gene No. 

;3 start 
~ Name 

Start 

GI 

y Exons 



! >3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1449 Seq. ID OJ990903_14 . 9B08 . C6 

2997 Strand 

3338 End 5341 

OJ990903_14 .9B08.C6.o2. np Method AAT/NAP 

3338 End 5341 

2829914 Score 110 

3338.. 3363, 5092.. 5341 

(AC002291) putative peroxidase [Arabidopsis thaliana] 



1449 
2998 
5627 

OJ990903_14 . 9B08 . C6 . ol . tm 

5088 

none 

5088. .5228, 5089. .5244 

1449 
2998 
5627 

OJ990903JL4 . 9B08 . C6 . o3 . gs 

5627 

none 

5627. .6028 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_14.9B08.C6 
6028 

TBLASTX: Maize 

5244 

132 



OJ990903__14.9B08.C6 

6028 
GEN SCAN 
6028 
.65 



Seq. No. 1450 Seq. ID 

Gene No. 2999 Strand 

Start 4293 End 

Name OJ990903_14 . 9B08 . C7 . o2 . gs Method 

Start 4293 End 

GI none Score 

Exons 4293.-4466 



OJ990903_14.9B08.C7 
+ 

4466 
GENS CAN 
4466 
.91 



Seq. No. 1450 Seq. ID OJ990903_14 . 9B08 . C7 

Gene No. 3000 Strand + 

Start 4533 End 4840 

Name OJ990903_14 . 9B08 .C7 .ol .gp Method AAT/GAP 

Start 4533 End 4840 

GI 5816559 Score 482 

Exons 4533.. 4840 

GI Descrip. 4 680178/gb | AF111709 . 1 | AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 



1450 



Seq. ID OJ990903_14.9B08.C7 



1539 



Gene No. 3001 Strand + 

Start 5906 End 8847 

Name OJ990903_14 . 9B08 . C7 . ol . np Method AAT/NAP 

Start 5906 End 8844 

GI 6691716 Score 2312 

Exons 5906.. 6790, 6988.. 7163, 7246. 

8214.. 8326, 8399.. 8844 
GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



.7513, 7690. .7884, 7960. .8063, 



Seq. No. 1450 

Gene No. 3001 

Start 5906 

Name OJ990903_14 . 9B08 . C7 . o3 . gs 

Start 5906 

GI none 

Exons 5906.. 6790, 6988.. 7163, 7246. 
8222.-8326, 8399. .8847 



Seq. ID OJ990903_14.9B08'.C7 

Strand + 

End 8847 

Method GEN SCAN 

End . 8847 

Score .92 

.7577, 7697. .7884, 7960. .8149, 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 
\y GI Descrip. 

□ 



■is? 



Seq. No. 

; * Gene No. 

^ Start 

O Name 

'*j Start 

U GI 

| « Exons 

U Seq. No. 
C3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1450 Seq. ID 

3002 Strand 
15388 End 
OJ990903JL4 . 9B08 . C7 . o2 . gp Method 
15388 End 
5816559 Score 
15388. .15695 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ990903_14. 9B08.C7 
+ 

15695 
AAT/GAP 
15695 
482 



1450 Seq. ID 

3003 Strand 

17367 End 

OJ990903_14 . 9B08 . C7 . o5 . gs Method 

17367 End 

none Score 

17367. .17375, 17517. .18338 



OJ990903_14.9B08.C7 
+ 

18338 
GEN SCAN 
18338 
.96 



1450 
3004 
23203 

OJ990903_14. 9B08.C7.o3.np 
23203 
5231113 

23203. .23342, 23464 
25049. .27706, 27849 



Seq. ID 
Strand 

End 28218 
Method AAT/NAP 
End 28218 
Score 1652 
23577, 23676. .23879, 24748, 
28218 



OJ990903_14.9B08.C7 
+ 



.24930, 



(AF141202) EIN2 [Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



Seq. No. 1450 " Seq. ID 

Gene No. 3004 Strand 

Start 23203 End 

Name OJ990903_14 . 9B08 . C7 . o3 . gp Method 

Start - 25045 " End 

GI 25846 2.R1084 Score 



OJ990903_14. 9B08.C7 
+ 

28218 
AAT/GAP 
25661 
1221 



1540 



Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
.Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



25045. .25661 

f 4521194/dbj | AB013613 . 1 1 AB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCB11' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1450 
3004 
23203 

OJ990903_14 . 9B08 . C7 . o5 . gp 
27274 

18665_1.R1084 
27274. .27706, 27849. .28151 

f 5231113/gb|AAD41076.1|AF141202__l 2.0e-68 (AF141202) EIN2 
[Arabidopsis thaliana] >gi_52 31 115_gb_AAD4 1077 . 1_AF1 4120 3_1 
(AF141203) EIN2 [Arabidopsis thaliana] 1 



OJ990903_14, 
+ 

28218 
AAT/GAP 
28151 
1430 



9B08.C7 



1450 Seq. ID 

3005 Strand 

30250 End 

OJ990903_14 . 9B08 . C7 . o5 . np Method 

30250 End 

6630699 Score 
30250. .30270, 31490.. 31594 

(AP000969) hypothetical protein [Oryza sativa] 

gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



OJ990903_14.9B08.C7 
+ 

31594 
AAT/NAP 
31594 
70 



1450 Seq. ID 

3006 Strand 

34041 End 

OJ990903_14.9B08.C7.o7.np Method 

34041 End 

6630699 Score 
34041. .34063, 35308.. 35385 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ990903_14.9B08.C7 
+ 

35385 
AAT/NAP 
35385 
74 



Seq. No. 


1450 




Seq.. ID 


OJ990903_ 


14. 


. 9B08 


.C7 


Gene No. 


3007 




Strand 


+ 








Start 


39947 




End 


40063 








Name 


OJ990903 14.9B08.C7 


.olO.np 


Method 


AAT/NAP 








Start 


39947 




End 


40063 








GI 


5777617 




Score 


73 








Exons 


39947. .40063 














GI Descrip. 


(AJ245900) CAA30375 


. 1 protein 


[Oryza 


sativa] 








Seq. No. 


1450 




Seq. ID 


OJ990903_ 


14, 


, 9B08 


.C7 


Gene No. 


3008 




Strand 










Start 


9164 




End 


15804 








Name 


OJ990903 14.9B08.C7 


.o4 .gs 


Method 


GENSCAN 








Start 


9164 




End 


15804 








GI 


none 




Score 


.68 








Exons 


9164. .12325, 12461. 


.15263, 15701.. 15804 








Seq. No. 


1450 




Seq. ID 


• OJ990903_ 


14, 


. 9B08 


.C7 


Gene No. 


3008 




Strand 










Start 


9164 




End 


15804 









1541 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990903_14 . 9B08 . C7 . o2 . np 
9200 
5922631 

9200. .11727/ 12334 
14192. . 14361, 14605 



Method AAT/NAP 
End 15259 
Score 6672 
13257, 13384. .13532, 13575. 
14876, 15135.. 15259 



.14146, 



(AP000492) ESTs C26347 (C12145 ) , AU078074 (C1214 5 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



1450 Seq. ID 

3009 Strand 

26173 End 

OJ990903_14 .9B08.C7.o4. gp Method 

26173 End 

6025049 Score 
26173. .26426 



OJ990903_14.9B08.C7 

26426 
AAT/GAP 
26426 
397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1450 Seq. ID OJ990903_14 . 9B08 . C7 

3010 Strand 

28282 End 28601 

OJ990903_14.9B08.C7.o6.gp Method AAT/GAP 

28282 End 28601 

uC-osflcyp079h08al Score 543 

28282. .28601 

, 4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes' 



1450 Seq. ID 

3011 Strand 

31730 End 

OJ990903_14 .9B08.C7.o7. gs Method 

31730 End 

none Score 
31730. .32026 



OJ990903_14.9B08.C7 

35247 
GENSCAN 
32026 
1 



1450 
3011 
31730 

OJ990903_14.9B08.C7.o6.np 

31733 

5922620 

31733. .31863, 33276. . 33360, 
34315. .34348, 34986 .. 35010, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33397. .33573, 
35056. .35169, 



OJ990903 14.9B08.C7 



35247 
AAT/NAP 
35247 
976 

33834. 
35209. 



,33996, 
,35247 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1450 
3012 
35524 



Seq. ID 

Strand 

End 



OJ990903 14.9B08.C7 



35657 



1542 



Name OJ990903_14 . 9B08 .C7 . 08 .np Method AAT/NAP 

Start 35524 End 35657 

GI 5922620 . Score 171 

Exons 35524.. 35657 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





Seq. No. 


1450 


Seq. ID 


OJ990903_14.9B08 


.C7 




Gene No. 


3013 


Strand 








Start 


38766 


End 


39191 






Name 


OJ990903 14.9B08.C7.ol0.tw 


Method 


TBLASTX: Wheat 






Start 


4368 


End 


21412 






bl 


none 


Score 


57 






Exons 


4368. .4442, 174 99 .. 17561, 17529. . 17618, 


17586. .17708, 








17594. .17701, 17703. .17954, 


20678. .20827, 21005 .. 21052, 








21061. .21411, 21062. .21238, 


21314. .21412 






Seq. No. 


1450 


Seq. ID 


OJ990903_14.9B08 


.C7 




Gene No. 


3013 


Strand 








Start 


38766 


End 


39191 




Q 


Name 


OJ990903 14.9B08.C7,ol.tm 


Method 


TBLASTX: Maize 






Start 


4377 


End. 


31161 






GI 


none 


Score 


100 






Exons 


4377. .4463, 174 99 .. 17813, 17516 .. 17767 , 


17793. .17996, 








* 17819. .17995, 17 999 18088 , 


18000. .18095, 18102. .18326, 








18158. .18346, 20687 20827, 


21005. .21073, 21010. .21096, 




: : •=? 




21074. .21190, 21106. .21180, 


21145. .21246, 21313 .. 21405, 








21314. .21409, 21626. .21754, 


30962. .31141, 30967.. 31161 




! 


beq. No. 


1450 


Seq. ID 


OJ990903_14.9B08 


.C7 


t _l 


Gene No. 


3013 


Strand 








Start 


38766 


End 


39191 






Name 


OJ990903 14 . 9B08.C7.o9.tw 


Method 


TBLASTX: Wheat 






Start 


6026 


End 


6316 




"3 J 


GI 


none 


Score 


216 




.: si 


Exons 


6026.. 6316 








i!3 


Seq. No. 


1450 


Seq. ID 


OJ990903_14.9B08 


.C7 




Gene No. 


3013 


Strand 








Start 


38766 


End 


39191 






Name 


OJ990903 14.9B08.C7.o6.tw 


Method 


TBLASTX: Wheat 






Start 


9176 


End 


9790 






GI 


none 


Score 


62 






Exons 


9176.. 9313, 9180.. 9302, 9299 


..9457, 9512.. 9790, 9528.-9629, 






9681.. 9770 










Seq. No. 


1450 


Seq. ID 


OJ990903_14.9B08 


.C7 




Gene No. 


3013 


Strand 








Start 


38766 


End 


39191 






Name 


OJ990903 14.9B08.C7.o9.tm 


Method 


TBLASTX: Maize 






Start 


9215 


End 


9448 






GI 


none 


Score 


102 






Exons 


9215. .9316, 9216.. 9317, 9296 


..9448, 9297. .9347 





1543 




Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


,C7 


ucllc INO . 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


. o!4 . tm 


Method 


TBLASTX: Maize 




Start *. ... 


9560 




End 


9833 




GI 


none 




Score 


57 




Exons 


9560.. 9646, 9656.. 9739, 9657 


..9743, 9734. .9832, 9735. .9833 


Seq. No. 


11JU 




Seq. ID 


OJ990903 14 9B08 


. C7 




3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


9905 




End 


10292 




GI 


none 




Score 


109 




Exons 


9905.. 10090, 9905.. 


10291, 9981.. 10292 






Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


,C7 




3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


9935 




End 


10298 




GI 


none 




Score 


67 




Exons 


9935.. 9982, 9936.. 9983, 9974 


..10297, 9987. .10298 




Seq. No. 


1 A c:n 




Seq. ID 


OJ990903_14.9B08 


CI 


bene ino . 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14 9B08 C7 


. oil . tw 


Method 


TBLASTX: Wheat . 




Start 


10295 




End 


10594 




GI 


none 




Score 


135 




Exons 


10295. .10435, 10460 


. .10594 








Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


. C7 


uene ino . 


3013 




Strand 






Start 


38766 




.End 


39191 




Name 


OJ990903 14.9B08.C7 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10610 




End 


11032 




GI 


none 




Score 


267 




Exons 


10610. .11032, 10620 


. .11024 








Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


C7 


uene ino . 


■ 3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


10653 




End 


11041 




GI 


none 




Score 


162 




Exons 


10653. .11033, 10655 


. .10897, 


10937. .11041 




Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


.CI 


uene ino . 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


. o!3 . tm 


Method 


TBLASTX: Maize 




Start 


10706 




End 


10979 




GI 


none 




Score 


60 




Exons 


10706. .10804, 10707 


. .10772, 


10808. .10978, 10809.. 10979 




Seq. No. 


1450 




Seq. ID 


OJ990903__14. 9B08 


.C7 



1544 




Gene . No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11069 ~ 




End 


11498 




GI 


none 




Score 


39 




Exons 


11069. . 11497, 11146. 


. 11250, 


11226.. 11498 




Seq. No. 


1450 




Seq. ID 


OJ990903_14 . 9B08 


.CI 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 . 




Name 


OJ990903 14.9B08.C7. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


11156 




End 


11600 




GI 


none 




Score 


87 ■ 




Exons 


11156. . 11182, 11192. 


. 11323, 


11193. .11324, 11345. .11575, 






11345. . 11599, 11346. 


.11600 








Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


.CI 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o2 . ts 


Method 


TBLASTX: Soybean 




Start 


11267 ~ 




End 


11668 




GI 


none 




Score 


58 




Exons 


11267 . . 11668, 11301 . 


. 11471, 


11508. .11651 




Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


'.CI 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14 9B08 C7 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11543 _ 




End 


11962 




GI 


none 




Score 


235 




Exons 


11543. .11962, 11544. 


. 11960 








Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


11831 ~~ 




End 


12187 




GI 


none 




Score 


85 




Exons 


11831. .12124, 11831. 


. 12187, 


11841. .12146 




Seq. No. 


1450 




Seq. ID 


OJ990903JL4. 9B08 


.C7 


Gene No. 


3013 - 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o5 . t s 


Method 


TBLASTX : Soybean 




Start 


11912 ~~ 




End 


12277 




GI 


none 




Score 


138 




Exons 


11912. . 12046, 12053. 


. 12277 








Seq. No. 


1450 




Seq. ID 


OJ990903_14. 9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o8.tw 


Method 


TBLASTX .-Wheat 




Start 


11962 




End 


12196 




GI 


none 




Score 


119 




Exons 


11962. .12126, 11963. 


.12175, 


11963. .12196, 11964.. 12176 




Seq. No. 


1450- 




Seq. ID 


OJ990903_14. 9B08 


.CI 



1545 




Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


12197 




End 


12994 




GI 


none 




Score 


119 






12197. .12490, 12201. 


. . 12425, 


12530. .12763, 12537 .. 12773, 






12539. .12769, 12818. 


. .12931, 


12818. .12994 




Seq. No. 


1450 




Seq. ID 


OJ990903_14 . 9B08 . 


,C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


, o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13568 ~ 




End 


13970 




GI 


none 




Score 


117 




Exons 


13568. .13969, 13701. 


. .13970 








Qprr Mr) 


1450 




Seq. ID 


OJ990903_14.9B08, 


.C7 


Cprif 1 No 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7, 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


17499 




End 


21854 




GI 


none 




Score 


185 




jr von ^ 


17499. . 17699, 17516, 


. .17701, 


17703. . 17930, 20636 .. 20827 , 






21005. .21079, 21074. 


. .21238, 


21085. .21405, 21314 .. 214 12 , 






21500. .21754, 21762 


. .21854 










1450 




Seq. ID 


OJ990903_14. 9B08 


.C7 




3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


17499 




End 


21772 




GI 


none 




Score 


48 




111 1 1 u> 


17499. . 17549, 17567 


. .17701, 


17568. .17696, 17703 17 930, 






17714 . . 17767, 20663 


. .20827, 


20722. .20829, 21005 .. 21043, 






21074. .21238, 21085 


. .21405, 


21314. .21412, 21467. .21772, 






21574 . .21759 










Sea No . 


1450 




Seq. ID 


OJ990903_14.9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


24757 




End 


25185 




GI 


none 




Score 


252 




F. xnn s 


24757. .24933, 24759 


. .24926, 


24781. .24930, 2504 6 .. 25183, 






25048. .25185 












1450 




Seq. ID 


OJ990903_14 . 9B08 


.CI 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


25402 




End 


25678 




GI 


none 




Score 


82 




Exons 


25402. .25455, 25403 


. .25456, 


25403. .25489, 25406 .. 25609, 






25456. .25611, 25462 


. .25611, 


25616. .25678, 2562 1 .. 25674 




Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


.C7 


Gene No. 


3013 




Strand 







1546 




Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


25882 




End- 


26335 




GI 


none 




Score 


167 




Exons 


25882. .25929, 25883. 


.26071, 


25884. .26090, 2588 6 .. 2 6074 , 






25911. .26090, 26005. 


.26256, 


26101. .26259, 26108 .. 26260, 






26246. .26320, 26247. 


.26327, 


26249.. 26335 




Seq. No. 


1450 




Seq. ID 


OJ990903_14 .9B08 


,C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


oil . tm 


Method 


TBLASTX: Maize 




Start 


26335 




End 


26592 




GI 


none 




Score 


221 




Exons 


26335.-26583, 26336. 


.26536, 


26336. .26590, 26347.. 26592 




Seq. No. 


1450 




Seq. ID 


OJ990903_14 .9B08 


.C7 


Gene No . 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


26645 




End 


28157 




GI 


none 




Score 


84 




Exons 


26645. .26713, 26855. 


.26974, 


26892. .27008, 27043 .. 27171, 




27044. .27235, 27148. 


.27234, 


27202. .27249, 27334 27420, 






27335. .27475, 27398. 


.27451, 


27557. .27706, 27559.127684, 






27837. .27908, 27837 . 


.27914, 


27974. .2-8135, 27983 .. 28156, 






27984. .28157 










Seq. No. 


1450 




Seq. ID 


OJ990903_14.9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


26716 




End 


27235 




GI 


none 




Score 


255 




Exons 


26716. .27030, 26716. 


.27030, 


26717. .27031, 26986.-27234, 






27032. .27235, 27032. 


.27235 








Seq. No. 


1450 




Seq. ID 


OJ990903_14 .9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


27236 




End 


27403 . 




GI 


none 




Score 


218 




Exons 


27236. .27403, 27238. 


.27402 








Seq. No. 


1450 




Seq. ID 


OJ990903_14 .9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 




Name 


OJ990903 14.9B08.C7. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


27532 




End 


27998 




GI 


none 




Score 


297 




Exons ■ 


27532. .27684, 27533. 


.27706, 


27539. .27706, 27 610 .. 27714 , 






27618. .27710, 27837. 


.27998, 


27846. .27947 




Seq. No. 


1450 




Seq. ID 


OJ990903_14 .9B08 


.C7 


Gene No. 


3013 




Strand 






Start 


38766 




End 


39191 





1547 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

[U Seq. No. 

Gene No. 
y Start 

Name 
«rt Start 
1 * GI 
* Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 



OJ990903_14 . 9B08 . C7 . o2 . tc 

27984 

none 

27984. .28157, 27986. .28156 



Method. TBLASTX : Cress 
End 28157 
Score 225 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 14.9B08.C7 



39191 
AAT/NAP 
39191 
334 



1450 
3013 
38766 

OJ990903_14 . 9B08 . C7 . o9 . np 
38766 
6069646 
38766.. 39191 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 

Seq. ID OJ990903_14.9B08.C9 



(AC005315) 
Similar to 



1451 
3014 
1 

OJ990903_14. 9B08.C9.ol.np 
1 

295355 
1..227 

(L13653) peroxidase [Lycopersicon esculentum] 



Strand 
End 

Method 

End 

Score 



+ 

227 

AAT/NAP 
227 
185 



1451 Seq. ID 

3014 Strand 

1 End 

OJ990903_14 . 9B08 -C9.ol.tm Method 

22 End 

none Score 
22. .180, 33. .227 



OJ990903_14.9B08.C9 
+ 

227 

TBLASTX: Maize 

227 

178 



1451 
3014 
1 

OJ990903_14.9B08.C9.ol.tw 

22 

none 

22. .180, 24. .227 

1451 
3014 
1 

OJ990903_14 . 9B08.C9.ol. ts 
22 

none 

22. .180, 24. .197 

1451 
3014 
1 

OJ990903_14 . 9B08.C9.ol.gs 
49 

none 



Seq. ID OJ990903_14.9B08.C9 

Strand + 

End 227 

Method TBLASTX : Wheat 

End 227 

Score 165 



Seq. ID OJ990903_14.9B08.C9 

Strand + 

End 227 

Method • TBLASTX : Soybean 

End 197 

Score 178 



Seq. ID OJ990903_14.9B08.C9 

Strand + 

End 227 

Method GEN SCAN 

End 183 

Score .54 



1548 






49 . . 183 














Seq. No. 


1452 






Seq; ID 


OJ990823_ 


15.9B09. 


,C5 


Gene No. 


3015 






Strand 








Start 


1213 






End 


1788 








OJ990R23 15 9B09 


C5 . ol . gs 




Method 


GENSCAN 






J L.Q1 U 


1213 ~~ 






End 


1788 








nono 






Score 


.64 






F von q 


1213 1232 1770 


. 1788 












Seq. No. 


1452 






Seq. ID 


OJ990823_ 


15. 9B09, 


.C5 


Gene No. 


3016 






Strand 








Start 


2776 






End 


3087 








OJ990823 15 9B09 


C5.ol.tm 




Method 


TBLASTX: Maize 






2776 ~~ 






End 


3087 






(IT 

\3 X 


none 






Score 


43 






Rvnn 


2776. .2823, 2822 . 


.3040, 3043. 


.3087 










1453 






Seq. ID 


OJ990823_ 


15. 9B09, 


.C8 


Gene No. 


3017 






Strand 


+ 






Start 


1 






End 


962 






Name 


OJ990823 15.9B09. 


C8.ol. gp 




Method 


AAT/GAP 






Start 


1 ' 






End 


483 






\J X 


10972 1.R1084 






Score 


886 






CiXOIlo 


1. .483 
















' '4249382/gb|AAD14479| 4 . Oe 


-18 


(AC005966) Strong 


similarity ' 


gi 3337350 F13P17 


r . 3 putative 


permease 


from Arabidopsis thai. 




BAC gb_AC004481. 


[Arabiciopsis 


thaliana] 1 








1453 






Seq. ID 


OJ990823_ 


15.9B09 


-C8 


Gene No. 


3017 






Strand 


+ 






Start 


1 






End 


962 






Name 


OJ990823 15.9B09. 


.C8.ol.np 




Method 


AAT/NAP 






Of- a r-f- 
O Lai L 


1 






End 


962 






VJJX 


5852093 






Score 


87 






LiAUl lo 


1..20, 856.. 962 
















(AL117264) zwhl6. 


, 1 [Oryza 


sativa] 








Seq. No. 


1453 






Seq. ID 


OJ990823_ 


_15. 9B09 


.C8 


Gene No. 


3017 






Strand 


+ 






q-f- art - 

O L. OX L. 


1 






End 


962 






Name 


OJ990823 15.9B09. 


,C8 .ol .gs 




Method 


GENSCAN 






O t_ dx u 


137 






End 


558 






O X 


none 






Score 


. 68 








137. .294, 400. .490, 538. .558 










Seq. No. 


1453 






Seq. ID 


OJ990823_ 


_15. 9B09 


.C8 


Gene No. 


3018 






Strand 








O L. aX U 


1940 






End 


2617 






Name 


OJ990823 15.9B09. 


,C8.o2.gs 




Method 


GENSCAN 






Start 


1940 






End 


2617 






GI 


none 






Score 


.43 






Exons 


1940. .2054, 2109, 


,.2290, 2612. 


.2617 








Seq. No. 


1454 






Seq. ID 


OJ990823_ 


_15. 9B09 


.C10 


Gene No. 


3019 






Strand 


+ 






Start 


6083 






End 


8085 







Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823_15. 9B09.C10 .ol .np Method AAT/NAP 
6083 End 8085 

2565009 Score 227 

6083. .6104, 7463.-7845, 7929. .8085 

(AC002983) putative zinc finger protein [Arabidopsis thaliana] 



1454 
3020 
115 

OJ990823_15.9B09.C10.ol.gs 

115 

none 



Seq. ID OJ990823_15.9B09.C10 
Strand 

End 5571 

Method GENSCAN 

End 5571 

Score .48 



115. .171, 352. .482, 561. .704, 2223. .2303, 3309. .3394, 
4832..49S2, 5058. .5169, 5247.. 5356, 5435.. 5571 



3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



1454 . Seq. ID OJ990823JL5 . 9B09 . C10 

3020 Strand 

115. End 5571 

OJ990823_15 . 9B09 . C10 . ol . gp Method AAT/GAP 

2307 End 2568 

57406_1.R1084 Score 359 

2307. .2568 

'4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



1454 Seq. ID 

3020 Strand 
115 End 
OJ990823_15. 9B09 . C10 . o2 . gp Method 
4 632 End 
57406_1.R1084 Score 
4632..4672, 5058. .5169, 5247. .5356, 
, 4 680203/gb|AAD27566.1|AF114171_7 
protein [Sorghum bicolor] 1 



OJ990823_15.9B09.C10 

5571 
AAT/GAP 
5504 
451 
5434. .5504 



1.0e-39 (AF114171) TNP2-like 



1455 Seq. ID 

3021 ' Strand 

183 End 
OJ990823_15. 9B09 . Cll . ol . gs Method 

183 End 

none. Score 
183. .401 



OJ990823_15.9B09.C11 
+ 

401 

GENSCAN 

401 

.66 



Seq. No. 1455 Seq. ID 

Gene No. 3022 Strand 

Start ' 3531 End 

Name OJ990823_15 . 9B09 . Cll . o2 . gs Method 

Start 3531 End 

GI none Score 
Exons 



OJ990823_15.9B09.C11 
+ 



3531. .3576, 3854. .3976, 4278. .4483, 
6773. .6983, 7715. .7808, 8281. .8473 



8758 
GENSCAN 
8473 
.62 

4834. .4870, 



6541. .6734, 



Seq. No. 1455 

Gene No. 3022 

Start 3531 

Name OJ990823_15.9B09.Cll.ol.gp 

Start 3749 



Seq. ID 
Strand 

End 8758 

Method AAT/GAP 

End 4428 



OJ990823_15.9B09.C11 
+ 



1550 



GI 


5607577 


Score 


1213 


Exons 


3749. .4428 






Seq. No. 


1455 


Seq. ID 


OJ990823_15.9B09.Cir 


Gene No. 


3022 


Strand 


+ 


Start 


3531 


End 


8758 


Name 


OJ990823 15.9B09.Cll.o2.np 


Method 


AAT/NAP 


Start 


4104 


End 


7489 


GI 


3377817 


Score 


184 


Exons 


4104.. 4128, 4963.. 5346, 5424 


..5604, 7421. .7489 


GI Descrip. 


(AF076275) contains similarity to C3HC4-type zinc fingers (Pfa 




zf-C3HC4 .hmm, score: 29.48) 


[Arabidopsis thaliana] 


Seq. No. 


1455 


Seq. ID 


OJ990823_15.9B09.C11 


Gene No. 


3022 


Strand 


+ 


Start 


3531 


End 


8758 


Name 


OJ990823 15.9B09.Cll.ol.np 


Method 


AAT/NAP 


Start 


4959 


End 


6980 


GI 


2565009 


Score 


185 


Exons 


4959.-5346, 5424.. 5568, 6963 


. .6980 




GI Descrip. 


(AC002983) putative zinc finger protein [Arabidopsis thaliana] 


Seq. No. 


1455 


Seq. ID 


OJ990823_15.9B09.C11 


Gene No. 


3022 


Strand 


+ 


Start 


3531 


End 


8758 


Name 


OJ990823 15.9B09.Cll.o3.np 


. Method 


AAT/NAP 


Start 


8345 


End ' - 


8758 


GI. 


585963 


Score 


120 


Exons 


8345.. 8437, 8645.. 8758 






GI Descrip. 


PROTEIN TRANSPORT PROTEIN SEC61 GAMMA 


SUBUNIT 


Seq. No. 


1455 


Seq. ID 


OJ990823_15.9B09.C11 


Gene No. 


3023 


Strand 


+ 


Start . 


10318 


End 


10648 


Name 


OJ990823 15.9B09.Cll.o3.gs 


Method 


GENS CAN 


Start 


10318 


End 


10648 


GI 


none 


Score 


.67 


Exons 


10318. .10422,, 10574. .10648 







Seq. No. 1455 Seq. ID OJ990823 

Gene No. 3024 Strand + 

Start 11500 End 12078 

Name OJ990823_15 . 9B09 . Cll . o4 . gs Method GENSCAN 

Start 11500 End 12078 

GI none Score .91 

Exons 11500.. 12078 



15.9B09.C11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1455 Seq. ID 

3025 Strand 
8172 End 
OJ990823_15 . 9B09 . Cll . o4 . np Method 

8172 ' End 
6539588 Score 



OJ990823_15.9B09.C11 

9798 
AAT/NAP 
9798 
133 



8172. .8206, 9231. .9327, 9492. .9798 

(AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 



1455 



Seq. ID OJ990823_15.9B09.C11 



1551 



□ 
i;n 

I 1 ! ! 
; & 

Q 



□ 



Gene No. 


3026 


Strand 










Start 


14828 


End 


15643 








Name 


OJ990823 15.9B09.Cll.o5.gs 


Method 


GENSCAN 








Start 


14828 


End 


15643 








GI 


none 


Score 


.66 








Exons 


14828. .14927, 15517. .15643 












Seq. No. 


1456 


Seq. ID 


OJ990823_ 


15. 


9B09 


.C12 


Gene No. 


3027 


Strand 










Start 


1703 


End 


2720 








Name 


OJ990823 15. 9B09 . C12 . ol . gs 


Method 


GENSCAN 








Start 


1703 


End 


2720 








GI 


none 


Score 


.81 








Exons 


1703.. 1905, 2500.. 2638, 2706. 


.2720 










Seq. No. 


1457 


Seq. ID 


OJ990823_ 


15. 


9B09 


.C13 


Gene No. 


3028 


Strand 


+ 








Start 


121 


End 


t fi c n 

19o / 








Name 


OJ990823 15.9B09.C13.ol.np 


Method 


AAT/NAP 








Start 


121 


End 


1967 








GI 


5852093 


Score . 


86 








Exons 


121. .228, 1937. .1967 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


1457 


Seq. ID 


OJ990823_ 


_15. 


9B09 


.C13 


Gene No. . 


3028' 


Strand 


+ 








Start 


121 


End 


1967 








Name 


OJ990823 15.9B09.C13.ol.gs 


Method 


GENSCAN 








Start 


355 


End 


790 








GI 


none 


Score 


.96 








Exons 


355. .432, 696. .790 












Seq. No. 


1457 


Seq. ID ' 


OJ990823_ 


_15. 


9B09 


.C13 


Gene No. 


3029 


Strand 


+ 








Start 


2181' 


End 


3610 








Name 


OJ990823 15.9B09.C13.o2.gs 


Method 


GENSCAN 








Start 


2181 


End 


3097 








GI 


none 


Score 


.94 








Exons 


2181. .2216, 2285. .2716, 2822. 


.3097 










Seq. No. 


1457 


Seq. ID 


OJ990823_ 


15. 


9B09 


.C13 


Gene No. 


3029 


Strand 


+ 








Start 


2181 


End 


3610 








Name 


OJ990823 15.9B09.C13.o2.np 


Method 


AAT/NAP 








Start 


2543 


End 


3610 








GI 


4432814 


Score' 


169 








Exons 


2543. .2716, 2822. .3043, 3584. 


.3610 










GI Descrip. 


(AC006593) unknown protein [Arabidopsis thaliana] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1457 
3030 
1263 

OJ990823_15.9B09.C13.ol.gp 
1263 
5455584 
1263. .1498 

5670155/gb|AF161269. 1| AF161269 1.0e-76 Oryza sativa subsp. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 15.9B09.C13 



1498 
AAT/GAP 
1498 
330 



1552 



japonica BAC clone 34K24, complete sequence 



Seq. No. 


1458 


Seq. ID 


OJ990823JL5.9B09 


.C14 


Gene No. 


3031 


Strand 


+ 




Start 


1554 


End 


2962 




Name 


OJ990823 15.9B09.C14.ol.gs 


Method 


GEN SCAN 




Start 


1554 


End 


2962 




GI 


none 


Score 


.82 




Exons 


1554.. 1752, 2856.-2962 








Seq. No. 


1459 


Seq. ID 


OJ990823_15.9B09 


.C15 


Gene No. 


3032 


Strand 


+ 




Start 


212 


End 


484 




Name 


OJ990823 15.9B09.C15.ol.gs 


Method 


GENS CAN 




Start 


212 


End 


484 




GI 


none 


Score 


.82 




Exons 


212. .484 








Seq. No. 


1459 


Seq. ID 


OJ990823_15. 9B09 


.C15 


Gene No. 


3033 


Strand 


+ 




Start 


455 


End 


747 




Name 


OJ990823 15.9B09.C15.ol.gp 


Method 


AAT/GAP 




Start 


455 


End 


747 




GI 


454488 


Score 


171 




Exons 


455. .482, 641. .747 








GI Descrip. 


424 9382/gb| AAD14479 | 4 . Oe-18 


(AC005966) 


Strong similarity to 




gi 3337350 F13P17.3 putative 


permease from Arabidopsis thali. 




BAC gb_AC004481. [Arabidopsis 


thaliana] 






Seq. No. 


1459 


Seq. ID 


OJ990823_15.9B09 


.C15 


Gene No. 


3034 


Strand 






Start 


1475 


End 


4366 




Name 


OJ990823 15.9B09.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


498 




GI 


none 


Score 


91 




Exons 


1..126, 2. .136, 4. .126, 6. .128, 212. .493, 218. .475, 219 


. .479 




220. .498, 220. .480 








Seq. No. . 


1459 


Seq. ID 


OJ990823JL5.9B09 


.C15 


Gene No. 


3034 


Strand 






Start 


1475 


End 


4366 




Name 


OJ990823 15.9B09.C15.ol.ts 


Method 


TBLASTX : Soybean 




Start 


275 


End • 


472 




GI 


none 


Score 


212 




Exons 


275. .472, 277. .471 








Seq. No. 


1459 


Seq. ID 


OJ990823_15.9B09 


.C15 


Gene No. 


3034 


Strand 






Start 


1475 


End 


4366 




Name 


OJ990823 15.9B09.C15.o2.gs 


Method 


GEN SCAN 




Start 


1475 


End 


4175 




GI 


none 


Score 


.49 




Exons 


1475.. 1650, 2379.. 2389, 4000. 


.4175 






Seq. No. 


1459 


Seq. ID 


OJ990823_15. 9B09 


.C15 


Gene No. 


3034 


Strand 






Start 


1475 


End 


4366 





1553 



Name OJ990823_15.9B09.C15.ol.np Method AAT/NAP 

Start 4042. End 4366 

GI 322755 - Score 69 

Exons 4042.. 4192, 4246.. 4366 

GI Descrip. pistil extensin-like protein (clone pMG04) - common tobacco 

(fragment) gi 1 19919 1 emb| CAA78398 | (Z14020) Pistil extensin like 
protein, partial CDS only [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1460 Seq. ID 

3035 Strand 
2244 End 
OJ990823_15. 9B09 . C16 . ol . np Method 

2244 - End- 
6815062 Score 



OJ990823_15.9B09.C16 
+ 

4405 
AAT/NAP 
4405 
2326 

,4117, 



2244. .2478, 2573. .3131, 3175. .3520, 3602. .3700, 3778, 
4362. .4405 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 
P=l Start 
'"'t Name 
i&J Start 

rU Exons 

: z 
: ; : 

Seq. No. 

Gene No. 
rU Start 
» Name 
ri Start 

: U GI 
, ; Exons 



1460 
3035 
2244 

OJ990823_15.9B09.C16.ol.gs 

2310 

none 



Seq. ID OJ990823_15.9B09.C16 

Strand + 

End 4 4 05 

Method GENSCAN 

End 4117 

Score .75 



2310. .2478, 2573.-2857, 3041. .3131, 3175. .3520, 3602. .3700, 
3778. .4117 



1460 
3035 
2244 

OJ990823_15.9B09.C16.ol.tm 

2412 

none 

2412.. 2501, 2565.. 2639, 2566. 
2664. .2879 



Seq. ID OJ990823_15.9B09.C16 

Strand + 

End 4405 

Method TBLASTX : Mai ze 

End 28 92 

Score 70 

.2634, 2604. .2663, 2662. .2892, 



lj Seq. No. 
=3 Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 



1460 
3035 
2244 

OJ990823_15.9B09 

2932 

none 

2932.. 3099, 2932 

1461 
3036 
1462 

OJ990823_15.9B09 

1462 

none 

1462. .1627, 2044 

1461 
3036 
1462 



Seq. ID OJ990823_15.9B09.C16 

Strand + 

End 4405 

X16.o2.tm Method . TBLASTX : Maize 

End 3861 

Score 146 
..3099, 3106. .3132, 3224. .3520, 3763. .3861 

Seq. ID OJ990823_15.9B09.C17 

Strand + 

' End 6435 

.C17.ol.gs Method GENSCAN 

End 6435 

Score .41 
,.2148, 3434. .3609, 6074. .6120, 6335. .6435 

Seq. ID OJ990823_15.9B09.C17 

Strand + 

' End 6435 



1554 




Name 


nTQQHQO^ 1 c; QnOQ Pi 7 ^1 no 


Method 


AAT/NAP 


Start 


1519 


End 


4945 


GI 


3451068 


Score 


507 


Exons 


1519. .1627, 3434.. 3679, 3750 


..3786, 4210. .4289, 4584. .4737, 




4867. .4945 






GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1461 


Seq. ID 


OJ990823_15.9B09.C17 


Gene No. 


3036 


Strand 


+ 


otart 




End 


6435 


Name 


OJ990823 15.9B09.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


1548 


End 


4624 


GI 


none 


Score 


79 


Exons 


1548. .1628, 1570. .1629, 3432 


..3665, 3433.-3666, 3523.. 3669, 




4211. .4291, 4577. .4624 






Seq. No. 


1462 


Seq. ID 


OJ990823_15.9B09.C18 


Gene No . 


3037 


Strand 


+ 


Start 


167 


End 


1382 


Name 


OJ990823 15.9B09.C18.ol.gs 


Method 


GENSCAN 


Start 


167 


End 


1382 


GI 


none 


Score 


.73 


Exons 


167.. 256, 650.. 777, 1244.. 1382 




Seq. No. 


1462 


Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3037 


Strand 


+ 


Start 


167 


End 


1382 


Name 


OJ990823 15.9B09.C18.ol.np 


Method 


AAT/NAP 


Start 


643 


End 


814 


GI 


629592 


Score 


132 


Exons 


643. .814 






GI Descrip. 


hypothetical protein - rape 


gil 6065752 | emb I CAB58 17 5 . 1 1 (X7 4 




putative pod-specific dehydrogenase SAC25 [Brassica napus] 


Seq. No. 


1462 


Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3038 


Strand 


+ 


Start 


2306 


End " 


4635 


Name 


OJ990823 15.9B09.C18.o2.np 


Method 


AAT/NAP 


Start 


2306 


End 


4635 


GI 


3451068 


Score 


507 


Exons 


2306. .2414, 2877. .3143, 3503 


..3598, 3842. .3995, 4126. .4204, 




4616. .4635 






GI Descrip. 


(AL031326) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


1462 


Seq. ID 


OJ990823_15.9B09.C18 


Gene no. 


3039 


Strand 




Start 


2251 


End 


4194 


Name 


OJ990823 15.9B09.C18.ol.tm 


Method 


TBLASTX : Maize 


Start 


646 


End 


820 


GI 


none 


Score 


192 


Exons 


646..786, 647. .820, 665. .802 






Seq. No. 


1462 


Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3039 


Strand 




Start 


2251 


End 


4194 


Name 


OJ990823 15.9B09.C18.o2.ts. . 


Method 


- TBLASTX: Soybean 


Start 


646 


End 


796 



1555 




GI 


none 




Score 


194 


Exons 


646. .789, 647. .796 








Seq. No. 


1462 




Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3039 




Strand 




Start 


2251 




End 


4194 


Name 


OJ990823 15.9B09.C18.o2 


.gs 


Method 


GENS CAN 


Start 


2251 




End 


2906 


GI 


none 




Score 


-92 


Exons ^ 


2251.. 2660, 2747. .2906 








Seq. No. 


1462 




Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3039 




Strand 




Start 


2251 




End 


4194 . 


Name 


OJ990823 15.9B09.C18.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


2299 




End 


4194 


GI 


none 




Score 


185 


Exons 


2299.. 2415, 2858. .3109, 


2875 


..3105, 3520.. 3615, 3835.. 3999, 




- 3840. .3998, 4126. .4194, 


4127 


. .4159 




Seq. No. 


1462 




Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3039 




Strand 




Start 


2251 




End 


4194 


Name 


OJ990823 15. 9B09.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2335 




End 


3882 


GI 


none 




Score 


74 


Exons 


2335. .2415, 2357. .2416, 


2858 


..3109, 2875. .3105, 3484. .3600, 




3835. .3882 








Seq. No. 


1462 




Seq. ID 


OJ990823_15.9B09.C18 


Gene No. 


3039 




Strand 




Start 


2251 




End 


4194 


Name 


OJ990823 15.9B09.C18.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


2335 




End 


3123 


GI 


none 




Score 


69 


Exons 


2335.. 2415, 2357. .2416, 


2846 


..2950, 2858. .3109, 2875. .3123 


Seq. No. 


1463 




Seq. ID 


OJ990823_15.9B09.C19 


Gene No. 


3040 




Strand 


+ 


Start 


1 




End 


927 


Name 


OJ990823 15.9B09.C19.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


927 


GI 


629592 




Score 


148 


Exons 


1..111, 763.-927 








GI Descrip. 


hypothetical protein - 


rape < 


gi| 6065752 | emb | CAB58175.il (X741 




putative pod-specif ic dehydrogenase SAC25 [Brassica napus] 


Seq. No. 


1463 




Seq. ID 


OJ990823_15.9B09.C19 


Gene No. 


3040 




Strand 


+ 


Start 


1 




End 


927 


Name 


OJ990823 15.9B09.C19.ol 


.gs 


Method 


GENSCAN 


Start 


65 




End 


921 


GI 


none 




Score 


.74 


Exons 


65. .111, 763. .921 








Seq. No. 


1463 




Seq. ID 


OJ990823_15.9B09.C19 


Gene No. 


3041 




Strand 





1556 



Start 


3910 




End 


4008 




Name 


OJ990823 15.9B09.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


759 




End 


939 




GI 


none 




Score 


194 




Exons 


759. .899, 760. .939, 778 


. .921 








Seq. No. 


1463 




Seq. ID 


OJ990823_15.9B09 


.C19 


Gene No. 


3041 




Strand 






Start 


3910 




End 


4008 




Name 


OJ990823 15.9B09.C19.ol 


.ts . 


Method 


TBLASTX : Soybean 




Start 


759 




End 


914 




GI 


none 




Score 


199 




Exons 


759. .914, 760. .912 










Seq. No. 


1463 




Seq. ID 


OJ990823_15.9B09 


.C19 


Gene No. 


JU4 1 




btrand 






Start 


3910 




End 


4008 




Name 


OJ990823 15. 9B09.C19.o2 


. gs 


Method 


GEN SCAN 




Start 


3910 




End 


4008 




GI 


none 




Score 


.98 




Exons 


3910. .4008 










Seq. No. 


1464 




Seq. ID 


OJ990823_15.9B09 


.C20 


Gene No. 


3Q42. 




Strand 


+ 




Start 


67 




End 


345 




Name 


OJ990823 15.9B09.C20.ol 


.gs 


Method 


GENS CAN 




Start 


67 




End 


345 




GI 


none 




Score 


.63 




Exons 


67. .146, 315. .345 










Seq. No. 


1465 




Seq. ID 


OJ990823_15.9B09 


.C21 


Gene No. 


3043 




Strand 


+ 




Start 


4265 




End 


6968 




Name 


OJ990823 15.9B09.C21.o2 


. np 


Method 


AAT/NAP 




Start 


4265 




End 


6968 




GI 


6069646 




Score 


79 




Exons 


' 4265. .4418, 6929. .6968 











GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa]. 



Seq. No. 1465 Seq. ID OJ990823_15.9B09.C21 

Gene No. 3044 Strand 

Start 1 End 3329 

Name OJ990823_15 . 9B09 . C21 . ol . np Method AAT/NAP 

Start 1 End . 716 

GI 2443320 _ Score 737 

Exons 1 . . 716 

GI Descrip. (D85597) polyprotein [Oryza australiensis ] 

Seq. No. 1465 Seq. ID OJ990823_15.9B09.C21 

Gene No. 3044 Strand 

Start 1 - End 3329 • 

Name OJ990823_15 . 9B09 . C21 . ol . gs Method GENSCAN 

Start 384 End 3329 



1557 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Q Gene No. 

Start 
jij* Name 

;;;J start 

] *J Exons 

! s J GI Descrip. 

i»r| Seq. No. 

: * Gene No. 

Start 

Q Name 

: y Start 

U GI 

' = Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none Score . 65 

384. .716, 1016. .1064, 1728. .1900, 3267. .3329 



1466 Seq. ID 

3045 Strand 

1 End 

OJ990823_15. 9B09 . C22 . ol . np Method 

1 End 

6815062 Score 
1..238 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ990823_15.9B09.C22 
+ 

238 

AAT/NAP 

238 

290 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1466 
3046 
86 

OJ990823_15. 9B09 . C22 . ol . gs 
86 

none 

86. .190, 216. .480 

1467 
3047 
1 

OJ990823_15. 9B09 . C24 . ol . np 
1 

2443320 
1..1210 

(D85597) polyprotein [Oryza australiensis] 



OJ990823_15 . 9B09 . C22 
480 

GENSCAN 
480 
.84 



Seq. ID OJ990823_15.9B09.C24 



Strand 
End 

Method 

End 

Score 



+ 

10523 
AAT/NAP 
1210 
1805 



1467 
3047 
1 

OJ990823_15. 9B09.C24 .ol.gs 
25 

none 



End 

Method 
End 
Score 

25. .640, 945. .1078, 2369. .2541, 2973. .3081, 3700. .3799, 
4208.. 4379, 5014.. 5126, 6120.. 6160, 6219. .6326, 6374.. 7003 



Seq. ID OJ990823_15.9B09.C24 
Strand + 

10523 
GENSCAN 
7003 
. 62 



1467 Seq. ID 

3047 Strand 
1 End 
OJ990823_15. 9B09.C24 ,o2.np Method 
4 8 93 End 
5295971 Score 
4893. .4918, 6252. .10523 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



OJ990823_15.9B09.C24 
+ 

10523 
AAT/NAP 
10523 
3078 



1467 
3047 
1 

OJ990823_15.9B09.C24.o2.gs 

7418- 

none 



Seq. ID OJ990823_15.9B09.C24 

Strand + 

End 10523 

Method GENSCAN 

End 10511 

Score .57 



1558 



Exons 



7418. .8596, 8746. .8890, 9555.. 9978, 10229. .10511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1467 
3048 
10934 

OJ990823_15 . 9B0 9 . C24 . o3 . np 

10934 

6539588 



Seq. ID OJ990823_15.9B09.C24 
Strand 

End 12971 

Method AAT/NAP 

End 12971 

Score 108 



10934. .10955, 12483 12540, 12683. .12971 



GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 1467 Seq. ID 

Gene No. 304 9 Strand 

Start 14996 End 

Name OJ990823_15 . 9B0 9 . C24 . ol . tw Method 

Start 6 End 

GI none Score 

Exons 6. .158, 7. .162, 7. .162, 32. .223, 132. 

297. .611, 9144. .9332, 9145. .9336, 9359 

9710. .9811 



OJ990823_15.9B09.C24 
17687 

TBLASTX: Wheat 

9811 

204 

266, 148. .612, 148. .483, 
9490, 9482. .9685, 





Seq. No. 


1467 




Seq. ID 


OJ990823_15.9B09. 


C24 




Gene No . 


3049 




Strand 






p 


Start 


14996 




End 


17687 




i.l 


Name 


OJ990823 15.9B09.C24 


.o3.ts 


Method 


TBLASTX : Soybean 




:-rs 


Start 


7 




• End 


9478 




m 


GI 


5509260 




Score 


108 




: =r 


Exons 


7. .123, 12. . 131, 8975. .9085, 


9105. .9254, 9130. .9330, 9358.. 


h J 




9359. .9478 










; : y 


GI Descrip. 












ru 


Seq. No. 


1467 




Seq. ID 


OJ990823_15.9B09. 


C24 




Gene No. 


3049 




Strand 








Start 


14996 




End 


17687 




i E 


Name 


OJ990823 15.9B09.C24 


. o5 . tm 


Method 


TBLASTX: Maize 






Start 


229 




End 


9784 




!: d~ 


GI 


none 




Score 


86 




1 E 
n cr 


Exons 


229.. 372, 9527.. 9784 


, 9550.. 


9627, 9676 


. .9783 




;?=| 


Seq. No. 


1467 




Seq. ID 


OJ990823_15.9B09. 


C24 


rl 


Gene No. 


3049 




Strand 








Start 


14996 




End 


17687 






Name 


OJ990823 15.9B09.C24 


.o2.ts " 


Method 


TBLASTX : Soybean 






Start 


583 




End 


10487 • 






GI 


none 




Score 


54 






Exons 


583. .639, 641. .943, 


971.. 1075, 9857.. 9985, 10035 .. 10487 , 








10040. .10285, 10310. 


.10438, 


10320. .10487 






Seq. No. 


1467 




Seq. ID 


OJ990823_15.9B09. 


C24 




Gene No. 


3049 




Strand 








Start 


14996 




End 


17687 






Name 


OJ990823 15.9B09.C24 


.o2.tm 


Method 


TBLASTX: Maize 






Start 


647 




End 


10241 






GI 


none 




Score 


52 






Exons 


647. .727, 722. .937, 


9784. .9990, 9794. . 


9991, 9794.. 9985, 








10020. .10223, 10023. 


.10241, 


10127. .10240 





1559 



Seq. No. 
Gene No. 



1467 
3049 



Seq. ID OJ990823_15.9B09.C24 
Strand 





Start 


14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.o2.tw 


Method 


TBLASTX: Wheat 




Start 


683 


End 


10460 




GI 


none 


Score 


546 




Exons 


683. .1171, 684. .803, 688. .1170, 10017., 


.10244, 10145. .10231, 






10281. .10460 








Seq. No. 


1467 


Seq. ID 


OJ990823 15.yB09.C^4 




Gene No. 


3049 


Strand 






Start 


14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.ol.tc 


Method 


TBLASTX: Cress 




Start 


815 


End 


10490 




GI 


none 


Score 


91 




Exons 


815. .964, 947. .1195, 9826. .9969, 9827. 


.9988, 10017. .10121, 






10049. .10120, 10125. .10241, 10238. .1041 


36, 10239.. 10490 ' 




Seq. No. 


1467 


Seq. ID 


OJ990823_15.9B09.C24 




Gene No. 


3049 


Strand 


- 




Start 


14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.o7.tm 


Method 


TBLASTX: Maize 




Start 


971 " 


End 


10487 


f'i 


GI 


none 


Score 


126 




Exons 


971. .1165, 10242. .10487, 10277 .. 10369, 


10317. .10475 


fn 


Seq. No. 


1467 


Seq. ID 


OJ990823_15.9B09.C24 


\ y 


Gene No . 


3049 


Strand 


- 




Start 


14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.o7.tw 


Method 


TBLASTX: Wheat 




Start 


6515 


End 


6895 




GI 


none 


Score 


193 




Exons 


6515.. 6895, 6536.. 6820 








Seq. No. 


1467 


Seq. ID 


OJ990823_15. 9B09.C24 




Gene No. 


3049 


Strand 


- 


i e 
» 


Start 


14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.o6.tm 


Method 


TBLASTX: Maize 




Start 


6589 


End 


6913 


□ 


GI 


none 


Score 


221 


is a* 


Exons 


6589.. 6708, 6590.. 6913, 6796. 


.6900 






Seq. No. 


1467 ■ 


Seq. ID 


OJ990823_15.9B09.C24 




Gene No. 


3049 


Strand 






Start 


14996 


End 


17687 




Name 


OJ990823 15. 9B09.C24 .o4 .tm 


Method 


TBLASTX: Maize 




Start 


7402 - ■ 


End 


7810 




GI 


none 


Score 


225 




Exons 


7402. .7602, 7403. .7618, 7412. 


.7651, 7661. .7810, 7666. .7806 




Seq. No. 


1467 


Seq. ID 


OJ990823_15.9B09.C24 




Gene No. 


3049 


Strand 






Start 


- 14996 


End 


17687 




Name 


OJ990823 15.9B09.C24.o4.tw 


Method 


TBLASTX: Wheat 




Start 


7424 


End 


7876 




GI 


none 


Score 


231 




Exons 


7424.-7789, 7444. .7509, 7540. 


.7701, 7790. .7876 



1560 



Seq. No. 1467 Seq. ID 

Gene No. 3049 Strand 

Start 14996 End 

Name OJ990823_15 . 9B09 . C24 . o4 . ts Method 

Start 7814 End 

GI none Score 

Exons 7814. .8143, 7910.. 7990 

Seq. No. 1467 Seq. ID 

Gene No. 3049 Strand 

Start 14996 End 

Name OJ990823_15 . 9B09 . C24 . o3 . tw Method 

Start 7949 End 

GI none Score 

Exons 7949. .8413, 7951.. 8319, 8420.. 8509 

Seq. No. 1467 Seq. ID 

Gene No. 3049 Strand 

Start 14996 ' End 

Name OJ990823_15 . 9B09 . C24 . ol . tm Method 

Start 8156 End 

GI none Score 

Exons 8156.. 8503, 8170.. 8526, 8510. 

Seq. No. 1467 Seq. ID 

Gene No. 304 9 Strand 

Start 14996 End 

Name OJ990823_15 . 9B09 . C24 . o2 . tc Method 

Start 8174 End 

GI none Score 

Exons 8174.. 8641 



OJ990823_15 . 9B09. C24 
17687 

TBLASTX : Soybean 

8143 

216 



OJ990823_15.9B09.C24 
17687 

TBLASTX: Wheat 

8509 

305 



OJ990823_15.9B09.C24 
17687 

TBLASTX: Maize 

8581 

405 



8581, 8521.. 8577 



"OJ990823_15.9B09.C24 
17687 

TBLASTX: Cress 

8641 

232 . 



Seq. No. 1467 Seq. ID 

Gene No. 3049 Strand 

Start 14996 ' End 

Name OJ990823_15 . 9B09 . C24 . ol . ts Method 

Start 8183 End 

GI none Score 

Exons 8183.. 8677, 8188.. 8478 

Seq. No. 1467 

Gene No. 304 9 Strand 

Start 14996 End 

Name OJ990823_15 . 9B09 . C24 . o3 . tm Method 

Start 9001 End 

GI none Score 
Exons 



OJ990823_15.9B09.C24 
17687 

TBLASTX: Soybean 

8677 

421 



Seq. ID OJ990823_15.9B09.C24 



17687 

TBLASTX: Maize 

9324 

131 



9001.. 9090, 9002.. 9106, 9112.. 9309, 9123.. 9323, 9124.. 9324 



Seq. No. 1467 

Gene No. 304 9 

Start 14996 

Name OJ990823_15 . 9B09.C24 . o4 .np 

Start 14996 

GI 4680203 

Exons 14996. .16492, .17660 .. 17687 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ990823_15.9B09.C24 
Strand 

End 17687 

Method AAT/NAP 

End 17687 

Score 1333 



1561 



Seq. No. 


1467 






Seq. ID 


OJ990823_15.9B09 


. C24 


Gene No. 


304 9 






Strand 






Start 


14996 






End 


17687 




Name 


OJ990823 15.9B09.C24 


.08. tm 


Method 


TBLASTX: Maize 




Start 


15133 






End 


15525 




GI 


none 






Score 


89 




Exons 


15133. 


.15282, 15293. 


.15409, 


15406.. 15525 




Seq. No. 


1467 






Seq. ID 


OJ990823_15.9B09 


.C24 


Gene No. 


3049 






Strand 






Start 


14996 






End 


17687 




Name 


OJ990823 15.9B09.C24 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


15167 






End 


15527 




GI 


none 






Score 


76 




Exons 


15167. 


.15271, 15172. 


.15273, 


15270. .15323, 15323 .. 154 09, 






15324. 


.15410, 15424. 


.15525, 


15428. .15526, 15435.. 15527 




Seq. No. 


1467 






Seq. ID 


OJ990823_15.9B09 


.C24 


Gene No. 


3049 






Strand 






Start 


14996 






End 


17687 




Name 


OJ990823 15.9B09.C24 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


15789 






End 


16180 




GI 


none 






Score 


90 




Exons 


15789. 


.15890, 15805. 


16017, 


15806. .15865, 15864. .16046, 






15871. 


.16038, 16029. 


16154, 


16043. .16180 





;U Seq. No. 
□ Gene No. 
hj Start 
.'^ Name 
Start 
GI 

Exons 



:; : ; 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1467 Seq. ID 

3049 Strand 

14996 ' End 
OJ990823_15. 9B09 . C24 . o4 . gs Method 

17038 End 

none Score 
17038. .17586 



OJ990823_15.9B09.C24 

17687 
GEN SCAN 
17586 
.59 



OJ990823 15.9B09.C25 



1468 Seq. ID 

3050 Strand 

1 End 3501 

OJ990823_15.9B09.C25.ol.np Method AAT/NAP 

1 End 3501 

5734709 Score 92 

1..-21, 358. .496, 2845 3279, 3329 .. 3501 

(AC008075) Contains PF 100069 Eukary.otic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 1468 Seq. ID 

Gene No. 3051 Strand 

Start 4089 End 

Name OJ990823_15 . 9B09 . C25 . o2 . gs Method 

Start 4089 End 

GI none Score 

Exons 4089.. 4474, 4765.. 4855 

Seq. No. 1469 Seq'. ID 

Gene No. 3052 Strand 

Start 1 End 

Name OJ990823_15 . 9B09 . C2 9 . ol . np Method 



OJ990823_15.9B09.C25 

4855 
GENSCAN 
4855 
.79 



OJ990823_15.9B09.C29 
+ 

335 

AAT/NAP 



1562 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



335 
356 



6815062 
1. .48, 103. .335 ' 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



1470 Seq. ID 

3053 Strand 

288 End 
OJ990823_12.9B01.Cl.ol.gs . Method 

288 t . End 

none Score 

288. .498, 519. .700 



OJ990823_12.9B01.C1 
+ 

700 

GEN SCAN 

700 

.96 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1471 
3054 
396 

OJ990823JL2 . 9B01 . C2 . ol . np 
396 

6063554 
396.-566 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990823_ 
+ 

566 

AAT/NAP 

566 

83 



12.9B01.C2 



Seq. No. 


1472 


Seq. ID 


OJ990823 


Gene No. 


3055 


Strand 


+ 


Start 


217 


End 


981 


Name 


OJ990823 12.9B01.C3.ol.np 


Method 


AAT/NAP 


Start 


217 


End 


981 


GI 


6907086 


Score 


988 


Exons 


217. .981 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


1473 


Seq. ID 


OJ990823 


Gene No. 


3056 


Strand 




Start 


496 


End 


848 


Name 


OJ990823 12.9B01.C5.ol.gs 


Method 


GENSCAN 


Start 


496 


End 


848 


GI 


none 


Score 


.98 


Exons 


496. .656, 794. .848 






Seq. No. 


1474 


Seq. ID 


OJ990823 


Gene No. 


3057 


Strand 


+ 


Start 


209 


End 


310 


Name 


OJ990823 12.9B01.C6.ol.gs 


Method 


GENSCAN 


Start 


209 


End 


310 


GI 


none 


Score 


.92 


Exons 


209. .310 






Seq. No. 


1474 


Seq. ID 


OJ990823 


Gene No. 


3058 


Strand 


+ 


Start 


6631 


End 


7220 


Name 


OJ990823 12.9B01.C6.ol.gp 


Method 


AAT/GAP 


Start 


6631 


End 


7220 


GI 


7905 1.R1084 


Score 


1143 



1563 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6631. .7220 

, 5852170/emb|AL117265.1|OST17804 1.0e-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



1474 Seq. ID 

3059 Strand 

18752 End 

OJ990823_12 . 9B01 . C6 . o2 . np Method 

18752 End 

2911072 Score 



OJ990823_12.9B01.C6 



18752. .18793, 20031 20106, 20261, 

21947. .21995, 22237 .. 22364 , 22410, 

232S6..23346, 23449.-23543, 23617, 

24347.-24487, 24957. .24988 



24988 
AAT/NAP 
24988 
693 

20456, 20547. 
22567, 22738. 
23765, 24153. 



,20636, 
.22807, 
.24264, 



GI Descrip. (AL021960) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3. 

p" Seq. No. 
» Gene No. 
!! Start 
_~ Name 
3 Start 
J GI 
=* Exons 



J Seq. No. 

j Gene No. 

i Start 

= Name 

r z Start 

3 GI 

J Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1474 Seq. ID 

3059 Strand 

18752 End 

OJ990823_12 . 9B01 . C6 . 06 . gp Method 

19873 End 

none Score 

19873. .20106, 20261. .20381 



OJ990823_12. 9B01.C6 
+ 

24988 
AAT/GAP 
20381 
547 



1474 Seq. ID 

3059 Strand 
18752 End 
OJ990823JL2 . 9B01 . C6 . o5 . gs Method 
19943 End 
none Score .8 

19943. .20106, 20261 .. 20456, 20547 .. 20636, 20754 .. 20810 , 

20924. .20993, 21280 21344 , 2194 1 .. 21995 , 22237 .. 22364 , 

23256.-23357, 23454 .. 23543, 23617 .. 237 65, 24478. .24586 



OJ990823_12.9B01.C6 
+ . . 

24988 
GEN SCAN 
24586 



Seq. ID 
Strand 
End 

Method 
End 
' Score 
20547. .20636, 20754 
21941. .21995'; 22237 



OJ990823_12.9B01.C6 
+ 



1474 
3059 
18752 

OJ990823JL2 . 9B01 . C6 . o7 . gp 
20430 

12241_1.R1084 
20430. .20456, 
21280. .21344, 
22738. .22779 

'2911072/emb|CAA17534.1| 4.0e-18 (AL021960) putative protein 
[Arabidopsis thaliana] 1 



24988 
AAT/GAP 
22779 
1039 
20810, 20924. 
22364, '22452. 



.20993, 
.22568, 



1474 Seq. ID 

3059 Strand 

18752 End 

OJ990823_12.9B01.C6.o8.gp Method 

23716 End 

2443 1.R1084 Score 



OJ990823_12.9B01.C6 

+ 

24988 
AAT/GAP 
24433 
427 



23716. .23765, 24 153 .. 24264 , 24347.. 24433 

, 2911072/emb|CAA17534.1| 1.0e-73 (AL021960) putative protein 
[Arabidopsis thaliana] 1 ; 



Seq. No. 



1474 



Seq. ID OJ990823_12.9B01.C6 



1564 



U J 



Gene No. 


3060 






Strand 




Start 


990 






End 


2952 


Name 


OJ990823 12.9B01 


,C6.o2 . 


as 


Method 


GENSCAN 


Start 


990 






End 


2952 


GI 


none 






Score 


. 9 


Exons 


990.. 1322, 1693. 


.1851, 


2021. 


.2139, 2551 


. .2669, 


Seq. No. 


1474 






Seq. ID 


OJ990823 


Gene No. 


3061 






Strand 




Start 


3563 






End 


3871 


Name 


OJ990823 12.9B01 


.C6.o3. 


as 


Method 


GENSCAN 


Start 


3563 






End 


3871 


GI 


none 






Score 


1 


Exons 


3563. .3871 










Seq. No. 


1474 






Seq. ID 


OJ990823 


Gene No. 


3062 






Strand 




Start 


6873 






End 


18912 


Name 


OJ990823 12.9B01 


.C6.o5. 


tm 


Method 


TBLASTX: 


Start 


3746 






End 


7251 


GI 


none 






Score 


104 


Exons 


3746.. 3814, 3806 


. .3862, 


6814 


..6969, 6862.. 6963, 




7020.. 7085, 7047 


. .7148, 


7093 


. .7149, '7093. .7251 


Seq. No. 


1474 






Seq. ID 


OJ990823 


Gene No . 


3062 






Strand 




Start 


6873 






End 


18912 


Name 


OJ990823 12.9B01 


.C6.o4 . 


gs 


Method 


GENSCAN 


Start 


6873 






End 


18912 


GI 


none 






Score" 


.68 


Exons 


6873.. 7133, 7422 


. .7441, 


8755 


..8858, 9005. .9159, 




10065. .10256, 10354. .10533, 


10632. .10806, 10899 



12648. .12878, 14 142 .. 14368 , 14470 .. 14555, 15074 .. 15192 , 

15433. .15495, 15612 .. 16048 , 16147 .. 16327 , 17211 .. 17296, 

17400. .17561, 17741. .17807, 17970 .. 18026, 18753 .. 18834 , 
18898. .18912 



i 3C i 



Seq. No. 1474 
Gene No. 1 3062 

Start 6873 

Name OJ990823_12 . 9B01 -C6.o2.tm 

Start 9396 

GI none 
Exons 



Seq. ID OJ990823_12. 9B01.C6 
Strand 

End 18912 

Method TBLASTX: Maize 

End 10733 

Score 129 



9396.. 9434, 10043 .. 10258 , 10055 .. 10168 , 10065 10256, 
10344. .10499, 1034 4 .. 10409, 10351 .. 10533, 10355 .. 10537 , 
10495. .10539, 10629 .. 10718 , 10632.. 10733 



Seq. No. 1474 Seq. ID 

Gene No. 3062 Strand 

Start 6873 End 

Name OJ990823__12 . 9B01 . C6 . o3 . ts Method 

Start 10065 End 

GI none Score 

Exons 10065. .10130, 10194 .. 10256, 10198 

10355. .10522, 10629 .. 10718, 10644 



10272, 
10715 



OJ990823_12.9B01.C6 
18912 

TBLASTX : Soybean 

10718 

83 

10351. .10533, 



Seq. No. 



1474 



Seq. ID OJ990823 12.9B01.C6 



1565 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
."3 GI 
,3 ■ Exons 



3062 
6873 

OJ990823_12.9B01.C6.o2.tc 

10203 

none 

10203. .10256, 10204. .10257, 
10412. .10537, 10611.. 10718 



Strand 
End 

Method 

End 

Score 



18912 

TBLASTX: Cress 

10718 

65 



10351. .10533, 10355. .10534, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 12.9B01.C6 



1474 
3062 
6873 

OJ990823_12 . 9B01 . C6 . o2 . gp 
12169 

20447_2.R1084 
12169. .12563, 12648.. 13252 

'5669638/gb|AAD4 6404 . 1 | AF096248_1 1 . 0e-24 (AF096248) 
ethylene-responsive RNA helicase [Lycopersicon esculentum] 1 



18912 
AAT/GAP 
13252 ' 
1755 



1474 
3062 
6873 

OJ990823_12.9B01.C6.o6.tm 

12377 

none 

12377. .124 48, 12378. .124 4 6, 
12522. .12563, 12523 .. 12564 , 
12646. .12750, 12 647 .. 12748 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12394. .12447, 
12524. .12565, 



OJ990823 12.9B01.C6 



18912 

TBLASTX: Maize 
12751 
56 

12464 
12525 



12647. . 12751, 12664, 



12514, 
12566, 
12750 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823 12.9B01.C6 



it 3 GI Descrip. 



1474 Seq. ID 

3062 Strand 

6873 End 

OJ990823_12 . 9B01 . C6 . ol .np Method 

12511 End 

5669638 Score 

12511. .12562, 12644. .12878, 14142 

14847. .14998, 15074 .. 15235, 15316 
16147. .16202 

(AF096248) ethylene-responsive RNA helicase [Lycopersicon 
esculentum] 



18912 
AAT/NAP 
16202 
1322 

14372, 14649. .14751, 
15495, 15612. .15874, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1474 
3062 
6873 

OJ990823_12.9B01.C6.o2.ts 

12661 

none 

12661. .12879, 14 137 .. 14343, 
14469. .14558, 14 475 .. 14555, 

1474 
3062 
6873 

OJ990823_12 . 9B01 . C6 . o4 . tm 

12753 

none 

12753. .12878, 12755 .. 12877 , 
14137. .14370, 14143. .14370, 



Seq. ID OJ990823_12.9B01.C6 
Strand 

End 18912 

Method TBLASTX : Soybean 

End 14731 

Score 160 
14143. .14370, 14144. .14371, 
14650. . 14730, 14651.. 14731 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_12.9B01.C6 
18912 

TBLASTX: Maize 

14375 

105 



12757. .12879, 12814, 
14151. .14375 



,12879, 



1566 




Seq. No. 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 


Gene No. 


3062 






• Strand 






Start 


6873 






End 


18912 






OJ990823 12.9B01.C6. 




Method 


TBLASTX: Cress 




Start 


12814 






End 


15168 




GI 


none 






Score 


167 




Exons 


12814. . 


12879, 14137. 


.14349, 


14143. .14370, 14147. .14371, 






14154. . 


14372, 14457. 


.14558, 


14464. .14553, 14 650 14751, 






14651. . 


14752, 14844. 


.14996, 


14844. .14999, 14851 .. 15000, 






15069. . 


15167, 15069. 


.15167, 


15073. .15168 




Seq. No. 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 


Gene No. 


3062 






Strand- 






Start 


6873 






End 


18912 




Name 


OJ990823 12.9B01.C6. 


o3 . gp 


Method 


AAT/GAP 




Start 


13885 






End 


14290 




GI 


4714063 




Score 


783 




Exons 


13885. . 


14290 










GI Descrip. 


5669638/gb|AAD46404. 


1IAF096248 1 4 . Oe- 


19 (AFO'96248) 






ethylene-responsive 


RNA helicase [Lycopersicon esculentum] 


Seq. No. 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 


Gene No. 


3062 . 






Strand 








6873 






End 


18912 




Name 


OJ990823 12.9B01.C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


14475 






End 


15760 




GI 


none 






Score 


50 




Exons 


14475. . 


14555, 14677. 




14678. .14752, 14 84 4 .. 15008 , 






14851. . 


15000, 15069. 




15073. .15231, 15317. .15496, 






15320. . 


15469, 15324. 


.15518, 


15598. .15759, 15602.. 15760 




Seq. No. 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 


Gene No. 


3062 






Strand 






O Lai L 


6873 






End 


18912 




Name 


OJ990823 12.9B01.C6. 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


15111 






End 


15760 




GI 


none 






Score 


96 




Exons 


15111. . 


15203, 15112. 


.15204, 


15198. .15230, 15199. .15231, 






15315. . 


15485, 15317. 


.15445, 


15317. .15496, 15324 15485, 






15598. . 


15759, 15614. 


.15760 








Seq. No. 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 




3062 






Strand 






Start 


6873 






End 


18912 




Name 


OJ990823 12.9B01.C6. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


15171 






End 


15741 




GI 


none 






Score 


40 




Exons 


15171. . 


15224, 15184. 


.15225, 


15335. .15487, 1534 5 .. 15476, 






15613. . 


15741 










Seq. No.' 


1474 






Seq. ID 


OJ990823_12.9B01 


.C6 


Gene No. 


3062 






Strand 






Start 


6873 






End 


18912 




Name 


OJ990823 12.9B01.C6. 


o4 . gp 


Method 


AAT/GAP 




Start 


■ 15335 






End 


16001 




GI 


3762461 






Score 


989 ^ 





1567 



Exons 15335. .15495, 15612.. 16001 

GI Descrip. 5669638/gb | AAD46404 . 1 | AF096248_1 1.0e-24 (AF096248) 

ethylene-responslve RNA helicase [Lycopersicon esculentum] 



Seq. No. 1474 Seq. ID 

Gene No. 3062 Strand 

Start 6873 End 

Name OJ990823_12 . 9B01 . C6 . o5 . gp Method 

Start 17121 End 

GI none Score 

Exons 17121. .17296, 17400.. 17502 



OJ990823_12.9B01.C6 

18912 
AAT/GAP 
17502 
395 





Seq. No. 


1474 








Seq. 


ID OJ990823 


12. 9B01 




Gene No. 


3063 








Strand 






Start 


20319 








End 


24435 






Name 


OJ990823 12.9B01.C6. 


o3 . tm 


Method TBLASTX : Mai ze 




Start 


20319 








End 


24435 






GI 


none 








Score 


t 70 






Exons 


20319. 


.20381, 


20330. 


.20368, 


20367. . 


20456, 20369. 


.20449, 






20550. 


.20660, 


20556. 


.20636, 


20748. . 


20810, 20752. 


.20811, 






20753. 


.20809, 


20918. 


.20995, 


20922. . 


20960, 20923. 


.20997, 






20924. 


.20995, 


21274. 


.21342, 


21902. . 


21994, 21941. 


.21994, 






22236. 


.22367, 


22238. 


.22363, 


22419. . 


22592, 22430. 


.22567, 






22449. 


.22577, 


22735. 


.22821, 


22736. . 


22810, 22913. 


.22954, 






23247. 


.23342, 


23253. 


.23345, 


23255. . 


23362, 23451. 


.23555, 


\ ' 




23453. 


.23542, 


23457. 


,23543, 


23614. . 


23766, 23614. 


.23751, 


; ; ; 
; !sr 




23616. 


.23768, 


23616. 


.23765, 


24151. . 


24276, 24152. 


.24277, 






24156. 


.24278, 


24156. 


.24281, 


24344. . 


24370, 24357. 


.24431, 


< - 3=? 

Lit 




24370. 


.24435, 


24371. 


.24433 








==3 


Seq. No. 


1474 








Seq. 


ID OJ990823 


12.9B01 


: : I 
; C 


Gene No. 


3063 








Strand 






Start 


20319 








End 


24435 




.3 S3. 

i : 


Name 


OJ990823 12.9B01.C6. 


o4 . ts 


Method TBLASTX : Soybean 




Start 


20914 








End 


24433 






GI " 


none 








Score 


s 103 




js ?s 


Exons 


20914. 


.20994, 


20924. 


.20995, 


21273. . 


21347, 21902. 


.21994, 


: n 

'S5? 




22235. 


.22363, 


22236. 


.22367, 


22419. . 


22568, 22454. 


.22567, 






22465. 


.22578, 


22739. 


.22810, 


23253. . 


23339, 23451. 


.23552, 






23451. 


.23543, 


23599. 


.23757, 


23616. . 


23753, 24154. 


.24264, 






24177. 


.24257, 


24371. 


.24433 










Seq. No. 


1474 








Seq. 


ID OJ990823_ 


12.9B01 




Gene No. 


3063 








Strand 






Start 


20319 








End 


24435 v 






Name 


OJ990823 12.9B01.C6. 


ol . tw 


Method TBLASTX : Wheat 




Start 


23722 








End 


24435 






GI 


none 








Score 


63 






Exons 


23722. 


.23766, 


23723. 


.23785, 


24151. . 


24276, 24156. 


.24278, 






24344. 


.24370, 


24365. 


.24424, 


24370. . 


24432, 24370. 


.24435, 



24371. .24433 



Seq. No. 1475 Seq. ID 

Gene No. 3064 Strand 

Start 259 End 

Name OJ990823_12 . 9B01 . C7 . ol . gs Method 

Start 259 End 



OJ990823_12.9B01.C7 
+ 

2345 
GEN SCAN 
2345 



1568 



GI 

Exons 



none Score .71 

259. .351, 757. .837, 906. .1130, 1177. .1362, 1930. .2067, 

2226.. 2345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



w Seq. No. 

Gene No. 
J Start 
j Name 
I Start 
GI 

Exons 



1475 
3064 
259 

OJ990823_12 . 9B01 . C7 . ol . gp 
742 

2443_1.R1084 

742. .837, 906. .1130, 1240. 
1 2911072/emb|CAA17534 .1 | 1 
[Arabidopsis thaliana] ' 

1475 
3064 
259 

OJ990823_12. 9B01.C7.ol.np 
747 

2911072 

747. .837, 906. .1130, 1240. 



OJ990823_12.9B01.C7 
+ 

2345 
AAT/GAP 
1831 
1539 
.1831 



Seq. ID 
.Strand 
End 

Method 

End 

Score 
,1362, 1446. 
,0e-73 (AL021960) putative protein 



Seq. ID 

Strand 

End 

Method 
End 
Score 
,1385 



OJ990823_12.9B01.C7 
+ 

2345 
AAT/NAP 
1385 
431 



(AL021960) putative. protein [Arabidopsis thaliana] 



1475 Seq. ID 

3065 Strand 
2027 - " End 

OJ990823_12 . 9B01 . C7 . o2 . gp Method 

2027 End 

2800158 Score 
2027. .2455 



OJ990823_12.9B01.C7 

2455 
AAT/GAP 
2455 
715 



OJ990823 12.9B01.C7 



J 



1475 Seq. ID 

3066 Strand 

2504 End 

OJ990823_12 . 9B01 . C7 . ol . tw Method 

651 End 

none Score 

651. .839, 742. .837, 761. .844, 876. .1133, 899. .1132, 1224. .1280, 
1225. .1269 



3834 

TBLASTX: Wheat 

1280 

128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1475 Seq. ID 

3066 Strand 

2504 End 

OJ990823_12 . 9B01 . C7 . ol . tm Method 

678 End 

none Score 



OJ990823_12. 9B01.C7 
3834 

TBLASTX: Maize 

1731 

132 



678. .839, 742. .837, 768. .839, 840. .1130, 876. .1133, 905. .1132, 



1224. .1322, 1224. .1361, 1240. 
1441. .1569, 1448. .1573, 1663. 

1475 
3066 
2504 

OJ990823_12. 9B01 . C7 . o2 . ts 
765 

5509682 

765. .839, 766. .837, 876. .950, 



.1386, 1256. .1357, 1433. .1558, 
.1731 

Seq. ID OJ990823_12.9B01.C7 



Strand 
End 

Method 

End 

Score 



3834 

TBLASTX : Soybean 

1362 

112 



905. .1129, 905. .1132, 993. .1133, 



1569 




1224. .1355, 1225. .1362 
GI Descrip. 2911072/emb_CAA17534_ 3.0e-40 (AL021960) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


1475 








Seq. ID 


OJ990823_12.9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


.9B01 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2430 








End 


3144 


GI 


none 








Score 


72 


Exons 


2430. .2552, 


2442 


. .2489, 


2510. 


.2551, 2558.-2593, 2698.. 2763, 




2699. .2764, 


2703 


. .2768, 


2705. 


.2767, 2838..2897, 2838.. 2903, 




oUU o . . J14 o, 




"3 1 A "3 

. . J14o, 


oUU / . 


.3144 




Seq. No. 


1475 








Seq. ID 


OJ990823_12. 9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


.9B01 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2492 








End . 


3445 


GI 


none 








Score 


59 


Exons 




o "7 r\ o 
Z 1 UZ 


. . Z 1 D / , 


o n n c 


.2768, 2986. .3288, 3003. .3314, 




3360. .3437, 


3362 


. .3445 








Seq. No. 


1475 








Seq, ID 


OJ990823_12.9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


.9B01 


. C7 . o2 . 


gs 


Method 


GEN SCAN 


Start 


2504 








End 


3284 


GI 


none 








Score 


.72 


Exons 


2504. .2587, 


2705 


. .2765, 


2839. 


.2903, 3003.. 3284 


Seq. No. 


1475 








Seq. ID 


OJ990823_12.9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


.9B01 


.C7.o2. 


np 


Method 


AAT/NAP 


Start 


2507. 








End . 


3834 


GI 


6175158 








Score 


657 


Exons 


2507. .2587, 


2705 


. .2765, 


2839. 


.2903, 3003.. 3284, 3362.. 3436, 




3o4o . . ooiy , 


3767 


. .3834 








GI Descrip. 


(AC010796) 


putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


1475 








Seq. ID 


OJ990823_12.9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


.9B01 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3022 








End 


3433 


GI 


none 








Score 


191 


Exons 


3022. .3204, 


3024 


. .3272, 


3024. 


.3287, 3067.. 3285, 3362.. 3433 


Seq. No. 


1475 








Seq. ID 


OJ990823_12.9B01.C7 


Gene No. 


3066 








Strand 




Start 


2504 








End 


3834 


Name 


OJ990823 12 


-9B01 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3144 








End 


3628 


GI 


none 








Score 


137 


Exons 


" 3144. .3287, 


3144 


. .3287, 


3145. 


.3288, 3362.. 3439, 3362.. 3439, 




3542. .3589, 


3542 


. .3628, 


3546. 


.3620 





1570 



Seq. No. 1476 Seq. ID 

Gene No. 3067 " Strand 

Start 2562 End 

Name OJ990823_12 . 9B01 . C8 . ol . gp Method 

Start 2562 End 

GI 5039075 Score 

Exons 2562.. 2850 



OJ990823_12.9B01.C8 
+ 

2850 
AAT/GAP 
2850 
555 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1476 
3068 
4206 

OJ990823_12. 

4206 

none 

4206. .4222, 
6460. .6518, 



9B01.C8.o2.gs 



4297. 
6589. 



.4436, 
.7354 



5188, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5807, 



OJ990823_ 
+ 

73.54 
GENSCAN 
7354 
.8 

5999. .6142, 



12.9B01.C8 



6210. .6353, 



Seq. No. 1476 

Gene No. 3068 

Start 4206 

Name ■ OJ990823_12 . 9B01 .C8 .o2 .np 

Start 5741 

GI 6721561 

Exons 5741.. 5776, 6177.. 6389, 6460. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6518, 



OJ990823 
+ 

7354 
AAT/NAP 
7351 
1019 
6589. .7351 



12.9B01.C8 



(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



jl Seq. No. 


1476 


Seq. ID 


OJ990823 


" Gene No. 


3069 


Strand 


+ 


Start 


7292 


End 


13750 


3 Name 


OJ990823 12 


. 9B01 . C8 . o4 . np Method 


AAT/NAP 


4 Start 


7292 


End 


13750 


1 GI 


6721512 


Score 


92 


Exons 


7292. .7330, 


12156. .12455, 13698.. 13750 




!? GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 


3 Seq. No. 


1476 


Seq. ID 


OJ990823 


Gene No. 


3070 


Strand 




Start 


1 


End 


3376 


Name 


OJ990823 12 


. 9B01 . C8 . ol . np Method 


AAT/NAP 


Start 


1 


End 


3376 


GI 


6453908 


Score 


842 


Exons 


1..248, 395 


..497, 592. .662, 791. .845, 


1022. .112 




2251. .2343, 


2414. .2664, 3165. .3376 





GI Descrip. (AC011663) putative ABC transporter [Arabidopsis thaliana] 



Seq. No. 1476 Seq. ID 

Gene No. 3070 Strand 

Start 1 End 

Name OJ990823_12 . 9B01 . C8 . ol . gs Method 

Start 791 End 

GI none Score 
Exons 



OJ990823_12.9B01.C8 

3376 
GENSCAN 
2845 
.5 



791. .967, 1210. .1332, 1459. .1503, 2432. .2845 



1571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
.„ Name 
j -3 Start 
Q GI 
s n Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End 13750 

Method TBLASTX : Maize 

End 4 97 

Score 312 

27. .248, 37. .249, 386. .466, 389.-496, 393. .494, 393. .497, 
394. .495 



1476 
3071 
7289 

OJ990823_12 . 9B01 . C8 . o2 . tin 
27 

none 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End 13750 

Method ' TBLASTX: Soybean 

End 847 

Score 182 

36.-248, 37. .249, 55-. 249, 389. .499, 393. .500, 594. .668, 
594.-668, 785.-847, 788. .847 



1476 
3071 
7289 

OJ990823_12.9B01.C8.ol.ts 
36 

none 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End 13750 
Method TBLASTX : Mai ze 
End 1303 
none Score 121 

"588. .668, 591. .695, 785. .856, 789. .842, 791. .847, 1020. .1133, 
1021. .1134, 1022. .1138, 1184. .1303, 1208. .1294, 1210. .1302 



1476 
.3071 
7289 

OJ990823_12. 9B01.C8.o4 .tm 
588 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End 13750 
Method TBLASTX : Cress 
End 2501 
none Score 91 

594. .668, 785..856, 1013. .1129, 1014. .1139, 1016. .1129, 
1024. .1143, 1210. .1332, 1220. .1333, 1459. .1503, 1604. .1657, 
2162. .2281, 2224. .2280, 2230. .2343, 2285.-2344, 2417.. 2500, 
2421. .2501 



1476 
3071 
7289 

OJ990823_12.9B01.C8.ol.tc 
594 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End '13750 

Method TBLASTX : Soybean 

End 1335 

none Score 63 

1019. .1138, 1021. .1128, 1210. .1335, 1211. .1333, 1267. .1335 



1476 
3071 
7289 

OJ990823JL2. 9B01 . C8 . o2 . ts 
1019 



1476 
3071 
7289 

OJ990823_12 . 9B01 . C8 . ol . tw 

5521 

none 



Seq. ID OJ990823_12.9B01.C8 
Strand 

End 13750 

Method TBLASTX : Wheat 

End 9047 

Score 350 



5521. .5622, 8591. .9046, 8592. .9047 



1476 
3071 



Seq. ID OJ990823_12..9B01.C8 
Strand 



1572 




Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


7039 






End 


9694 




GI 


none 






Score 


157 




Exons 


7039. .7056, 


7074 


..7160, 9239 


...9475, 9249. .9473, 9512. .9694 




9513. . 9686 












Seq. No. 


- 1476 






Seq. ID 


OJ990823_12.9B01 


.C8 


Gene No. 


3071 






Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8.o3.np 


Method 


AAT/NAP 




Start 


7289 






End 


. 13750 




GI 


4680183 






Score;/> ' 


1192 




Exons 


7289. .7392, 


8507 


..8898, 8986 


..9027, 9493. .10717, 11045. 


.11: 




13730. .13750 










GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


1476 






Seq. ID 


OJ990823_12. 9B01 


.C8 


Gene No. 


3071 






Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8.o3.gs 


Method 


GENSCAN 




Start 


7694 






End 


12253 




GI 


none 






Score 


.4 




Exons 


7694. .8016, 


8096 


..8141, 8240 


..9055, 9089. .9736, 9755..1034i 




10401. .10593, 10714. .11476, 


11630. .12253 




Seq. No. 


1476 






Seq. ID 


OJ990823_12.9B01 


.C8 


Gene No. 


3071 






Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


,C8 .o3.tw 


Method 


TBLASTX: Wheat 




Start 


8078 






End 


8476 




GI 


none 






Score 


173 




Exons 


8078. .8476, 


8166 


..8366, 8177 


. .8476 






Seq. No. 


1476 






Seq. ID 


OJ990823_12.9B01 


.C8 


Gene No. 


3071 






.Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


8168 






End 


8533 




GI 


none 






Score 


96 




Exons 


8168. .8533, 


8169 


. .8366 








Seq. No. 


1476 






Seq. ID 


OJ990823_12.9B01 


.C8 


Gene No. 


3071 






Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8264 






End 


8500 




GI 


none 






Score 


69 




Exons 


8264. .8500, 


8274 


. .8363 








Seq. No. 


1476 






Seq. ID 


OJ990823_12.9B01 


.C8 


Gene No. 


3071 






Strand 






Start 


7289 






End 


13750 




Name 


OJ990823 12. 


9B01 


.C8 .ol . tm 


Method 


TBLASTX: Maize 




Start 


8561 






End 


8917 




GI 


none 






Score 


209 




Exons 


8561. .8917, 


8562 


..8855, 8615 


. .8863 







1573 




Seq. No. 


1476 


Seq. ID 


OJ990823_12.9B01. 




Gene No. 


3071 


Strand 






Start 


7289 


End 


13750 




Name 


OJ990823 12.9B01.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10277 


End 


10675 




GI 


none 


Score 


69 




Exons 


10277. .10675, 10377 .. 10550, 


10623. . 10661 




Seq. No. 


1477 


Seq. ID 


OJ990823_12.9B01. 


no, 


Gene No. 


3072 


Strand 






Start 


519 


End 






Name 


OJ990823 12.9B01.C9.ol.gs 


Method 


GENSCAN 




Start 


519 


End 


1 1 1 O 
1 1 1Z 




GI 


none 


Score 


. 4 9 




Exons 


519. .584, 894. .1112 








Seq. No. 


1478 


Seq. ID 


OJ990823_12.9B01. 


L, XU 


Gene No. 


3073 


Strand 


+ 




Start 


7271 


End 


8036 




Name 


OJ990823 12.9B01.C10.o2.gs 


Method 


GENSCAN 




Start 


7271 


End 


8036 




GI 


none 


Score 


.79 




Exons 


7271. .7310, 7834. .8036 








Seq. No. 


1478 


Seq. ID 


OJ990823_12.9B01. 


C10 


Gene No. 


3074 


Strand 


+ 




Start 


8326 


End 


14114 




Name 


OJ990823 12.9B01.C10.o3.gs 


Method 


GENSCAN 




Start 


8326 


End 


13723 




GI 


none 


Score 


.88 





^ Exons 8326.. 8421, 8760.. 9402, 9503.. 10005, 10516 .. 10635, 11875 11985, 

jy 12456. .12481, 12725 .. 12792, 13113 .. 13226, 13322 .. 13503, 

* 13655.. 13723 



Seq. No. 


1478 




Seq. ID 


OJ990823_12. 9B01.C10 


Gene No. 


3074 




Strand 


+ 


Start 


8326 




End . 


14114 


Name 


OJ990823 12.9B01.C10.o4.gp 


Method 


AAT/GAP 


Start 


10545 




End 


13229 


GI 


none 




Score 


927 


Exons 


10545. . 


10635, 11086. .11151, 


11875. .11985, 12379. .12455, 




12725. . 


12792, 13113.. 13229 






Seq. No. 


1478 




Seq. ID 


OJ990823_12.9B01.C10 


Gene No. 


3074 




Strand 


+ 


Start 


8326 




End 


14114 


Name 


OJ990823 12.9B01.C10.o5.gp 


Method 


AAT/GAP 


Start 


13377 




End 


14114 


GI 


LIB3434 


-010-P1-K1-F8 


Score 


490 


Exons 


13377. . 


13503, 13655. .13723, 


14023. .14114 


GI Descrip. 


'2781363 2.0e-20 (AC003113) 


F2401.19 


[Arabidopsis thaliana] 


Seq. No. 


1478 




Seq. ID 


OJ990823_12.9B01.C10 


Gene No.- 


3075 




Strand 




Start 


1455 




End 


4949 


Name 


OJ990823_12 . 9B01 .C10 . ol . gs 


Method 


GENSCAN 



1574 



3 

n 



3 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1455 End 4865 

none Score .74 

1455. .1748, 1949. .2064, 2184. .2230, 2685. .2785, 3003. .3092, 
3288.-4865 



1478 
3075 
1455 

OJ990823_12. 9B01 . C10 . ol . np 

1458 

629807 

1458. .1748, 1988. .2064, 2184. 

3288. .4865 

VP1 protein - rice 

1478 
3075 
1455 

OJ990823_12 . 9B01 . C10 . ol . tm 

1651 

none 

1651. .1719, 1726. .1746, 1982. 
2178. .2234, 2178. .2234, 2179. 
2671. .2784, 2684.. 2830, 3003. 



1478 
3075 
1455 

OJ990823_12.9B01.C10.ol.gp 
2671 

72020_1.R1084 
2671. .2785, 3003. .3092, 



Seq. ID OJ990823_12. 9B01.C10 
Strand 

End 4 94 9 

Method AAT/NAP 

End 4 8 65 

Score 3671 

.2230, 2685.-2785, 3003. .3092, 



Seq. ID OJ990823_12. 9B01.C10 
Strand 

End 4 94 9 

Method TBLASTX: Maize 
End 3093 
Score 70 

.2068, 1983. .2066, 2168. .2233, 
.2235, 2179. .2235, 2660. .2788, 
.3089, 3003.. 3092, 3004.. 3093 



OJ990823 12.9B01.C10 



Seq. ID _ 
Strand 

End 4 94 9 

Method AAT/GAP 
End 3438 
Score 585 
3288.-3438 

391884/dbj | D16640 | RICOSVP1 1.0e-62 Rice DNA for VP1 protein, 
complete cds 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 12.9B01.C10 



1478 
3075 
1455 

OJ990823_12 . 9B01 . C10 . o2 . gp 
4215 
5607328 
4215. .4538 

586238/sp|P37398|VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN - HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVP1) - Oryza sativa 

>gi_391885_dbj_BAA04066_ (D16640) VP1 protein (OSVP1) [Oryza 
sativa] 



4949 
AAT/GAP 
4538 
644 



1478 
3075 
1455 

OJ990823_12 . 9B01 . C10 . o3 . gp 
4628 

5607329 . 
4628.. 4949 

391884/dbj | D16640 | RICOSVP1 
complete cds 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_12.9B01.C10 

4949 
AAT/GAP 
4949 
612 



1.0e-62 Rice DNA for VP1 protein, 



1575 



Seq. No. 1478 Seq. ID 

Gene No. 3076 Strand 

Start 12729 End 

Name - OJ990823_12 . 9B01 . CIO . o2 . tm Method 

Start 12729 End 

GI none Score 

Exons 12729. .12788, 12731 .. 12793, 12731 .. 12787 , 13172 

13290. .13502, 13313 .. 13516, 13317 .. 13502 , 13363 

13654. .13725, 13662 .. 13724 , 14017 .. 14 109, 14021 



OJ990823 12.9B01.C10 



14113 

TBLASTX: Maize 
14113 
90 



,13225, 
,13509, 
,14113 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1479 
3077 
1005 

OJ990823_12 . 9B01 . Cll . ol . tm 

726 

none 



OJ990823 12.9B01.C11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

726. .773, 738. .770, 752. .877, 752. .877, 753. .878, 996. .1151, 
1006. .1167, 1030. .1137, 1345. .1392, 1346. .1390, 1462. .1584, 
1478. .1585, 1478. .1594, 1479. .1595, 1479. .1595, 
1720.. 1923, 1725.. 1913 



5053 

TBLASTX: Maize 

1923 

43 



1480. .1599, 



Seq. No. 1479 

Gene No. 3077 

Start 1005 

Name . OJ990823_12 . 9B01 . Cll . ol . gs 

Start 1005 

GI none 

Exons 1005.. 1136, 1345.. 1434, 1478. 

3265. .3305, 3608. .3726, 4654, 



OJ990823_12.9B01.C11 

5053 
GENS CAN 
5053 
.61 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1594, 1719. .1899, 
.4838, 4934. .5053 



2541. .2680, 



. ~ Seq. No. 

If, Gene No. 

Start 

=3 Name 

tl Start 

: y GI 

; , Exons 

i!3 Seq. No. 
Gene No. 
Start' 
Name 
Start 
GI 

Exons 

GI Descrip. 



1479 
3077 
1005 

OJ990823_12 . 9B01 . Cll . o2 . 
3694 
none 
3694. 
4180, 



.3720, .3.802. 
.4266, 4335. 



,3909, 
,4415, 



4723.-4839, 4730. .4840, 



tm 



3807. 
4335. 
4931. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3911, 
.4418, 
.4990 



OJ990823_12.9B01.C11 
5053 

TBLASTX: Maize 
4990 
41 

3807. .3911, 4180. .4260, 
4336. .4422, 4689. .4862, 



1480 Seq. ID 

3078 Strand 

1 End. 

OJ990823JL2 . 9B01 . C12 . ol . np Method 

1 End 

4581111 Score 
1..40, 1692. .1821, 2107. .2341 

(AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



OJ990823_12.9B01.C12 
+ 

2341 
AAT/NAP 
2341 
43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1480 Seq. ID 

3078 Strand 

1 End 
OJ990823_12 . 9B01 . C12 . ol . gs Method 
4 4 ' End 

none Score 
44 . . 1045 



OJ990823_12 . 9B01 .C12 
+ 

2341 
GENSCAN 
1045 
.55. 



1576 



'J 
cn 



Seq. No. 


1480 








Seq. ID 


OJ990823 


[Zone No 


3079 








Strand 


+ 


O Lul L. 


4210 








End 


4318 


IN CHUG 


OJ990823 12 


9B01 


C12 o4 


. gs 


Method 


' GENSCAN 




4210 _ 

*4 X \J 








End 


* 4318 ' 


ox 


none 








Score 


. 6 




4210 4318 












Seq. No. 


1480 








Seq. ID 


OJ990823 


Rpnp Wo 


3080 








Strand 




Start 


1853 








End 


2177 


Name 


OJ990823 12 


9B01 


C12 o2 


. qs 


Method 


GENSCAN 


Start 


1853 _ 








End 


2177 


GI 


none 








Score 


.7 


Pvnn 


1853 1956, 


2066 


. .2078, 


2163. 


.2177 




Seq. No. 


1480 








Seq. ID 


OJ990823 


npinA No 


3081 








Strand 




O Lai u 


2558 








End 


2761 


Name 


n,TQC)nft?3 i ? 

WU J JVOt J x . 


9B01 


. C12 . o3 


• y a 


Method 


GENSCAN 


O L a J- L. 


?^S8 ~ 

^ J JO 








End 


2761 












Score 


.79 


Hi AUllO 


jo i f yj j. 












Seq. No. 


1481 








Seq. ID 


OJ990823 


Gene No. 


3082 








Strand 


+ 


Start 


5269 








End 


9848 


Name 


OJ990823 12. 


9B01 


.C13.ol. 


.. np 


Method 


AAT/NAP 


Start 


5269' 








End 


9848 


GI 


4680179 








Score 


4532 


Exons 


5269. .6328, 


6431 


. .9848 









y GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



□ Seq. No. 1481 . 

Gene No. 3083 

,; Start 268 

! T Name OJ990823_12 . 9B01 . C13 . ol . gs 

s :3 start 268 

£3 GI none 

ri Exons 268.. 470 



Seq. ID OJ990823_12.9B01.C13 
Strand 

End 470 

Method GENSCAN 

End 470 

Score . 8 



Seq. No. 


1481 








Seq. ID 


OJ990823_12. 9B01. 


C13 


Gene No. 


3084 








Strand 






Start 


679 








End 


2604 




Name 


OJ990823 


12.9B01 


.013. 


o2.gs 


Method 


GENSCAN 




Start 


679 








End 


2604 




GI 


none 








Score 


.49 




Exons 


679. .869, 


1086. . 


1217, 


1249. 


.1513, 2328, 


..2410, 2526.. 2604 




Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01. 


C13 


Gene No. 


3085 








Strand' 






Start 


5491 








End 


6150 




Name 


OJ990823 


12. 9B01 


.C13. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


5491 








End 


5868 




GI' 


none 








Score 


265 





Exons 



5491. .5868 



1577 




Seq. No. 


1481 








Seq. ID 


OJ990oZo Iz.yBUl.ulJ 


Gene No. 


3085 








Strand 




Start, 


5491 








End 


6150 


.Name 


OJ990823 12. 


9B01 


,C13.o6 


tm 


Method 


TBLASTX: Maize 


Start 


5749 








End 


6150 


GI 


none 








Score 


239 


Exons 


5749. .6150 












Seq. No. 


1481 








Seq. ID 


OJ990823 lz.9BUl.Clo 


Gene No. 


3086 








Strand 




Start 


6459 








End 


6870 


Name 


OJ990823 12. 


9B01 


,C13.o8 


.tm 


Method 


TBLASTX: Maize 


Start 


6459 








End 


6783 


GI 


none 








Score 


204 


Exons 


6459. .6572, 


6460 


. .6783 








Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No. 


3086 








Strand 




Start 


6459 








End 


6870 


Name 


OJ990823 12. 


9B01 


.C13.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


6466 








End 


6870 


GI 


none 








Score 


165 


Exons 


6466. .6687, 


6466 


. .6519, 


6510. 


.6620, 6696.. 6815, 6700.. 6870 


Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No. 


3087 








Strand 




Start 


6874 








End 


7080 


Name 


OJ990823 12. 


9B01 


.C13.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


6874 








End 


7080 


GI 


none 








Score 


204 


Exons 


6874. .7080, 


6933 


. .7079 








Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No. 


3088 








Strand 




Start- 


7011 








End 


7911 


Name 


OJ990823 12. 


9B01 


.C13.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


7011 








End 


7494 


GI 


none 








Score 


531 


Exons 


7011. .7466, 


7012 


. .7494, 


7039. 


.7485 




Seq. No.- 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No. 


3088 








Strand 




Start 


7011 








End 


7911 


Name 


OJ990823 12. 


9B01 


.C13.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7081 








End 


7548 


GI 


none 








Score 


381 


Exons 


7081. .7548, 


7152 


. .7325, 


7153. 


.7329 




Seq. No. 


1481 








Seq. ID 


OJ?90823_12. 9B01.C13 


Gene No. 


3088 








Strand 




Start 


ton 








End 


7911 


Name 


OJ990823 12, 


9B01 


.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


7435 








'find 


7830 


GI 


none 








Score 


56 


Exons 


7435. .7467, 


7435 


. .7467, 


7452. 


.7547, 7471. .7830, 7471. .7779, 




7587. .7802 













1578 



m * 





ocCj, NO. 


1 A ft 1 
1 fl O 1 








Seq. ID 


OJ990823_12. 9B01 


.oij 




Gene No. 


3088 








Strand 








Start 


7011 








End 


7911 






Name 


OJ990823 12 


.9B01. 


C13.o6 


.tw 


Method 


TBLASTX : Wheat . - 






Start 


7543 








End ' 


'7839 






GI 


none 








Score 


363 






Exons 


7543. .7839, 


7543. 


.7779, 


7587. 


.7802, 7604. .7819 






oeq. NO. 


1 A Q 1 
141 0 1 








Seq. ID 


OJ990823_12. 9B01 


. ui 0 




Gene No. 


3088 








Strand 








Start 


7011 








Hill LI 


7 Q1 1 






Name 


OJ990823 12 


.9B01. 


C13.o5 


. tm 


L v lc LIIOCJ. 


X DLriO 1 A • Via lZc 






Start " 


7564 










7 Q1 1 
f y x x 






GI 


none 








Score 








Exons 


7564. .7911, 


7632. 


.7766 












O r\ r*t Klr\ 
OCVj> IN O . 


1 A ft 1 
1401 








Seq. ID 


OJ990823_12. 9B01 






Gene No. 


3089 








Strand 








Start 


7845 










ft 97 1 
/ l 






Name 


OJ990823 12 


.9B01. 


C13.o2 


.tw 


Tuf /-\ V* /-v /"<3 

jyie inoa 


I dlao i a . wnea l 






Start 


7845 








Ejna 


ft 9 7 1 
o z / 1 






GI 


none 








Score 


joy 






Exons 


7845. .8219, 


7846. 


.8271, 


7903. 


Q O C 

. o z 0 0 






i ^ 


oeq. wo. 


1 A Q 1 








Seq. ID 


OJ990823_12.9B01 




: fi 


Gene No. 


3089 








Strand 






\ y 


Start 


7845 








T7 1 /-J 


ft 9 7 1 
oZ / I 






Name 


OJ990823 12 


.9B01. 


C13.o3 


.ts 


fuT /«\ ^ W 

L v ie inoa 


i d-uho i a . ouyoean 






Start 


7852 








CjUU 


ft n Q7 






GI 


none 








Score 


9fl ^ 
ZU j 




w 


Exons 


7852. .8097 














• far 


oeq . NO . 


1 A Q 1 
1 4 0 1 








Seq. ID 


OJ990823_12.9B01 






Gene No. 


3089 








Strand 








Start 


7845 








TTnH 
HiilU. 


ft 97 1 
/ 1 




-z 


Name 


OJ990823 12 


. 9B01. 


C13.o2 


. tm 




TRT QQTY • Ma 1-70 






Start 


7918 








Lna 


ft 9 7 1 




w 


GI 


none 








Score 


A R7 






Exons 


7918. .8271, 


7920. 


.8228 










u 


oeq. NO. 


* 1 A ft 1 
1ft O 1 








Seq. ID 


OJ990823_12. 9B01 


. li j 




Gene No. 


3090 








Strand 








Start 


8314 








End 


9804 






Name 


OJ990823 12 


. 9B01. 


C13.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


8314 








End 


8838 






GI 


none 








Score 


571 






Exons 


8314. .8838, 


8466. 


.8834 












Seq. No.' 


1481 








Seq. ID 


OJ990823_12.9B01 


.C13 




Gene No. 


3090 








Strand 








Start 


8314 








End 


9804 






Name 


OJ990823 12 


.9B01. 


C13.ol 


■ tc 


Method 


TBLASTX: Cress 






Start 


8545 








End 


8862 






GI 


none 








Score 


102 






Exons 


8545. .8718, 


8566. 


.8718, 


8719. 


.8862, 8721. .8843 





1579 




Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


juyu 








Strand 




Start 


8314 








End 


9804 


Name 


- OJ990823 12 


.9B01 


.C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


8631 








End ■ 


8886 


GI 


none 








Score 


291 


Exons 


8631. .8876, 


8647 


. .8886, 


8758. 


.8886 




Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


q r\ on 

. juyu 








o Tirana 




Start 


8314 








End 


9804 


Name 


OJ990823 12 


.9B01 


.C13.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


8684 








End 


8976 


GI 


none 








Score 


69 


Exons 


8684. .8836, 


8686 


. .8976, 


8697. 


.8876, 8' 


758. .8973 


Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


ju yu 








Strand 




Start 


8314 








End 


9804 


Name 


OJ990823 12 


.9B01 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


8845 








End 


9471 


GI 


none 








Score 


666 


Exons 


8845. .9471, 


8940 


. .9347, 


8992. 


.9420 




Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


3090 








Strand 




Start 


8314 








End 


9804 


Name 


OJ990823 12 


.9B01 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


9025 








End 


9621 


GI 


none 








Score 


215 


Exons 


9025. .9177, 


9028 


. .9186, 


9033. 


.9179, 9184. .9621, 9184. .9621 


Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


ou yu 








Strand 




Start 


8314 








End 


9804 


Name 


OJ990823 12 


.9B01 


.C13.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


9471 








End 


9804 


GI- 


none 








Score 


367 


Exons 


9471. .9740, 


9472 


. .9804, 


9634. 


.9783 




Seq. No. 


1481 








Seq. ID 


OJ990823_12.9B01.C13 


Gene No . 


juyu 








Strand 




Start 


8314 








End 


9804 


Name 


OJ990823 12 


.9B01 


.C13.o9 


.tm 


Method 


TBLASTX: Maize 


Start 


9631 








End 


9789 


GI 


none 








Score 


186 


Exons 


9631. .9789 












Seq. No. 


1482 








Seq. ID 


OJ990823_12.9B01.C14 


Gene No. 


3091 . 








Strand 


+ 


Start 


2041 








End 


5435 


Name 


OJ990823 12 


.9B01 


,C14.ol 


.gs 


Method 


GENSCAN 


Start 


2041 








End 


5435 


GI 


none 








Score 


.49 


Exons 


2041. .2145, 


4414 


. .4485, 


5206. 


.5329, 5341.. 5435 



Seq. No. 1482 Seq. ID OJ990823_12.9B01.C14 



1580 





Gene No. 


3092 


Strand 


+ 




Start 


6564 


End 


9821 




Name 


OJ990823 12.9B01.C14.o2.gs 


Method 


GEN SCAN 




Start 


6564 . ~ 


End 


9127 




GI 


none 


Score 


.43 




Exons 


6564.. 6679/ 6738.. 6883, 8592 


. .9127 






Sea. No. 


1482 


Seq. ID 


OJ990823_12.9B01.C14 




Gene No. 


3092 


Strand 


+ 




Start 


6564 


End 


9821 




Name 


OJ990823 12.9B01.C14.o2.np 


Method 


AAT/NAP 




Start 


8603 


End 


9821 




GI 


4678202 


Score 


52 




Exons 


8603. .8755, 9786.. 9821 








GI Descrip. 


(AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1482 


Seq. ID 


OJ990823_12.9B01.C14 




Gene No. 


3093 


Strand 






Start 


10124 


End 


12145 




Name 


OJ990823 12.9B01.C14.o3.gs 


Method 


GENSCAN 




Start 


10124 


End 


12145 




GI 


none 


Score 


.89 




Exons 


10124. .10228, 10346. .10495, 


10538. .10702, 10925. .11005, 


□ 




11657. .11886, 11929. .12145 










1482 


Seq. ID 


OJ990823_12 . 9B01 .C14 


1T1 


Gene No . 


3093 


Strand 




i y 


Start 


10124 


End 


12145 


□ 


Name 


OJ990823 12. 9B01 . C14 . o3 . np 


Method 


AAT/NAP 


i 1 1 


Start 


10334 


End 


11869 




GI 


4646202 


Score 


611 




F.xons 

1—1 *V K_/ 1 1 O 


10334. .10702, 10925. .11005, 


11657. .11869 


rU 


GT Dpscrio. 


(AC007230) ESTs gb|H76289 and gb|H76537 come from this gene. 






[Arabidopsis thaliana] 






"'"4 




1482 


Seq. ID 


OJ990823_12.9B01.C14 




Gene No . 


3093 


Strand 






Start 


10124 


End 


12145 


! =3 


Name 


OJ990823 12.9B01.C14.ol.gp 


Method 


AAT/GAP 




Start 


10671 


End 


12136 


. : c~ 
•'a 


GI 


LIB34 32-04 6-P1-K1-B4 


Score 


849 




F.xons 


10671. .10702, 10925. .11005, 


11657. .118E 


16, 11980. .12136 




CiT Dpsciid. 


'4646202/gb|AAD26875.1 IAC007230 9 5.0e- 


-39 (AC007230) ESTs 






gb_H76289 and gb_H76537 come 


from this 


gene. [Arabidopsis 






thaliana] ' 








Seq. No. 


1482 


Seq. ID 


OJ990823_12.9B01.C14 




Gene No. 


3094 


Strand 






Start 


13141 


End 


23385 




Name 


OJ990823 12. 9B01 . C14 . o2 . ts 


Method 


TBLASTX : Soybean 




Start 


10022 


End 


11830 




GI 


none 


' Score 


88 




Exons 


10022. .10045, 10124. .10225, 


10125. .10196, 10346. .10516, 



10347. .10385, 10391 .. 10618 , 10428 10610, 10628 .. 10702 , 
10635. .10703, 10925. .11011, 10926 .. 10997 , 11655 .. 11771, 
11657. .11830 



1581 




Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start 


13141 




End 


23385 






Name 


OJ990823 12.9B01.C14 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10197 




End 


10991. 






GI 


none 




Score 


64 






Exons 


10197. .10235, 10199. 


.10243, 


10346. .10432, 10350. 


.10385, 






10412. .10702, 10416. 


.10724, 


10431. .10706, 10921. 


.10989, 






10925. .10990, 10926. 


.10991 










Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start 


13141 




End 


23385 






Name 


OJ990823 12.9B01.C14 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


10925 




End 


11830 






GI 


none 




Score 


90 






Exons 


10925. .11011, 10926. 


.10997, 


11654. .11830, 11655. 


.11771 




Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start . 


13141 




End 


23385 






Name 


OJ990823 12.9B01.C14 


.oS.tm 


Method 


TBLASTX: Maize 




Start 


11687 




End 


12207 






GI 


none 




Score 


153 






Exons. 


11687. .11839, 11732. 


.11854, 


11972. .12013, 12141. 


.12206, 






12142. .12207, 12143. 


.12196 










Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start 


13141 




End 


23385 






Name 


OJ990823 12.9B01.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


13137 




End 


13336 






GI 


none 




Score 


173 






Exons 


13137. .13331, 13141. 


.13335, 


13143. .13331, 13202. 


.13336 




Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start 


13141 




End 


23385 






Name 


OJ990823 12.9B01.C14 


.o4 .gs 


Method 


GENS CAN 






Start 


.13141 




End 


23385 






GI 


none 




Score 


.71 






Exons 


13141. .13422, 13657. 


. 13914, 


13993. .14118, 14212. 


.14307, 






14402. .14492, 15101. 


.15189, 


15379. .15883, 16186. 


.16241, 






16341. .16407, 16516. 


.16568, 


16602. .16894, 17694. 


.17835, 






17921. .18241, 18321. 


.18565, 


18946. .19321, 19450. 


.19472, 






19588. .19843, 19936. 


.20184, 


20189. .20259, 20348. 


.20437, 






20550. .20666, 21054. 


.21388, 


21398. .22143, 22291. 


.23385 




Seq. No. 


1482 




Seq. ID 


OJ990823_ 


12.9B01 


.C14 


Gene No. 


3094 




Strand 








Start 


13141 




End 


23385 






flame 


OJ990823 12.9B01.C14 


.o4 .np 


Method 


AAT/NAP 






Start 


13144 




End 


16820 






GI 


6560748 




Score 


634 






Exons 


13144. .13422, 13657. 


.13914, 


13993. . 14118, 14218. 


.14307, 






14348. .14492, 15101. 


.15189, 


15676. .15828, 16341. 


.16409, 





16602. .16820 



1582 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Ex'drfs 



Seq. No. 
Gene No. 
Start 



(AC010155) F3M18.1 [Arabidopsis thaliana] 

gi| 6691212 | gb I AAF24550 . 1 1 AC007508_13 (AC007508) F1K23.17 
[Arabidopsis thaliana] 



1482 
3094 
13141 

OJ990823_12.9B01.C14.ol.ts 

13174 

none 



Seq. ID OJ990823_12.9B01.C14 
Strand 

End 23385 

Method TBLASTX : Soybean 

End 14286 

Score 131 



13174. .13425, 13217 .. 13426, 13655 .. 13756, 13657 .. 13887 , 
13658. .13888, 13981 .. 14115, 13982 .. 14119, 14209. .14286 



1482 
3094 
13141 

OJ990823_12 . 9B01 . C14 . o4 . tm 

13891 

none 

13891. .13917, 13975. .14121, 
13993. .14127, 14212 .. 14310, 
14402. .14512, 14402. .14494, 



Seq. ID 
Strand 
End 

Method 
End 
"Score 
13983 
14215 



OJ990823 12.9B01.C14 



23385 

TBLASTX: Maize 
15189 
127 

14114, 13991. .14116, 
14310, 14216. .14314, 



15091. . 15189, 15094. .15186 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 12.9B01.C14 



1482 
3094 
13141 

OJ990823_12 . 9B01 . C14 . o5 . np 
18932 
5441880 

18932. .19657, 19760 20404 , 
21787. .21822, 22267.. 23274 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



23385 
AAT/NAP 
23274 
2033 



20513. .20651, 21201 .. 21528, 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990823 12.9B01.C14 



1482 
3094 
13141 

OJ990823_12 . 9B01 . C14 . o2 . gp 
19259 

LIB3433-020-P1-K1-A6 
19259. .19643, 20356.. 20398 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



23385 
AAT/GAP 
20398 
750 



1482 
3094 
13141 

OJ990823_12.9B01.C14.ol.tw 

22036 

none 



Seq. ID OJ990823_12.9B01.C14 
Strand 

End 23385 

Method TBLASTX : Wheat 

End 22413 

Score 59 



22036. .22209, 22047 .. 22187 , 22153 .. 22200 , 22234 224 10, 
22259. .22411, 22264. .22413 



1482 
3094 
13141 



Seq. ID 

Strand 

End 



OJ990823_12.9B01.C14 
23385" 



1583 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990823_12 . 9B01 . C14 . o2 . tm Method 

22229 End 

none Score 
22229. .22702, 22240.. 22707 

1483 Seq. ID 

3095 Strand 
3792 End 
OJ990823_12 . 9B01 . C15 . o2 . gs Method 
3792 End 
none Score 
3792.. 4529 

1483 Seq. ID 

3096 Strand 
2101 End 
OJ990823_12 . 9B01 . C15 . ol . gs Method 
2101 End 
none Score 
2101.. 2202, 2289.. 3107 

1483 Seq. ID 

3097 Strand 
5503 End 
OJ990823_12 . 9B01 . C15 . o3 . gs Method 
5503 End 
none Score 
5503. .5576 

1484 Seq. ID 

3098 Strand 
1 End 
OJ990823_12. 9B01.C16.ol.np Method 
1 End 
6907088 Score 
1..184, 312. .449 

(AP001129) hypothetical protein [Oryza sativa] 



TBLASTX: Maize 
22707 
221 



OJ990823_12 . 9B01 .CIS 
+ 

4529 
GENSCAN 
4529 
.9 



OJ990823_12 . 9B01 .CIS 

3107 
GENSCAN 
3107 
.45 



OJ990823_12.9B01.C15 

5576 
GENSCAN 
5576 
.99 



OJ990823_12 . 9B01 .C16 
449 

AAT/NAP 
449 
419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913 15-9B12.C1 



1485 
3099 
1 

OJ990913_l-5 . 9B12 . CI . ol . np 
1 

5231113 
1. .410 

(AF141202) EIN2 [Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



410 

AAT7NAP 

410 

138 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1486 Seq. ID 

3100 Strand 

5448 End 

OJ990 913_15 . 9B12 . C2 . o2 . gs Method 

5448 End 

none Score 

5448.. 5542, 5823. .5900, 6637.. 6688 



OJ990913_15.9B12.C2 
+ 

6688 
GENSCAN 
6688 
.75 



1584 



Seq. No. 1486 Seq. ID 

Gene No. 3101 Strand 

Start 7095 End 

Name . . OJ990913_15 . 9B12 .C2 . ol . gp Method 

Start 7095 End 

GI 56070_1.R1084 Score 

Exons 7095.. 7576 

GI Descrip. ' 2182267 /gb | AAB60715 . 1 1 2.0e-24 (L37359) lipoxygenase [Hordeum 
vulgare] 1 



OJ990913_15.9B12.C2 
+ 

7576 
AAT/GAP 
"7576 
885 



Seq. No. 1486 Seq. ID 

Gene No. 3102 Strand 

Start 1 End 4654 

Name OJ990913_15 . 9B12 . C2 . ol . np Method AAT/NAP 

Start 1 End 3673 

GI 5231113 Score 715 

Exons 1..436, 526.-694, 1661.. 1881, 

2594.. 2796, 3628.. 3673 
Gl" Descrip. (AF141202) EIN2 [Arabidbpsis. thaliana] 

gi | 5231115 | gb | AAD41077 . 1 | AF141203_1 (AF141203) 

thaliana] 



OJ990913 15.9B12.C2 



1967.. 2080, 2251.. 2337, 



EIN2 [Arabidopsis 



Seq. No. 1486 Seq. ID 

Gene No. 3102 Strand 

Start 1 End 

Name OJ990913_15 . 9B12 . C2 . ol . gs Method 

Start 1967 End 

GI none Score 
Exons 



OJ990913_15.9B12.C2 

^654 
GENSCAN 
4654 
.49 



1967.. 2080, 2251.. 2373, 2594.. 2862, 4555.. 4654 



Seq. No. 1486 Seq. ID 

Gene No. 3103 Strand 

Start 7352 End 

Name OJ990913_15 . 9B12 . C2 . o3 . tm Method 

Start 51 End 

GI none Score 

Exons 51.. 293, 51.. 293, 179.. 298 



OJ990913_15.9B12.C2 
13079 

TBLASTX: Maize 

298 

262 



i.J 



Seq. No. ~ 1486 

Gene No. 3103 

Start 7352 

Name OJ990913_15 . 9B12 . C2 . o2 . tm 

Start 302 

GI none 
Exons 



Seq. ID OJ990913_15.9B12.C2 



Strand 
End 

Method 

End 

Score 



13079 

TBLASTX: Maize 

723 

126 



302. .469, 303. .437, 493. .603, 559. .723, 563. .715 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1486 
3103 
7352 

OJ990913_15, 

7337 

none 

7337. .7393, 
7764. .7937, 
8583. .8663, 
8820. .8894, 
9436. .9738, 



9B12.C2.ol.tc 



Seq. ID OJ990913_15.9B12.C2 
Strand 

End 13079 
Method TBLASTX: Cress 
End 12379 
Score 139 
7397.. 7699, 7398.-7694, 7442.. 7726, 7694.. 8137, 
8019. .8168, 8234. .8299, 8279. .8497, 8280. .8486, 
8583.. 8666, 8676.-8798, 8677.. 8796, 8709.. 8798, 
9040.. 9138, 9044.. 9139, 9239.. 9328, 9244.. 9333, 
9593. .9733, 9745 .. 9774 , 9873 .. 9944 , 9877. .9945, 



1585 



9945. .10028, 10032 .. 10115, 12095 1237 9, 12096. .12344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1486 
3103 
7352 

OJ990913_15.9B12.C2.ol.tm 
7346 



OJ990913 15.9B12.C2 



13079 

TBLASTX: Maize 

12307 

44 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
7346.-7393, 7353. .7394, 7427. .7588, 7430. .7588, 7545.-7652, 
7745. .8137, 7746. .8138, 8234.-8347, 8235.-8348, 8275. .8370, 
8351. .8497, 8364. .8498, 8583. .8648, 8689. .8781, 8691. .8771, 
8814. .8894, 9040. .9138, 9041. .9157, 9241..9333, 9242. .9313, 
9703. .9744, 9745.-9777, 9870. .9941, 9871. .9957, 9906. .10025, 
10030. .10071, 10032. .10091, 12089 .. 12112, 12104 .. 12166, 
12191.. 12307 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1486 
3103 
7352 

OJ990913_15. 
7346 
none 
7346. 
7694. 
8583. 
9244, 



9B12.C2.ol.ts 



Seq. ID OJ990913_15.9B12.C2 
Strand - - 

13079 

TBLASTX: Soybean 
12373 
46 - 



.7396, 
,8137, 
,8798, 
,9333, 



End 

Method 
End 
Score 

7356. .7394, 7398.-7469, 7415. .7690, 7512 
7740. .8138, 8234.-8497, 8235. .8498, 8237 
8647. .8796, 8817 .. 8894 ,• 9077 9139, 9082 
9245.-9322, 9436.. 9516, 9553.. 9615, 9562 



,7682, 
,8506, 
,9138, 
,9627, 



9619. .9732, 9679. .9774, 9873. .10028, 9877. .10029, 10032 .. 10112, 
10036. .10113, 12095. .12373, 12096.. 12308 



Ly Seq. No. 

y Gene No. 

?l\ Start 

Name 

L Start 

P GI 

''"•I Exons 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1486 
3103 
7352 

OJ990913_15. 9B12.C2.o3.gs 
7352 
none 

7352.. 8135, 8235.-8498, 8584 
9435.-9773, 9869.. 10112, 12092 

1486 
3103 
7352 

OJ990913_15.9B12.C2.o2.np 
7355 
2182267 

7355. .8135, 8235.-8498, 8584, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8891, 9037. 
12322 



OJ990913_15.9B12.C2 

13079 
GENSCAN 
12322 
.87 



9127, 9182.. 9326, 



OJ990913_15.9B12.C2 

13079 
AAT/NAP 
13079 
3107 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8891, 9037. .9144, 9241. .9326, 



9435.. 9773, 9869.. 10112, 12092 .. 12381 , 12994.. 13079 



GI Descrip. (L37359) lipoxygenase [Hordeum vulgare] 



1486 Seq. ID 

3103 Strand 

7352 End 

OJ990913_15. 9B12.C2.o2.tw Method 

7715 End 

none Score 

7715. .7978, 7740. .7937 



OJ990913_15. 9B12.C2 
13079 

TBLASTX: Wheat 

7978 

258 



Seq. No. 



1486 



Seq. ID OJ990913_15.9B12.C2 



1586 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3103 
7352 

OJ990913_15 . 9B12 .C2 . ol . tw 

8262 

none 

8262. .8498, 8264. .8506, 8264, 
8673. .8825, 8674. .8823 

1486 
3103 
7352 

OJ990913_15 . 9B12 . C2 . o3 . tw 

8847 

none 



Strand 
End 

Method 

End 

Score 



13079 

TBLASTX: Wheat 

8825 

319 



,8497, 8583. .8681, 8583. .8669, 



Seq. ID OJ990913_15.9B12.C2 

Strand . - 

End 13079 

Method TBLASTX : Wheat 

End 9607 

Score 57 



8847. .8894, 8851. .8895, 8851. .8895, 9040. .9138, 9041. .9139, 
9042. .9146, 9239. .9316, 9241. .9327, 9241. .9333, 9427. .9588, 
9427.. 9600, 9437.. 9607 



Seq. No. 
Gene No. 
Start 
Name 
Start 

□ GI 
, Exons 

Seq. No. 
i y Gene No . 
i:3 Start 
j j Name 

Start 
lf t GI 
; - Exons 
15 GI Descrip. 



==. Seq. No. 
"I** Gene No. 
*3 Start 
!j Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 



OJ990913_15. 9B12.C2 
13079 

TBLASTX: Maize 

9702 

111 



1486 Seq. ID 

3103 Strand 

7352 End 
OJ990913_15.9B12.C2.o4.tm • Method 

9547 End 

none Score- 

9547.. 9702, 9596.. 9700 

1486 Seq. ID 

3103 Strand 
7352 End 
OJ990913_15 . 9B12 . C2 . o2 . gp Method 
9570 End 
uC-osroM202029g05bl Score 
9570.. 9773, 9869.. 10112, 12092.. 12215 

, 126401/sp|P29250|LOX2_ORYSA 1.0e-65 LIPOXYGENASE L-2 

>gi_100'690_pir S23454 ... lipoxygenase (EC 1.13.11.12) L-2 - rice 

>gi_20267_emb_CAA45738_ (X64396) lipoxygenase [Oryza sativa] 1 

1487 Seq. ID OJ990913_15 . 9B12 . C3 

3104 * Strand 

45 End 2835 

OJ990913_15.9B12.C3.ol.gs Method GENSCAN 

45 End 2835 

none Score .89 

45. .143, 593. .852, 1578. .1700, 2814. .2835 



OJ990913JL5. 9B12.C2 

13079 
AAT/GAP 
12215 
1034 



1488 
3105 
944 

OJ990913_15.9B12.C4.ol.gs 

944 

none 

944. .1366 

1489 
3106 
1485 

OJ990913 15.9B12.C5.ol.gs 



Seq. ID OJ990913_15.9B12.C4 
Strand 

End 1366 

Method GENSCAN 

End 1366 

Score .69 



Seq. ID OJ990913_15.9B12.C5 

Strand + 

End 4468 

Method GENSCAN 



1587 



btaru 


1 








GI 


none 








Exons 




100 ' • 


. 1786, 


2231 . 




^Qfii 4119 


4210. 


.4468 




Seq. No. 


1490 








Gene No. 


3107 










UOl 








Name 


Pi TQQ0Q1 ^ 1 R 


QR1 ? 


C6 .ol . 


CSS 


Start 


DO 1 










none 








T7* \r /~\ r\ o 


UU 1 • • J- \J \J 








Seq. No. 


14 yu 








Gene No . 


"31 Oft 








Start. 


1165 








Name 


OJ990913 15 


.9B12. 


C6.o2. 


gs 


Start 


1165 








GI 


none 








Exons 


1165. .1936, 


2029. 


.2292, 


2371. 




3163. .3498, 


3756. 


.3993, 


4680. 



End 4468 
Score .73 



Seq. ID OJ990913_15.9B12.C6 

Strand + 

End 1003 

Method GENSCAN 

End 1003 

Score .72 



Seq. ID OJ990913_15.9B12.C6 
■Strand 

End 7882 

Method GENSCAN 

End 7882 

Score .91 
.2678, 2786.. 2893, 



2989. 
7804. 



3074, 
7882 



Seq. No. 

□ Gene No. . 

•3 Start 

,IZ Name 

!:!! Start 

is J Exons 

: =s GI Descrip. 



:1 - Seq. No. 
"3 Gene No. 
<J Start 

Name 
ex Start 



5381. .5603, 

1490 Seq. ID OJ990913_15. 9B12.C6 

3108 Strand 

1165 End 7882 

OJ990913_l-5.9B12.C6.ol.np Method AAT/NAP - 

1168 End 5573 

2506825 * Score 3549 

1168. .1936, 2029. .2292, 2371. .2678, 2786. .2893, 2989. .3074, 
3163. .3498, 3756. .3993, 4680. .4978, 5381. .5573 
LIPOXYGENASE 1 gi 1 532572 (L35931) lipoxygenase 1 [Hordeum 
vulgare] gi 1 1094924 | prf I I 2107185A lipoxygenase [Hordeum vulgare] 



GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1490 
3108 
1165 

OJ990913_15.9B12.C6.ol.ts 
1225 
none 



Seq. ID OJ990913_15.9B12.C6 
Strand 

End 7882 

Method TBLASTX : Soybean 

End 5576 

Score 351 



1225. .1938, 1238. .1939, 2028. .2291, 2029. .2292, 2370. .2585, 

2371. .2586, 2607. .2681, 2786. .2896, 3001. .3069, 3278.-3343, 

3347.. 3460, 3479.. 3505, 3838. .3918, 3919.. 3996, 4683.. 4760, 

4770. .4859, 4863.-4949, 5385. .5471, 5472. .5522, 5553.-5576 



1490 
3108 
1165 

OJ990913_15. 

1231 

none 

1231. .1938, 
2074. .2286, 
2607. .2681, 
3164. .3334, 
3922.-3996, 
4858. .4911, 



9B12.C6.ol.tc 



1232. 
2370. 
2786. 
3291. 
4683. 
4920. 



.1762, 1820 

.2453, 2371 

.2896, 2793 

.3455, 3458 

.4760, 4767 

.4982, 5385 



Seq. ID OJ990913._15-9B12.C6 
Strand 

End 7882 

Method TBLASTX : Cress 

End 5522 

Score 284 

.1939, 2028. .2075, 2073. .2291, 
.2454, 2463.-2585, 2464.-2589, 
.2894, 2992. .3075, 3155. .3460, 
.3505, 3811. .3837, 3847. .3912, 
.4850, 4768. .4851, 4857.-4922, 
.5522, 5386. .5520 



1588 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



";Z Seq. No. 

Gene No. 
rU Start 
ij Name 
fj Start 

'3 ST 

: ; Exons 
. =% 

□ Seq. No. 
fj Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1490 
3108 
1165 

OJ990913_15.9B12.C6.ol.tm 
1237 
none 
1237. 
2028. 
2370. 
2601. 
3431. 
4782. 



.1398, 1399.. 1509, 1400. 

,2141, 2029.. 2142, 2142. 

.2435, 2475.-2543, 2512. 

.2681, 2766.. 2891, 2786. 

.3505, 3844..3924, 3913. 
.4859 



Seq. ID 
Strand 
End • 
Method 
End 
Score 

.1420, 1534 
.2291, 2143 
.2547, 2550 
.2893, . 2989 
.3999, 4677 



OJ990913 15.9B12.C6 



7882 

TBLASTX : Maize 
4859 
42 

1938, 1535.. 1939, 

2292, 2151.. 2294, 

2588, 2593.-2682, 

3060, 2990.. 3043, 

4700, 4692.-4763, 



1490 
3108 
1165 

OJ990913_15.9B12.C6.o3.tw 

1513 

none 

1513. .1779, 1514. .1765 

1490 
3108 
1165 

OJ990913_15.9B12.C6.ol.tw 

2056 

none 

2056.. 2292, 2056.. 2097, 2058. 
2371. .2454, 2455. .2601, 2460. 

1490 
3108 
1165 

OJ990913_15.9B12.C6.o2. tw 

2637 

none 

2637.. 2681, 2638.. 2682, 2785. 
2987.. 3043, 2989.. 3075, 3158. 

1490 
3108 
1165 

OJ990913_15. 9B12.C6.o2.tm 

3155 

none 

3155.. 3325, 3164.. 3322 

1490 
3108 
1165 

OJ990913_15.9B12.C6.o3.tm 

4869 

none 

4869.-4922, 4870.. 4923, 4920. 
5385. .5558 



Seq. ID 

Strand 

End 

Method 
End ' 
Score 



OJ990913_15.9B12.C6 
7882 

TBLASTX: Wheat 

1779 

349 



Seq. ID OJ990913_15. 9B12.C6 
Strand 

End 7882 

Method TBLASTX : Wheat 

End " 2612 

Score 330 

.2291, 2167.. 2292, 2370.. 2456, 
.2612, 2463.. 2612 

Seq. ID OJ990913_15. 9B12.C6 
Strand 

End 7882 

Method TBLASTX : Wheat 

End 3328 

Score 61 

.2895, 2786.. 2893, 2787.. 2966, 
.3328, 3164.. 3328 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_15.9B12.C6 
7882 

TBLASTX: Maize' 

3325 

172 



OJ990913_15. 9B12.C6 
7882 * 

TBLASTX: Maize 

5559 

82 



.4982, 4921.. 4983, 5380.. 5559, 



Seq. No. 



1491 



Seq. ID OJ990913_15.9B12.C7 



1589 




Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 



1 GI 



Exons 



y Seq. No. 
3 Gene No. 
y < Start 
== Name 
ft Start 
y GI 
Exons 



! g Seq. No. 
;.I Gene No. 
Start 



Name 



O Start 
□ GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Strand + 

End 4 639 

Method GEN SCAN 

End 4 639 

Score .74 

1152. .1209, 1329. .1811, 1941. .2168, 2415. .2692, 3408. .3545, 
4020. .4143, 4551. .4639 



3109 
1152 

OJ990913_15.9B12.C7.ol.gs 
1152 
none 



1491 Seq. ID OJ990913_15.9B12.C7 

3109 Strand + 

1152 End 4 639 

OJ990913 15.9B12.C7.ol.np Method AAT/NAP 

1523 ~ End 2590 

6539555 Score 1326 

1523.. 2200, 2279.. 2590 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi I 6539592 | dbj | BAA88208 . 1 1 (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



1491 
3110 
5008 

OJ990913_15 . 9B12 . C7 . o2 . gs 

5008 

none 

5008. .5136 



Seq. ID OJ990913_15.9B12.C7 

Strand + 

End 5136 

Method GEN SCAN 

End 5136 

Score .89 



1491 Seq. ID 

3111 Strand 

6327 End 

OJ990913_15 . 9B12 . C7 . o7 . tm Method 

1496 End 

none Score 

1496.. 1798, 1603.. 1785 

1491 Seq. ID 

3*111 Strand 

6327 End 

OJ990913_15.9B12.C7.o7.tw Method " 

2366 End 

none Score 

2366.. 2641, 2380. .2658 

1491 Seq. ID 

3111 Strand 

6327 End 

OJ990913_15 . 9B12 . C7 . 06 . tm Method 

6322 End 

none Score 

6322.. 6384, 6354.-6566, 6445.-6534 

1491 Seq. ID 

3111 Strand 

6327 * End 

OJ990913_15.. 9B12.C7.o3.gs Method 

6327 End 

none Score 



OJ990913_15.9B12.C7 
9342 

TBLASTX: Maize 

1798 

197 



OJ990913_15.9B12.C7 
9342 

TBLASTX: Wheat 

2658 

213 



OJ990913_15.9B12.C7 
9342 

TBLASTX: Maize 

6566 

41 



OJ990913_15.9B12.C7 

9342 
GENSCAN 
9197 
.99 



1590 



'■■A 



Us* 

Q 



Exons 


£"397 Q1 Q7 






Seq. No. 


1 A Q1 
Iff i7 1 






Gene No. 


3111 






Start 


6327 






Name 


OJ990913 15. 


9B12. 


C7 . o2 . np 


btaru 


6330 






GI 


4680179 






Exons 


6330. .9342 








(AF111709) polyprotein [Oiryza 


Seq. No. 


1491 






Gene No. 


3111 








6327 






Naitie 


OJ990913 15. 


9B12. 


C7.o6.tw 


Start 


6375 






GI 


none 








6375. .6707, 


6439. 


.6708 


Seq. No. 


1491 






Gene No. 


3111 






Start 


6327 






Name 


OJ990913 15. 


9B12. 


,C7.ol.tm 


btarr 


6567 






GI 


none 






Exons 


. 6567. .6836, 


6568, 


. . 6828, 6583. 




6927 . . oyyb/ 




ti 7000 


Seq. No. 


1491 






Gene No. 


3111 • 






o uairt 


6327 






Name 


OJ990913 15 


.9B12 


.C7.ol.tw 


Start 


6708 






GI 


none 






Lxonb 


6708. .7334, 


6709 


. .7278 


Seq. No. 


1491 






Gene No. 


3111 








6327 






Name 


OJ990913 15 


.9B12 


.C7.o3.tm 


Start 


7203 






GI 


none 






Exons 


7203. .7493, 


7207 


..7392, 7212. 


beq. no. 


1491 






Gene No. 


3111 






Start 


6327 






Name 


OJ990913 15 


.9B12 


.C7.o2.ts 


Start 


7293 






GI 


none 






Exons 


7293. .7361, 


7293 


..7553, 7447. 



Seq. ID OJ990913_15.9B12.C7 
Strand 

End 9342 

Method AAT/NAP 

End 9342 

Score 4826 

sativa subsp. indica] 

Seq. ID OJ990913_15.9B12.C7 
Strand 

End 9342 

Method TBLASTX : Wheat 

End 6708 

Score 104 



Seq. ID OJ990913_15.9B12.C7 
Strand 

End 9342 

Method TBLASTX : Mai ze 

End 7154 

Score 14 6 

.6879, 6897.. 6995, 6898.-6993, 
.7146, 7002. .7148 

Seq. ID OJ990913_15.9B12.C7 

Strand , - 

End 9342 

Method TBLASTX : Wheat 

End 7334 

Score 354 



Seq. ID OJ990913_15.9B12.C7 
Strand 

End 9342 

Method TBLASTX: Maize 

End 74 95 

Score 156 
.7424, 7304. .7495 

Seq. ID OJ990913_15.9B12.C7 
Strand 

9342 

TBLASTX : Soybean 
7553 
48 



End 

Method 
End 
Score 
.7548 



Seq. No. 1491 

Gene No. 3111 

Start 6327 

Name ' OJ990913_15 . 9B12 . C7 . ol . tc 

Start 7317 



Seq. ID' 

Strand 

End 

Method 
End 



OJ990913_15. 9B12.C7 
9342 

TBLASTX: Cress 
7643 



1591 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

' s ~ Exons 

jjfj Seq. No. 
fjj Gene No. 
n Start 

■a w 

i j Name 
'"t Start 

I U Exons 

Q Seq. No. 

Gene No. 
I Start 
a ™ Name 
i3 Start 
13' GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ^ 



none 








Score 


64 




7317 


. .7460, 


7318 


..7395, 7461 


. .7643 






1491 








Seq. ID 


OJ990913_15. 9B12 


.CI 


3111 








Strand 






6327 








End 


9342 




OJ990913_15 


. 9B12 


-C7.o3.tw 


Method 


TBLASTX: Wheat 




7341 








End 


7820 




none 








Score 


219 




7341. 


.7820, 


7342 


..7725, 7347 


. .7802 






1491 








Seq. ID 


OJ990913_15. 9B12 


.C7 


3111 








Strand 






6327 








End 


9342 




OJ990913_15 


.'9B12 


.C7.o2.tw 


Method 


TBLASTX: Wheat 




7824 








End 


8333 




none 








Score 


305 




7824. 


.8333, 


7915 


. .8301 








1491 








Seq. ID 


OJ990913_15. 9B12 


.C7 


3111 








Strand 






6327 








End 


9,342 




OJ990913_15 


. 9B12 


C7.o2.tm 


Method 


TBLASTX: Maize 




7908 








End 


8261 




none 








Score 


137 




7908. 


.8261, 


7 923. 


.8219, 7993. 


.8259 






1491 








Seq. ID 


OJ990913_15.9B12, 


C7 


3111 








on ai iu 






6327 








End 


9342 




OJ990913_15. 


9B12. 


C7.o3.ts 


Method 


TBLASTX .-Soybean 




8082 








End 


8324 




none 








Score 


197 




8082. 


.8324 












1491 








Seq. ID 


OJ990913_15.9B12. 


C7 


3111 








St" rand 






6327 








End 


9342 




OJ990913_15. 


9B12. 


C7.o5.tm 


Method 


TBLASTX: Maize 




8262 








■ End 


8615 




none 








Score 


117 




8262. 


.8615, 


8344 . 


.8604 








1491 








Seq. ID 


OJ990913_15.9B12. 


C7 


3111 








Strand 






6327 








End 


9342 




OJ990913_15. 


9B12. 


C7.o5. tw 


Method 


TBLASTX: Wheat 




8334 








End 


8636 




none 








Score 


201 




8334. . 


8636, 


8335. 


.8598 









Seq. No. 1491 
Gene No. 3111 
Start 6327 

Name . OJ990913_15 . 9B12 . C7 . ol . ts 
Start 8340 
GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913_15. 9B12.C7 
9342 

TBLASTX: Soybean 

8744 

156 



1592 




Exons 


8340. .8705, 


8349 


. .8708, 


8712. 


.8744, 8712. .8744 




Seq. No. 


1491 








Seq. ID 


OJ990913_15.9B12 


.C7 




Ol 1 1 
Oil 1 








Oil di l\JL 






Start 


6327 










Q^d 9 

.7 0 H c. 




Name 


OJ990913 15 


.9B12 


.C7.o4. 


tm 








Start 


8631 








CjLLkJ. 


Q1 09 




GI 


none 








OtUlC 






Exons 


8631. .9098, 


8664 


. .9011, 


8857. 


Q1 09 






Seq. No. 


1491 








Seq. ID 


OJ990913_15.9B12 


.C7 


ijrene wo . 


Jin 








q-t- ranr ] 
on di iu 






Start 


6327 








FnH 
CjI lu. 


Q**A9 




Name 


OJ990913 15 


. 9B12 


.C7.o4. 


tw 


Md 4- Vi <H 


1 DliriO 1 A • Wllcat 




Start 


8685 








1-1 1 1 LI 


Q1 71 
-? l / l 




GI 


none 








D(_*vJl c 


Li j 




Exons 


8685. .9167, 


8727 


. .9167, 


8728. 


Q1 7 1 






Seq. No. 


1491 








Seq. ID 


OJ990913_15.9B12 


.C7 












q+- -r-s n H 
on aiiu 






Start 


6327 








Hi 1 IvJ. 






Name 


OJ990913 15 


.9B12 


.C7.o4 . 


ts 


1X1 UflUU 






Start 


8817 








ilii LKJ. 






GI - 


none 








Score 


o o 




Exons 


8817. .9098, 


8818 


. .9015 










Seq. No. 


1492 








Seq. ID 


OJ990913_15.9B12 


.C8 


Gene No. 


3112 








Strand 






Cf a y-t- 

OLait 


J. 








End 


1243 




Name 


OJ990913 15 


.9B12 


.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1243 




GI 


6721517 








Score 


662 




Exons 


1..303, 352 


. .581 


, 1214. 


.1243 








GI Descrip. 


(AP001072) 


Similar to polyprotein. (AF061282) [Oryza sativ< 


Seq. No. 


1492 








Seq. ID 


OJ990913_15.9B12 


.C8 


bene ino . 


3112 








Strand 






Start 


1 








End 


1243 




Name 


OJ990913 15 


.9B12 


.C8.61. 


tw 


Method 


TBLASTX: Wheat. 




Start 


142 








End 


378 




GI 


none 








Score 


74 




Exons 


142. .306, 164. .259, 313 


. .378 








Seq. No. 


1493 








Seq. ID 


OJ990913_15.9B12 


.C9 


bene wo . 


3113 








Strand 


+ 




Start 


5502 








End 


5795 




Name 


OJ990913 15 


. 9B12 


.C9.o2. 


gs 


Method 


GENS CAN 




Start 


5502 








End 


5795 




GI 


none 








Score 


.96 




Exons 


5502. .5795 














Seq. No. 


1493 








Seq. ID 


OJ990913_15.9B12 


.C9 


Gene No. 


3114 








Strand 


+ 




Start " 


10614 








End 


10907 




Name 


OJ990913 15 


. 9B12 


.C9.o4. 


gs 


' Method 


GENSCAN 




Start 


10614 








End 


10907 




GI 


none 








Score 


1 





1593 



Exons 



10614. .10907 



Seq. No. 


1493 




Seq. ID 


OJ990913_15. 


9B12.C9 


Gene No. 


3115 




Strand 


+ 




Start 


14092 




End 


16506 




Name 


OJ990913 15.9B12.C9.o6.gs 


Method 


GENSCAN 




Start 


14092 




End 


16506 




GI 


none 




Score 


.67 




Exons 


14092. 


.14237, 14277. .14421, 


16291. .16506 




Seq. No. 


1493 




Seq. ID 


OJ990913_15. 


9B12.C9 


Gene No. 


3116 




Strand 


+ 




Start . 


21386 




End 


22294 




Name 


OJ990913 15.9B12.C9.ol.gp 


Method 


AAT/GAP 




Start 


21386 




End 


22294 




GI 


16071 


1.R1084 


Score 


1727 




Exons 


21386. 


'.22294 








Gl Descrip. 


'2506825/spl P29114 | LOXl_HORVU .l.Oe-119 


LIPOXYGENASE 


1 >gi_532572 



(L35931) lipoxygenase 1 [Hordeum vulgare] 
>gi_1094924_prf 2107185A lipoxygenase [Hordeum vulgare] ' 





Seq. No. 


1493 




Seq. ID 


OJ990913_15.9B12 


.C9 




Gene No. 


3117 




Strand 








Start 


12531 




End 


13414 






Name 


OJ990913 15.9B12.C9. 


o5 .gs 


Method 


GENSCAN 






Start 


12531 




End 


13414- 




m 


GI 


none 




Score 


.87 




ru 


Exons 


12531 .. 12921, 13284. 


T O A 1 A 

. 13414 










Seq. No. 


1493 




Seq. ID 


OJ990913_15.9B12 


.C9 


ly 


Gene No. 


3118 




Strand 








Start 


20464 




End 


20961 




;s : : 

i y 


Name 


OJ990913 15.9B12.C9. 


08 .gs 


Method 


GENSCAN 






Start 


20464 


End 


20961 




i" "1 


GI 


none 




Score 


1 






Exons 


20464.. 20961 










u 


Seq. No. 


1493 




Seq. ID 


OJ990913_15.9B12 


.C9 


hi 


Gene No. 


3119 




Strand 






63 


Start 


21515 




End 


24187 






Name 


OJ990913 15.9B12.C9. 


o2.tw 


Method 


TBLASTX: Wheat 




□ 


Start 


140.17 




End 


23658 






GI : V 


none 




Score 


64 






Exons 


14017. .14058, 22974. 


.23021, 


22974. .23021, 23111 .. 23215, 








23111. .23218, 23112. 


.23237, 


23313. .23396, 23315 23401, 








23315. .23410, 23487. 


.23651, 


23487. .23651, 23488,. 23658 






Seq. No. 


1493 




Seq. ID 


OJ990913_15. 9B12 


.C9 




Gene No. 


3119 




Strand 








Start 


21515 




End 


24187 






Name 


OJ990913 15.9B12.C9. 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


20722 




End 


22132 






GI 


none 




Score 


330 






Exons 


20722. .20787, 21863. 


.22129, 


21894 . .22130, 21899.. 22132 






Seq. No. 


1493 




Seq. ID 


OJ990913_15.9B12 


.C9 




Gene No. 


3119 




Strand 







1594 



Start 
Name 
Start 
GI 

Exons 



21515 

OJ990913_15.9B12.C9.ol.tm 

21491 

none 

21491. .21589, 21587 .. 21748 , 

21889. .22119, 21890 22270, 

22367. .22480, 22368 . .22481, 

22498. .22632, 22710 22775, 

22941. .23021, 22947 23003, 

23315. .23422, 23316 23423, 

24011. .24091, 24086.. 24145 



End 24187 
Method TBLASTX : Ma 
End 24145 
Score 8 6 

21737. .21769, 21886.. 

21896. .22288, 21897.. 

22481. .22630, 22482.. 

22818. .22880, 22843.. 

23082. .23216, 23111.. 

23760. .23822, 23939.. 



lze 



22185, 
22289, 
22631, 
22896, 
23218, 
23995, 



Seq. No. 1493 

Gene No. 3119 

Start • 21515 

Name OJ990913_15 . 9B12 .C9. ol . tc 

Start 21512 

GI none 

Exons 21512. .21556 



21915. .22289, 
22710. .22775, 



22782. 
23102. 
23345. 



.22928, 
.23221, 
.23401, 



23781. .23822, 



21581. 
22411. 
22710. 
22804. 
23111. 
23476. 
23924. 



22288, 
22527, 
22793, 
22935, 
23218, 
23778, 
24004, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21582. 

22412. 

22711. 

22944 . 

23313. 

23487. 



OJ990913 15.9B12.C9 



24187 

TBLASTX: Cress 
24178 
109 

.21842, 21899. .22231, 
.22630, 22413. .22625, 
.22794, 22781. .22855, 
.23021, 23085. .23219, 
.23390, 23318. .23410, 
.23783, 23622. .23780, 



24005. .24079, 24089.. 24178 



Seq. No. 1493 

Gene No. 3119 

Start 21515 

Name OJ990913JL5 . 9B12 . C9 . o9 . gs 

Start 21515 

GI none 
Exons 



Seq. ID OJ990913_15. 9B12.C9 
Strand 

End 24187 

Method GENS CAN 

End 24142 

Score .98 



21515. .22286, 22368 .. 22631, 22711 .. 23018 , 23111 .. 23218 , 
23315. .23400, 23486 .. 23821, 23923.. 24142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1493 
3119 
21515 

OJ990913_15. 9B12.C9.ol.np 

21518 

2506825 

21518. .22286, 22368 .. 22631, 
23315. .23400, 23486 .. 23821, 



OJ990913 15.9B12.C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 
22711. .23018, 
23923. .24187 

LIPOXYGENASE 1 gi 1532572 (L35931) lipoxygenase 1 [Hordeum 
vulgare] gi | 10949241 prf || 2107185A lipoxygenase [Hordeum vulgare] 



24187 
AAT/NAP 
24187 
2761 

23111. .23218, 



1493 
3119 
21515 

OJ990913_15.9B12.C9.ol.ts 

21575 

none 

21575. .22288, 21588 .. 22289, 
22373. .22633, 22710 .. 22913, 
22944. .23021, 22965 .. 23021, 
23313. .23390, 23318 .. 23410, 
23667. .23783, . 23802. .23822, 



Seq. ID OJ990913_15.9B12.C9 
Strand 

End 24187 

Method TBLASTX : Soybean 

End 24178 

Score 381 
22367. .22630, 22368 .. 22631, 
22710. .22925, 227 11 .. 2292 6, 
23102. .23236, 23118 .. 23234 , 
23487. .23579, 23598 .. 23675, 
23924 . .24007, 24008 24085, 



1595 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
! 3 Start 
«j Name 
f? Start 

J Exons 
!3 GI Descrip. 



U 



Seq. No. 
Gene No. 



Start 
3 Name 
J Start 



Se.q. 1< 
.3 Gene No. 
Start 
Name 
Start 
GI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24086. .24178 

1493 
3119 
21515 

OJ990913_15.9B12.C9.ol.tw 

22410 
none 



Seq. ID OJ990913_15.9B12.C9 

Strand - . 

End 24187 

Method TBLASTX : Wheat 

End 22878 

Score 225 



22^0.. 22631, 22412.. 22633, 22412 .. 22630, 22694 .22780, 
22709.. 22792, 227 10 .. 22799, 22711 .. 22788, 22786. . 22b /B, 
22791.. 22877 



1493 
3119 
21515 

OJ990913_15.9B12.C9.o2.tm 

23486 
none 



Seq. ID OJ990913_15.9B12.C9 
Strand 

End 24187 

Method TBLASTX : Mai ze 

End 23649 

Score 65 



^3486.. 23641, 23487.. 23645, 23487 .. 23648, 23488. .23649 



1494 
3120 
1 

. OJ990913_15 . 9B12 . C10 . o2 . np 
1 

1718118 



Seq. ID OJ990913_15.9B12.C10 

Strand + 

End 7803 

Method AAT/NAP 

End 7803 

Score 25 



1/10110 ^-^TOAO 

1 4^ 3838 4040, 5517. .5781, 7773. .7803 
REGULATORY PROTEIN E2 gi| 1020166 (U31778) regulatory protexn E2 
[Human papillomavirus type 20] 



1494 
3120 
1 

OJ990913JL5 . 9B12 . C10 . o3 . gs 

5476 

-one 

' j964 



Seq. ID OJ990913_15.9bl2.C10 

Strand + 

End 7803 

Method GENSCAN 

End 5964 

Score .67 



Seq. ID OJ990913_15.9B12.C10 
Strand 

625 



14 94 
3121 
1 

OJ990913_15 . 9B12 . CIO . ol . np 
1 

126401 

l '" 260r E JM-"--2 gi|100690| P ir||S23454 ^P^^ q ^ C 
.12) L-2 - rice gi I 20267 | emb | CAA45738 | (X64396) 
.^^anase [Oryza sativa] 



End 

Method AAT/NAP 

End • 625 

Score 385 



1494 
3121 
1 

OJ990913_15.9B12.C10.ol.gs 
10 

none 

10. .260, 439.-625 



Seq. ID OJ9' " 
Strand 

End 62b 

Method GENSCAN 

End 625 

Score .7 



^B12.C10 



1596 




Seq. No. 


1494 




Seq. ID 


OJ990913_15.9B12.C10 


Gene No. 


3122 




Strand 




Start 


1326 




End 


4062 


Name 


OJ990913 15.9B12.C10.o2 


.gs 


Method 


GENSCAN 


Start 


1326 




End 


4058 


GI 


none 




Score 


.49 


Exons 


1326.. 1464, 2607.. 2953, 


3765. 


.4058 




Seq. No. 


1494 




Seq. ID 


OJ990913_15. 9B12.C10 


Gene No. 


3122 




Strand 




Start 


1326 




End 


4062 


Name 


OJ990913 15.9B12.C10.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2697 




End 


2911 


GI 


none 




Score 


137 


Exons 


2697.. 2855, 2697.. 2906, 


2699. 


.2911, 2719. .2874, 2777. .2908 


Seq. No. 


1494 




Seq. ID 


OJ990913_15.9B12.C10 


Gene No. 


3122 




Strand 




Start 


1326 




End 


4062 " 


Name 


OJ990913 15.9B12.C10.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2858 




End 


4028 


GI 


none 




Score 


69 


Exons 


2858.. 2956, 2901.. 2954, 


3753. 


.4028, 3775.. 3990 


Seq. No. 


1494 




Seq. ID 


,OJ990913_15. 9B12.C10 


Gene No. 


3122 




Strand 




Start 


1326 




End 


4062 


Name 


OJ990913 15.9B12.C10.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2912 




End 


4062 


GI 


none 




Score 


73 


Exons 


2912.. 2956, 2913.. 2969, 


3753. 


.4034, 3762. .3815, 3763. .4062 


Seq. No. 


1495 




Seq. ID 


OJ990913_15.9B12.C11 


Gene No. 


3123 




Strand 


+ 


Start 


99 




End 


1342 


Name 


OJ990913 15.9B12.Cll.ol 


.gp 


Method 


AAT/GAP 


Start . 


99 




End 


1230 


GI 


26021 1.R1084 




Score 


743 


Exons 


99. .276, 355. .445, 1074 


. .1230 






GI Descrip. 


»4587562/gb|AAD25793.1|AC006550 1 4 . Oe 


-60 (AC006550) Belongs t< 




PF 00583 Acetyltransfersase (GNAT) family. [Arabidopsis 




thaliana] ' 








Seq. No. 


1495 




Seq. ID 


OJ990913_15.9B12.C11 


Gene No. 


3123 




Strand 


+ 


Start . 


99 




End 


1342 


Name 


OJ990913 15. 9B12.Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


198 




End 


1207 


GI 


none 




Score 


121 


Exons 


198. .275, 199. .276, 277 


. .453, 


355. .444 


, 1073. .1207, 1075. .1206 


Seq. No- 


1495. 




Seq. ID 


OJ990913_15.9B12.C11 


Gene No. 


3123 




Strand 


+ 


Start 


99 




End 


1342 


Name 


OJ990913 15. 9B12.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


198 




End 


447 


GI 


none 




Score 


132 



1597 




Exons 


198. .278, 


199. .279, 


346, 


. .447, 


355. .447 






Seq. No. 


1495 








Seq. ID 


OJ990913_15.9B12 


.Cll 


Gene No. 










btrana 


+ 




Start 


99 








End 


1342 




Name 


OJ990913 


15.9B12.C11 


.ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


198 








End 


449 




GI 


none 








Score 


121 




Exons 


198. .275, 


199. .276, 


355. 


. . 444, 


357. .449 






Seq. No. 


1495 








Seq. ID 


OJ990913_15.9B12 


.Cll 


Gene No. 


3123 








Strand 


+ 




Start 


99 








End 


1342 




Name 


OJ990913 


_15.9B12.C11 


.ol. 


.np 


Method 


AAT/NAP 




Start 


199 








End 


1342 




GI 


4587562 








Score 


381 





Exons 199. .276, 355.-445, 1074. .1206, 1326. .1342 

GI Descrip. (AC006550) Belongs to PF| 00583 Acetyltransf ersase (GNAT) family 



[Arabidopsis thaliana] 





•beq. No. 


1495 


Seq. ID 


OJ990913_15.9B12.C11 




Gene No. 


3123 


Strand 


+ 




Start 


99 


End 


1342 




Name 


OJ990913 15.9B12.Cll.ol. 


gs Method 


GENSCAN 


!3 


Start 


199 


End 


1206 




GI 


none 


Score 


.91 


= f1 


Exons 


199. .276, 355. .445, 1074 


. .1206 




i : 

ST 


Seq. No. 


1495 


Seq. ID 


OJ990913_15.9B12.C11 


;3 


Gene No. 


3123 


Strand 


+ 


■:4 


Start 


99 


End 


1342 


S 

: ~ 


Name 


OJ990913 15. 9B12.Cll.o2. 


ts Method 


TBLASTX : Soybean 


• I s 

y 


Start 


1073 


End 


1207 




GI 


none 


Score 


199 


! l 


Exons 


1073.. 1207, 1074.. 1202, 


1075. .1206 




"4 


Seq. No. 


1496 


Seq. ID 


OJ990913_15.9B12.C12 




Gene No. 


3124 


Strand 


+ 




Start 


682 


End 


1257 




Name 


OJ990913 15. 9B12.C12.ol. 


gp Method 


AAT/GAP 




Start 


682 


End 


1070 




GI 


26021 1.R1084 


-Score 


207 




Exons 


. 682. .751, 1010. .1070 








GI Descrip. 


M587562/gb|AAD25793.1|AC006550 1 4.0e 


-60 (AC006550) Belong; 






PF 00583 Acetyltransfersase (GNAT) family. [Arabidopsis 






thaliana] ' 








Seq. No. 


1496 


Seq. ID 


OJ990913 15.9B12..C12 




Gene No. 


3124 


Strand 


+ 




Start 


682 


End 


1257 




Name 


OJ990913 15.9B12.C12.ol. 


gs Method 


GENSCAN 




Start 


682 


End 


1257 




GI 


none 


Score 


. 96 




Exons 


682. .751, 1010. .1070, 1166. .1257 






Seq. No. 


1496 


Seq. ID 


OJ990913_15.9B12.C12 




Gene No. 


3124 


Strand 


+ 



1598 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ill Seq. No. 
: y Gene No. 
Start 
Name 
I? Start 
3 GI 
jj Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



682 End 1257 

OJ990913_15 . 9B12 .C12 . ol . np Method AAT/NAP 

682 End 1254 

4587562 Score 233 

682.. 894, 996.. 1070, 1166.. 1254 

(AC006550) Belongs to PF| 00583 Acetyltransf ersase 
[Arabidopsis thaliana] 



(GNAT) family. 



1496 
3125 
14345 

OJ990913_15.9B12.C12.o4.gs 
14345 
none 

14345. .14557, 14 690 .. 14848 , 14850. .14989 



Seq. ID OJ990913_15.9B12.C12 



Strand 
End 

Method 

End 

Score 



+ 

14989 
GENSCAN 
14989 
.67 



1496 
3126 
2135 

OJ990913_15.9B12.C12.ol.tm 

2066 

none 



OJ990913 15.9B12-C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2066. .2305, 2134. .2328, 2136. .2312, 2440. .2757, 2442. .2756, 
2558. .2758, 2796. .3527, 2832. .3029, 2833. .3528, 2834. .3541, 
2863. .3534, 3227. .3535, 5023 .. 5133/ 5026 .. 5154 , 5027. .5146 



12382 

TBLASTX : Maize 

5154 

197 



1496 
3126 
2135 

OJ990913_15.9B12.C12.ol.tc 
2135 



End 

_ Method 

End 
Score 

2305, 2136. .2330, 2437. .2757, 2442. .2756, 2587 
3527, 2826.. 3032, 2833.-3552, 3160.. 3534, 3335 
5151, 5027.. 5152 



none 
2135. 
2796. 
5026. 

1496 
3126 
2135 

OJ990913_15.9B12.C12.o2.gs 

2135 

none 



Seq. ID OJ990913_15.9B12.C12 
Strand 

12382 

TBLASTX: Cress 
5152 
186 



.2760, 
.3553, 



Seq. .ID OJ990913_15.9B12.C12 



Strand 
End 

Method 

End 

Score 



12382 
■GENSCAN 
5325 
.55 



2135. .2305, 2445. .2756, 2835. .3454, 4618. .4645, 5032. .5325 



1496 
3126 
2135 

OJ990913_15.9B12.C12.o2.np 

2138 

6685803 

2138.. 2305, 2445.-2756, 2835. 



OJ990913 15.9B12.C12 



Seq. ID _ 
Strand 

End 12382 
Method AAT/NAP 
End 5298 
Score 1849 
.3527, 5032.. 5298 
ADENYLOSUCCINATE SYNTHETASE PRECURSOR { IMP- -ASPARTATE LI GAS E) 
(ADSS) (AMPSASE) gi | 1616659 (U49387) adenylosuccinate synthetase 
[Triticum aestivum] 



Seq. No. 
Gene No. 



1496 
3126 



Seq. ID 
Strand 



OJ990913 15.9B12.C12 



1599 



Q 
Q 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2135 

OJ990913_15. 9B12.C12.ol.ts 

2499 

none 

2499. .2642, 2511. .2642, 2521. 
2644. .2757, 2796. .3527, 2826. 
3160.. 3534, 3263.. 3535, 3263. 



End 12382 

Method TBLASTX : Soybean 

End 5149 

Score 87 

.2643, 2554. .2646, 2643.-2756, 
.3029, 2833. .3087, 3160. .3528, 
.3553, 5026. .5148, 5027. .5149 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913 15.9B12.C12 



1496 
3126 
2135 

OJ990913_15 . 9B12 . C12 . o2 . gp 
2868 

uC-osflcyp097c03bl 
2868. .3277 

1 1616659 3.0e-46 (U49387) adenylosuccinate synthetase [Triticum 
aestivum] ' 



12382 
AAT/GAP 
3277 
755 



1496 Seq. ID 

3126 Strand 

2135 End 
OJ990913_15.9B12.C12.o4.np - Method 

4420 End 

2194203 Score 
4420. .4439, 
8241. .8432, 



OJ990913_15.9B12.C12 

12382 
AAT/NAP 
11293 
597 



7549. 
9185. 



.7670, 7886.-7993, 
.9295, 9400. .9484, 



8105. 
9701. 



,8147, 
.9826, 



6951. .7008, 
8525. .8618, 
9908.. 10027, 10745. .10873, 11190.. 11293 
(U78310) pescadillo [Homo sapiens] 

gi|5739569|gb|AAD50516.1|AC005006_l (AC005006) pescadillo [Homo 
sapiens] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913 15.9B12.C12 



1496 
3126 
2135 

OJ990913JL5 . 9B12 . C12 . o3 . gp 
5905 

24113_1.R1084 
5905.. 6242, 6457.. 6634 

, 5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 ' 



12382 
AAT/GAP 
6634 
992 



1496 
3126 
2135 

OJ990913_15.9B12.C12.o3.gs 
6153 
none 

6153. .6242, 6457. .6684, 6798 
8105. .8385, 8525. .8618, 9185. .9295, 9400. .9484, 9701.. 
9908.. 10027, 10745. .10873, 11190 .. 11275, 11372 .. 11423, 
11558. .11636, 12220.. 12382 



Seq. ID OJ990913_15.9B12.C12 
Strand - . 

12382 
GENSCAN 
12382 
.97 



End 

Method 

End 

Score 



.7008, 7549. .7670, 7886. 



7993, 
9826, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1496 Seq. ID 

3126 Strand 

2135 End 

OJ990 913_15 . 9B12 . C12 . o3 . np Method 

6159 End 



OJ990913_15.9B12.C12 

12382 

AAT/NAP 

6857 



1600 



GI 3551251 Score 

Exons 6159.. 6242, 6457.. 6684, 6798.. 6857 

GI Descrip. (AB012705) 85 [Daucus carota] 



118 



Seq. No. 1496 
Gene No. 3126 
Start 2135 

Name OJ990913_15 . 9B12 . C12 . o2 . tm 

Start 6451 
GI none 
Exons 6451.. 6549, 6454 

6641.. 6688, 6792 

7549. .7701, 7555 

7938. .8006, 8081 

8516. .8638, 8526 

9391.. 9486, 9400 

9699.. 9824, 9700 

9904.. 10044, 107 

10745. .10879, 11 



..6558, 6471.. 
..7019, 6795.. 
..7683, 7879.. 
..8335, 8102.. 
..8642, 8530.. 
..9486, 9401.. 
..9828, 9701.. 
40. .10874, 107 
175.. 11246, 11 



Seq. ID OJ990913 
Strand 

End 12382 
Method TBLASTX: 
End 11275 
Score 68 
.6557, 6520. .6687, 
.7010, 7523.". 7672, 
.7995, 7883.. 7996, 
.8317, 8351.. 8395, 
.8619, 9167.. 9304, 
.9490, 9553.. 9633, 
.9829, 9767. .9829, 
41.. 10875, 10744. 
189. .11275 



15.9B12.C12 



Maize 



6620. .6688, 
7530. .7673, 
7886. .8005, 
8352. .8387, 
9186. .9296, 
9699. .9824, 
9883. .10071, 
,10875, 



Seq. No. 1496 

Gene No. 3126 

Start 2135 

!!S% Name OJ990913_15 . 9B12 . C12 . o3 . tw 

i: f Start 6481 

; *sJ GI none 

\fi Exons 6481.. 6561, 6501.. 6533, 6508. 

j s jj 6819.. 7010, 6828.. 7010, 6880. 

n 

Seq. No. 1496 

Gene No. 3126 

: =3 Start 2135 

rij Name OJ990913_15 . 9B12 . C12 . o2 . ts 

i8 Start 6795 

GI none 

: : 1 Exons 6795.. 6875, 6861.. 7001, 6861. 

6961. .7020/ 7512... 7655, 7534. 

M 8057.. 8314, 8102.. 8266, 8526. 

a 9167.. 9304, 9391.. 9483, 9400. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990913 15.9B12.C12 



12382 

TBLASTX: Wheat 
7011 ' 

51 " : 

6687, 6620. .6685, 6818. .6889, 
7011, 6937.. 7011 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990913 15.9B12.C12 



12382 

TBLASTX: Soybean 
9515 
96 

6959, 6907.. 6966, 6960.. 7010, 
7644, 7883. .7996, 7941. .7994, 
8642, 8530. .8613, 9137. .9298, 
9483, 9404. .9484, ■ 9408. .9515 



Seq. No. 

' isr Gene No. 
Start 
Name 
Start 
GI 

Exons 



1496 
3126 
2135 

OJ990913_15. 9B12.C12.o2.tc 

6879 

none 



Seq. ID OJ990913_15.9B12.C12 



Strand 
End 

Method 

End 

Score 



12382 

TBLASTX: Cress 

8149 

82 



6879. .6998, 6879. .7010, 6880. .7020, 6886. .7011, 7530. .7670, 
7534. .7671, 7554. .7682, 7883. .7996, 8057. .8149 



Seq. No. 1496 Seq. ID 

Gene No. 3126 - Strand 

Start 2135 End 

Name OJ990913 JL5 . 9B12 . C12 . o4 . gp Method 

Start 7866 End 

GI uC-osflcyp030g01bl Score 

Exons 7866.. 7993, 8105.. 8391 

GI Descrip. '2194203 2.0e-13 (U78310) pescadillo [Homo sapiens] 



OJ990913_15.9B12.C12 

12382 
AAT/GAP 
8391 
736 



1601 



>gi_5739569_gb_AAD50516. 1_AC005006_1 (AC005006) pescadillo [Homo 
sapiens] * 



Seq. No. 1496 

Gene No. 3126 

Start 2135 

Name OJ990913_15 . 9B12 . C12 . ol . tw 

Start 7907 

GI none 
Exons 



Seq. ID OJ990913_15.9B12.C12 
Strand 

End 12382 

Method TBLASTX : Wheat 

End 8395 

Score 85 



7907. .7996, 7907. .7996, 7938. .8006, 8081. .8395, 8104. .8154, 
8105. .8386 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No. 
G v ene No . 
l il Start 
j!H Name 
rjj Start 

?~. Exons 

i-y 

hJ Seq. No. 
i'U Gene No. 
f . Start 

Name 
!;1 Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1496 
3126 
2135 

OJ990913_15. 9B12.C12.o5.gp 
9388 

42478 1.R1084 



Seq. ID OJ990913_15.9B12.C12 
Strand 

End 12382 

Method AAT/GAP 

End 11449 

Score 1127 



9388..9483,. 9701. .9826, 9908. .10027, 10745 .. 10873, 11190 .. 11275, 
11372. .11449 

'3080524/emb|CAA18653| 7.0e-39 (AL022599) hypothetical protein 
[Schizosaccharomyces pombe] 1 



1496 
3126 
2135 

OJ990913_15.9B12.C12.o3.tc 

10744 

none 



Seq. ID OJ990913_15.9B12.C12 

Strand ; - 

End 12382 

Method TBLASTX: Cress 

End 11275 

Score 131 



10744. .10869, 10745 .. 10870, 10745 10885 , 11189. .11275 



1496 
3127 
15098 

OJ990913_15. 9B12.C12.o2.tw 

15098 

none 



Seq. ID OJ990913_15.9B12.C12 
Strand 

End 15534 

Method TBLASTX : Wheat 

End 15534 

Score 51 



15098. .15136, 15102. .15134, 15105 .. 15140, 15257 .. 15352 , 
15258. .15353, 15260 .. 15388 , 15434 .. 15529, 15450 .. 15530, 
15450. .15533, 15457.. 15534 



Seq. ID OJ990913_15.9B12.C13 

Strand + 

End 915 

Method AAT/NAP 

End 915 

Score 211 



1497 
3128 
595 

OJ990913_15.9B12.C13.ol.np 
595 

5231113 
595. .915 

(AF141202) EIN2 [Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



1497 
3129 
654 

OJ990913_15.9B12,C13.ol.ts 
592 



Seq. ID OJ990913_15,9B12.C13 
Strand 

End 1016 

Method TBLASTX : Soybean 

End 849 



1602 



GI 

Exons 

Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 77 

592.. 657, 595.. 657, 652.. 849, 669.. 848 



1497 
3129 
654 

OJ990913_15.9B12.C13.ol.tc 

652 

none 

6S2..849, 663. .848 

1497 
3129 
654 

OJ990913_15.9B12.C13.ol.gs 

654 

none 

654. .1016 



Seq. ID OJ990913_15.9Bl2.C13 
Strand 

End 1016 

Method TBLASTX: Cress 

End 84 9 

Score 247 



Seq. ID OJ990913_15.9B12.C13 
Strand 

End 1016 

Method GEN SCAN 

End 1016 

Score .81 



Seq. No. 
Gene No. 
Start 
Name 
. sa Start 

; =3 Exons 

rfl GI Descrip. 



; y 



Seq. No. 
* Gene No. 
\ Start 
I Name 
) Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1498 
3130 
1348 

OJ990913_15.9B12.C14.ol.np 
1348 
6815099 
1348. .1473 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ990913_15.9B12.C14 

Strand + 

End 1473 

Method AAT/NAP 

End 1473 

Score 71 



1498 
3131 
558 

OJ990913_15.9B12.C14.ol.gs 

558 

none 

558. .641, 836.-889 



Seq. ID OJ990913_15.9B12.C14 
Strand 

End 88 9 

Method GEN SCAN 

End 88 9 

Score .52 



Seq. ID OJ990913_15.9B12.C15 
Strand + 
End 3801 
Method AAT/NAP 
End 3801 
Score 808 

184. .1575, 2343.-2469, 2533. .2598, 2673. .2837-, 3007. .3081, 
3165.. 3353, 3601.. 3801 

karyopherin (importin) beta 3 gi 12102696 (U72761) karyopherin 
beta 3 [Homo sapiens] 



1499 
3132 
184 

OJ990913_15.9B12.C15.ol.np 
184 

4504909 



1499 
3132 
184 

OJ990913_15.9B12.C15.o4.tm 

766 

none 



Seq. ID OJ990913_15.9B12.C15 

Strand + 

.End 3801 

Method TBLASTX : Mai ze 

End 1002 

Score 188 



766..9S4, 769. .930, 933. .989, 934. .1002 



1499 
3132 



Seq. ID OJ990913_15.9B12.C15 
Strand + 



1603 




Start 


184 








End 


3801 


Name 


OJ990913 15 


.9B12 


.CIS.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


895 








End 


1152 


GI 


none 








Score 


328 


Exons 


895. .1152, 


927. . 


1115 








Seq. No. 


1499 








Seq. ID 


OJ990913_15.9B12.C15 


Gene No . 


Jl 52. 








otrana 




Start 


184 








End 


3801 


Name 


OJ990913 15 


.9B12 


. CIS.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1173 








End 


1475 


GI 


none 








Score 


468 


Exons 


1173. .1475, 


1174 


. .1473, 


1194 


. .1475 




Seq. No. 


1499 








Seq. ID 


OJ990913_15.9B12.C15 


Gene No. 


3132 








Strand 


+ 


Start 


184 








End 


3801 


Name 






. LID . 01 


. lS 


Method 


TBLASTX : Soybean 


Start 


1416 








End 


2807 


GI 


none 








Score 


86 


Exons 


1416. .1577, 


1416 


. .1577, 


1417 


..1578, 1448. .1606, 1448. .1594, 




2291. .2434, 


2334 


. .2447, 


2337 


..2447, 2341. .2448, 2454. .2594, 




2520. .2591, 


2670 


. .2807, 


2670 


..2804, 2672. .2806 


Seq. No. 


1499 








Seq. ID 


OJ990913_15.9B12.C15 


Gene No. 


3132 








Strand 


+ 


Start 


184 








End 


3801 


Name 


OJ990913 15 


.9B12 


.CIS* ol 


.gp 


Method 


AAT/GAP 


btart 


1508 








End 


3683 


GI 


39325 1.R1084 






Score 


1308 


Exons 


1508. .1575, 


2343 


. .2447, 


2533 


..2598, 2673.-2837, 3007.. 3081, 




3165. .3319, 


3570 


. .3683 








GI Descrip. 


'4504909/ref |NP 


002262. 


l|pKPNB3| 2.0e- 


4 9 karyopherin (impor 




beta 3 >gi_ 


2102696 (U72761) 


karyopherin beta 3 [Homo sapien 


Seq. No. 


1499 








Seq. ID 


OJ990913_15 . 9B12 . CIS 


Gene No. 


3132 








Strand 


+ 


Start 


184 








End 


3801 


Name 


OJ990913 15 


.9B12 


.C15.o2 


-tc 


Method 


TBLASTX: Cress 


Start 


2542 








End 


3338 


GI 


none 








Score 


47 


Exons 


2542. .2571, 


2544 


. .2582, 


2544 


..2594, 2677. .2838, 2678. .2842, 




2679. .2837, 


2999 


. .3085, 


3001 


..3075, 3006.. 3092, 3007... 3096, 




3155. .3280, 


3162 


. .3314, 


3165 


. .3338 




Seq. No. 


1499 








Seq. ID 


OJ990913_15.9B12.C15 


Gene No. 


3132 








Strand 


+ 


Start 


184 








End 


3801 


Name 


OJ990913 15 


. 9B12 


.C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2705 








End 


3338 


GI 


none 








Score 


188 


Exons 


2705. .2842, 


2706 


. .2837, 


2719 


..2841, 2724. .2843, 2999. .3085, 




3004. .3081, 


3006 


. .3092, 


3007 


..3096, 3151. .3219, 3155. .3280, 




3156. .3317, 


3163 


. .3318, 


3165 


. .3338 




Seq. No. 


1499 








Seq. ID 


OJ990913_15.9B12.C15 


Gene No. 


3132 








Strand 


+ 



1604 



Ill 

m 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
■Name " 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



184 

OJ990913_15. 

2993 

none 

2993. .3085, 
3165. .3317 

1499 
3132 
184 

OJ990913_15. 

3567 

none 

3567. .3719, 

1499 
3132 
184 

OJ990913_15. 

3567 

none 

3567. .3704, 

1499 
3132 
184 

OJ990913_15. 

3567 

none 

3567. .3719, 

1500 
3133 
13 

OJ990913_15. 
13 

none 
13. .153 

1501 
3134 
151 

OJ990913_15. 

151 

none 

151. .257 



9B12.C15.o2.ts 
3004.. 3075, 3006. 



9B12.C15.o3.tc 
3568.. 3708 

9B12.C15.a3.ts 
3568.. 3702, 3568. 

9B12.C15.o3.tm 
3568. .3708 

9B12.C17.ol.gs 



9B12.C18.ol.gs 



1501 
3135 
150 

OJ990913 
150 

6907087 
150. .251, 
(AP001129 
region of 
sativa] 



End 3801 

Method TBLASTX : Soybean 

End 3317 

Score 62 

.3092, ■ 3007. .3096, 3155.. 3280, 



Seq. ID OJ990913_15.9B12.C15 

Strand + 

End 3801 

Method TBLASTX : Cress 

End 3719 

Score 235 



Seq. ID OJ990913_15.9B12.C15 

Strand + 

End 3801 

Method TBLASTX : Soybean 

End 3709 

Score 226 

.3708, 3576.. 3704, 3626.. 3709 

Seq. ID OJ990913_15.9B12.C15 

Strand + 

End 3801 

Method TBLASTX : Mai ze 

End 3719 

Score 233 



Seq. ID OJ990913_15.9B12.C17 

Strand + 

End 153 

Method GENSCAN 

End 153 

Score .51 



Seq. ID OJ990913_15.9B12.C18 

Strand ' + 

End 257 

Method GENSCAN 

End 257 

Score .79 



OJ990913 15.9B12.C18 



15. 9B12.C18.ol.np 



Seq. ID 
Strand 
End 714 
Method AAT/NAP 
End 714 
Score 150 

688. .714 

ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
the predicted gene.; hypothetical protein [Oryza 



1605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1502 Seq. ID 

3136 Strand 

72 End 
OJ990913_15. 9B12.C20.ol.gs Method 

72 End 

none Score 

72. .104, 166. .306 



OJ990913_15 . 9B12 . C20 
+ 

306 

GENSCAN 

306 

.55 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1503 
3137 
1 

OJ990913_15. 9B12.C22.ol.np 
1 

6630696 
1. .133 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990913_ 
+ 

133 

AAT/NAP 
133 
203 



15.9B12.C22 



Seq. No. 


1504 


Seq. ID 


OJ990913_15.9B12 


Gene No. 


3138 


Strand 




Start * 


1 


End' 


165 


Name 


OJ990913 15.9B12.C23.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


165 


GI 


4680183 


Score 


215 


Exons 


1 . ,16b 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


1504 


Seq. ID 


OJ990913JL5.9B12 


Gene No. 


3138 


Strand 




Start 


1 


End 


165 


Name 


OJ990913 15.9B12.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


154 


GI 


none 


Score 


130 


Exons 


2. .154, 3. .128, 17. .136 






Seq. No. 


1504 ■ 


Seq. ID 


OJ990913_15. 9B12 


Gene No. 


3138 


Strand 




Start 


1 


End 


165 


Name 


OJ990913 15.9B12.C23.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2 


End 


158 


GI 


none 


Score 


123 


Exons 


2. .157, 3. .158 






Seq. No. 


1505 


Seq. ID 


OJ990913_15.9B12 


Gene No. 


3139 


Strand 


+ 


Start 


361 


End 


594 


Name 


OJ990913 15.9B12.C27.ol.gs 


Method 


GENSCAN 


Start 


361 


End 


594 


GI 


none 


Score 


.48 


Exons 


361. .594 






Seq. No. 


1506 


Seq. ID 


OJ990913_15. 9B12 


Gene No. 


' 3140 


Strand 


+ 


Start 


154 


End 


245 


Name 


OJ990913 15.9B12.C28.ol.gs 


Method 


GENSCAN 



1606 



Start 154 End 

GI • none Score 

Exons 154 . .245 

Seq. No. 1507 Seq. ID 

Gene No. 3141 Strand 

Start 92 End 

Name OJ990913_15 . 9B12 . C29 . ol . gs Method 

Start 92 End 

GI none Score 

Exons 92. .256 

Seq. No. 1507 Seq. ID 

Gene No. 3142 Strand 

Start 294 End 

Name OJ990913_15 . 9B12 . C29 . ol . gp Method 

Start 294 End 

GI none .Score 

Exons 294.. 392, 474.. 552, 678.. 931 

Seq. No. 1508 Seq. ID 

Gene No. 3143 Strand 

Start 159 End 

Name OJ990913_15 . 9B12 . C30 . ol . gs Method 

Start 159 End 

GI none Score 

Exons 159.. 242 

Seq. No. 1509 Seq. ID 

Gene No. 3144 Strand 

Start 287 End 

Name OJ990913_15 . 9B12 . C31 . ol . gs Method 

Start 287 End 

GI none Score 

Exons 287.. 350 

Seq. No. 1510 Seq. ID 

Gene No. 3145 Strand 

Start 1 End 

Name OJ990913_15 . 9B12 . C32 . ol . gp Method 

. Start 1 End 

GI none Score 

Exons 1 . . 152 

Seq. No. 1511 Seq. ID 

Gene No. 314 6 Strand 

Start 40 End 

Name OJ990913_15 . 9B12 .C33 . ol . gs * Method 

Start 40 End 

GI none Score 

Exons 40.. 327 

Seq. No. 1512 Seq. ID 

Gene No. 3147 Strand 

Start 47 End 

Name OJ990913_15 . 9B12 . C34 . ol . gs Method 

Start 47 End 



245 
.62 



OJ990913_15.9B12.C29 
+ * ' 

256 

GEN SCAN 
256 
. 6 



OJ990913 15.9B12.C29 



931 

AAT/GAP 

931 

788 



OJ990913_15.9B12.C30 
+ 

242 

GEN SCAN 

242 

.98 



OJ990913_15.9B12.C31 
350 

GENSCAN 

350 

.71 



OJ990913_15.9B12.C32 
152 

AAT/GAP 

152 

268 



OJ990913_15.9B12.C33 
+ 

327 

GENSCAN 

327 

.81 



OJ990913_15.9B12.C34 
250 

GENSCAN 
250 



1607 






GI 


none 


Score" 


.73 




Exons 


47. .152, 187. .250 








Seq. No. 


1513 


Seq-. ID 


OJ990913_15.9B12.C35 




Gene No. 


3148 


Strand 


+ 




Start 


1 


End 


391 




Name 


OJ990913 15.9B12.C35.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


391 




GI 


LIB3475-006-P1-K1-G7 


Score 


516 




Exons 


1..222, 323. .391 








GI Descrip. 


? 3063661/gb| AAC14280.il 5.1 


De-36 (AF058391) nucleoside 






diphosphate kinase la [Arabidopsis thaliana] 1 




Seq. No. 


1514 


Seq. ID 


OJ990913_15.9B12.C36 




bene jno. 


3149 


Strand 






Start 


357 


End 


595 




Name 


OJ990913 15.9B12.C36.ol.gs 


Method 


GENSCAN 




Start 


357 


End 


595 




GI 


none 


Score 


.78 




Exons 


357. .417, 458. .595 








Seq. No. 


1515 


Seq. ID 


OJ990913_15.9B12.C38 




Gene No. 


3150 


Strand 


+ 




Start 


1 


End 


359 


; J 


Name 


OJ990913 15.9B12.C38.ol.np 


Method 


AAT/NAP 


; =f . 


Start 


1 


. End' ■ 


359 


"ft 


GI 


6721561 


Score 


132 


*y 


Exons 


1..120, 191. .249, 320. .359 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 6815086 |dbj | BAA90372.il 


(AP001081) 


EST AU082058 (C12976) 


=3 




corresponds to a region of 


the predicted gene.; hypothetical 


'LJ 




protein [Oryza sativa] 






: i 


Seq. No. 


1515 


Seq. ID 


OJ990913_15.9B12.C38 




Gene No . 


3151 


Strand 




■J 


Start 


170 ~ 


End 


313 


; ~ 


Name 


OJ990913 15.9B12.C38.ol.gs 


Method 


GENSCAN 


:3 


Start 


170 


End 


313 


: 55. 

■J 


GI 


none 


Score 


.71 


Exons 


170. .313 








Seq. No. 


1516 


Seq. ID 


OJ990913_15.9B12.C39 




Gene No . 


3152 


Strand 






Start 


582 


End 


690 




Name 


OJ990913 15.9B12.C39-.ol.gp 


Method 


AAT/GAP 




Start 


409 


End 


690 




GI 


none 


Score 


502 




Exons 


409. .690 








Seq. No. 


1516 


Seq. ID 


OJ990913_15.9B12.C39 




Gene No. 


3152 


Strand 






Start 


582 


End 


690 




Name 


OJ990913 15.9B12.C39.ol.gs 


Method 


GENSCAN 




Start 


582 


End 


642 




GI 


none 


Score 


.51 




Exons 


582. .642 







1608 



Seq. No. 


1 CI T 

101 / 


oeq . i u 


OTQQfiQI ^ 1 R QR1 9 CAC\ 


Gene No. 


3153 


Strand 




Start 


65 


End 


142 


Name 


OJ990913 15.9B12.C40.ol.gs 


Method 


GENS CAN 


Start 


65 


End 


142 


GI • 


none 


Score 


.81 


Exons 


65. .142 






Seq. No. 




oeq . i u 


r^TQQriQi^ 1 t; qui o hai 


Gene No. 


3154 


Strand 




Start 


466 


End 


629 


Name 


OJ990913 15. 9B12.C41.ol.gs 


Method 


GENS CAN 


Start 


466 


End 


62 9 


GI 


none 


Score 


.89 


Exons 


466. .518, 623. .629 






Seq. No. 


1519 


Seq. ID 


OJ990913_15.9B12.C44 


Gene No. 


3155 


Strand 




Start 


1 


End ~ " 


ji / 


Name 


OJ990913 15.9B12.C44.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


317 


GI 


uC-osflm202102h06bl 


Score 


615 


Exons 


1..317 






GI Descrip. 


•1041704 2.0e-19 (U30478) expansin At- 


EXP5 [Arabidopsis 




thaliana] ' - - 






Seq. No. 


1519 


Seq. ID 


OJ990913_15 . 9B12 . C44 


Gene No. 


3155 


Strand 




Start 


1 


End 


317 


Name 


OJ990913 15.9B12.C44.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


284 


GI 


none 


Score 


82 


Exons 


1..60, 3. .68, 3. .59, 24. .152, 


75. .140, 


151. .195, 165. .194, 




180, ,284, 181. .279 






Seq. No. 


1519 


Seq. ID 


OJ990913_15. 9B12.C4 4 


Gene No. 


3155 


Strand 




Start 


1 


End 


317 


Name 


OJ990913 15.9B12.C44.ol.np 


Method 


AAT/NAP 


btart 


1 


End 


317 


GI 


1076531 


Score 


185 


Exons 


1..317 






GI Descrip. 


hypothetical protein, pollen allergen homolog - garden pea 




gi|2129891|pir| IS65056 pollen 


allergen 


homolog precursor (cl 




PPA1) - garden pea gi | 732905 | emb | CAA59470 | (X85187) homology 




with pollen allergens [Pisum 


sativum] 




Seq. No. 


1519 


Seq. ID 


OJ990913_15.9B12.C44 


Gene No. 


3155 " 


Strand 




Start 


1 


End 


317 


Name 


OJ990913 15.9B12.C44.ol.gs 


Method 


GENSCAN 


Start 


21 


End 


281 


GI 


none 


Score 


.87 


Exons 


21. .281 






Seq. No. 


1519 


Seq. ID 


OJ990913_15.9B12.C44 



1609 






Gene No. 


3155 








Strand 








Start 


1 








End 


317 






Name 


OJ990913 


15.9B12 


.C44. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


24 








End 


249 






GI 


none 








Score 


'42 






Exons 


24. .65, 78. .161, 


168. 


.191, 


169. .192, 


183. .248, 184. .249 






Seq. No. 


i con 

io2U 








Seq. ID 


OJ990913_15.9B12 


.C45 




Gene No.- 


JlOb 








Strand 


+ 






Start 


QQ1 

ool 








End 


1075 






Name 


OJ990913 


15.9B12 


.C45. 


ol . gs 


Method 


GENSCAN 






Start 


881 








End 


1075 






GI 


none 








Score 


.78 






Exons 


ool . . 1U ID 
















Seq. No. 


1521 








Seq. ID 


OJ990913_15.9B12 


.C46 




Gene No. 


JlO / 








Strand 


+ 






start 


1 








End 


236 






Name 


OJ990913 


15.9B12 


.C46. 


ol .np 


Method 


AAT/NAP 






Start 


1 








End 


236 






GI 


52olU22 








Score 


257 






Exons 


1 . . 236 
















GI Descrip. 


( Z973 Jy ) 


hypothetical 


protein [Arabidopsis thaliana] 




I,. 3 
i ^ 


Seq. No. 


1521 








Seq. ID 


OJ990913 15.9B12 


.C46 




Gene No. 


Jlo / 








Strand 






,! SSI 

iji 


Start 


1 








End 


236 




r\- 


Name 


OJ990913_ 


15.9B12 


.C46. 


ol . tm 


Method 


I J3±j/t.O 1 Ai rial c, t: 






Start 










End 


206 






GI 


none 








Score 


302 






Exons 


2 . . 97, 3 . 


.206, 6 


. .116 


,97.. 


138 






i r ! i 
; bf 


Seq. No. 


1D2 1 








Seq. ID 


OJ990913_15.9B12 


.C46 




Gene No. 


JlO / 








Strand 


+ 




| ;S H 


Start 


1 








End 


236 




''J 


Name 


OJ990913_ 


15.9B12 


.C46. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


b 








End 


212 




GI 


none 








Score 


263 




i. "1 


Exons 


o . . 212 , o 


. .97 














Seq. No. 


1 col 
102 1 








Seq. ID 


OJ990913_15.9B12 


.C46 




Gene No. 


OLD f 








Strand 


+ 






Start 


1 








End 


236 






Name 


OJ990913 


15.9B12 


.C46. 


ol.gs 


Method 


GENSCAN 






Start 


48 








End 


206 






GI 


none 








Score 


.76 






Exons 


48. .206 
















Seq. No. 


1522 








Seq. ID 


OJ990913__15.9B12 


.C47 




Gene No. 


3158 








Strand 


+ 






Start 


512 








End 


944 






"Name 


OJ990913 


15.9B12 


.C47. 


ol . gs 


Method 


GENSCAN 






Start 


512 








End 


938 






GI 


none 








Score 


.64 






Exons 


512. .556, 


678.. 799, 8 


63. .938 








Seq. No. 


1522 








Seq. ID 


OJ990913_15.9B12 


.C47 



1610 



Gene No. 


3158 




Strand 


+ 


otart 






End 




Name 


OJ990913 15.9B12.C47.ol 


.np 


Method 


AAT/NAP 


Start 


523 




End 


944 


GI N 


6721512 




Score 


69 


Exons 


523. .637, 884. .944 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1523 




Seq. ID 


OJ990913 


Gene No. 


3159 




Strand 




otart 


1 




End 




Name 


OJ990913 15. 9B12.C49.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


208 


GI 


6815052 




Score 


115 


Exons 


1. .208 








GI Descrip. 


(AP001080) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


1524 




Seq. ID 


OJ990913 


Gene No. 


3160 




Strand 




oiart 


186 




End 


647 


Name 


'OJ990913 15. 9B12.C50.ol 


np 


Method 


AAT/NAP 


Start 


186 




End 


647 


GI 


5281022 




Score 


230 


Exons 


186. .300, 373. .467, 612 


.647 






GI Descrip. 


(Z97339) hypothetical protein 


[Arabidopsis thai 


Seq. No. 


1524 




Seq. ID 


OJ990913 


Gene No . 


3160 




Strand 




Start 


186 




End 


647 


Name 


OJ990913 15. 9B12.C50.ol 


tc 


Method 


TBLASTX: 


Start 


187 




End 


460 


GI 


none 




Score 


130 


Exons 


187. .300, 191. .301, 368 


. .460, 


373. .459 




Seq. No. 


1525 




Seq. ID 


OJ990913 


Gene No. 


3161 




Strand 


+ 


Of -5 -V +" 


1 




End 


356 


Name 


OJ990913 15. 9B12.C51.ol 


np 


Method 


AAT/NAP 


Start 


1 




End 


356 


GI 


5902445 




Score 


341 


Exons 


1. .356 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] . 


Seq. No. 


1525 




Seq. ID 


OJ990913 


Gene No . 


3161 




Strand 


+ 


Start 


1 




End 


356 


Name 


OJ990913 15. 9B12.C51.ol 


tw 


Method 


TBLASTX: 


Start 


112 




End 


339 


GI 


none 




Score 


211 


Exons 


112. .339, 113. .337 








Seq. No. 


1525 




Seq. ID 


OJ990913 


Gene No. 


3161 




Strand 


+ 


Start 


1 




End 


356 


Name 


OJ990913 15.9B12.C51.ol 


gs 


Method 


GEN SCAN 


Start 


134 




End 


310 


GI 


none 




Score 


. 99 



1611 



Exons 



134. .310 



Seq. No. 1526 Seq. ID 

Gene No. 3162 Strand 

Start 343 End 

Name OJ990913_15 . 9B12 .C52 . ol . gs Method 

Start 343 End 

GI none Score 

Exons 34 3.. 650 



OJ990913_15.9B12.C52 
+ 

650 

GENSCAN 

650 

.5 



OJ990913 15.9B12.C57 



Seq. No. 1527 Seq. ID 

Gene No. 3163 Strand 

Start - 304 End 587 

Name OJ990913_15.9B12.C57.ol.np Method AAT/NAP 

Start 304 End 587 

GI 5281022 Score 230 

Exons 304.. 587 

GI Descrip. (Z97339.) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 1527 Seq. ID 

Gene No. 3163 Strand 

Start 304 End 

Name OJ990913_15 . 9B12 . C57 . ol . gs Method 

Start 308 End 

GI none Score 

Exons 308.. 391 



OJ990913_15.9B12.C57 
587 

GENSCAN 

391 

.71 



r[| Seq. No. 
^ Gene No. 

Start 

Name 
O Start 

r u gi 

Exons 
- GI Descrip. 

5 i i 

/" 4 Seq. No. 
r= Gene No. 
■Q Start 
ri Name 
IIS Start 
^ GI 
Exons 



OJ990913 14.9B19.C2 



1528 Seq. ID 

3164 Strand 

1 " End 1037 

OJ990913_14 .9B19.C2.ol.np Method AAT/NAP 

1 End 1037 

5731756 Score 375 
1..496, 561. .704, 796. .1037 

(AL109819) putative protein [Arabidopsis thaliana] 



1528 
3164 
1 

OJ990913_14.9B19.C2.ol.gs 

561 

none 

561. .704, 796. .1037 



Seq. ID OJ990913_14.9B19.C2 
Strand 

End 1037 

Method' GENSCAN 

End 1037 

Score .79 



Seq. No. 1529 Seq. ID 

Gene No. 3165 Strand 

Start 1717 End 

Name OJ990913_14 . 9B19 . C3 . o2 . gs Method 

Start 1717 End 

GI none Score 
Exons 



OJ990913_14. 9B19.C3 
+ 

7722 
GENSCAN 
7560 
.5 



1717. .1885, 2504. .2622, 4040. .4276, 4379. .4541, 4954. .5057, 
5071. .5144, 6698. .6866, 6945. .7098, 7145. .7560 



Seq. No. 1529 Seq. ID 

Gene No. 3165 Strand 

Start 1717 , End 

Name . OJ990913 14 . 9B19 . C3 . ol . gp Method 



OJ990913_14.9B19.C3 
+ 

7722 
AAT/GAP 



1612 



Start 4859 End 6648 

GI 2442798 Score 616 

Exons 4859.. 4953, 5071.. 5144, 6289.. 6430, 6579.. 6648 



Seq. No. 


1529 


Seq. ID 


OJ990913_14.9B19. 


Gene No. 


3165 


Strand 


+ 


Start 


1717 


End 


7722 


Name 


OJ990913 14.9B19.C3.ol.np 


Method 


AAT/NAP 


Start 


6681 


End 


7722 


GI 


2702270 


Score 


589 


Exons 


6681.. 6866, 6945.. 7086, 7163.. 7722 




GI Descrip. 


(AC003033) unknown protein 


[Arabidopsis 


thaliana] 


Seq. No. 


1529 


Seq. ID 


OJ990913_14.9B19. 


Gene No. 


3165 


Strand 


+ 


Start 


1717 


End 


7722 


Name 


OJ990913 14.9B19.C3.o2.gp 


Method 


AAT/GAP 


Start 


7420 


End 


7722 


GI 


11144 1.R1084 


Score 


589 


Exons 


7420. .7722 






GI Descrip. 


'2702270 4.0e-91 (AC003033) 


unknown protein [Arabidopsis 




thaliana] 1 







Seq. No. 1529 

Gene No. 3166 
Start • 436 

Name OJ990913_14 . 9B19 . C3 . ol . gs 

Start 436 

GI none 

Exons 436.-763 



Seq. ID OJ990913_14 . 9B19.C3 
Strand 

End 7 63 

Method GENSCAN 

End 763 

Score .77 



r= Seq. No. 1529 

* Gene No. 3167 

Start 6285 

3 Name OJ990913_14 . 9B19 . C3 . o3 . tm 

J Start 6285 

GI none 

« Exons 6285.. 6422, 6286.. 6426, 6287, 

J 6578.. 6718 



Seq. ID OJ990913_14.9B19.C3 
Strand 

End 6719 

Method TBLASTX : Maize 

End 6719 

Score 139 

.6442, 6576. .6719, 6577. .6708, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1529 
3168 
6750 

OJ990913_14.9B19.C3.o2.tm 

6750 

none 

6750.. 6866, 6750.. 6866, 6751. 
6939.. 7112, 6945.. 7100, 7033. 

1529 
3169 
7158 

OJ990913_14 .9B19.C3.ol. tm 

7158 

.none 

7158. .7691, 7167. .7691, 7168. 



Seq. ID OJ990913_14. 9B19.C3 
Strand 

End 7131 

Method TBLASTX: Maize 

End 7131 

Score 185 

.6867, 6791. .6871, 6929. .7099, 
.7131 

Seq. ID OJ990913__14.9B19.C3 
Strand 

End 7717 

Method TBLASTX: Maize 

End 7717 

Score 414 

.7698, 7271. .7696, 7472. .7717 



1613 



Seq. No. 1529 

Gene No. 3169 

Start 7158 

Name OJ990913_14 . 9B19 . C3 . ol . ts 

Start 7467 

GI none 

Exons 7467.. 7661, 7468.. 7659 



Seq. ID OJ990913_14.9B19.C3 
Strand 

End 7717 

Method TBLASTX : Soybean 

End 7661 

Score 259 



Seq. No. 1530 

Gene No. 3170 

Start 1 

Name - OJ990913_14 . 9B19 . C4 . ol . gp 

Start 1 

GI 11144_1.R1084 

Exons 1..153, 276.. 514, 595.. 631 

GI Descrip. '2702270 4.0e-91 (AC003033) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990913_14 . 9B19.C4 
Strand + 

1098 
AAT/GAP 
631 
761 



End 

Method 

End 

Score 



Pi 

i i 



Seq. No. 153&- 

Gene No. 3170 

Start 1 

Name OJ990913_14 . 9B19 . C4 . ol .np 

Start 1 

GI 2702270 

Exons .1..140, 275.. 514, 595.. 668, 957.. 1098 
GI Descrip. (AC003033) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990913_14.9B19.C4 

Strand + 

End 1098 

Method AAT/NAP 

End 1098 

Score 277 



Seq. No. 


1530 






Seq. ID 


OJ990913 


Gene No. 


3170 






Strand 


+ 


Start 


1 






End 


1098 


Name 


OJ990913 14.9B19.C4 


.ol. 


tm 


Method 


TBLASTX: 


Start 


3 






End 


391 


GI 


none 






Score 


189 


Exons 


3. .152, 4. .153, 5.. 


148, 


12. . 


152, 254.. 


388, 277. 


Seq. No. 


1530 






Seq. ID 


OJ990913 


Gene No. 


3170 . 






Strand 


+ 


Start 


■ i 






End 


1098 


Name 


OJ990913 14.9B19.C4 


.ol. 


gs 


Method 


GENSCAN 


Start 


57 






End 


1068 


GI 


none 






Score 


.77 


Exons 


57.. 153, 276.. 514, 


699. 


.736, 


957. .1068 




Seq. No. 


1531 






Seq. ID 


OJ990913 


Gene No. 


3171 






Strand 


+ 


Start 


1 






End 


383 


Name 


OJ990913 14.9B19.C5 


.ol. 


gp 


Method 


AAT/GAP 


Start 


1 






End 


383 


GI 


none 






Score 


694 


Exons 


1. .383 










Seq. No. 


1531 






Seq. ID 


OJ990913 


Gene No. 


3172 






Strand 


+ 


Start 


5772 






End 


8658 


Name 


OJ990913 14.9B19.C5 


. o3 . 


gp 


Method 


AAT/GAP 


Start 


5677 






End 


6221 


GI 


27257 1.R1084 






Score 


729 



,387, 278. .391 



1614 



Exons 


5677. .5844, 5920. .6221 








GI Descrip. 


■4097948 2.0e-29 (U72255) 


beta-1, 3-glucanase precursor 


[Oryza 




sativa] ' 








Seq. No. 


1531 


Seq. ID 


n.TQQHQI 7 14 QR1 Q 


.C5 


Gene No. 


3172 


Strand 


+ _ 




Of 3 >-+- 


5772 


End 


8658 




Name 


OJ990913 14.9B19.C5.ol.np 


Method 


AAT/NAP 




Start 


5772 


End 


6978 




GI 


4097948 


Score 


1819 




Exons 


5772. .5844, 5920.. 6978 








GI Descrip. 


(U72255) beta-1, 3-glucanase precursor 


[Oryza sativa] 




Seq. No. 


1 CLQI 
lO Jl 


Seq. ID 


OJ990913_14.9B19 


.C5 


bene NO . 


TITO 
Jl fZ 


Strand 


+ 




Start 


O / / Z 


End 


8658 




Name 


uj yyuyi J ±4.ybiy.L,o.o^.gs 


Method 


GENSCAN 




Start 


D 1 f Z 


End 


8282 




GI 


none 


Score 


.76 




Exons 


CT70 noTQ QOAQ QOQO 








Seq. No. 


1531 


Seq. ID 


OJ990913_14.9B19 


.C5 


Gene No. 


3172 


Strand 


+ 




Start 


5772 


End 


8658 




Name 


OJ990913 14.9B19.C5.o4.gp 


Method 


AAT/GAP 




Start 


6211 


End 


6904 




GI 


65422 1.R1084 • 


Score 


1239 




Exons 


6211. .6904 








GI Descrip. 


'4097948 1.0e-102 (U72255) 


beta-1, 3-glucanase precursor 


[Oryz 




sativa] 1 








Seq. No. 


1531 


Seq. ID 


OJ990913_14.9B19 


.C5 


Gene No. 


3172 


Strand 


+ 




Start 


5772 


End 


8658 




Name 


OJ990913 14.9B19.C5.o5.gp 


Method 


AAT/GAP 




Start 


6982 


End 


8658 




CT 


90989 1.R1084 


Score 


1338 




Exons 


6982.. 7278, 8248-. .8658 








GI Descrip. 


M558591/gb|AAD22663.1 IAC006555 1 3.0e-28 (AC006555) putative 




beta-1, 3-glucanase [Arabidopsis thaliana] 






>gi 4662638 gb AAD26909.1 


AC007233 -1 


(AC007233) putative 




beta-1, 3-glucanase [Arabidopsis thaliana]' 




Seq. No. 


1531 


Seq. ID 


OJ990913_14.9B19 


,C5 


Gene No. 


3172 


Strand 


+ 




otar l 


5772 


End 


8658 




Name 


OJ990913 14.9B19.C5.o2.np 


Method 


AAT/NAP 




Start 


6999 


End 


7373 




GI 


4585922 


Score 


178 




Exons 


6999. .7373 








GI Descrip. 


(AC007211) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1531 


Seq. ID 


OJ990913_14.9B19 


.C5 


Gene No. 


3173 


Strand 






Start 


8904 


End 


9656 




Name 


OJ990913 14.9B19.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5894 


End 


6320 





1615 




GI 


none 








Score 


252 


Exons 


5894. .5983, 


5904. 


.6224, 


6017. 


.6217, 6158.. 6241, 6234. .6320, 




6239. .6319 












Seq. No. 


1531 








Seq. ID 


OJ990913_14.9B19.C5 


Gene No . 


Jl / J 








Strand 




Start 


8904 








End 


9656 


Name 


OJ990913 14 


.9B19. 


CS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5916 








End 


6890 ' 


GI 


none 








Score 


790 


Exons 


5916. .6614, 


5918. 


.6601, 


6621. 


.6752, 6753. .6890, 6758. .6886 


Seq. No. 


1531 








Seq. ID 


OJ990913_14 .9B19.C5 


Gene No. - 


3173 








Strand 




btart 


Q QO A 

o yu4 








End 


9656 


Name 


OJ990913 14 


.9B19. 


CS.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


5917 








End 


7073 


GI 


none 








Score 


78 


Exons 


5917. .5973, 


5918. 


.6394, 


5919. 


.6395, 6395.. 6616, 6396. .6617, 




6620. .6682, 


6621. 


.6902, 


6758. 


.6901, 7029.. 7073 


Seq. No. 


1531 








Seq. ID 


OJ990913_14.9B19.C5 


Gene No. 


3173 








Strand 




btart 


Q Qf\ A 

o yu4 








End 


9656 


Name 


OJ990913 14 


. 9B19. 


CS.ol. 


tc 


Method 


TBLASTX: Cress- 


Start 


5921 








End 


7277 


GI 


none 








Score 


223 


Exons 


5921. .5974, 


5922. 


.6221, 


6077. 


.6211, 6306. .6617, 6308. .6514, 




6545. .6616, 


6621. 


.6740, 


6756. 


.6896, 7035.. 7277 


Seq. No. 


1531 








Seq. ID 


OJ990913_14 .9B19.C5 


Gene No . 


Jl / 3 








Strand 




Start 


8904 








End 


9656 


Name 


OJ990913 14 


.9B19. 


C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


7008 . 








End 


7279 


GI 


none 








Score 


320 


Exons 


7008. .7082, 


7026. 


.7277, 


7028. 


.7279 




Seq. No. 


1531 








Seq. ID 


OJ990913_14.9B19.C5 


Gene No. 


3173 








Strand 




Start 


o yu4 








End 


9656 


Name 


OJ990913 14 


.9B19. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7041 








End 


7280 


GI 


none 








Score 


100 


Exons 


7041. .7115, 


7046. 


.7087, 


7116. 


.7208, 7124. .7207, 7172. .7276, 




7173. .7280 












Seq. No.. 


' 1531 








Seq. ID 


OJ990913_14 .9B19.C5 


Gene No. 


3173 








Strand 




Start 


o yu4 








End 


9656 


Name 


OJ990913 14 


.9B19. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


7077 








End 


8562 


GI 


none 








Score 


358 


Exons 


7077. .7277, 


7124. 


.7279, 


7124. 


.7276, 8247. .8303, 8247. .8300, 




8517. .8558, 


8517. 


.8558, 


8518. 


.8562, 8519. .8560 


Seq. No. 


1531 








Seq. ID 


OJ990913_14.9B19.C5 



1616 



□ 



i!fi 

; u 



' H '4 
I s & 

u 



Gene No . 


TITO 


o trana 




Start 


8904 


End 


9656 


Name 


OJ990913 14.9B19.C5.o3.gs 


Method 


GEN SCAN 


Start 


8904 


End 


9656 


GI ■ 


none 


Score 


.57 


Exons 


8904.. 8986, 9148.. 9233, 9265 


. .9656 




Seq. No. 


1532 


Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3174 


Strand 


+ 


Start 


7416 


End 


8766 


Name 


OJ990913 14.9B19..C6.-o2.np 


Method 


AAT/NAP 


Start 


7416 


End 


8766 


bl 




Score 


199 


Exons 


7416. .7649, 8724. .8766 






GI Descrip. 


PROBABLE INTRON MATURASE gi | 


82531|pir| 


UQ0201 hypothetical 65K 




protein (trnK intron) - rice 


chloroplast gi | 11959 | emb | CAA34 008 | 




(X15901) ORF542; ORF within 


trnK intron [Oryza sativa] 




gi|226626|prf | [1603356B trnK 


intron ORF 542 [Oryza sativa] 


Seq. No. 


1532 


Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3175 


Strand 




Start. 


2102 


End 


4076 


Name 


uuyyuyio 14.ybiy.oo.01.gp 


Method 


AAT/GAP 


Start 


1830 


End 


4076 


GI 


210 1.R1084 


Score 


2500 


Exons 


1830.. 2726, 3322.. 3551, 3873 


. .4076 




GI Descrip. 


'2952328 1.0e-173 (AF049889) 


1-aminocyclopropane-l-carboxylate 




oxidase [Oryza sativa] 1 






Seq. No. 


1532 


Seq. ID 


OJ990913_14.9B19.C6 


Gene No . 


31 / o 


Strand 




Start 


2102 


End 


4076 


Name 


OJ990913 14.9B19.C6.ol.gs 


Method 


GEN SCAN 


Start 


2102 


End 


3986 


GI 


none 


Score 


. 95 


Exons 


2102. .2491, 2583.. 2726, 3034 


..3070, 3322. .3551, 3873. .3986 


Seq. No. 


1532 


Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3175 


Strand 




Start 


2102 


End 


4076 


Name 


OJ990913 14.9B19.C6.ol.np 


Method 


AAT/NAP 


Start 


2105 


End 


3986 


GI 


2952328 


Score 


1558 


Exons 


2105.. 2726, 3322.. 3551, 3873 


. .3986 




GI Descrip. 


(AF049889) 1-aminocyclopropane-l-carboxylate oxidase [Oryza 




sativa] 






Seq. No. 


1532 


Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3176 


Strand 




Start 


5420 


End 


8535 


Name 


OJ990913 14.9B19.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2088 


End 


3968 


GI 


none 


Score 


88 


Exons 


2088.. 2225, 2102.. 2233, 2294 


..2548, 2295. .2555, 2571. .2651, 




2572.. 2649, 3319.. 3399, 3321 


..3419, 3456. .3554, 3457. .3549, 




3861.. 3968, 3873.. 3962, 3874 


. .3966 





1617 



rfi 



Seq. No. 


1532 










Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


8535 


Name 


OJ990913 14 


. 9B19 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2100 










End 


2456 


GI 


none 










Score 


38 


Exons 


2100. 


.2126, 


2120 


. .2233, 


2150. 


.2227, 2294. .2455, 2295. .2456 


Seq. No. 


1532 










Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


8535 . 


Name 


OJ990913 14 


. yBiy 


. Co . Ol . 


tc 


Method 


TBLASTX : Cress 


Start 


2111 










End 


4003 


GI 


none 










Score 


70 


Exons 


2111. 


.2233, 


2112 


. .2228, 


2294. 


.2548, 2295. .2540, 2571. .2651, 




2572. 


.2649, 


3321 


. .3416, 


3447. 


.3554, 3457.. 3552, 3861.. 3968, 




3980. 


.4003 












Seq. No. 


1532 










Seq. ID 


OJ990913_14 .9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


8535 


Name 


OJ990913 14 


. 9B19 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2141 










End 


2456 


GI 


none 










Score 


127 


Exons 


2141. 


.2233, 


2142 


. .2228, 


2294. 


.2455, 229S.. 2456 . 


Seq. No. 


1532 










Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


8535 


Name 


OJ990913 14 


. 9B19 


. Co . oZ . 


tm 


Method 


TBLASTX: Maize 


Start 


2514 










End 


3984 


GI 


none 










Score 


50 


Exons 


2514. 


.2555, 


2516 


. .2548, 


2550. 


.2651, 2554.. 2598, 2571.. 2651, 




2655. 


.2690, 


2655 


. .2684, 


2688. 


.2744, 2690. .2728, 3321. .3554, 




3322. 


.3549, 


3393 


. .3554, 


3861. 


.3977, 3873. .3977, 3916. .3984 


Seq. No. 


1532 










Seq. ID 


OJ990913_14.9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


'8535 


Name 


OJ990913 14 


.9B19 


.C6.o2. 


gs 


Method 


GENSCAN 


Start 


5420 










End 


8535 


GI 


none 






■ 




Scpre 


.86 


Exons 


5420. 


.5708, 


5883 


. .5997, 


7059. 


.7152, 7899.-7952, 8530. .8535 


Seq. No. 


1532 










Seq. ID' 


OJ990913__14 .9B19.C6 


Gene No. 


3176 










Strand 




Start 


5420 










End 


8535 


Name 


OJ990913 14 


.9B19 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


7456 










End 


7639 


GI 


none 










Score 


95 


Exons. 


7456. 


.7518, 


7457 


. .7531, 


7504. 


.7629, 7505.. 7639 


Seq. No. . 


1533 










Seq. ID 


OJ990913_14.9B19.C7 


Gene No. 


3177 










Strand 


+ 


Start 


457 










End 


582 


Name 


OJ990913 14 


. 9B19 


.C7.ol. 


gs 


Method 


GENSCAN 


Start 


457 










End 


582 



1618 



GI 


none 






Score 


.99 


Exons 


457. .582 










Seq. No. 


1534 






Seq. ID 


OJ990913 


Gene No. 


3178 






Strand 


+ 


Start 


346 






End' 


1082 


Name 


OJ990913 14 


.9B19.C8.ol. 


gs 


Method 


GENSCAN 


Start 


346 






End 


1082 


GI 


none 






Score 


.54 


Exons 


346. .394, 919. .1082 








Seq. No. 


1535 






Seq. ID 


OJ990913 


Gene No. 


3179 






Strand 




Start 


1468 






End 


4593 


Name 


OJ990913 14 


.9B19.C9.ol. 


gs 


Method 


GENSCAN 


Start 


1468 






End 


4543 


GI 


none 






Score 


.49 


Exons 


1468. .1592, 


2082. .2143, 


2217. 


.2318, 2958. .3080, 




3756. .3985, 


4414. .4543 








Seq. No. 


1535 






Seq. ID 


OJ990913 


Gene No. 


3179 






Strand . 




Start 


1468 






End 


4593 


Name 


OJ990913 14 


.9B19.C9.ol. 


np 


Method 


AAT/NAP 


Start 


3138 






End 


4593 


GI 


3643598 






Score 


44 


Exons 


3138. .3241, 


3522. .3557, 


4517. 


. 4593 





GI Descrip. (AC005395) putative poly (A) polymerase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



Seq. ID OJ990913_14.9B19.C9 
Strand 

End 4593 

Method AAT/GAP 

End 4224 

Score 904 



1535 
3179 
1468 

OJ990913_14 .9B19.C9.ol.gp 
3767 
none 

3767. .4224 

1536 
3180 
231 

OJ990913_14.9B19.C10.ol.gs 
231 
none 

231. .380, 545. .715, 797. .961, 1771. .1874, 2833. .2983 



Seq. ID OJ990913_14 . 9B19.C10 

Strand + 

End 2983 

Method GENSCAN 

End 2983 

Score .5 



Seq. ID OJ990913_14 . 9B19.C10 
Strand + 
End 7 667 

Method AAT/NAP 
End • 7 667 
Score 476 

3913. .4178, 4291. .4384, 7194. .7251, 7338. .7381, 7485. .7667 
(AC005322) ESTs gb|H36249, gb|AA59732 and gb|AA651219 come from 
this gene. [Arabidopsis thaliana] 



1536 
3181 
3934 

OJ990913_14 .9B19.C10.ol.np 

3913 

4056425 



1536 
3181 



Seq. ID OJ990913_14. 9B1.9.C10 
Strand + 



1619 



Start 


3934 




End 


7667 


Name 


OJ990913 14 


. 9B19.C10.o2.gs 


Method 


GEN SCAN 


Start 


3934 




End 


7594 


GI 


none 




Score 


.92 


Exons 


3934. .4178, 


4291.. 4384, 5933. 


.6025, 7194. .7251, 7485. .7594 


Seq. No. 


1536 




beq. lu 




Gene No. 


3182 




otrana 


+ 


Start 


9208 




IT r-i A 




Name 


OJ990913 14 


.9B19..C10.o3.gs 


Method 




Start 


9208 




fcjno. 


QQ*7 0 


GI 


none 




Score 


.76 


Exons 


9208. .9972 








Seq. No. 


1536 




Seq. ID 


OJ990913_14.9B19.C10 


Gene No. 


3182 




Strand 


+ 


Start 


9208 




End 


9983 


Name 


OJ990913 14 


.9B19.C10.ol.gp 


Method 


AAT/GAP 


Start • 


9858 




End 


9983 


GI 


LIB3434-037 


-P1-K1-B12 


Score 


198 


Exons 


9858. .9983 








GI . Descrip. 


, 1174470/sp 


IP46978ISTT3 MOUSE 


2.0e-33 


OLIGOSACCHARYL TRANSFERASE 




STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 




>gi 508543 


(L34260) integral membrane protein 1 [Mus musculus] 




>gi_1588285 


prf 2208301A integral membrane protein [Mus 




musculus] 1 ■ 








Seq. No. 


1536 




Seq. ID 


OJ990913_14. 9B19.C10 


Gene No. 


3183 




Strand 




Start 


8802 




End 


9983 


Name 


OJ990913 14 


.9B19.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4050 




End 


7640 


GI 


none 




Score 


129 


Exons 


4050. .4181, 


4054. .4179, 4288. 


.4386, 4292. .4384, 7191. .7307, 




7203. .7256, 


7337. .7381, 7482. 


.7640, 7484. .7582 


Seq. No. 


1536 




Seq. ID 


OJ990913_14 . 9B19.C10 


Gene No. 


3183 




Strand 




Start 


8802 




End 


9983 


Name 


OJ990913 14 


.9B19.C10.ol.tc 


Method 


TBLASTX: Cress 


Start 


4069 




End 


4378 


GI 


none 




Score 


127 


Exons 


4069. .4179, 


4074. .4181, 4288. 


.4377, 4292. .4378 


Seq. No. 


1536 




Seq. ID 


OJ990913_14. 9B19.C10 


Gene No. 


3183 




Strand 




Start 


8802 




End 


9983 


Name 


OJ990913 14 


.9B19.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


4309 




End 


7636 


GI 


none 




. Score 


105 


Exons 


4309. .4383, 


4310. .4411, 7166. 


.7249, 7203.. 7256, 7336.-7389, 




7337. .7381, 


7461. .7634, 7482. 


.7634, 7484. .7636, 7484. .7636 


Seq. No. 


1536 




Seq. ID 


OJ990913_14.9B19.C10 


Gene No. 


3183 




Strand 




Start 


8802 




End 


9983 


Name 


OJ990913 14 


.9B19.C10.ol.tw 


Method 


TBLASTX: Wheat 



1620 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

■Start 

GI 

Exons 



5 Seq. No. 

t Gene No. 

;] Start 

Ll Name 

3 Start 

J GI 

^ Exons 

= Seq. No. 

Gene No. 

3 Start 

. | Name 

"7 Start 

I GI 

=? Exons 

3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



7334 
none 



End 
Score 



7675 
80 



7334. .7387, 7336.-7389, 7337. .7381, 7482. .7661, 7482. .7658, 
7484. .7663, 7484. .7675 



Seq. ID OJ990913_14.9B19.C10 
Strand 

End 9983 

Method AAT/NAP 

End 9983 

Score 60 



1536 
3183 
8802 

OJ990913_14 . 9B19.C10.o2.np 
8802 . 
4680191 
8802. .8884, 9942. .9983 

(AF111710) putative myb-related protein [Oryza sativa subsp. 
indica] 



1536 
3183 
8802 

OJ990913JL4 . 9B19 . C10 . o2 . tm 

9412 

none 



Seq. ID OJ990913_14 .9B19.C10 
Strand 

End 9983 

Method TBLASTX: Maize 

End 9975 

Score 38 



9412. .9456, 9585. .9629, 9600. .9812, 9610. .9813, 9801. .9863, 
9805. .9918, 9919. .9975, 9927. .9974 



1537 
3184 ' 
1856 

OJ990913_14.9B19.Cll.ol.gs 

1856 

none 



Seq. ID OJ990913__14.9B19.C11 

Strand + 

End 3998 

Method GENS CAN 

End 38 92 

Score .52 



1856. .2016, 2211. .2571, 3186. .3263, 3737. .3892 



Seq. ID OJ990913_14.9B19.C11 

Strand + 

End 3998 

Method AAT/GAP 

End 2416 

Score 589 



1537 
3184 
1856 

OJ990913_14.9B19.Cll.ol.gp 
2061 

45760_1.R1084 
2061. .2416 

'2702280 7. Oe-63 (AC003033) photomorphogenesis repressor COP1 
[Arabidopsis thaliana] 1 



1537 
3184 
1856 

OJ990913_14 .9B19.Cll.ol.np 

2254 

1169012 



Seq. ID OJ990913_14.9B19.C11 

Strand + 

End 3998 

Method AAT/NAP 

End 3998 

Score 486 



2254.. 2571, 3186.. 3263, 3737.. 3922, 3963.. 3998 

COP1 REGULATORY PROTEIN (FUSCA PROTEIN FUS1) gi I 402685 (L24437) 
regulatory protein [Arabidopsis thaliana] 



1537 . 

3184 

1856 

OJ990913_14.9B19.Cll.ol.tc 
2377 



Seq. ID OJ990913_14.9B19.C11 

Strand + 

End 3998 

Method TBLASTX : Cress 

End 3248 



1621 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

~ Seq. No. 

~ Gene No. 

3 Start 

H Name 

!! Start 

3 GI 

" s Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
2377. .2559, 2406. .2597, 3159. .3248 



277 



Seq. ID OJ990913_14.9B19.C12 
Strand + 

5478 
AAT/GAP 
494 
201 



1538 
3185 
1 

OJ990913_14.9B19.C12.ol.gp 
1 

uC-osflcypll2d05bl 
1..60, 164. .234, 458. .494 

'2702280 7.0e-63 (AC003033) photomorphogenesis repressor COP1 
[Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



1538 
3185 
1 

OJ990913_14.9B19.C12.ol.np 
1 

4090943 



Seq. ID OJ990913_14.9B19.C12 

Strand + 

End 5478 

Method AAT/NAP 

End 2521 

Score 1338 



1..60, 164. .229, 592. .670, 763. .918, 1011. .1109, 1378. .1482, 

1558. .1737, 2108. .2218, 2354. .2521 

(AF029984) COP1 homo-log [Lycopersicon esculentum] 



1538 
3185 
1 

OJ990913_14.9B19.C12.ol.gs 

164 

none 



Seq. ID OJ990913_14.9B19.C12 

Strand . + 

End " 5478 

Method GENSCAN 

End 5478 

Score .52 



164. .229, 592. .670, 763. .918, 1011. .1128, 1541. .1737, 
2108. .2218, 3541. .3641, 3856. .3993, 4027. .4202, 5375. .5478 



1538 
3185 
1 

OJ990913_14.9B19.C12.o2.gp 
995 

2310219 



Seq. ID OJ990913_14.9B19.C12 

Strand + 

End 5478 

Method AAT/GAP 

End 1771. 

Score 711 



995. .1109, 1378. .1482, 1558. .1771 

2702280 7.0e-63 (AC003033) photomorphogenesis repressor COP1 
[Arabidopsis thaliana] 



1538 
3186 
2390 

OJ990913_14. 9B19.C12.ol.ts 
20 

none 



Seq. ID OJ990913_14.9B19.C12 
Strand 

End 2806 

Method TBLASTX : Soybean 

End 1587 

Score 75 



20. .97, 159. .212, 161. .229, 587.-673, 589. .672, 762. .917, 
763. .918, 1003. .1110, 1004. .1093, 1004. .1111, 1009. .1110, 
1011. .1112, 1363. .1482, 1364. .1483, 1372. .1497, 1377. .1496, 
1552.. 1587 



Seq. No. 1538 

Gene No. 3186 

Start 2390 

Name OJ990913 14 . 9B19.C12 . ol . tc . 



Seq. ID OJ990913_14.9B19.C12 
Strand 

End 2806 

Method TBLASTX : Cress 



1622 





Start 


587 




End 


1111 




GI 


none 




Score 


108 




Exons 


587. .673, 622.-663, 748. 


.918, 


768. .911 


, 1011.. 1106, 1028.. 1 




Seq. No. 


1538 




Seq. ID 


OJ990913_14.9B19.C12 




Gene No. 


jIod 




Strand 






Start 


2390 




End 


2806 




Name 


OJ990913 14.9B19.C12.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


587 




End 


924 




GI 


none 




Score 


109 




Exons 


587. .673, 763. .924, 792. 


.902 








Seq. No. 


1538 




Seq. ID 


OJ990913_14.9B19.C12 




Gene No. 


3186 




Strand 






Start 


2390 




End 


2806 




Name 


ojyyuyu 14 . yBiy.ciz.oi. 


tm 


Method 


TBLASTX: Maize 




Start 


1007 . 




End 


2143 




GI 


none 




Score 


132 




Exons 


1007. .1111, 1007. .1111, 


1008. 


.1112, 1372. .1497, 1372. .1482, 






1377. .1496, 1557. .1739, 


1558. 


.1740, 1561.. 1740, 1565.. 1741, 






2108. .2143 










Seq. No. 


1538 




Seq. ID 


OJ990913_14.9B19.C12 




Gene No. 


3186 




Strand 






Start 


0 o fi n 




End 


2806 


3 


Name " 


OJ990913 14.9B19.C12.o2. 


ts 


Method 


TBLASTX: Soybean 


n 


Start 


1588 




End 


2523 


t | 


GI 


none 




Score 


200 


El 


Exons 


1588. .1740, 1590. .1739, 


2101. 


.2229, 2108.. 2227, 2353.. 2523, 


y 




2357. .2518, 2416. .2523 








3 


Seq. No. 


1538 




Seq. ID 


OJ990913_14.9B19.C12 


y 


Gene No. 


3186 




Strand 






Start 


0 0 0 n 




End 


2806 




Name 


OJ990913 14.9B19.C12.o2. 


tm 


Method 


TBLASTX: Maize 


a- 


Start 


2144 




End 


2708 




GI 


none 




Score 


139 




Exons 


2144.. 2227, 2144. .2218, 


2146. 


.2256, 2351. .2524, .2353. .2547, 


3 




2353.. 2526, 2592.. 2609, 


2642. 


.2704, 264/4.. 2706, 2652.. 2708 


=: 


Seq. No. 


1538 




Seq. ID 


OJ990913_14 . 9B19 .C12 


=5 


Gene No. 


3186 




Strand 






Start 


2390 




End 


2806 




Name 


OJ990913_14.9B19.C12.o3. 


gp 


Method 


AAT/GAP 




btart 


z jy u 




End 


2806 




GI 


uC-osroM202003f02a2 




Score 


830 




Exons 


2390. .2806 










GI Descrip. 


1 1169012/sp | P43254 | C0P1 


ARATH 


4.0e-ll 


COP1 REGULATORY PROTE 




(FUSCA PROTEIN FUS1) >gi 


402685 (L24437) regulatory protein 






[Arabidopsis thaliana] 1 










Seq. No. 


1539 




Seq. ID 


OJ990913_14.9B19.C13 




Gene No. 


3187 




Strand 


+ 




Start 


2987 




End 


3499 




Name 


OJ990913 14.9B19.C13.o2. 


gp 


Method 


AAT/GAP 




Start 


2987 




End 


3499 




GI 


38782 1.R1084 




Score 


808 



1623 



Exons 2987.. 3499 

GI Descrip. 1 6069643/dbj | AP000616 . 1 1 AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 





Seq. No. 


1539 






Seq. ID 


OJ990913 




Gene No. 


3188 






Strand 


- 




Start 


1 






End 


1552 




Name 


OJ990913 14 


.9B19.C13.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1552 




GI 


6907086 






Score 


1218 




Exons 


1 . . 1 ft / , dOl 


. . J / 0 U fx . . 


769, 


830. .1552 






GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 




'Seq. No. 


1539 






beq. iu 


OJ990913 




Gene No. 


3188 






Strand 


- 




Start 


1 






bna 


1552 




Name 


OJ990913 14 


.9B19.C13.ol 


.gs 


Method 


GENSCAN 




Start 


62 






bna 


271 




C T 


none 






Score 






Exons ■ 


62. .271 












Seq. No. 


1539 






Seq. ID 


OJ990913 




Gene No. 


3188 






Strand 


- 




Start 


1 






End 


1552 




Name 


OJ990913 14 


.9B19.C13.o2 


.gs 


Method 


GENSCAN 


S| 


Start 


818 






" End 


1552 


n 


GI 


none 






Score 


.56 




Exons 


818. .1552 










=3. 
J 


Seq. No. 


1539 






Seq. ID 


OJ990913 




Gene No. 


3189 






Strand 






Start 


1633 






End 


1825 




Name 


OJ990913 14 


. 9B19.C13.ol 


• gp 


Method 


AAT/GAP 




Start 


1633 






End 


1825 




GI 


5667165 






Score 


349 




Exons 


1633. .1825 











14.9B19.C13 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



1539 Seq. ID 

3190 Strand 

2259 End 

OJ990913_14 . 9B1 9 . C13 . o2 . np Method 

2259 End 

4680186 Score 



OJ990913_14.9B19.C13 

4745 
AAT/NAP 
4745 
211 



2259. .2677, 3183. .3282, 4720. .4745 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990913 14.9B19.C14 



1540 
3191 
1 

OJ990913_14 . 9B19.C14 ,ol . np 
1 

5441880 
1..;.47, 163.. 364 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 



364 

AAT/NAP 

364 

247 



1624 



(AC003981) [Oryza sativa] 



Seq. No. 


1540 


Seq. ID 


OJ990913_14.9B19.C14 


Gene No. 


3191 


Strand 


- 


Start 


1 


End 


364 


Name 


OJ990913 14. 9B19.C14.ol.gs 


Method 


GENSCAN 


Start 


7 


End 


294 


GI 


none 


Score 


.92 


Exons 


7. .47, 52. .99, 163. .294 






Seq. No. 


1541 


Seq. ID 


OJ990913_14.9B19.C16 


Gene No. 


3192 


Strand 


+ 


Start 


1629 


End 


4655 


Name 


OJ990913 14.9B19.C16.ol.gs 


Method 


GENSCAN 


Start 


1629 


End 


4655 


GI 


none 


Score 


.95 


Exons 


1629.. 2586, 2689.. 2829, 2999. 


.3231, 331 


8. .4655 


Seq^. No. 


1541 


Seq. ID 


OJ990913_14 . 9B19.C16 


Gene No. 


3192 


Strand 


+ 


Start 


1629 


End 


4655 


Name 


OJ990913 14.9B19.C16.ol.np 


Method 


AAT/NAP 


Start 


1629 


End 


4652 


GI 


128191 


Score 


4056 


Exons 


1629.. 2586, 2689.-2829, 2999. 


.3231, 3318.. 4652 


GI Descrip. 


NITRATE REDUCTASE [NAD (P) H] gi | 66210 | pir | | RDBHNP nitrate 




reductase (NAD(P)H) (EC 1.6.6 


.2) - barley gi | 19065 | emb | CAA4 




(X60173) nitrate reductase (NAD(P)H) [Hordeum vulgare] 


Seq. No. 


1541 


Seq. ID 


OJ990913_14.9B19.C16 


Gene No. 


3192 


Strand 


+ 


Start 


1629 


End 


4655 


Name 


OJ990913 14.9B19.C16.ol.gp 


Method 


AAT/GAP 


Start 


3656 


End 


4109 


GI 


9204 1.R1084 


Score 


837. 


Exons 


3656. .4109 






GI Descrip. 


, 128191/sp|P27968 INIA7 HORVU 


4.0e-57 NITRATE REDUCTASE [NAD 




>gi 66210 pir RDBHNP nitrate 


reductase (NAD(P)H) (EC 1.6.6 




barley, >gi 19065 emb CAA42739 


(X60173) 


nitrate reductase 




(NAD(P)H) [Hordeum vulgare] 1 






Seq. No. 


1541 


Seq. ID 


OJ990913_14.9B19.C16 


Gene No. 


3193 


Strand 


+ 


Start 


5286 


End 


7904 


Name 


OJ990913 14.9B19.C16.o2.gs 


Method 


GENSCAN 


Start 


5286 


End 


7904 


GI 


none 


Score 


.75 


Exons 


5286. .6007, 6097. .6274, 6897. 


.7031, 7371. .7594, 7790. .7904 


Seq. No. 


1541 


' Seq. ID 


OJ990913_14.9B19.C16 


Gene No. 


3194 


Strand 




Start 


4419 


End 


4916 


Name 


OJ990913 14.9B19.C16.ol.tc 


Method 


TBLASTX: Cress 


Start * 


1805 


End 


4658 


GI 


none 


Score 


649 


Exons 


1805.. 2203, 1815.. 2321, 2267. 


.2320, 2309.. 2587, 2310. .2588, 




2660.. 2830, 2688.. 2831, 2691. 


.2831, 2997.. 3239, 2998.. 3231, 



2) 



1625 








3312. .3758, 


3317 


. .3757, 


3858. 


.4397, 3863.-4336, 4328. .4453, 






4329. .4454, 


4461 


. .4541, 


4541. 


.4618, 4542. .4658 




Seq. No. 


1541 








Seq. ID 


OJ990913_14.9B19.C16 




Gene No. 


3194 








Strand 






Start 


4419 








End 


4916 




Name 


OJ990913 14. 


9B19 


.C16.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1815 








End 


4655 




CI 


none 








Score 


1057 




Exons 


1815. .2585, 


1829 


. .2203, 


2267. 


.2560, 2653.-2778, 2673. .2831, 






2688. .2831, 


2991 


. .3092, 


2997. 


.3239, 2998.. 3231, 3192.. 3233, 






3311. .3754, 


3312 


. .3785, 


3576. 


.3764, 3863. .4303, 3864. .4334, 






4020. .4316, 


4328 


. .4414, 


4329. 


.4415, 4431. .4469, 4475. .4627,. 






4476. .4655 














Seq. No. 


1541 








Seq. ID 


OJ990913_14 . 9B19.C16 




Gene No. 


3194 








Strand 






C-j- -> v-+- 

OtdlL 


A A 1 Q 
*± ft J. y 








End 


4916 




Name 


OJ990913 14. 


9B19 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


1964 








End 


2294 




GI 


none 








Score 


276 




Exons 


1964. .2176, 


1965 


. .2177, 


2051. 


.2185, 211 


34. .2288, 2247. .2294, 






2248.-2289 














Seq. No. 


1541 








Seq. ID 


OJ990913_14 . 9B19.C16 




bene no . 


"31 QA 








Strand 




n 


Start 


4419 • 








End 


4916 


i ^ 


Name 


OJ990913 14. 


9B19 


.C16.o4 


.tm 


Method 


TBLASTX: Maize 




Start 


2319 








End • 


3083 




GI 


none 








Score 


188 




Exons 


2319. .2579, 


2354 


. .2497, 


2986. 


.3054, 2997.. 3083 


y 


Seq. No. 


1541 








Seq. ID 


OJ990913JL4 . 9B19. C16 




Gene No. 


3194 








Strand 






C+- a r- f- 
Otai t 


A A 1 Q 








End 


4916 


j 


Name 


OJ990913 14. 


9B19 


.C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3064 








End 


350-6 




GI 


none 








Score 


295 


S3. 
J 


Exons 


3064.. 3231, 


3064 


. .3231, 


3066. 


.3239, 3192. .3233, 3312. .3506, 


: 




3317. .3505 














Seq. No. 


1541 








Seq. ID 


OJ990913_14 . 9B19.C16 




Gene No. 


3194 








Strand 






otar l. 


A A 1 Q 
4 *± ± y 








End 


4916 




Name 


OJ990913 14. 


9B19 


.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3483 








End 


4265 




GI 


none 








Score 


58 




Exons 


3483. .3518, 


3487 


. .3516, 


3488. 


.3517, 3524.. 3760, 3528. .3782, 






3555. .3767, 


3857 


. .4264, 


3858. 


.4265, 3873. .4265 




Seq. No. 


1541 








Seq. ID 


OJ990913_14 . 9B19.C16 




Gene No. 


3194 








Strand 






Start 


4419 








End 


4916 




Name 


OJ990913 14. 


9B19 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4266 








End 


4531 




GI 


none 








Score 


325 




Exons 


4266. .4529, 


4271 


. .4531 









1626 



Seq. No. 1541 Seq. ID OJ990913_14.9B19.C16 

Gene No. 3194 Strand 

Start 4419 End 4916 

Name OJ990913_14 . 9B19.C16.o2.gp Method AAT/GAP 

Start 4419 End 4916 

GI 2347_1.R1084 Score 965 

Exons 4419.. 4916 

GI Descrip. ' 128191/sp I P27968 | NIA7_H0RVU 2.0e-35 NITRATE REDUCTASE [ NAD ( P ) H ] 
>gi_66210_pir__RDBHNP nitrate reductase (NAD(P)H) (EC 1.6.6.2) - 
barley >gi_19065_emb_CAA42739_ (X60173) nitrate reductase 
(NAD(P)H) [Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1542 Seq. ID 

3195 Strand 

404 End 

OJ990913_14 . 9B19 . C17 . ol . gs Method 

404 End 

none Score 



OJ990913_14 . 9B19 . C17 
+ 

3717 
GENSCAN 
3717 
.43 



404. .652, 947. .1070, 1463. .2118, 3245. .3346, 3643. .3717 



1543 Seq. ID 

3196 Strand 

290 End 

OJ990913_14.9B19.C18.ol.gs Method 

290 End 

none Score * 



OJ990913_14.9B19.C18 
+ 

4729 
GENSCAN 
4729 
.78 



290. .519, 607. .853, 999. .1392, 2221. .2460, 2967. .3054, 
3911. .4390, 4518. .4729 



4 Seq. No. 

f: Gene No. 

J J Start 

Name 

3 Start 

J GI 

^ Exons 

f GI Descrip. 



1543 
3196 
290 

OJ990913_14 . 9B19.C18 .ol.np 
329 

3292822 



Seq. ID 
Strand 
End 

Method 
End 
Score 

329. .523, 608. .853, 999. .1201, 1262. .1392, 2221. .2460, 
2967.. 3056, 4051.. 4442 

(AL031018) putative protein [Arabidopsis thaliana] 



OJ990913_14 . 9B19.C18 
+ 

4729 
AAT/NAP 
4442 
724 



3 Seq. No. 


1543 




Seq. ID 


OJ990913_14 


.9B19 


.CI 


Gene No. 


3197 




Strand 








Start . 


5313 




End 


10793 






Name 


OJ990913 14 


.9B19.C18.o2.np 


Method 


AAT/NAP 






Start 


5291 




End 


6350 






GI 


6553882 




Score 


602 






Exons 


5291. .6010, 


6056. .6350 










GI Descrip. 


(AC012563) 


unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


1543 




Seq. ID 


OJ990913_14 


. 9B19 


.CI 


Gene No. 


3197 




Strand 








Start 


5313 




End 


10793 






Name 


OJ990913 14 


.9B19.C18.o2.gs 


Method 


GENSCAN 






Start ' 


'5313 




End 


10793 






GI 


none 




Score 


.45 






Exons 


5313. . 6362, 


8077.. 8143, 9063.. 9241, 10764.. 10793 







1627 



3 J 

in 
5 u 



•4 
si; 

J 



Seq. No. 


1543 


Seq. ID 


OJ990913_14.9B19 


.C18 


bene No . 


oiy / 


C 4- y ^nH 
OLlalia 






Start 


5313 


End 


10793 




Name 


OJ990913 14.9B19.C18.ol.gp 


Method 


AAT/GAP 




Start 


6173 


End 


8844 




GI 


571821 


Score 


534 




Exons 


6173.. 6362, 8733.-8844 








Seq. No. 


1543 


Seq. ID 


OJ990913_14.9B19 


.C18 


Gene No. 


3198 


Strand 






C" 4- -> v~ 4- 

btart 


1 01 CI 


End • 


15272 




Name 


OJ990913 14.9Bl9.C18.o3.gs 


Method 


GENSCAN 




Start 


12161 


End 


15272 




GI 


none 


Score 


.81 




Exons 


12161. .12180, 12785. .13340, 


13445. .13558, 13661 .. 14 098 , 






14344. .14493, 14658. .15272 








Seq. No. 


1543 


Seq. ID 


OJ990913_14.9B19 


.C18 


Gene No . * 


' 3198 


Strand 






Start 


12161 


End 


15272 




Name 


OJ990913 14.9B19.C18.o3.np 


Method 


AAT/NAP 




Start 


13032 


End 


15152 




GI 


6715734 


Score 


419 




Exons 


13032. .13340, 13445 .. 13558 , 


13661. .13708, 13812. .14039, 






14344. .14493, 14871. .15152 








GI Descrip. 


(AC016447) putative DNA binding protein [Arabidopsis thaliana 


Seq. No. 


1543 


Seq. ID 


OJ990913_14. 9B19 


.C18 


Gene No. 


3199 


Strand 






Start 


16986 


End 


17090 




Name 


OJ990913 14.9B19.C18.o2.tm 


Method 


TBLASTX: Maize 




Start 


2361 


End 


4175 




GI 


none 


Score 


107 




Exons 


2361.. 2459, 2368.. 2460, 2953 


..3051,. 2962.. 3066, 2964.. 3056, 




3890.. 4090, 3895.. 4149, 3907 


..4173, 3909. .4175 




Seq. No. 


1543 


Seq. ID 


OJ990913_14.9B19 


.C18 


Gene No. 


3199 ' 


Strand 






Start 


16986 


End 


17090 




Name 


OJ990913 14.9B19.C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5204 


End 


5594 




GI 


none 


Score 


85 




Exons 


5204,;5278, 5213.. 5278, 5288 


..5476, 5289.-5477, 5292. .5477, 




5293^.5478, 5468. .5563, 5469 


. .5594 






Seq. No. 


1543 


Seq. ID 


OJ990913_14 . 9B19 


.C18 


Gene No. 


3199 


Strand 






Start 


16986 


End 


17090 




Name 


OJ990913 14.9B19.C18.o3.tm 


Method 


TBLASTX: Maize 




Start 


5366 


End 


5609 




GI 


none 


Score 


200 




Exons 


5366.. 5599, 5367.. 5606, 5418 


..5609, 5437.. 5607 




Seq. No. 


1543 


.Seq. ID 


OJ990913_14. 9B19 


.C18 


Gene No. 


3199 


Strand 






Start 


16986 


End 


17090 




Name 


OJ990913 14.9B19.C18.ol.tc 


Method 


TBLASTX: Cress 





1628 



1 

J 



3 



Start 


w 

5679 


GI 


none 


Exons 


5679. .5849, 5758.-5856, 5859 




6067 6222, 6072 6224, 6080 


Sea No 


1543 


Gene No. 


3199 


Start 


16986 


Name 


OJ9'90913 14 .9B19.C18.ol.tm 


Start 


5679 


GI 


none 


Rxon *=! 


5679 5984. 5682 5984, 5683 


Sea No 


1543 


Gene No. 


3199 


Start 


16986 


Name 


OJ990913 14 9B19 C18 ol ts 


Start 


5727 


GI 


none 


Exons 


5727. .5984, 5755. .5985, 6057 




6065 .6361 


Sea No 


1543 


Gene No . 


3199 


Start 


1698 6 


Name 


OJ990913 14.9B19.C18.o2.tc 


Start 


13269 


GI 


none 




13269 13343 13270 13359. 


O C ^ • IN W • 


1543 


Gene No . 


3199 


Start 


16986 


Name 


OJ990913 14 . 9B19.C18 . o2. tw 


Start 


13269. 


GI 


none 


Exons 


13269. .13343, 13270. .13359, 




13443 13592 


Qpn NO 


1543* ^ 


Gene No . 


3199 


S1~3r1- 


16986 


Name 


OJ990913 14.9B19.C18.o2.ts 


Start 


13269 


GI 


none 




13269 13343, 13270 .. 13377 , 


Spa No 


1543 


Gene No . 


3199 


OLal L 


16986 


Name 


OJ990913 14 9B19 C18 o4 tm 


C-j- 

O Ual L 


1 ?9fi9 ~ 


GI 


none 


Exons 


13269. .13313, 13270 13314 , 




13442. .13558 



End 
Score 



6305 
91 



Seq. ID OJ990913_14.9B19.C18 
Strand 

End 17090 

Method TBLASTX : Mai ze 

End 6189 

Score 334 



Seq. ID OJ990913_14.9B19.C18 

Strand - - 

End 17090 

Method TBLASTX : Soybean 

End 6371 

Score 193 



Seq. ID OJ990913_14.9B19.C18 
Strand 

End 17090 

Method TBLASTX : Cress 

End ' 13559 

Score 74 



Seq. ID OJ990913_14.9B19.C18 
Strand 

End 17090 

Method TBLASTX : Wheat 

End 13592 

Score 7 9 



Seq. ID OJ990913_14.9B19.C18 
Strand 

End 17090 

Method TBLASTX : Soybean 

End 13559 

Score 97 



Seq. ID OJ990913_14.9B19.C18 
Strand 

End 17090 

Method TBLASTX : Mai ze 

End 13558 

Score 63 



Seq. No. 



1543 



Seq. ID OJ990913_14.9B19.C18 



1629 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

3 GI Descrip. 

f\ Seq. No. 

;| Gene No. 

5 Start 

~ : Name 

J Start 

3 GI 

It Exons 

^ Seq. No. 
^ Gene No. 

4 Start 
£ . Name 
=i Start 
~ GI 

* Exons 

5 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3199 
16986 

OJ990913_14.9B19.C18 .o4 . gs 

16986 

none 

16986. .17090 

1544 
3200 
66 

OJ990913JL4 . 9B19 . C19 . ol . gs 
66 

none 

66. .240, 729. .790 

1545 
3201 
4918 

OJ990923JL7 . 9B17 . C2 . o2 ; np 

4918 

4680203 

4918.. 4952, 6675.. 6972, 7730. 
13507. .13552 

(AF114171) TNP2-like protein 

1545 
3201 
4918 

OJ990923_17 . 9B17 . C2 . o2 . gs 

5765 

none 

5765. .5770, 7028. .7108, 7385. 

1545 
3201 
4918 

OJ990923_17 . 9B17 . C2 . ol . gp 

7728 

none 

7728. .8335 

1545 
3202 
2836 

OJ990923_17 . 9B17 . C2 . ol . gs 

2836 

none 

2836. .4144, 4168. .4526, 4532. 

1545 
3202 
2836 

OJ990923_17.9B17.C2.o3.tw 

2837 

none 

2837.. 3061, 2863.. 3060, 3050. 



Strand 
End 

Method 

End- 

Score 



17090 
GENSCAN 
17090 
.74 



Seq. ID OJ990913_14.9B19.C19 

Strand 

End 7 90 

Method GENSCAN 

End 7 90 

Score .91 



Seq. ID OJ990923_17.9B17.C2 

Strand + 

End 13552 

Method AAT/NAP 

End 13552 

Score 535 
.7863, 8679. .9456, 1154 7 .. 11582, 

[Sorghum bicolor] 

Seq. ID OJ990923_17.9B17.C2 

Strand + 

End 13552 

Method GENSCAN 

End 7936 

Score .68 
.7492, 7700. .7936 

Seq. ID OJ990923_17.9B17.C2 

Strand + 

End 13552 

Method AAT/GAP 

End 8335 

Score 1176 



Seq. ID OJ990923_17.9B17.C2 
Strand 

5128 
GENSCAN 
5107 
.86 



End 

Method 
End 
Score 
.5107 



Seq. ID OJ990923_17.9B17.C2 
Strand 

End 5128 

Method TBLASTX : Wheat 

End 3112 

Score 177 
.3112, 3061.. 3108 



1630 



Seq. No. 1545 

Gene No. 3202 

Start 2836 

Name OJ990923_17 . 9B17 . C2 . o2 . ts 

Start 2839 

GI none 

Exons 2839.. 3201, 2873.. 3202, 3268. 
3617. .3679, 3619. .3681 



Seq. ID OJ990923_17.9B17.C2 
Strand 

End 5128 

Method TBLASTX : Soybean 

End 3681 

Score 298 

.3333, 3320.. 3532, 3424.. 3546, 



Seq. No, 1545 Seq. ID OJ990923_17 . 9B17 . C2 

Gene No. 3202 Strand 

Start 2836 End 5128 

Name OJ990923_17 . 9B17 .C2 .ol .np Method AAT/NAP 

Start 2845 End 5107 

GI 3080420 Score 2112 

Exons 2845.. 5107 

GI Descrip. (AL022604) putative sugar transporter protein [Arabidopsis 
thaliana] 



Seq. No. 1545 
Gene No. 3202 
Start ..2836 

Name OJ990923_17 . 9B17 . C2 . ol . tc 

Start 2866 
GI none 

Exons 2866.. 3090, 2873.. 3088, 3095. 

3134.. 3196, 3268.-3333, 3320. 
3805. .3849, 3931. .3972, 4099. 
4472. .4996, 4473. .4766, 4824. 
5015. .5125 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 17.9B17.C2 



5128 

TBLASTX: Cress 
5125 
149 

3160, 3097.. 3144, 3133.. 3198, 
3532, 3424.. 3546, 3628.. 3684, 
4134, 4164. .4220, 4395.-4472, 
4979, 4988-. 5107, 4989. .5114, 



y Seq. No. 

Gene No. 

« Start 

^ Name 

J Start 

* GI 

2 Exons 



1545 Seq. ID 

3202 Strand 

2836 End 

OJ990923_17 . 9Bi7 . C2 . ol . tm Method 

2869 End 

none Score 



OJ990923_17.9B17.C2 
5128 

TBLASTX: Maize 

4570 

337 



2869. .3201, 2873. .3202, 3268.-3327, 3323. .3541, 3424.-3546, 

3634..3693, 3745. .3870, 3746. .3886, 3922. .3972, 4054. .4071, 

4087. .4134, 4164. .4220, 4221. .4250, 4299. .4355, 4386. .4472, 

4472. .4570, 4473. .4559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990923_17.9B17.C2 
Strand 

End 5128 

_ Method TBLASTX: Soybean 

4425 End 4936 

none Score 247 

4425. .4475, 4472. .4936, 4479.-4766, 4827. .4931 



1545 
3202 
2836 

OJ990923 17.9B17.C2.ol-ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1545 Seq. ID 

3202 Strand 

2836 End 

OJ990923_17 . 9B17 . C2 . ol . tw Method 

4514 End 

none ' Score 

4514. .4642, 4514. .4744, 4521. .4742 



OJ990923_17.9B17.C2 
5128 

TBLASTX: Wheat 

4744 

81 



1631 





oeq. NO. 


±04 0 










n,TQQriQ97 1 7 QR1 7 




Gene No. 


3202 








Strand 






Start 


2836 








End 


5128 




Name 


OJ990923 17 


.9B17 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4688 








End 


5122 




GI 


none 








Score 


295 




Exons . 


4688. .5122, 


4689 


.5120 










oeq . LNO ■ 


10 H 0 










O.TQQDQ?^ 1 7 QR1 7 




Gene No. 


3202 








Strand 






Start 


2836 








End 


5128 




Name 


OJ990923 17 


.9B17 


C2.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4898 








End 


5107 




GI 


none 








Score 


205 




Exons 


4898. .5107, 


4899 


.5102, 


5015. 


.5107 






bfczq . LNO ■ 


1 R 

1 J4 J 








c pfT t n 


O.TQQDQP^ 17 QR1 7 




Gene No. 


3202 








Strand 






Start 


2836 








End 


5128 




Name 


OJ990923 17 


. 9B17 


C2.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


4937 








End 


5128 




GI 


none 








Score 


150 




Exons 


4937. .5128, 


4938 


.5111 








: ; t 


beq. No. 


1 C J| c 








beq. iu 


DTQQOQ9'3 17 QR1 7 


Gene No. 


3203 








Strand 




y 


Start 


9167 








End 


9445 


;3 


Name 


OJ990923 17 


.9B17 


C2.o2. 


tc 


Method 


TBLASTX: Cress 


= y 


Start 


9167 








End 


9439 




GI 


none 








Score 


215 


i « 
Li 


Exons 


9167. .9439, 


9169 


.9264, 


9304. 


.9432 






Seq. No. 


1545 








Seq. ID 


OJ990923_17. 9B17 




Gene No. 


3203 








Strand 




: ^ 


Start 


9167 








End 


9445 


: £ 


Name 


OJ990923 17 


.9B17 


C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9223 








End 


9430 




GI 


none • 








Score 


192 


3 J 


Exons 


9223. .9429, 


9224 


.9430 









.Seq. No. 
•Gene No. 
Start 
Name 
Start 
GI 

Exons 



1545 
3203 
9167 

OJ990923_17. 

9244 

none 

9244. .9444, 



9B17.C2.o4.tw 



9245. .9445 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_17. 9B17.C2 
9445 

TBLASTX: Wheat 

9445 

203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1546 
3204 
208 

OJ990923_17, 

208 

none 

208. .356 



9B17.C3.ol.gs 



Seq. ID OJ990923_17.9B17.C3 

Strand + 

End 356 

Method GENSCAN 

End 356 

Score .98 



1632 




Seq. No. 


1546 




Seq. ID 


OJ990923 


_17. 


9B17 


.C3 


Gene No . 






Strand 


+ 








Start 


1148 




End 


3512 








Name 


OJ990923 17 


.9B17.C3.o2.gs 


Method 


GEN SCAN 








Start 


1148 




End 


3512 








GI 


none 




Score 


.44 








Exons 


1148. .1239, 


1593. .1707, 2645 


..2944, 2949. .3093, 


3415. .3512 


Seq. No. 


1546 




beq. iu 


O TQ Qn Q9 "3 


1 7 
J. / . 


QR1 7 




Gene No. 


3205 




Strand 


_i_ 

i 








O +- -a -v~ 4- 

btart 


1 1 A Q 
114 O 




JjIlU 










Name 


OJ990923 17 


.9B17.C3.o2.np 


Method 


AAT/NAP 








Start 


2613 


- 


End 


3509 








GI 


5852178 




Score 


^ft. 0 

JUL 








Exons 


2613. .2914, 


2949.. 3048, 3409 


. .3509 










GI Descrip. 


(AL117265) 


zhb0008.1 [Oryza 


sativa] 










Seq. No. 


1546 




Seq. ID 




1 7 


QR1 7 




Gene No. 


3206 




Strand 










Of a r-+- 
OLdlL 


1 A ft ^ 
1 4 O J 




End 


2293 








Name 


OJ990923 17 


.9B17.C3.ol.np 


Method 


AAT/NAP 








Start 


1483 




End 


2293 








GI 


6539570 




Score 


178 








Exons 


1483. .1694, 


2265. .2293 












GI Descrip. 


..(AP000836) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


1547 




Seq. ID 


OJ990923 


_17 


9B17 


.C5 


Gene No. 


3207 




Strand 


+ 








Start 


421 




End 


11871 








Name 


OJ990923 17 


.9B17.C5.ol.gs 


Method 


GENS CAN 








Start 


421 




End 


11871 








GI 


none 




Score 


.56 








Exons 


421. .482, 1701. .1829, 2240.. 


2356, 5095 


..5183, 9383 


.9667, 




9817. .9968, 


11830. .11871 












Seq. No.- 


1547 




Seq. ID 


OJ990923 


_17 


9B17 


.C5 


Gene No. 


3208 




Strand 










Start 


65 




End 


515 








Name 


OJ990923 17 


.9B17.C5.ol.gp 


Method 


AAT/GAP 








Start 


65 




End 


515 








GI 


4968598 




Score 


686 








Exons 


65. .515 














Seq. No. 


1547 




Seq. ID 


OJ990923 


_17 


9B17 


,C5 


Gene No. 


3209 




Strand 










otart 


9793 




End 


13544 








Name 


OJ990923 17 


.9B17.C5.ol.np 


Method 


AAT/NAP 








Start 


9793 




End 


13544 








GI 


226689 




Score 


181 








Exons 


9793. .9826, 


11376. .11496, 13289. .13544 










GI Descrip. 


RNA polymerase beta [Oryza sativa] 










Seq. No. 


1547 




Seq. ID 


OJ990923 


_17 


9B17 


.C5 


Gene No. 


3210 




Strand 










Start 


14279 




End 


15087 








Name 


OJ990923 17 


.9B17.C5.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


13302 




End 


13598 









1633 



GI none Score 78 

Exons 13302. .13382, 13315 .. 13377 , 13315 . .13386, 13316 13384 , 

13374.. 13454, 13377. .13457, 13378 .. 134 55, 13381 13458, 

13461. .13544, 134 63 .. 13540, 13500.. 13598 



Seq. No. 


1547 




Seq. ID 


OJ990923_17.9B17.C5 


Gene No. 


3210 




Strand 


- 


Start 


14279 




End 


15087 


Name 


OJ990923 17.9B17 


.C5.o2.gs 


Method 


GEN SCAN 


Start 


-14279 




End 


15087 


GI 


none 




Score 


.59 


Exons 


14279. .14431, 15043. .15087 






Sea No 


1548 




Seq. ID 


OJ990923_17. 9B17.C6 


Gene No. 


3211 




Strand 




Start 


1240 




End 


4375 


Name 


OJ990923 17.9B17 


. C6.ol.np 


Method 


AAT/NAP 


Start 


1240 




End 


4369 


GI 


6539553 ... 




Score 


4362 


Exons 


1240. .4369 








GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 




(D85597) [Oryza : 


sativa] gi I 6539590 | dbj | BAA88206. 1 1 (AP000837) 




Similar to Oryza 


australiensis retrotransposon RIRE1 (D85597) 




[Oryza sativa] 








Seq. No. 


1548 




Seq. ID 


OJ990923_17.9B17.C6 


Gene No. 


3211 




Strand 




Start 


1240 




End 


4375 


Name 


OJ990923 17.9B17 


.C6.o2 .tw 


Method 


TBLASTX: Wheat 


Start 


1376 




End 


1767 




none 




Score 


343 


Exons 


1376.. 1762, 1411 


..1767, 1414 


. .1764 




Seq. No. 


1548 




Seq. ID 


OJ990923_17.9B17.C6 


Gene No. 


3211 - 




Strand 




Start 


1240 




End 


4375 


Name 


OJ990923 17.9B17 


-C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1901 




End 


2656 


rir 


none 




Score 


197 


Exons 


1901.. 2110, 1902 


..2060, 1903 


. .'2646, 1921.. 2115, 2169.. 2648, 




2207. .2656 








Seq. No. 


1548 




Seq. ID 


OJ990923_17 . 9B17 .C6 


Gene No. 


3211 




Strand 




Start 


1240 




End 


4375 


Name 


OJ990923 17.9B17 


.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2306 




End 


2704 


GI 


none 




Score 


79 


Exons 


2306.. 2479, 2480 


..2704, 2495 


. .2689 




Seq. No. 


1548 




Seq. ID 


OJ990923_17.9B17.C6 


Gene No. 


3211 




Strand 




Start 


1240 




End 


4375 


Name 


OJ990923 17.9B17 


.C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


2492 




End . 


2926 


GI 


none 




Score 


71 


Exons 


' 2492. .2926, 2517 


. .2711 







1634 





Seq. No. 


1548 








Seq. ID 


OJ990923 17.9B17.C6 




Gene No. 


3211 








Strand 






Start 


1240 








End 


4375 




Name 


OJ990923 17 


.9B17. 


C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2657 








End 


2851 




GI 


none 








Score 


183 




Exons 


2657. .2851, 


2657. 


.2848 










Seq. No. 


1548 








Seq. ID 


OJ990923_17 . 9B17 . C6 




Gene No. 


3211 








Strand 






Start 


1240 








End 


4375 ■ 




Name 


OJ990923 17 


.9B17. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


2714 








End 


-3100 




GI 


none 








Score 


78 




Exons 


2714. .2962, 


2945. 


.3100 










Seq. No. 


1548 








Seq. ID 


OJ990923_17.9B17.C6 




Gene No. 


3211 








Strand 






Start 


1240 








End 


' 4375 




Name 


OJ990923 17 


. 9B17. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3044 








End 


3383 




GI 


none 








Score 


42 


3 


Exons 


3044. .3106, 


3063. 


.3107, 


3070. 


.3114, 3118.. 3264, 3122.. 3382 






3129. .3380, 


3163. 


.3381, 


3285. 


.3383 






Seq. No. 


1548 








Seq. ID 


OJ990923_17.9B17.C6 


u 


Gene No. 


3211 








Strand 




3 


Start 


1240 








End 


4375 


; 5 


Name 


OJ990923 17 


/9B17. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3929 








End 


4240 




GI 


none 








Score 


276 


y 


Exons 


3929. .4240, 


3930. 


.4226 








3 ■ 


Seq. No. 


1548 








Seq. ID 


OJ990923_17.9B17.C6 




Gene No. 


3211 








Strand 






Start 


1240 








End 


4375 




Name 


OJ990923 17 


. 9B17. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 


3 


Start 


3988 








End 


4375 


j 


GI 


none 








Score 


243 


™i 


Exons 


3988. .4251, 


3989. 


.4375, 


3990. 


.4364 






Seq. No. 


1549 








Seq. ID 


OJ990923_17.9B17.C7 




Gene No. 


3212 








Strand 


+ 




Start 


1564 








End 


10783 




•Name 


OJ990923 17 


. 9B17. 


C7.ol. 


gs 


Method 


GENSCAN 




Start 


1564 








End 


10693 




GI 


none 








Score 


.69 




Exons 


1564. .1673, 


1836. 


.2043, 


2160. 


.2281, 3245. .3395, 4362. .4936 






5830/. 7222, 


7430. 


.8268, 


8398. 


.8583, 8689.. 10693 




Seq. No. 


1549 








Seq. ID 


OJ990923_17. 9B17.C7 




Gene No. 


3212 








Strand 


+. 




Start 


1564 








End 


10783 




Name 


OJ990923 17 


.9B17. 


C7.ol. 


np 


Method 


AAT/NAP 




Start 


1878 








End 


6846 




GI 


130582 








Score 


250 



1635 



Exons 1878.. 2420, 6707.. 6846 

GI Descrip. RETROVIRUS -RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir | | S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 


1549 




Seq. ID 


OJ990923_ 


_17.9B17.C7 


Gene No. 


3212 




Strand 


+ 




Start 


1564 




End 


10783 




Name 


OJ990923 17 


.9B17.C7.o2.np 


Method 


AAT/NAP 




Start 


3285 




End 


4736 




GI 


5852180 




Score 


381 




Exons 


3285. .3360, 


4362. .4736 








GI Descrip. 


(AL117265) 


zhb00010.1 [Oryza 


sativa]' 






Seq. No. 


1549 




Seq. ID 


OJ990923_ 


_17.9B17.C7 


Gene No. 


3212 




Strand 


+ 




Start 


1564 




End 


10783 




Name 


OJ990923 17 


.9B17.C7.o3.np 


Method 


AAT/NAP 




Start 


5782 




End . 


10783 




GI 


5922631 




Score 


4808 




Exons 


5782. .5906, 


6135.. 6381, 6619. 


.6819, 6865.. 7428, 


7471. .7630, 




7757. .8680, 


9287. .10783 









2 GI Descrip. 



(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
.region of the predicted gene.; similar .to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa]' 
gi| 6016864 idbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 1549 Seq. ID 

Gene No. 3212 Strand 

Start 1564 End 

Name OJ990923_17 . 9B17 . C7 . o5 . tw Method 

Start 7041 End 

GI none " Score 

Exons .7041. .7349,. 7042.. 7443 



OJ990923_17. 9B17.C7 
+ 

10783. 

TBLASTX: Wheat 

7443 

271 



Seq. No. . 1549 

Gene No. 3212 

Start 1564 

Name OJ990923_17 . 9B17 . C7 . o2 . tw 

Start 8020 

GI none 

Exons 8020.. 8196, 8241.. 8477, 8245. 
8676. .8813 



Seq. ID OJ990923_17.9B17.C7 

Strand + 

End 10783 

Method TBLASTX : Wheat 

End 8817 

Score 145 

.8475, 8524. .8817, 8665.-8784, 



Seq. No. 1549 

Gene No. 3212 

Start 1564 

Name OJ990923_17 . 9B17 . C7 . o3 . ts 

Start 8737 

GI none 

Exons 8737.. 8961, 8968.. 9102 . 



Seq. ID OJ990923_17.9B17.C7 

Strand + 

End 10783 

Method TBLASTX : Soybean 

End 9102 

Score 138 



Seq. No. 



1549 



Seq. ID OJ990923_17.9B17.C7 



1636 




Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


8818 








End 


9051 


GI 


none 








Score 


269 


Exons 


8818. .9051, 


8838 


. .9050 








Seq. No. 


1549 








Seq. ID 


OJ990923_17. 9B17.C7 


Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8827 








End 


9183 


GI 


none 








Score 


363 


Exons 


8827. .9183, 


8868 


. .9173 








Seq. No. 


1549 








Seq. ID 


OJ990923_17.9B17.C7 


Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9052 








" End 


9471 


GI 


none 








Score 


502 


Exons 


9052. .9471, 


9052 


. .9468, 


9054. 


.9470 




Seq. No. 


1549 








Seq. ID 


OJ990923_17.9B17.C7 


Gene No. 


3212 








. Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


9186 








End 


9414 


GI 


none 








Score 


201 


Exons 


9186. .9227, 


9187 


. .9414, 


9315. 


.9410 




Seq. No. 


1549 








Seq. ID 


OJ990923_17.9B17.C7 


Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name " 


OJ990923 17. 


9B17 


.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


9346 








End 


9747 


GI 


none 








Score 


307 


Exons 


9346. .9747, 


9363 


. . 9506, 


9543. 


.9713 




Seq. No. 


1549- 








Seq. ID 


OJ990923_17.9B17.C7 


Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9414 








End 


9858 


GI 


none 








Score 


280 


Exons 


9414. .9668, 


9415 


. .9669, 


9696. 


.9821, 9697. .9834, .9832. .9858 


Seq. No. 


1549 








Seq. ID 


OJ990923_17.9B17.C7 


Gene No. 


3212 








Strand 


+ 


Start 


1564 








End 


10783 


Name 


OJ990923 17. 


9B17 


.C7.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9516 








End 


9945 


GI 


none 








Score 


424 


Exons 


9516. .9944, 


9517 


. .9945 









Seq. No. 1549 Seq. ID OJ990923_17 . 9B17 . C7 

Gene No. 3212 Strand + 



1637 



Start 


1564 


End 


10783 


Name 


OJ990923 17.9B17.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9973 


End 


10359 


GI 


none 


Score 


88 


Exons 


9973.. 10077, 9981.. 10340, 


10117. .10359 




Seq. No. 


1549 


Seq. ID' 


OJ990923_17. 9B17.C7 


Gene No . 




OLidnu 


_i_ 

T 


Start 


1564 


End 


10783 


Name 


OJ990923 17.9B17.C7.o4.tw 


Method 


TBLASTX: Wheat 


Start 


9982 


End 


10404 


GI 


none 


Score 


394 


Exons 


9982. .10404, 9990. .10328, 


10210. .10398 




Seq. No. 


1550 


Seq. ID 


OJ990923_17 . 9B17 .C9 


Gene No . 




OtraJiQ 




Start 


284 


End 


390 


Name 


OJ990923 17.9B17.C9.ol.gs 


Method 


GENSCAN 


Start 


284 


End 


390 . 


GI 


none 


Score 


.65 


Exons 


284. .390 






Seq. No. 


1551 


Seq. ID 


OJ990923_17. 9B17.C10 


Gene No. 


3214 


Strand 


+ 


Start 


1 


End 


357 


Name 


OJ990923 17.9B17.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


357 


GI 


6630696 


Score 


154 


Exons 


1. .357 






GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990923_17.9B17.C10 

Strand + 

End 357 

Method AAT/NAP 

End 357 

Score 177 



1551 
3214 
1 

OJ990923_17 . 9B17 . C10 . o2 . np 
1 

6539553 
1..357 

(AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis . retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



1551 
3214 
1 

OJ990923_17.9B17.C10.ol.tw 

226 

none 

226.. 333, 229.-357, 231.. 353 

1552 
3215 
1 

OJ990903_16.9B19.6l.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990923_17 . 9B17 . C10 
+ 

357 . 

TBLASTX: Wheat 

357 

179 



OJ990903_16.9B19.C1 
+ 

544 

AAT/GAP 



1638 



Start 
GI 

Exbns 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'.GI 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

j --3 Seq. No. 
W Gene No. 
\ t n Start 
rjj Name 

Start 
il GI 
ie jf Exons 
u3 

fjj Seq. No. 

Gene No. 

Start 
| := J Name 

Start 
h* gi 

u3 Exons . .". 

Seq. No. 
s=? Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 
Score 



544 
456 



28981_1.R1084 
1..96, 303. .383, 468. .544 

, 5668770/gb|AAD45997.1 |AC005916_9 2.0e-63 (AC005916) T17H3.9 
[Arabidopsis thaliana] ' 



1552 
3215 
1 

OJ990903_16.9B19.Cl.ol.tm 
1 

none 



Seq. ID OJ990903_16.9B19.C1 

Strand + 

End 544 

Method . TBLASTX: Maize 

End 500 

Score 162 



1..102, 5. .97, 6. .101/ 37. .129, 300. .386, 300. .383, 302. .391, 
466. .498, 468. .500, 468. .500 



1552 
3215 
1 

OJ990903_16.9B19.Cl.ol.np 

1 

6693013 
1..96, 303. .383, 468. .544 
(AC012375) T22C5.3 [Arabidopsis thaliana] 



Seq. ID OJ990903_16.9B19.C1 

Strand + 

End 544 

Method AAT/NAP 

End 54 4 

Score 292 



1552 
3215 
1 

OJ990903_16.9B19.Cl.ol.tc 

300 

none 



Seq. ID OJ990903_16. 9B19.C1 

Strand + 

End 544 

Method TBLASTX : Cress 

End 542 

Score 121 



300. .386, 305. .367, 467. .541, 468. .542, 492. .542 



1552 
3215 
1 

OJ990903_16.9B19.Cl.ol.tw 

314 

none 



Seq. ID OJ990903_16. 9B19.C1 

Strand + 

End 544 

Method TBLASTX : Wheat 

End 542 

Score 116 



314. .391, 315. .386, 468. .542, 468.-539 



1553 
3216 
1 

OJ990903_16.9B19.C2.ol.np 
1 

6693013 

1..45, 133. .230, 342..49S, 936. .988 
(AC012375) T22C5.3 [Arabidopsis thaliana] 



Seq. ID OJ990903_16.9B19.C2 

Strand + 

End 1170 

Method AAT/NAP 

End 988 

Score 119 



Seq. ID OJ990903_16. 9B19.C2 

Strand + 

End 1170 

Method AAT/GAP 

End 1170 

Score 891 



1553 
3216 
1 

OJ990903_16.9B19.C2 .ol.gp 
68 

28981_1.R1084 
68. .230, 342. .445, 871. .1170 

f 5668770/gb|AAD45997.1|AC0 v 05916_9 2.0e-63 (AC005916) T17H3.9 



1639 



[Arabidopsis thaliana] 1 



SSI 



Seq. No. 


1553 


Seq. ID 


OJ99O903 


Gene No. 


3216 


Strand 


+ 


Start 


1 


End 


1170 


Name 


OJ990903 16.9B19.C2.ol.gs 


Method 


GENSCAN 


Start 


147 


End 


991 


GI 


none 


Score 


.82 


Exons 


147.. 230, 342.. 445, 871.. 991 






Seq. No. 


1553 


Seq. ID 


OJ990903 


Gene No. 


3217 


Strand 


+ 


Start 


1260 


End 


1650 


Name 


OJ990903 16.9B19.C2.o2.gp 


Method 


AAT/GAP 


Start 


1260 


End ■ 


1650 


GI 


none 


Score 


670 


Exons 


1260. .1650 






Seq. No. 


1553 


Seq. ID 


OJ990903 


Gene No. 


3218 


Strand 


+ 


Start 


4048 


End 


10488 


Name 


OJ990903 16.9B19.C2.o2.gs 


Method 


GENSCAN 


Start 


4048 


End 


10488 


GI 


none 


Score 


.61 


Exons 


4048. .4263, 4841. .4936, 5839. 


.6277, 7E 


146. .8163, 




8856. .8936, 10158 .. 10300, 10345. .1048E 


1 



.8377, 



: I 

»3 

11 



Seq. No. 1553 Seq. ID 

Gene No. 3218 Strand 

Start 4048 End 

Name OJ990903_1 6 . 9B1 9 . C2 . o3 . gp Method 

Start 9734 End 

GI 3760500 Score 

Exons 9734.. 10002 



OJ990903_16. 9B19.C2 
+ 

10488 
AAT/GAP 
10002 
515 



;"l Seq. No. 1553 

Gene No. 3219 

tJ; Start 10590 

□ Name OJ990903 16 . 9B19 . C2 . ol . tm 

;3 Start 5928 

GI none 

Exons 5928.. 6179, 5929.. 6189 

Seq. No. 1553 
Gene No. 3219 
Start 10590 

Name OJ990903_16 . 9B19 . C2 . o2 . tm 

Start 7917 
GI none 

Exons 7917.. 8045, 7920.. 8096, 7924. 

8097.. 8159, 8097.. 8159, 8099. 
8228. .8356, 8245. .8382, 8245. 
8854. .8970, 9045. .9080, 9046. 
9391. .9444, 9564. .9590 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903_16.9B19.C2 
10913 

TBLASTX: Maize 

6189 

277' 



OJ990903 16.9B19.C2 



10913 

TBLASTX: Maize 
9590 
122 

8070, 7963.. 8100, 7973.. 8095, 
8197, 8101. .8160, 8120. .8185, 
8310, 8849.-8944, 8849. .8953, 
9090, 9046.. 9090, 9233.. 9271, 



Seq. No. 
Gene No. 



1553 
3219 



Seq. ID 
Strand 



OJ990903 16:9B19.C2 



1640 



u 

I ;! 



'"J 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10590 End 

OJ990903_16 . 9B19 . C2 . o3 . gs Method 

10590 End 

none Score 
10590. .10610, 10752.. 10913 



1554 
3220 
1 

OJ990903_16.9B19.C3.ol.np 
1 

2586083 



10913 
GEN SCAN 
10913 
.62 



OJ990903 16.9B19.C3 



Seq. ID _ 
Strand 

End 298 6 

Method AAT/NAP 

End 2 98 6 

Score 1343 
1..20, 93. .1722, 1997. .2364, 2440. .2986 

(U72725) receptor kinase-like protein [Oryza longistaminata] 



1554 
3220 
1 

OJ990903_16 . 9B19 . C3 . ol . gs 
93 

none 



Seq. ID OJ990903_16.9B19.C3 



Strand 
End 

Method 

End 

Score 



2986 
GENSCAN 
2977 
.53 



93. .734, 1131. .1242, 1300. .1507, 1890. .2091, 2221. .2977 



1554 
3221 
4807 

OJ990903_16.9B19.C3.ol 
94 

none 

94. .141, 157. .327, 427 

901.. 1230, 904.. 1395, 

1171. .1299, 1202. .1495, 

1327.. 1575, 1327.. 1569, 

1573.. 1692, 1630.. 1692, 

1702. .1848, 1708. .1824, 

1818.. 2009, 1826.. 2116, 

1829.. 2086, 1829.. 2038, 

1832.. 2182, 1832.. 2170, 

1919.. 2191, 1919.. 1984, 

2210. .2401, 2210. .2404, 

2297. .2416, 2307. .2354, 

2420. .2755, 2420. .2728, 

2432. .2764, 2483. .2662, 

5077. .5172, 5269. .5292, 



Seq. ' I 
Strand 
End ^ 
.tc Method 
End 
Score 
. .657, 832. .14 
905.. 1153, 935 
, 1243.. 1599, 
, 1339.. 1575, 
, 1669.. 1833, 
, 1708.. 1809, 



D OJ990903 16.9B19.C3 



6014 

TBLASTX: Cress 
5739 
64 

58, 835. .1 
..1144, 97 
1324. .1575 



1829. 
1829. 
1850. 
2060. 
2211. 
2408. 
2420. 
2501. 
5332. 



.2170, 
.2098, 
.2191, 
.2167, 
.237 5, 
.2734, 
.2662, 
.2533, 
.5487, 



1358. 
1690. 
1708, 
1829. 



,1627 
.1737 
,1827 
,2194 



1829. .2158 
1865. .2026 



2198. 
2213. 
2411. 



.2422 
.2404 
.2818 



2429. .2734 
2555. .2734 
5602. .5739 



629, 841 
7. .1156, 
1324 . . 
1567. . 
1702. . 
1714. . 
1829 
1829 
1898 
2198 
2213 
2414 
2430 
2571 



. 933, 

1518, 
1692, 
1848, 
1833, 
2113, 
2191, 
2110, 
2404, 
2401, 
2623, 
2513, 
2672, 



1554 
3221 
4807 

OJ990903_16 . 9B19 . C3 . ol . tm 
94 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_16. 9B19.C3 
6014 

TBLASTX: Maize 

5397 

135 



94. .219, 95. .220, 4849.-4977, 5002. .5172, 5003. .5173, 
5248. .5397, 5269. .5394 



Seq. No. 
Gene No. 
Start 



1554 
3221 
4807 



Seq. ID 

Strand 

End 



OJ990903 16.9B19.C3 



6014 



1641 



.1 



1-1 



Name 


OJ990903 16 


. 9B19.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


157 




End 


5718 


GI 


none 




Score 


107 


Exons 


157.. 330, 161.. 322, 337.. 534, 


344. .502, 5104. .5172, 5296.-5523, 




5330. .5491, 


5524.. 5718, 5525. 


.5707 




Seq. No. 


1554 




Seq. ID 


OJ990903_16. 9B19.C3 


OCI1C INvJ. 


3221 




Strand 


- 


Start 


4807 




End 


6014 


Name 


OJ990903 16 


.9B19.C3.Ql.tw 


Method 


TBLASTX: Wheat 


Start 


190 




End 


5671 


GI 


none 




Score 


58 


Exons 


190. .495, 362. .496, 5362. .5637, 5362.. 


5670 5516 5671 


Seq. No. 


1554 




Seq. ID 


OJ990903_16. 9B19.C3 


Gene No. 


3221 




Strand 


- 


O Lai L. 


4807 




End 


6014 


Name 


OJ990903 16 


. 9B19.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


388 




End 


5746 


GI 


none 




Score 


119 


Exons 


388. .645, 389. .532, 400. .651, 


419. . 646 


, 5562. .5657, 5563.-5745, 




5564. .5746 








Seq. No. 


1554 




Seq. ID 


OJ990903_16.9B19.C3 


Gene No. 


3221 




Strand 




Start 


4807 




End 


6014 


Name 


OJ990903 16 


.9B19.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


835 




End 


2896 


GI 


none 




Score 


61 


Exons 


835. .1638, 


836. .1084, 959. .1216, 1112. 


.1588, 1702. .1800, 




1708. .1815, 


1708. .1833, 1715. 


.1789, 18 


29. .2146, 1829. .2083, 




1829. .2035, 


1832. .2194, 1832. 


.2191, 18 


33. .2111, 1838. .2191, 




1839. .2012, 


1842.. 2159, 1847. 


.2167, 1919. .2191, 2052. .2174, 




2204. .2419, 


2211. .2378, 2414. 


.2662, 2420. .2734, 2420. .2611, 




2429.-2662, 


2501. .2656, 2753. 


.2896 




Seq. No. 


1554 




Seq. ID 


OJ990903_16.9B19.C3 


Gene No. 


3221 




Strand 




Start 


4807 




• End 


6014 


Name 


OJ990903 16 


. 9B19.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


901 




End 


2755 


GI 


none 




Score 


65 


Exons 


901. .1230, 


902. .1132, 902. .1231, 904. . 


1518, 904. .1395, 




925. .1269, 


997.. 1629, 1324.. 1575, 1576 


..1692, 1576.. 1692, 




1630. .1659, 


1708. .1833, 1708. 


.1800, 1708.. 1824, 1714.. 1848, 




1829. .2086, 


1829. .2170, 1829. 


.2119, 18 


32. .2170, 1842. .2009, 




1845. .1958, 


1865. .2047, 1868. 


.2182, 2046. .2153, 2132. .2182, 




2213. .2404, 


2228. .2404, 2408. 


.2551, 2414 . .2755, .2420. .2656, 




2594. .2734 








Seq. No. 


1554 




Seq. ID 


OJ990903_16. 9B19.C3 


Gene No. 


3221 




Strand 




Start 


4807 




End 


6014 


Name 


OJ990903 16 


.9B19.C3.o2.tw 


Method 


TBLASTX : Wheat 


Start 


970 




End 


2755 


GI 


none 




Score 


67 


Exons 


970. .1173, 


1033.. 1239, 1105.. 


1272, 1159.'. 1389, 1178. .1342, 



1642 




1357. .1707, 1714. .1794, 1829. .1972, 2228. .2413, 2522. .2755 



oeq . jno . 


±004 




OJ990903_16 


.9B19. 


C3 


Gene No. 


'3221 


Strand 








Start 


4807 


End 


6014 






Name 


OJ990903 16.9B19. 


C3.o2.np Method 


AAT/NAP 






Start 


4798 


End 


6014 






GI 


2586083 


Score 


466 






Exons 


4798. .5171, 5268. 


.6014 








GI Descrip. 


(U72725) receptor 


kinase-like protein 


[Oryza longistaminata 


Seq. No. 


1554 


Seq. ID 


OJ990903_16 


.9B19. 


C3 


Gene No. 


3221 


Strand 








Start 


4807 


End 


6014 






Name 


OJ990903 16.9B19. 


C3.o2.gs Method 


GENSCAN 






Start 


4807 


End 


5685 






GI 


none 


Score 


.71 






Exons 


4807.. 5171, 5268. 


.5685 








Cnrr NT ^ 

oeq. in o • 


ijjj 


Seq. ID 


OJ990903_16 


.9B19. 


C4 


Gene No. 


3222 


Strand 


+ 






Start 


1 


End 


280 






Name 


OJ990903 16.9B19. 


C4.ol.np Method 


AAT/NAP 






Start 


1 


End 


280 






GI 


6693013 


Score 


112 






Exons 


1. .280 










GI Descrip. 


(AC012375) T22C5. 


3 [Arabidopsis thaliana] 






oeq . wo . 


1 c; a 
i jjD 


Seq. ID 


OJ990903JL6 


.9B19. 


C5 


Gene No. 


3223 


Strand 


+ 






Start 


1 


End 


1527 






Name 


OJ990903 16.9B19. 


C5.ol.np Method 


AAT/NAP 






Start 


1 


End 


817 






GI 


6693013 


Score 


165 






Exons 


1..628, 710. .817 










GI Descrip. 


(AC012375) T22C5. 


3 [Arabidopsis thaliana] 






Seq. No. 


1556 


Seq. ID 


OJ990903_16 


.9B19. 


C5 


Gene No. 


3223 


Strand 


+ 






Start 


1 


End 


1527 






Name 


OJ990903 16.9B19. 


C5.ol.gs Method 


GENSCAN 






Start 


62 


End 


1527 






GI 


none 


Score 


.84 






Exons 


62. .628, 710. .1300, 1462. .1527 








Seq. No. 


1557 


Seq. ID 


OJ990903_16 


.9B19. 


C6 


bene jno . 


3224 


Strand 


+ 






Start 


1 . 


End 


2634 






Name 


OJ990903 16.9B19. 


C6.ol.np Method 


AAT/NAP 






Start 


1 


End 


2634 






GI 


6693013 


Score 


415 






Exons 


1..50, 147. .389, 


717. .794, 862. .1002, 


1673. .1982, 


2067. . 


217 




2470.. 2530, 2567. 


.2634 








GI Descrip. 


(AC012375) T22C5. 


3 [Arabidopsis thaliana] 






Seq. No. 


1557 


Seq. ID 


OJ990903_16 


.9B19. 


C6 


Gene No. 


3224 . 


Strand 


+ 







1643 



h J 

m 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990903_16.9B19.C6.ol.gs 

147 

none 



End 

Method 

End 

Score 



2634 
GENSCAN 
2346 
.81 



147. .389, 862. .1002, 1670. .1840, 1920. .2093, 2263. .2346 



Seq. ID OJ990903_16.9B19.C6 

Strand + 

End 2634 

Method TBLASTX: Cress 

End 2171 

Score 204 

158. .256, 165. .398, 296. .385, 711. .788, 862 981, 1778 1840, 
1929. .1988, 2058. .2171 



1557 
3224 
1 

OJ990903_16 . 9B1 9 . C6 . ol . tc 

158 

none 



1557 
3224 
1 

OJ990903_16.9B19.C6.ol.tm 

252 

none 



Seq. ID OJ990903_16. 9B19.C6 

Strand + 

End 2 634 

Method TBLASTX : Maize 

End 2121 

Score 187 



252. .389, 2S3..384, 254. .385, 258. .395, 690. .773, 690. .767, 
692. .775, 858. .1001, 861. .1001, 862. .1005, 1671. .1835, 
1675. .1848, 1676. .1840, 1917. .1988, 1919. .1981, 2058. .2117, 
2059. .2121, 2060. .2116 



1557 
3224 
1 

OJ990903_16. 9B19.C6.ol.gp 
305 

34069 1.R1084 



Seq. ID OJ990903_16.9B19.C6 

Strand + 

End 2634 

Method AAT/GAP 

End 2300 

Score 1355 



305. .389, 717. .1003, 1673. .1840, 1920. .1982, 2067. .2177, 
2263. .2300 

, 5668770/gb|AAD45997.1|AC005916_9 1.0e-31 (AC005916) T17H3.9 
[Arabidopsis /thaliana] ' 



Seq. ID OJ990903_16.9B19.C9 

Strand + 

End 571 

Method AAT/GAP 

End 74 * 

Score 148 



1558 
3225 
1 

OJ990903_16.9B19.C9.ol.gp 
1 

LIB3432-043-P1-K1-B3 
1. .74 

, 5816991/emb | CAB53646.il 4.0e-18 (AL110123) multidrug resistance 
. protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



Seq. ID OJ990903_16.9B19.C9 

Strand + 

End 571 

Method AAT/NAP 

End 571 

Score 357 



1558 
3225 
1 

OJ990903JL6. 9B19 . C9 . ol .np 
1 

4558551 
1..239, 325. .571 

(AC007138) P-glycoprotein-like protein .[Arabidopsis thaliana] 



Seq. No. 



1558 



Seq. ID OJ990903_16.9B19.C9 



1644 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



~ Seq. No. 

4 Gene No. 

& Start 

=1 Name 

Z Start 



GI 



=* Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



3225 
1 

OJ990903_16. 9B19-C9.ol.ts 
1 

none 

1..99, 130.. 237, 323.. 556 

1558 
3225 
1 

OJ990903_16. 9B19.C9.ol.gs 
4 

none 

4. .239, 325. .493 

1558 
3225 
1 

OJ990903_16.9B19.C9.ol.tm 
70 

none 

70.. 237, 322.. 501, 323.. 556 



Strand 
End 

Method 

End 

Score 



+ 

571 

TBLASTX : Soybean 
556 



Seq. ID OJ990903_16.9B19.C9 

Strand + 

End 571 

Method GENSCAN 

End 4 93 

Score .55 



Seq. ID OJ990903_16.9B19.C9 

Strand + 

End 571 

Method TBLASTX : Mai ze 

End 556 

Score 129 



Seq. ID OJ990903_16.9B19.C12 
Strand + 

1515 
AAT/NAP 
1515 
2010 



1559 
3226 
1 

OJ990903_16.9B19.C12.ol.np 
1 

5295971 
1..1515 

(AB026295) EST D24315 (R1718) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. ID OJ990903_16.9B19.C12 
Strand 

End 37 95 

Method TBLASTX: Maize 

End 638 

Score 218 



1559 
3227 
3196 

OJ990903_16 . 9B19 . C12 . ol . tm 
321 
none 

321. .638, 322. .537, 324. .638 

1559 
3227 
3196 

OJ990 903JL6 . 9B19 . C12 . ol... tw 
563 
none 

563. .868, 564. .929, 567. .944, 924 .. 1016, 936 1016 



Seq. ID OJ990903_16.9B19.C12 
Strand 

End • 3795 

Method TBLASTX : Wheat 

End 1016 

Score 342 



1559 
3227 
3196 

OJ990903_16.9B19.C12.o3.tm 

653 

none 

653. .892, 654. .893 



Seq. ID OJ990903_16.9B19.C12 
Strand 

End 3795 

Method TBLASTX : Mai ze 

End 8 93 

Score 309 



1645 




1 



Qorr "Mo 
oc4« LN U . 


1 RRQ 








iJC^ • XL/ 


OJ990903 16 9B19 


C12 


Gene No. 


3227 








Strand 






Start 


3196 








End 


3795 




Name 


OJ990903 16 


. 9B19 


.C12.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


954 








End 


1229 




GI 


none 








Score 


195 




Exons 


954. .1229, 


1050. 


.1130 










O CS ^ • LN (J • 










Seq. ID 


OJ990903 16 9B19 


C12 


Gene No. 


3227 








Strand 






Start 


3196 








End 


3795 




Name 


OJ990903 16 


. 9B19 


.C12.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1089 








End 


1496 




GI 


none 








Score 


111 




Exons 


1089. .1229, 


1287 


. .1496, 


1304. 


.1453 








ij j j 








Seq. ID 


OJ990903 16 9B19 


C12 


Gene No. 


3227 








Strand 






Start 


3196 








End 


3795 




Name 


OJ990903 16 


. 9B19 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1292 








End 


1499 




GI 


none 








Score 


328 




Exons 


1292. .1498, 


1296 


. .1499 










Q z-i /-» M /-\ 
OCCj. IN O . 










jcLj. x u 


O J 990 9CH 16 9B19 


C12 


Gene No. 


3227 








Strand 






Start ' 


3196 








End 


3795 




Name 


OJ990903 16 


. 9B19 


.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1323 








End 


1499 




GI 


none 








Score 


198 




Exons 


1323. .1499, 


1328 


. .1498 










ut!^ . LN (J . 


1 S 

ijj ? 








%J C vJ . _L Ly 


OJ990903 16 9B19 


C12 


Gene No. 


3227 








Strand 






Start 


3196 








End 


3795 




Name 


OJ990903 16 


.9B19 


.C12.o2 


. gs 


Method 


GENSCAN 




Start 


3196 








End 


3795 




GI. 


none 








Score 


1 




Exons 


3196. .3795 














Seq. No. 


1560 








Seq. ID 


OJ990903_16.9B19. 


C13 


Gene No. 


3228 








Strand 






Start 


498 








End 


1150 




Name 


OJ990903 16 


. 9B19 


.C13.ol 


. gs 


Method 


GENSCAN 




Start 


498 








End 


1143 




GI 


none 








Score 


.52 





Exons . 498.-8.48, 991.. 1143 



Seq. No. 


1560 


Seq. ID 


OJ990903_ 


16.9B19.C13 


Gene No. 


3228 


Strand 






Start 


498 


End 


1150 




Name 


OJ990903 16.9B19.C13.ol 


. np Method 


AAT/NAP 




Start 


498 


End 


1143 




GI 


3522943 


Score 


755 




Exons 


498. .1143 








GI Descrip. 


(AC004411) putative ABC 


transporter [Arabidopsis 


thaliana] 



1646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 
^ Name 
3 Start 
3 GI 
n Exons 



- Seq. No. 
J Gene No. 
3 Start 
Name 
Start 
GI 

Exons 



y 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1560 
3228 
498 

OJ990903_16.9B19.C13.ol.ts 

501 

none 



Seq. ID OJ990903_16.9B19.C13 
Strand 

End 1150 

Method TBLASTX : Soybean 

End 1150 

Score 100 



501. .545, 543. .755, 544. .753, 670. .768, 753. .860, 757. .849, 
847. .930, 883. .1146, 935. .1150 



1560 
3228 
498 

OJ990903_16. 9B19.C13.ol.tc 

507 

none 



Seq. ID OJ990903_16.9B19.C13 
Strand 

End 1150 

Method TBLASTX : Cress 

End 1146 

Score 207 



507. .860, 516. .932, 517. .858, 574. .900, 904. .1146, 910. .1140, 
920. .1138, 932. .1144, 1037. .1144 



1560 
3228 
498 

OJ990903_16. 9B19.C13.ol.tm 
510 
none 



Seq. ID OJ990903_16.9B19.C13 
Strand 

1150 

TBLASTX: Maize 
1150 
271 



End 

Method 
End 
Score 

510. .851, 511."'. 849, 511. .855, 534. .857, 847. .1146, 866. .1150, 
923.. 1144, 1065.. 1145 



1560 
3228 
498 

OJ990903_16.9B19.C13.ol.tw 

591 

none 

591. .839, 592. .831 



Seq. ID OJ990903_16.9B19.C13 
Strand 

End 1150 

Method TBLASTX : Wheat 

End 839 

Score 189 



Seq. ID OJ990903_16.9B19.C14 
Strand 

665 * 

AAT/GAP 
401 
704 



1561 
3229 

1 ' 

OJ990903_16. 9B19.C14.ol.gp 

1 

LIB3432--043-P1-K1-B3 
1. .401 

, 5816991/emb|CAB53646.1| 4.0e-18 (AL110123) multidrug resistance 
protein/P-glycoprotein-like [Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



1561 
3229 
1 

OJ990903_16. 9B19.C14.ol.np 
1 

3522943 
1..408, 515. .665 

(AC004411) putative ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990903_16.9B19.C14 
Strand 

End 665 

Method AAT/NAP 

End 665 

Score 307 



1561 
3229 



Seq. ID OJ990903_16.9B19.C14 
Strand 



1647 



Start 
Name 
Start. 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

"Seq. No. 
p Gene No.. 
?t 3 Start 
:=S Name 

;;;J start 

Exons 

: : i 

i.3 Seq. No. 
jijl Gene No. 
1 * Start 
Name 

□ Start 
H GI 

Lj. Exons 

^ Seq. No. 
ls=J Gene No. 

□ Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990903_16 . 9B19.C14.ol. 

245 

none 

245. .408 

1561 
3229 
1 

OJ990903_16.9B19.C14.ol, 

332 

none 

332. .409, 346. .387, 363, 

1561 
3229 
1 

OJ990903_16. 9B19.C14.ol, 

341 

none 

341. .409, 344. .409, 529, 

1561 
3229 
1 

OJ990903_16.9B19.C14.-ol. 

344 

none 

344. .409, 529.-663, 535, 

1562 
3230 
536 

OJ990903_16.9B19.C15.ol. 

536 

none 

536. .610 

1563 
32 3 1 
1 

OJ990903_16 . 9B19 . C16 . ol , 
1 

3522943 

1..240, 872. .1110, 1220. 
7241. .7555 

(AC004411) putative ABC 

1563 
3231 
1 

OJ990903_16.9B19.C16.ol. 
3 

none 

3. .236, 4. .234 



gs 



ts 



tc 



tm 



.663 



gs 



End 


665 




Method 


GENSCAN 




End 


408 




Score 


.65 




Seq. ID 


OJ990903_16.9B19 


.C14 


Strand 






End 


665 




Method 


TBLASTX : Soybean 




End 


663 




Score 


36 




503. .616, 


529.. 663, 532.. 


663 


Seq. ID 


OJ990903_16.9B19 


.C14 


Strand 






End 


665 




Method 


TBLASTX: Cress 




End 


663 




Score 


59 




529. .663, 


542. .610 




Seq. ID 


OJ990903_16.9B19 


.C14 


Strand 






End 


665 . 




Method 


TBLASTX: Maize 




End 


663 




Score 


63 




Seq. ID 


OJ990903_16.9B19 


.C15 


Strand 


+ 




End 


610 




Method 


GENSCAN 




End 


610 




Score . 


.95 




Seq. ID 


OJ990903_16.9B19 


.C16 


Strand 






End 


7746 




Method 


AAT/NAP 




End 


7555 




Score 


884 





np 

.1441, 2044. .2219, 2877. .2931, 

transporter [Arabidopsis thaliana] 

Seq. ID OJ990903_16.9B19.C16 
Strand 

End 7746 

ts Method TBLASTX: Soybean 

End 236 

* Score 153 



Seq. No. 



1563 



Seq. ID OJ990903_16.9B19.C16 



1648 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



3231 Strand 

I End 774 6 
OJ990903_16 . 9B1 9 . CI 6 . ol . gs Method GEN SCAN 

II End 7746. . 
none Score .69 

11. .240, 872. .973, 1220. .1314, 2044. .2219, 2877. .2948, 
5276. .5384, 7241. .7491, 7541. .7746 



Seq. No. 1563 Seq. ID 

Gene No. 3231 Strand 

Start 1 End 

Name 0 J990903_l 6 . 9B1 9 . C16 . o2 . ts Method 

Start . 871 End 

GI none Score 

Exons 871.. 1113 



OJ990903_16.9B19.C16 
7746 

TBLASTX: Soybean 

1113 

201 



□ 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1564 
3232 
218 

OJ990903_1 6 . 9B1 9 . C17 . ol . gs 

218 

none 

218. .308, 424. .599 

1565 
3233 
2187 

OJ990903_16.9B19.C19.ol.gs 

2187 

none 

2187. .2611, 3070. .3245, 3540. 
5642. .6179, 6406. .6430, 6538. 
8069. .8164, 8270. .8314, 8403. 
9746.-9899, 10399.. 10445 



Seq. ID OJ990903_16.9B19.C17 

Strand + 

End 599 

Method GENSCAN 

End 599 

Score .9 



Seq. ID • 'OJ990903_16.9B19.C19 

Strand + 

End 10445 

Method. GENS CAN 

End 10445 

Score .73 

.3669, 4066. .4245, 4634. .4825, 
.6659, 6757. .6843, 7185. .7301, 
.8492, 8978. .9102, 9468. .9627, 



t% 4 Seq. No. 

|:J: Gene No. 

i t 3 Start 

1% Name 

l ii Start" 

j :3 GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6538. .6659, 



OJ990903 
+ 

10445 . 
AAT/NAP " 
9103 
997 
6757. .6843, 



16.9B19.C19 



1565 
3233 - 
2187 

OJ990903_16.9B19.C19.ol.np 
6042 
1346033 

6042. .6179, 6406. .6430, 
7382. .7470, 7607. .7658, 
8573..8644, 8978. .9103 

FARNESYL PYROPHOSPHATE SYNTHETASE (FPP SYNTHETASE) (FPS) 
(FARNESYL DIPHOSPHATE SYNTHETASE) [INCLUDES: 

DIMETHYLALLYLTRANSFERASE ; GERANYLTRANS TRANSFERASE ] gi | 662368 
(L39789) farnesyl pyrophosphate synthetase [Zea mays] 



8069. .8164, 8270. .8314, 



7185. 
8403, 



,7301, 
,8492, 



1565 Seq. ID 

3233 Strand 

2187 End 

OJ990903_16. 9B19.C19.o2.gp Method 

8568 End 

2796691 Score 
8568.-8644, 8978. .9151 

2073375/dbj IBAA19856I 4.0e-18 (D85317) farnesyl pyrophosphate 



OJ990903_16.9B19.C15 
+ 

10445 
AAT/GAP 
9151 
414 



1649 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



synthase [Oryza sativa] >gi_4063829_dbj_BAA3627 6_ (AB021747) 
farnesyl diphosphate synthase [Oryza sativa] 



1565 
3234 
10515 

OJ990903_1 6 . 9B19 . CI 9 . o2 . tm 

2183 

none 



Seq. ID OJ990903_16.9B19.C19 
Strand 

End 13555 

Method TBLASTX : Mai ze 

End 3025 

Score 88 



2183.. 2272, 2186.. 2296, 2187.. 2.300, 2334.. 2555, 2373.. 2531, 
2611.. 2652, 2612.. 2650, 2923.. 3024, 2933.. 3025 



1565 
3234 
10515 

OJ990903_16. 9B19.C19.ol.tc 

6099 

none 

6099.. 6176, 6400.. 6441, 6537. 
6757. .6861, 6762.. 6845, 7170. 
7382. .7474, 7608. .7661, 8069. 
8345. .8476, 8394. .8492, 8400. 
8570. .8644, % 8972. .9109, 8980. 

1565 
3234 
10515 

OJ990903_16.9B19.C19.ol.ts 

6099 

none 



Seq. ID OJ990903_16.9B19.C19 
Strand 

End 13555 
Method TBLASTX : Cress 
End 9120 
Score 74 

.6587, 6599.. 6661, 6609.. 6662, 
.7316, 7184. .7312, 7381. .7458, 
.8164, 8267. .8323, 8267. .8323, 
.8477, 8566. .8640, 8567. .8644, 
.9120, 8981. .9106 

Seq. ID OJ990903_16.9BtSf-.-C19 
Strand 
End 

Method 
End 
Score 



13555 

TBLASTX : Soybean 

7473 

89 



6099. .6176, 6399.. 6440, 6400.. 6441, 6536.. 6598, 6537.. 6614, 
6609. .6662, 6612. .6680, 6756. .6845, 6756.-6845, 6757. .6846, 
7170. .7304, 7184. .7306, 7381. .7473, 7382. .7465 



1565 
3234 
10515 

OJ990903_16 . 9B1 9 . CI 9 . ol . tm 
6629 
none 
6629. 
7182. 
8067. 
8400. 



.6661, 6630. 

,7271, 7184. 

,8165, 8069. 

,8492, 8401. 

8975.. 9106, 8980. 



.6662, 6756. 

,7306, 7381. 

.8164, 8253. 

.8493, 8402. 

.9105, 8985. 



Seq. ID OJ990903_16.9B19.C19 
Strand 

End 13555 
Method TBLASTX : Mai ze 
End 9128 
Score 60 

.6845, 6757. .6846, 7170. .7304, 
.7470, 7382. .7474, 7614. .7661, 
.8312, 8266.-8325, 8267. .&338, 
.8494, 8567.-8644, 8572. .8640, 
.9128 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 16.9B19.C19 



1565 
3234 
10515 

OJ990903_16 . 9B1 9 . CI 9 . o2 . np 
10515 
3157941 
10515. .10676, 
13363.. 13555 

(AC002131) Contains similarity to hypothetical protein gb|U95973 
from A. thaliana. [Arabidopsis thaliana] 



13555 
AAT/NAP 
13555 
385 



11095. .11241, 12956. .13078, 13171 .. 13252 , 



1650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990903 16.9B19.C19 



1565 Seq. ID 

3234 Strand 
10515 End 
OJ990903_16.9B19.C19.o3.gp Method 
10623 End 
LIB3434-035-P1-K1-G6 Score 
10623. .10676, 11095 .. 1124 1, 11342 
12096. .12137, 12998. .13078, 13171 
f 2073375/dbj |BAA19856| 4.0e-18 (D85317) farnesyl pyrophosphate 
synthase [Oryza sativa] >gi_4063829_dbj_BAA36276_ (AB021747) 
farnesyl diphosphate synthase [Oryza sativa] 1 



13555 
AAT/GAP 
13398 
908 

11407, 11638. .11671, 
13252, 13363.. 13398 



1565 
3234 
10515 

OJ990903_16.9B19.C19.o2.gs 
11033 
. none 

11033. .11047, 11095. .11241, 
12096. .12137, 12998. .13078, 

1565 
3234 
10515 

OJ990903_16.9B19.C19.o3.tm 

11038 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_16.9B19.C19 

13555 
GEN SCAN 
13434 
.8 



11342. .11407, 11638. .11676, 
13171. .13252, 13363.. 13434 

Seq. ID OJ990903_16.9B19.C19 
Strand 

End 13555 

Method TBLASTX : Mai ze 

End 11409 

Score 107 



11038. .11190, 11091. .11207, 11092 .. 11241, 11096 11242 , 
11306. .11407, 11307. .11408, 11343 .. 11408 , 11344.. 11409 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Q Seq. No. 
i!3 Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1565 
3234 
10515 

OJ990903_16.9B19.C19.o2.ts 

11292 

none ■ 

11292. .11399, 11297. .11398, 
13156. .13281, 13177. .13251, 

1565 
3234 
10515 

OJ990903_16. 9B19.C19.o4 .tm 

13159 

none 

13159. .13254, 13162 .. 13251, 
13361. .13444, 13364 1344 4 , 

1566 
3235 
8722 

OJ990903_16. 9B19.C20.o3.gs 

8722 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



12998. .13081, 13000 
13363. .13437, 13365 



OJ990903_16.9B19.C19 
13555 

TBLASTX: Soybean 
13437 

70 . 

13086, 
13436 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_16.9B19.C19 
13555 

TBLASTX: Maize 

13451 

84 



13175. .13252, 
13365. .13451, 



13360. .13434, 
13365. .13451 



Seq. ID OJ990903_16.9B19.C20 

Strand + 

End 11962 

Method GENSCAN 

End 11962 

Score .69 



8722. .8861, 8863. .8998, 9097. .9204, 9617. .10469, 11295 114 83, 
11742. .11962 



1651 



'is* 



Seq. No. 


1566 






Seq. ID 


OJ990903_ 


_16.9B19.C20 


Gene No. 


3236 






btrana 






Start 


308 






End 


999 




Name 


OJ990903 16 


.9B19.C20.ol 


• gs 


Method 


GEN SCAN 




Start 


308 






End 


999 




GI 


none 






Score 


.94 




Exons 


308. .408, 516. .696, 698 


. .999 








Seq. No. 


t c n a 






Seq. ID 


OJ990903_ 


_16.9B19.C20 


Gene No. 


oz J / 






Strand 






Start 








End 


7475 




Name 


OJ990903 16 


. 9B19.C20.o2 


.gs 


Method 


GEN SCAN 




Start 


2367 






End 


7475 




GI 


none 






Score 


.77 




Exons 


zjo / . . Z4 10 , 


z 63 / . . ZoLo, 


3275. 


.3332, 3422. .3496, 


3602. .3655, 




3750 . . 3911 , 


* 1 Of) A A 


4567. 


.4708, 4793. .4903, 


5125. .5268, 




5474 . . 5611 , 


C*7C7 COQil 

bio 1 * . oo y4 , 


6924. 


.6986, 7098. .7225, 


7445. .7475 


Seq. No. 


1566 






Seq. ID 


OJ990903_ 


_16.9B19.C20 


bene No. 


3237 






Strand 






Start 


2367 






End 


7475 




Name 




Qui Q pon rtl 


• gp 


Method 


AAT/GAP 




Start 


2949 






End 


3211 




GI 


5607393 






Score 


501 




Exons 


2949. .3211 












Seq. No'. 


1566 






Seq. ID 


OJ990903_ 


_16.9B19.C20 


Gene No. 


3237 






Strand 






Start 


2367 






End 


7475 




Name 


OJ990903 16 


. 9B19.C20.ol 


.np 


Method 


AAT/NAP 




Start 


3237 






End 


4867 




GI 


6692724 






Score 


1112 




Exons 


3237. .3332, 


3422. .3496, 


3602. 


.3655, 3750. .3911, 


4189. .4469, 




4567. .4708, 


4793. .4867 










GI Descrip. 


(AC012679) ] 


putative 











Seq. No. 
Gene No. 
13 Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



S-adenosyl-methionine-sterol-C-methyl transferase, 5 ' 
[Arabidopsis thaliana] 



partial 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 16.9B19.C20 



7475 
AAT/GAP 
5235 
1556 



1566 
3237 
2367 

OJ990903_16 . 9B19.C20.o2. gp 
3588 

8157_1.R1084 
3588.. 3655, 3750. 
5125.. 5235 

'1458245 9.0e-39 (U64834) coded for by C. elegans cDNA cml7al; 
coded for by C. elegans cDNA cm7gl; coded for by C. elegans cDNA 
CEMSE26F; similar to methyltransf erases [Caenorhabditis 
elegans] 1 



3911, 4189. .4469, 4567. .4708, 4793. .4903, 



1566 Seq. ID 

3237 Strand 

2367 End 

OJ990903_1 6 . 9B1 9 . C20 . o2 . np Method 

5121 End 

1055130 Score 



OJ990903_16.9B19.C20 

7475 
AAT/NAP 
7302 
204 



1652 



Exons 5121. .5268, 5474. .5611, 5757. .5894, 7098. .7193, 7268. .7302 

GI Descrip. (U39998) coded for by C. elegans cDNA yk92bll.3; coded for by C. 

elegans cDNA yk92bll.5; coded for by C. elegans cDNA yk78c2.5; 
coded for by C. elegans cDNA cm9a8; coded for by C. elegans cDNA 
yk66h8.3; coded for by C. elegans cDNA yk78c2.3 ... 



; s i=t 
•s' ' 

| L£ 
□ 

ru 
□ 



Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3238 


Strand 




Start 


13037 


End 


13340 


Name 


OJ990903 16.9B19.C20.o3.gp 


Method 


AAT/GAP 


Start 


12754 


End 


13189 


GI 


LIB3477-009-P1-K1-A7 


Score 


864 


Exons 


12754. .13189 






GI Descrip. 


'3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3238 


Strand 


- 


Start 


13037 


End 


13340 


Name 


OJ990903 16.9B19.C20.o4.np 


Method 


AAT/NAP 


Start 


12998 


End 


13340 


GI 


6598511 


Score 


77 


Exons 


12998. .13340 






GI -Descrip. 


(AC006069) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3238 


Strand 


_ 


Start 


13037 


End 


13340 


Name 


OJ990903 16.9B19.C20.o4.gs 


Method 


GENS CAN 


Start 


13037 


End 


13336 


GI 


none 


Score 


.95 


Exons 


13037. .13336 






Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3239 


Strand 


- 


Start 


13286 


End 


13340 


Name 


OJ990903 16.9B19.C20.o2.tc 


Method 


TBLASTX: Cress 


Start 


308 


End 


804 


GI 


none 


Score 


77 


Exons 


308. .412, 310. .417, 513. .629, 


514. .630, 


736. .804, 740. .799 


Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3239 


Strand 




Start 


13286 ' 


End 


13340. 


Name 


OJ990903 16.9B19.C20.o2.ts 


Method 


TBLASTX: Soybean 


Start 


308 


End 


805 


GI 


none 


Score 


86 


Exons 


308. .409, 310. .417, 511. .633, 


513. .635, 


736. .804, 740. .805 


Seq. No. 


1566 


Seq. ID 


OJ990903_16.9B19.C20 


Gene No. 


3239 


Strand 




Start 


13286 


End 


13340 


Name 


OJ990903 16.9B19.C20.o3.tm 


Method 


TBLASTX: Maize 


Start 


319 


End 


805 


GI . - 


none 


Score 


79 


Exons 


319. .411, 322. .417, 513. .626, 


514. .624, 


736. .804, 737. .805 



1653 



Seq. No. 1566 
Gene No. 3239 
Start 13286 

Name OJ990903_16 . 9B19 . C20 . ol . tc 

Start 3235 
GI none 

Exons 3235.. 3333, 3240.. 3341, 3422. 

3736. .3912, 3744. .3917, 4189. 
4240. .4470, 4241. .4471, 4564. 
4572. .4712, 4790. .4903, 4818. 
5123. .5269, 5471. .5611, 5472. 
5758. .5892 



Seq. ID OJ990903_16.9B19.C20 
Strand 

End 13340 
Method TBLASTX : Cress 
End 58 92 

Score 92 

.3499, 3596.. 3658, 3603.. 3656, 
.4251, 4193. .4252, 4228. .4461, 
.4653, 4571.. 4711, 4572.. 4709, 
.4907, 4993. .5031, 5122. .5268, 
.5615, 5473. .5613, 5757. .5879, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



£3 



1566 
3239 
13286 

OJ990903_16. 

3235 

none 

3235. .3333, 
3602. .3658, 
4568. .4711, 
4993. .5034, 
5473. .5616, 
7092. .7208, 



9B19.C20.ol.tm 



3237.. 3341, 3422. 

3718.. 3915, 3744. 

4569. .4709, 4606. 

5102.. 5278, 5122. 

5473. .5613, 5757. 

7098.. 7163, 71-44. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 16.9B19.C20 



13340 

TBLASTX : Maize 
7208 
136 

3544, 3422.. 3499, 3596.. 3658, 
3917, 4187. .4471, 4189. .4470, 
4719, 4790. .4906, 4790. .4903, 
5268, 5471. .5611, 5472. .5615, 
5879, 5758. .5895, 5758. .5895, 
7197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1566 
3239 
13286 

OJ990903_16. 9B19.C20.ol.ts 

3240 

hone 



Seq. ID OJ990903_16.9B19.C20 
Strand 

End 13340 

Method TBLASTX : Soybean 

End 4 906 

Score 7 9 



3240. .3341, 3605. .3658, 3744. .3917, 3784. .3912, 4176. .4469, 
4189. .4470, 4193. .4474, 4205. .4471, 4209. .4475, 4568. .4711, 
4572. .4709, 4790. .4903, 4793. .4906 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1566 
3239 
13286 

OJ990903_16 . 9B1 9 . C20 . ol . tw 
3837 



none 

3837. 

4758. 



End 

_ Method 

End 
Score 

3881, 4432. .4470, 4436. .4471, 4571. .4711, 4572 
4904, 4790.. 4906, 4790.. 4903, 4993.. 5034, 5114 



Seq. ID OJ990903_16.9B19.C20 
Strand 

13340 

TBLASTX: Wheat 
5269 
54 



4709, 
.5269, 



5122.. 5268, 5123.. 5269 



Seq. No. 1566 

Gene No. 3239 

Start 13286 

Name OJ990903_16 . 9B19 . C20 . o3 . ts 

Start 5158 

GI none 

Exons 5158.. 5268, 5159.. 5269, 5471. 

5757. .5879, 5758.. 5889, 5767. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 16.9B19.C20 



13340 

TBLASTX : Soybean 
7238 
120 

5611, 5472. .5615, 5474. .5626, 
5883, 7092.. 7238, 7095.. 7163 



Seq. No. 
Gene No. 



1566 
3239 



Seq. ID 
Strand 



OJ990903 16.9B19.C20 



1654" 



Us* 

; =3 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

S GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



i * Seq. No. 

Gene No. 
Q Start 
j!5 Name 
H Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



13286 

OJ990903_16.9B19.C20.o2.tm 

13034 

none 



End 13340 

Method TBLASTX : Maize 

End 13340 

Score 168 



13034. .13339, 13037 .. 13165, 13224 .. 1334 0, 13238.. 13339 



1566 
3239 
13286 

OJ990903_16 . 9B19.C20 . o4 . gp 
13286 
700508 
13286. .13340 

3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ990903_16.9B19.C20 
Strand 

End 13340 

Method AAT/GAP 

End 13340 

Score 110 



1567 
3240 
659 

OJ990903_16.9B19.C21.ol.np 
659 

6598511 



Seq. ID OJ990903_16.9B19.C21 
Strand 

End 1919 

Method AAT/NAP 

End 1919 

Score 327 



659. .806, 895. .970, 1045. .1217, 1503. .1572, 1668. .1748, 
1839. .1919 

(AC006069) unknown protein [Arabidopsis thaliana] 



1567 
3240 
659 

OJ990903_16 . 9B19 . C21 . ol . tm 

676 

none 



Seq. ID OJ990903_16.9B19.C21 
Strand 

End 1919 

Method TBLASTX : Maize 

End 1907 

Score 104 



676. .777, 713. .802, 731. .799, 892. .960, 896. .970, 896. .970, 
1103. .1228, 1438. .1599, 1485. .1574, 1495. .1599, 1668. .1748, 
1669. .1749, 1669. .1749, 1670. .1750, 1839. .1907, 1839. .1907 

1567 Seq. ID OJ990903_16.9B19.~C21 

3240 Strand 

659- End 1919 

OJ990903_16.9B19.C21.ol.gp ' Method AAT/GAP 

677 End 965 

700508 Score 332 

677. .812, 895. .965 - 

3785989 8.0e-14 (AC005560) unknown protein [Arabidopsis 
thaliana] 



1567 
3240 
659 

OJ990903_16.9B19.C21.ol.gs 

685 

none 



Seq. ID OJ990903_16.9B19.C21 
Strand 

End 1919 

Method GENSCAN 

End 1548 

Score .89 



685. .8.12, 895. .970, 1045. .1224, 1495. .1548 



1567 
3240 
659 



Seq. ID OJ990903_16.9B19.C21 
Strand 

End 1919 



1655 



# • 





Name 


OJ990903 16. 


9B19. 


C21.ol.ts 




Method 


TBLASTX: Soybean 






Start 


1507 








End 


1907 






GI 


none 








Score 


69 






Exons 


1507. .1596, 


1514. 


.1573, 1668. 


.1748, 1669. .1749, 1839. .1907, 






1839. .1907 
















Seq. No. 


1567 








Seq. ID 


OJ990903_16. 9B19. 


C21 




Gene No. 


3240 








Strand 








Of -i >- +- 


a c, q 
boy 








End 


1919 






Name 


OJ990903 16. 


9B19. 


C21.ol. tc 




Method 


TBLASTX: Cress 






Start 


1507 








End 


1907 






GI 


none 








Score 


76 






Exons 


1507. .1599, 


1514. 


.1573, 1668. 


.1748, 1669. .1749, 1677. .1751, 






1839. .1907, 


1839. 


.1907 












Seq. No. 


1568 








Seq. ID 


OJ990903_16. 9B19. 


C22 




Gene No. 


3241 








Strand 


- 






Q4- a -r-i- 


1 








End 


369 






Name 


OJ990903 16. 


9B19. 


C22.ol.np 




Method 


AAT/NAP 






Start 


1 








End 


368 - 






GI 


6598511 








Score 








Exons 


1..154, 230. 


.368 














GI Descrip. 


(AC006069) unknown protein 


[Arabidopsis 


thaliana] 






Seq. No. 


1568 








beq. ID 


OJ9'90903_16. 9B19. 


C22 


1 n 


Gene No. 


3241 








Strand 


- 






Start 


1 










369 




! .f 


Name 


OJ990903 16. 


9B19. 


C22.ol.tw 




Method 


TBLASTX: Wheat 






Start 


24 








End 


321 






GI 


none 








Score 


135 






Exons 


24. .152, 26. 


.154, 


27. .155, 


28 


..156, 231 


..320, 231. .320, 


235. 


ri! 


Seq. No. 


1568 








Seq. ID 


OJ990903_16.9B19- 


C22 


is 

51 


Gene No. 


3241 








Strand 


- " 




\J 


Start 


1 








End 


369 






Name 


OJ990903 16. 


9B19. 


C22.ol.tc 




Method 


TBLASTX: Cress 






Start 


26 








End 


369 




t.J 


-GI 


none 








Score 


81 




t sS 


Exons 


26. .154, 27. 


.155, 


27. .155, 


49 


..156, 228 


..368, 231. .368, 


235. 




Seq. No. 


1568 








Seq. ID 


OJ990903_16. 9B19. 


C22 




Gene No. 


324.1 








Strand 








otart 


1 








End 


369 






Name 


OJ990903 16. 


9B19. 


C22.ol.tm 




Method 


TBLASTX: Maize 






Start 


26 








End 


369 






GI 


none 








Score 


135 






Exons 


26. .151, 27. 


.155, 


27. .155, 


28 


..156, 227 


..367, 228.. 368, 








231. .368, 235. .369 












Seq. No. 


1568 








Seq. ID 


OJ990903_16. 9B19. 


C22 




Gene No. 


3241 








Strand 








Start 


1 








End 


369 






Name 


OJ990903 16. 


9B19. 


C22.ol.gs 




Method 


GENSCAN 






Start 


27 








End 


368 






GI 


none 








Score 


.88 






Exons 


27. .154, 230 


. .368 











1656 




Seq. No. 1569 

Gene No. 3242 

Start 1637 

Name OJ990903_16. 9B19.C23.o2 

Start 1637 

GI none 

Exons 1637.. 1681, 1917.. 1988, 
3032.. 3262, 3268.. 3317, 




Seq. ID OJ990903_16.9B19.C23 
Strand + 
End " 5136 
.gs Method GENSCAN 
End 5136 
Score . 61 
2242. .2440, 2584. .2608, 2776. .3014, 
3356.-3753, 4066. .4143, 4473. .5136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1569 Seq. ID 

3242 Strand 
1637 End 
OJ990903_16.9B19.C23.o2.np Method 
2696 End 
5091497 Score 
2696. .3595, 3831. .4202 

(AB023482) Similar to Arabidopsis thaliana mRNA for DREB1B, 
complete cds . (AB007788 ) [Oryza sativa] 



OJ990903_16.9B19.C23 
+ 

5136 
AAT/NAP 
4202 
202 



1569 
3243 
1 

OJ990903_16.9B19.C23.ol.np 
1 

6598511 
1..94, 293. .362, 543. .632 

(AC006069) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990903_16.9B19.C23 
Strand 

End 632 

Method AAT/NAP 

End 632 

Score 272 



1569 Seq. ID 

3243 Strand 

1 ' End 
OJ990903_16 . 9B19 . C23 . ol . gs Method 

293 End 

none Score 

293. .362, 543. .632 



OJ990903_16.9B19.C23 
632 

GENSCAN 

632 

.73 



- Seq. No. 
3 Gene No. 
3 Start 
i Name 
J Start 
GI 

Exons 



1570 Seq. ID 

324 4 Strand 

4 97 End 

OJ990903_16. 9B19.C24.ol.gs Method 

4 97 End 

none Score 



OJ990903_16 . 9B19 . C24 
+ 

6012 
GENSCAN 
5965 
.59 



497. .664, 718. .1424, 1442. .1578, 1687. .1902, 1960. .3089, 
3153. .3526, 3663 .. 4320, 434 6 .. 4 628 , 4847. .5548, 5652. .5965 



Seq. No. 1570 Seq. ID OJ990903_16.9B19.C24 

Gene No. 3244 Strand + 

Start 497 End 6012 

Name OJ990903_16 . 9B19 . C24 . ol . np Method AAT/NAP 

Start 1241 End 6012 

GI 6498441 Score 5418 

Exons 1241.. 2304, 2626.. 3089, 3153.. 3526, 3663.-3797, 3972.-4642, 

4814. .5669, 5983. .6012 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza' sativa] 



1657 




Seq. No. 


1570 


Seq. ID 


OJ990903_ 


16. 


9B19. 


C24 


Gene No. 




Strand 


+ 








Start 


13858' 


End 


14880 








Name 


OJ990903 16.9B19.C24.o4.gs 


Method 


GENSCAN 








Start 


13858 


End 


14880 








GI 


none 


Score 


.95 








Exons 


13858. .13927, 14077 .. 14298, 


14756. .14880 








Seq. No. 


1570 


oeq. ±u 




16. 


9B19. 


C24 


Gene No. 




Strand 










Start 


15802 


p nr J 
EjIIU. 


19286 








Name 


OJ990903 16.9B19.C24.o5.gs 


Method 


GENSCAN 








Start 


15802 


End 


19286 








GI 


none 


Score 


.89 








Exons 


15802. .15961, 19183. .19286 












Seq. No. 


1570 


oeq. xu 


OJ990903_ 


16. 


9B19. 


C24 


Gene No. 


3247 


Strand 


+ 








Start 


19823 


iiina 


20260 








Name 


ojyyuyuo io. yeiy .lz<i .oi.gp 


Metnoa 


AAT/GAP 








Start 


19823 


tna 


20260 








GI 


7406 1.R1084 


Score 


580 








Exons 


19823. .20151, 20186.. 20260 












GI Descrip. 


'1122315/emb|CAA63901| 7 . Oe- 


in 1 Q1 \ 


heat shock protein 17 




[Pennisetum glaucum] 1 


- 










Seq. No. 


1570 


beq. ID 


OJ990903_ 


16. 


9B19. 


C24 


Gene No. 


3248 


otrana 


+ 








Start 


24674 


hna 


24731 








Name 


OJyyuyuj iD.yBiy.c^4.oo.gp 


Method 


AAT/GAP 








Start 


24674 


End 


24731 








GI 


7406 1.R1084 


Score 


84 








Exons 


24674. .24731 












GI Descrip. 


•1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock 


protein 17 




[Pennisetum glaucum] 1 












Seq. No. 


1570 


Seq. ID 


OJ990903_ 


_16. 


9B19. 


C24 


Gene No. 


O O A Q 

oz4 y 


Strand 










Start 


6588 


End 


11730 








Name 


OJ990903 16.9B19.C24.o2.gs 


Method 


GENSCAN 








Start 


6588 


End 


9813 








GI 


none 


Score 


.73 








Exons 


6588. .8448, 8552. .8695, 8918 


..9441, 9487. .9813 








Seq. No. 


1570 


Seq. ID 


OJ990903_ 


16. 


9B19. 


C24 


Gene No. 


3249 


Strand 










btart 


6588 


End 


11730 








Name 


OJ990903 16.9B19.C24.o2.np 


Method 


AAT/NAP 








Start 


6591 


End 


9813 








GI 


6907089 


Score 


4409 








Exons 


6591.. 8448, 8552.. 9813 












GI Descrip; 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


1570 


Seq. ID 


OJ990903_ 


16. 


9B19. 


C24 


Gene No. 


3249 


Strand 










Start 


6588 


End 


11730 • 








Name 


OJ990903 16.9B19.C24.o3.np 


Method 


AAT/NAP 









1658 




Start 8823 End 11730 

GI 5922623 Score 153 

Exoris 8823,. 8841, 10625 .. 10701, 10889 11053, 11656.. 11730 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi | 6016856 | dbj I BAA85199. 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No. 


3250 








Strand 




q+- a rt 


1 QS77 








End 


24731 . 


Name 


OJ990903 16. 


9B19 


,C24.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1431 








End 


1679 


GI 


none 








Score 


192 


Exons 


1431. .1679, 


1433 


. .1678 








Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No. 


3250 








Strand 




Of- r +- 


19577 








End 


24731 


Name 


OJ9909Q3 16. 


9B19 


.C24 .06 


.tw 


Method 


TBLASTX: Wheat 


Start 


' 1443 








End 


4401 


GI 


none 








Score 


116 


Exons 


1443. .1541, 


1460 


. .1540, 


1508. 


.1747, 1524. .1781, 4336. .4401 


Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No. 


3250 








Strand 




jLalL 


1 QR77 








End 


24731 


Name 


OJ990903 16. 


9B19 


.C24 .o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2510 








End 


2996 


GI 


none 








Score 


398 


Exons 


2510. .2683, 


2511 


. .2996, 


2705. 


.2965 




Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No . 


3250 








Strand 




OLdL L 


1 QS77 








End 


24731 


Name 


OJ990903 16. 


9B19 


.C24.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3161 








End 


3619 


GI 


none 








Score 


571 


Exons 


3161. .3616, 


3162 


. .3617, 


3162. 


.3617, 3287.. 3619 


Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No. 


3250 








Strand 




Start 


19577 








End 


24731 


Name 


OJ990903 16. 


9B19 


.C24.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


• 3201 








End 


3566 


GI 


none 








Score 


118 


Exons 


3201. .3425, 


3432 


. .3566 








Seq. No. 


1570 








Seq. ID 


OJ990903_16.9B19.C24 


Gene No. 


3250 








Strand 




Start 


19577 








End 


24731 


Name 


OJ990903 16. 


9B19 


.C24.ol 


.tm ' 


Method 


TBLASTX: Maize 


Start 


3291 








End 


3641 


GI 


none 








Score 


365 


Exons 


3291. .3638, 


3326 


v .3637, 


3531. 


.3641 





Seq. No. 1570 Seq. ID OJ990903_16.9B19.C24 

Gene No. 3250 Strand 



1659 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ; 
GI 

Exons 

Seq. No. 
ifi f Gene No. 
Start 
Name 
ni Start 
A GI 
:= : Exons 



3 KT 



"Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



19577 

OJ990903_16. 

3690 

none 

3690. .4109, 

1570 
3250 
19577 

OJ990903J.6. 

3690 

none 

3690. .3992, 

1570 
3250 
19577 

OJ990903JL6. 

3763 

none 

3763. .4134, 

1570 
3250 
19577 

OJ990903_16. 

4490 

none 

4490. .4744, 
4845. .4946 

1570 
3250 
19577 

OJ990903_16. 

4 971 

none 

4971. .5126, 

1570 
3250 
19577 

OJ990903_16. 

5353 

none 

5353. .5619 

1570 
3250 
19577 

OJ990903JL6. 

5353 

none 

5353. .5628, 

1570 
3250 



9B19.C24.o2.tw 
3706. .4104 

9B19.C24.o3.tm 
3706. .4011 

9B19.C24 .ol.ts 
3780. .3923 

9B19.C24 .o5.tw 



End 

Method 

End 

Score 



24731 

TBLASTX: Wheat 

4109 

464 



Seq. ID OJ990903_16.9B19.C24 
Strand 

End 24731 

Method TBLASTX : Mai ze 

End 4011 

Score 285 



Seq. ID OJ990903_16.9B19.C24 
Strand 

End 24731 

Method TBLASTX : Soybean 

End 4134 

Score 280 



Seq. ID OJ990903_16.9B19.C24 
Strand 

End 24731 

Method TBLASTX : Wheat 

End 4 94 7 

Score 237 
4514. .4765, 4579.-4764, 4799. .4843, 4843.-4947, 



Seq. ID OJ990903_16.9B19.C24 
Strand 

End 24731 

9B19.C24.o8. tw Method TBLASTX : Wheat 

End 5262 

Score 192 

5002.. 5262 

Seq. ID OJ990903_16.9B19.C24 
Strand 

End 24731 

9B19 . C2 4 . o4 . tm Method TBLASTX : Mai ze 

End 5619 

Score 200 



Seq. ID OJ990903_16.9B19.C24 
Strand 

24731 

TBLASTX: Wheat 
5644 
193 



9B19.C24.o7.tw 



5467. .5628, 5498. 



End 

Method 
End 
Score 
.5644 . 



Seq. ID OJ990903_16.9B19.C24 
Strand 



1660 



g 

r Lj 
u 

i .-I 



□ 
□ 



Start 


19577 


End 


24731 






Name 


OJ990903 16. 9B19.C24 .06. tm 


Method 


TBLASTX: 


teize 




Start 


5821 


End 


5965 






GI 


none 


. Score 


184 






Exons 


5821.. 5961, 5822.. 5965 










Seq. No. 


1570 


Seq. ID 


OJ990903 


_16. 9B19 


.C24 


Gene No. 


3250 


Strand 








Start 


19577 


End 


24731 






Name 


OJ990903 16.9B19.C24.o6..gs 


Method 


GEN SCAN 






Start 


19577 


End 


24225 






GI 


none 


Score 


.42 






Exons 


19577. .19808, 20458. .20641, 


20792. .20994, 20999 


. .21046, 






21110. .21241, 21488. .21585, 


21612. .21737, 21830 


. .22088, 






22442. .24225 










Seq. No. 


1570 


Seq. ID 


OJ990903 


_16. 9B19 


.C24 


Gene No. 


3250 


Strand 








Start 


19577 


End 


24731 






Name 


OJ990903 16.9B19.C24.o2.gp 


Method 


AAT/GAP 






Start 


20203 


End 


20656 






GI 


LIB3431-045-P1-N1-A10 


Score 


836 






Exons 


20203. .20656 










GI Descrip. 


, 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 


DNA, chromosome 2, clone : P0437H03 -( contig b) 1 






Seq. No. 


1570 


Seq. ID 


OJ990903 


_16.9B19 


.024 


Gene No . 


3250 


Strand 








Start 


19577 


End 


24731 






Name 


OJ990903 16.9B19.C24.o4.np 


Method 


AAT/NAP 






Start 


20760 


End 


23772 






GI 


5441880 


Score 


2856 






Exons 


20760. .20994, 21110 .. 21241, 


21488. .21585, 21830 


. .22088, 






22165. .23772 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 16.9B19.C24 



1570 
3250 
19577 

OJ990903_16.9B19.C24.o3.gp 
21838 

LIB3475-007-P1-K1-G8 
21838. .22088, 22165.. 22337 

, 5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



24731 
AAT/GAP 
22337 
805 



1570 Seq. ID 

3250 Strand 

19577 End 

OJ990903_16. 9B19.C24 .o4 .tw Method 

22537 End 

none Score 



OJ990903_16.9B19.C24 
24731 

TBLASTX: Wheat 

22917 

80 



22537. .22713, 22598 .. 22690, 22711 .. 22908 , ' 22723 .. 22917 



1661 





Seq. No. 


1570 


Seq. ID 


OJ990903_16.9B19.C24 




Gene No. 


3250 


Strand 






Start 


19577- 


End 


24731 




Name 


OJ990903 16.9B19.C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


22615 


End 


23211 




GI 


none 


Score 


150 




Exons 


22615. .22686, 22750 .. 2304 9, 


22811. .23032, 23083 .. 23211 , 






23105. .23203 








Seq. No. 


1570 


Seq. ID 


OJ990903_16.9B19.C24 




Gene No. 


3250 


Strand 






Start 


19577 


End 


24731 




Name 


OJ990903 16.9B19.C24.o4.gp 


Method 


AAT/GAP 






22737 


End 


23168 




GI 


5701669 


Score 


849 




Exons 


22737. .23168 








GI Descrip. 


5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 






corresponds to a region of 


the predicted gene.; Similar to maize 






transposon MuDR mudrA prote 


in. (AC003981) [Oryza sativa] 




Seq. No. 


1570 


Seq. ID 


OJ990903_16.9B19.C24 




Gene No. 


3250 


Strand 






o tar l 


19577 


End 


24731 




Name 


OJ990903 16.9B19.C24.o5.np 


Method 


AAT/NAP 


hi 


Start 


23785 


End 


24731 


rn 


GI 


6721543 


Score 


87 




Exons 


23785. .23953, 24678.. 24731 






□ 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 


t : £ 
:. lj 


Seq. No. 


1571 


Seq. ID 


OJ990903_16.9B19.C25 


. «t 

J 


Gene No. 


3251 


Strand 


+ 




Start 


18 


End 


1910 


. sr 


Name 


OJ990903 16.9B19.C25.ol.gs 


Method 


GENS CAN 




Start 


' 18 


End 


1910 


Q 


GI 


none 


Score 


.55 




Exons 


18. .136, 1791. .1910 






j;£ 
a 


Seq. No. 


1572 


Seq. ID 


OJ990823_11.9B12.C1 


.5 35. 


Gene No. 


3252 


Strand 


+ 




Start 


1 


End 


885 


r "i 


Name 


OJ990823 11.9B12.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


862 




GI 


4544372 


Score 


448 




Exons 


1. ,862 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


1572 


Seq. ID 


OJ990823_11.9B12.C1 




Gene No. 


3252 


Strand 


+ 




Start 


1 


End 


885 




Name 


OJ990823 11.9B12.Cl.o2.tw 


Method 


TBLASTX: Wheat 




Start 


41 


End 


400 




GI 


none 


Score 


189 




Exons 


41. .400 







Seq. No. 
Gene No. 



1572 
3252 



Seq. ID OJ990823_11.9B12.C1 
Strand + 



1662 



Start 
Name 
Start 
GI 

Exons 

Seg. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

|BS% Seq. No. 

Gene No. 
^3 Start 
U\ Name 
Start 
GI 

Exons 



ry 
□ 



End 

Method 
End 
Score 



OJ990823_ll.9B12.Cl.o2.ts 
59 

none 

59. .343, 64. .204, 275. .301 

1572 . * 
3252 
1 

OJ990823_11.9B12.Cl.ol.tw 
431 
none 

431. .847, 431. .682, 658. .753 

1572 
3252 
1 

OJ990823_11. 9B12.Cl.ol.ts 
623 
none 

623. .868, 626.-748, 670. .762, 835.-864 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



885 

TBLASTX : Soybean 

343 

186 



Seq. ID OJ990823_11.9B12.C1 
Strand + 

885 

TBLASTX: Wheat 
847 
240 



Seq. ID OJ990823_11.9B12.C1 
Strand + 

885 

TBLASTX : Soybean 
868 
262 



1572 
3252 
1 

OJ990823_11. 9B12.Cl.ol.tm 

641 

none 



Seq. ID OJ990823_11.9B12.C1 

Strand + 

End 885 

Method TBLASTX : Mai ze 

End 885 

Score 105 



641. .721, 658. .729, 704. .784, 719. .772, 788. .880, 796. .885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. * 
Gene No. 



1573 Seq. ID OJ990823_11 . 9B12 . C2 

3253 Strand 

1 End 1291 

OJ990823_11 . 9B12 . C2 . ol . np Method AAT/NAP 

1 End 1291 

4585985 . - Score 506 

1..433, 656. .1158, 1205. .1291 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



1573 
3253 
1 

OJ990823JL1 . 9B12 . C2 . o2 . tm 
2 

none 

2. .73, 2. .73, 77. .202, 81. .206 

1573 
3253 
1 

OJ990823_11 . 9B12 . C2 . ol . tw 
2 

none 

2. .64, 3. .65, 89. .364, 90. .302 



Seq. ID OJ990823_11.9B12.C2 

Strand • - 

End 1291 

Method TBLASTX : Mai ze 

End 206 

Score 48 



Seq. ID OJ990823_11.9B12.C2 
Strand 

End 1291 

Method TBLASTX : Wheat 

End 364 

Score 47 



1573 
3253 



Seq. ID -OJ990823_11.9B12.C2 
Strand 



1663 






Start 


1 


End 


1291 






Name 


OJ990823 11.9B12.C2.ol.gs 


Method 


GENSCAN 






Start 


11 


End 


1056 








none 


Score 


.64 






Exons 


11. .318, 475. .720, 750. .1056 










Seq. No. 


1573 


Seq. ID 


OJ990823_11. 9B12 


.C2 




Gene No. 


3253 


Strand 








o tart 


l 


Lnc 


1 OQ1 






Name 


OJ990823 ll;9B12.C2.ol.tm 


Method 


TBLASTX: Maize 






Start 


209 


End 


1011 






GI 


none 


Score 


47 






Exons 


209. .493, 336. .512, 494. .727 


, 495. .569 


, 500. .721, 727.. 


942, 






752. .943, 958. .1011 










Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 




Gene No. 


3254 


Strand 


+ 






Start 


1447 


End 


18340 






Name 


UujyUO^J X X . i7D X Z . • OX ■ lip 


Method 


AAT/NAP 






Start 


1447 


End 


18219 






GI 


3269295 


Score 


860 






Exons 


1447. .1491, 5295. .5859, 6347 


..6418, 7851. .7970, 8041. .8207, 






16113. .16380, 18073.. 18219 








s cn. 
'J 


GI Descrip. 


(AL030978) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 


" n 


Gene No. 


3254 


Strand 


+ 




: y 


Start 


1 A A ^ 

1447 


End 


18340 




:=? 


Name 


OJ990823 11.9B12.C3.o2.gs 


Method 


GENSCAN 




. £ 


Start 


5566 


End 


8878 




S3. 


GI 


none 


Score 


.8 




: s? 


Exons 


5566.. 5832, 6320.. 6418, 7278 


..7406, 7851. .7970, 8041. .8 


207, 


'y 




8860. .8878 








•3 


Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 


! 4 


Gene No. 


"3 O R A 


Strand 


+ 






Start 


1447 


End 


18340 






Name 


OJ990823 ir.9B12.C3.ol.gp 


Method 


AAT./GAP 




J 


Start . 


5796 


End 


6246 




;3 


GI ' 


none 


Score 


878 




;3 


Exons 


5796. .6246 










Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 




Gene No. 


3254 


Strand 


+ 






Start 


~\ A A H 
144 / 


End 


18340 






Name 


OJ990823 11.9B12.C3.o4.gs 


Method 


GENSCAN 






Start 


12547 


End 


18340 






GI 


none 


Score 


.86 






Exons 


12547. .12721, 12769 .. 12962, 


14414. .14481, 15345. .15418, 








16238. .16380, 16701 .. 16812, 


17860. .17975, 18263. .18340 






Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 




Gene No. 


3254 


Strand 


+ 






Start 


1447 


End 


18340" 






Name 


OJ990823 11.9B12.C3.o2.gp 


Method 


AAT/GAP 






Start 


13996 


End 


14559 






GI 


4714953 


Score 


1086 





1664 



Exons 



13996. .14559 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

G'l Descrip. 



1574 
3255 
20318 

OJ990823_11 . 9B12 . C3 . o2 . np 
20318 
4263522 
20318. .20963, 21084.. 22080 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990823_11.9B12.C3 
Strand + 

22360 
AAT/NAP 
22080 
639 



End 

Method 

End 

Score 



1574 Seq. ID 

3255 Strand 
20318 End 
OJ990823_11 . 9B12 . C3 . o4 . gp Method 
21877 End 
LIB3434-055-P1-K1-D10 Score 
21877.. 22360 

•3249103 8.0e-09 (AC003114) Contains similarity to 
membrane-associated salt-inducible protein homolog TM021B04 , 
gb_2191192 from A. thaliana BAC gb_AF007271. [Arabidopsis 
thaliana] ' 



OJ990823_11.9B12.C3 
+ 

22360 
AAT/GAP 
22360 
938 



10 



;3 Seq. No. 

Gene No. 

!!; Start 

l[] Name 

"U Start 

□ GI 

■ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



1574 Seq. ID 

3256 Strand 
24532 End 
OJ990823_11 . 9B12 . C3 . 06 . gs Method 
24532 End 
none Score 
24532. .24655, 24 821 .. 2508 6, 
27885. .28203, 28235 288 91, 

1574 Seq. ID 

3257 Strand 
3718 End 
OJ990823_11 . 9B12 . C3 . ol . gs Method 
3718 End 
none Score 
3718.. 3945, 4021.. 4320, 4693.. 4744, 5039.. 5457 



OJ990823_11.9B12.C3 
+ 

31226 
GENSCAN 
31226 
.65 

26453. .26508, 27194. .27319, 
29099. .29321, 2 9826. .31226 

OJ990823_11.9B12.C3 

5457 
GENSCAN 
5457 
.59 



j Seq. No. 


1574 




Seq. ID 


OJ990823_11.9B12.C3 


Gene No. 


3258 




Strand 




Start 


9418 




End 


10898 


Name 


OJ990823 11. 


. 9B12.C3.o3.gs 


Method 


GENSCAN 


Start 


9418 




End 


10898 


GI 


none 




Score , 


.56 


Exons 


9418. .9758, 


10392. .10504, 10547. .10794, 


10845. .10898 


Seq. No. 


1574 




Seq. ID 


OJ990823_11.9B12.C3 


Gene No. 


3259 




Strand 




Start 


' 17749 




End 


23305 


Name 


OJ990823 11, 


.9B12.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5689 




End 


23305 


GI 


none 




Score 


49 


Exons 


5689. .5778, 


5758.. 5838, 6317 


..6421, 7884. .7976, 7886. .7972, 




8038. .8196/ 


8038. .8211, 8040 


..8210, 8040. .8228, 15346. . 15414, 




16237. .16380, 16239 16382 , 


16239. .16382, 16240 .. 16383, 



1665 



16698. .16820, 16700 16819, 17913 17975, 17915 .. 17983, 
18072. .18194, 18106. .18195, 18115 .. 18219, 22933 .. 2304 6, 
22934. .23026, 23151 .. 23195, 23273.. 23305 



Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 


Gene No. 


3259 


Strand 






Start 


17749 


End 


23305 




Name 


OJ990823 11.9B12.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


7884 


End 


8196 




GI 


none 


Score 


112 




Exons 


7884..7976, 8038. .8196, 8049 


. .8195 






Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 


Gene No. 


3259 


Strand 






Start 


17749 


End 


23305 




Name 


OJ990823 11.9B12.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


10458 


End 


10825 




GI 


none 


Score 


81 




Exons 


10458. .10640, 10645. .10824, 


10649. .10825 




Seq. No. 


1574 


Seq. ID 


OJ990823_11.9B12 


.C3 


Gene No. 


3259 


Strand 






Start 


17749 


End 


23305 




Name 


OJ990823 11.9B12.C3.o2.tm 


Method 


TBLASTX: Maize 




Start 


10895 


End 


11192 




GI 


none 


Score 


179 




Exons 


10895. .11188, 10896. .11189, 


10986. .11192 





fy 



i;3 Seq. No. 
I ;] Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



1574 
3259 
17749 

OJ990823_11. 9B12.C3.o3.gp 
17749 

3938_1.R1084 

17749. .18019, 18099.. 18525 
•3269295/emb | CAA19728.il 2, 
[Arabidopsis thaliana] 1 



1574 
3259 
17749 

OJ990823_11. 9B12.C3.ol.tc 
20184 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_11.9B12.C3 

23305 
AAT/GAP 
18525 
1207 



Oe-09 (AL030978) putative protein 



End 

Method 
End 

none Score 
20184. .20336, 2034 6 .. 20579, 20658 .. 20879, 20658 .. 20822 , 
20940. .21248, 20970 .. 21551, 21207 .. 21425, 21327 .. 21398 , 
21549. .21758 



Seq. ID OJ990823_11.9B12.C3 
Strand * - 

23305 

TBLASTX: Cress 
21758 
60 



Seq. No. 1574 Seq. ID 

Gene No. 3259 Strand 

Start 17749 End 

Name OJ990823_11 . 9B12 . C3 . ol . tw Method 

Start 204 99 End 

GI none Score 
Exons 



OJ990823_11.9B12.C3 
23305 

TBLASTX: Wheat 

21784 

68 



20499. .20585, 21165 .. 214 10, 21299 .. 21523, 21300 .. 21524 , 
21411. .21527, 21642. .21722, 2164 5 .. 21782 , 21647. .21784 



1666 




Seq. No. 


1574 




Seq. ID 


OJ990823_11. 9B12 


C3 


Gene No. 


3259 




Strand 








i 

± f f *±2 




End 


23305 




Name 


OJ990823 11.9B12.C3. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20658 




. End 


21840 




GI 


none 




Score 


136 




Exons 


20658. .20924, 21027. 


.21542, 


21137. .21514, 21147. .21542, 






21648. .21746, 21784. 


.21840 








Seq. No. 


1574 




Seq. ID 


OJ990823_11.9B12 


,C3 


(~2. rtHQ Mo 

bene ino . 






Strand 






Start 


17749 




End 


23305 




Name 


OJ990823 11.9B12.C3. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


20787 




End 


21548 




GI 


none 




Score 


51 




Exons 


20787. .20927, 20970. 


.21164, 


21198. .21548 




Seq. No. 


1574 




Seq. ID 


OJ990823JL1.9B12 


,C3 


oene ino . 


"39 ^ Q 




Strand 






Start 


17749 




End 


23305 




Name 


OJ990823 11.9B12.C3. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


21651 




End 


22088 




GI 


none 




Score 


322 




Exons 


21651. .22088, 21768. 


.22052 








Seq. No. 


1574 




Seq. ID 


OJ990823_11. 9B12 


. C3 


Gene No . 


"39 c; Q 




Strand 






Start 


17749 




End 


23305 




Name 


OJ990823 11.9B12.C3. 


o2.tc 


Method 


TBLASTX -.Cress 




Start 


21759 




End 


22088 




GI 


none 




Score 


218 




Exons 


21759. .22088, 21761. 


.21961 








Seq. No. 


1574 




Seq. ID 


OJ990823_11.9B12 


.C3 


^ene wo . 


■^9 




Strand 






Start 


30035 




End 


30310 




Name 


OJ990823 11.9B12.C3. 


o5. tm 


Method 


TBLASTX: Maize 




Start ■ 


30035 




End 


30310 




GI 


none 




Scorjs 


157 




Exons 


30035 . .30166, 30082. 


.30165, 


30191. .30310, 30204. .30290 




Seq.. No. 


1575 




Seq. ID 


OJ990823_11.9B12 


.C4 




"396T 




Strand 


+ 




Start 


694 




End 


1538 




Name 


OJ990823 11.9B12.C4. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


679 




■ End 


1047 




GI 


none 




Score 


138 




Exons 


679.. 897, 913.. 1047 










Seq. No. 


1575 




Seq. ID 


OJ990823_11.9B12 


.C4 


Gene No. 


3261 




Strand 


+ 




Start 


694 




End 


1538 




Name 


OJ990823 11.9B12.C4. 


ol.np 


Method 


AAT/NAP 




Start 


694 




End 


1538 




GI • 


5902445 




Score 


549 




Exons 


694. .1538 











GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



1667 





Seq. No. 


1 C 1 c 

15 id 








Seq. ID 


nTQQAQO^ 1 1 QD1 9 HA 

uoyyuo^ j ii.yoiz.u4 




Gene No. 


3261 








Strand 


+ 




Start 


694 








End 


1538 




Name 


OJ990823 11 


.9B12 


.C4 .ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


841 








End' 


1250 




GI 


none 








Score 


610 




Exons 


841. .1248, 


841. . 


1077, 846.. 1250, 855.. 


1250 




Seq. No. 


Id Id 








Seq. ID 






Gene No. 


3261 








Strand 


+ 




Start 


694 








ijnci 


1538 




Name 


OJ990823 11 


.9B12 


HA /~\ O 

. L4 . OZ . 




•Method 


TBLASTX: Maize 




Start 


901 








rind 


1116 




GI 


none 








Score 


317 




Exons 


901. .1116, 


903. . 


1 1 1 c 

1115 










Seq. No. 


"1 C T C 

15 Id 








Seq. ID 


riTQQOQO'} 11 QD1 O HA 

ujyyuozo ii.yt5iz.L>4 




Gene No. 


3261 








Strand 


+ ~ 




Start 


694 * 








bna 


1538 




Name 


OJ990823 11 


.9B12 


. C4 . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1117 








bna 


1538 




GI 


none 








Score 


553 


i* J 


Exons 


1117. .1536, 


1118 


. . i iy5 , 


ii iy . 


. 1Z5U , IZ 


23. .1405, 1269. .1538 


sin 


Seq. No. 


1575 








Seq. ID 


nTQQflQO^ 1 1 QDl 9 HA 




Gene No. 


3261 








Strand 


+ ~ 


I s y 


Start 


694 








bna 


1538 


;!3 


Name 


OJ990823 11 


.9B12 


. C4 . Ol . 


ts 


Method 


TBLASTX : Soybean 


! > = 


Start 


1192 








End 


1431 


S3. 


GI 


none 








Score 


217 




Exons 


1192. .1422, 


1227 


1 A 9 1 

. . 14Z 1 , 


iz f y . 


1 A "3 1 

. 14 ol 






Seq. No. 


15/5 










nTQQAQO^ 11 QDl O HA 

vjjyyuozo 11.yniz.u4 


□ 


Gene No. 


3261 








Strand 


+ 


* y 


Start 


694 








End 


1538 




Name 


OJ990823 11 


.9B12 


.C4 ,o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1267 








End 


1530 




GI 


none 








Score 


180 


.-i 

.: ct, 


Exons 


1267. .1530, 


1323 


. .1472 










Seq. No. 


1576 








Seq. ID 


OJ990823_11.9B12.C5 




Gene No. 


3262 








Strand 






Start 


1 








End 


1853 




Name 


OJ990823 11 


.9B12 


.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


1 








End 


1037 




GI 


2796400 








Score 


314 




Exons 


1..53, 891. 


.1037 











Seq. No. 1576 

Gene No. 3262 

Start 1 

Name OJ990823_11 . 9B12 .C5.ol.gs 

Start 683 

GI none 

Exons 683.. 765, 891.. 1036 



Seq. ID OJ990823_11.9B12.C5 
Strand 

End 1853 

Method GENSCAN 

End 1036 

Score .61 



1668 





Seq. No. 


1576 


Seq. ID 


OJ990823_11. 9B12.C5 




Gene No. 


TOCO 


Cf rand 






Start 


1 


End 


1853 




Name 


OJ990823 11.9B12.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


868 


End 


1055 




GI 


none 


Score 


203 




Exons 


868. .1044, 869. .1045, 888.. 


1055 






Seq. No. 


1576 


Seq. ID 


OJ990823_11. 9B12.C5 




Gene No. 


3262 


Strand 






Start 


1 


End 


1853 




Name 


OJ990823 11.9B12.C5.ol.np 


Method 


AAT/NAP 




Start 


883 


End 


1853 




GI 


6862915 


Score 


129 




Exons 


883. .1038, 1786.. 1853 








GI Descrip. 


(AC018907) putative dual-specificity protein phosphatase 




[Arabidopsis thaliana] 








Seq. No. 


1577 


Seq. ID 


OJ990823_11. 9B12.C6 




Gene No. 


3263 


Strand 


+ 




Start 


1 


End 


475 




Name 


OJ990823 11.9B12.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


475 




GI 


4417309 


Score 


184 




Exons 


1. .475 








GI Descrip. 


(AC006446) putative retroel'ement pol polyprotein [Arabidops 


jj 




thaliana] 








Seq. No. 


1577 


Seq. ID 


OJ990823_11.9B12.C6 




Gene No. 


3263 


Strand 


+ . 


— 


Start 


1 


End 


475 




Name 


OJ990823 11.9B12.C6.ol.gs 


Method 


GENS CAN 


y 


Start 


20 


End 


446 




GI 


none 


Score 


.51 


=f 


Exons 


20. .446 






E 

^5 


Seq. No. 


1577 


Seq. ID 


OJ990823_11.9B12.C6 


S3. 


Gene No. 


3263 


Strand 


+ 


sf 


Start 


1 


End 


475 


"*c 


Name 


OJ990823 11.9B12.C6.ol.ts 


• Method 


TBLASTX: Soybean 


1 


Start 


35 


End 


286 




GI 


none 


Score 


186 




Exons 


35. .286, 49. .123, 163. .276 








Seq. No. 


1577 


. Seq. ID 


OJ990823_11.9B12.C6 




Gene No. 


3263 


Strand 


+ 




Start 


1 . 


End 


475 




Name 


OJ990823 11.9B12.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


53 


End 


415 




GI 


none 


Score 


204 




Exons 


53. .415, 64. .126 








Seq. No. 


1578 


Seq. ID 


OJ990823_11. 9B12.C7 




Gene No. 


3264 


Strand 


+ ■ 




Start 


74 


End 


l-7'8 . 




Name 


OJ990823 11.9B12.C7.ol.gs 


Method 


GEN SCAN 




Start 


74 


End 


178 



1669 






GI 


none 




Score 


.74 






Exons 


74. .178 












Seq. No. 


1579 




Seq. ID 


OJ990823JL1.9B12 


.C8 




Gene No. 


3265 




Strand ■ 








Start 


745 




End 


1306 






Name 


OJ990823 ll.9B12.C8.ol. 


gs 


Method 


GENSCAN 






Start 


745 




End 


1247 






GI 


none 




Score 


.93 






Exons 


745. .768, 1142. .1247 












Seq. No. 


1579 




Seq. ID 


OJ990823_11.9B12 


.C8 




Gene No. 


3265 




Strand 








Start 


745 




End 


1306 






Name 


OJ990823 ll.9B12.C8.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1126 




End 


1306 






GI 


none 




Score 


160 






Exons - 


1126. .1305, 1128. .1277, 


1142. 


.1306 








Seq. No. 


1580 




Seq. ID 


OJ990823_11.9B12 


.CIO 




Gene No. 


3266 




Strand 








Start 


23 




End 


355 






Name 


OJ990823 ll.9B12.C10.ol 


.gs 


Method 


GENSCAN 




.S5S. 


Start 


23 




End 


355 






GI 


none 




Score 


.52 






Exons 


23.. 69, 145.. 210, 266.. 


355 








rjj 


Seq. No. 


1581 




Seq. ID 


OJ990823_11.9B12 


.Cll 




Gene No. 


3267 




Strand 


+ 




iTi 


Start 


1 




End 


152 






Name 




.gp 


Method 


AAT/GAP 






Start 


1 




End 


152 




I iJ 


GI 


3938 1.R1084 




Score 


260 




:•] 


Exons 


1. .152 












GI Descrip. 


, 3269295/emb [CAA19728.1 


I 2.0e 


-09 - (AL030978) putative protei: 






[Arabidopsis thaliaha] 1 












Seq. No. 


1581 




Seq. ID 


OJ990823_11.9B12 


.Cll 


"z ssF 


Gene Nov 


o o <z o 

32bo 




Strand 


+ 




'! !=? 


Start 


90 




End 


152 






Name 


OJ990823 ll.9B12.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


90 




End 


152 






GI 


none 




Score 


.8 






Exons 


90. .152 












Seq.. No. 


1582 




Seq. ID 


OJ990823 11.9B12 


.C12 




Gene No. 


3269 




Strand 


+ 






Start 


l 




End 


2033 






Name 


OJ990823 ll.9B12.C12.ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


2033 






GI 


6862956 




Score 


1077 






Exons 


1. .2033 












GI Descrip. 


(AC019018) hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


1582 




Seq. ID 


OJ990823_11.9B12 


.C12 




Gene No. 


3269 




Strand 


+ 






Start 


1 




End 


2033 





1670 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990823_11 . 9B12 . C12 . o2 . tm Method TBLASTX : Maize 
776 End 1231 

none Score 78 

776. .844, 932. .982, 1016. .1231, 1078. .1230 



1582 
3269 
1 

OJ990823JL1 . 9B12 . C12 . ol . tm 

1382 

none 

1382. .1744, 1382. .1459, 1384, 



Seq. ID OJ990823_11.9B12.C12 
Strand + 

2033 

TBLASTX: Maize 
1744 
305 



End 

Method 
End 
Score 
.1665 



Seq. ID OJ990823_11.9B12.C13 
Strand + 

5767 
AAT/NAP 
3324 
220 ' 



1583 
3270 
1 

OJ990823_11 . 9B12 . C13 . ol . np 
1 ■ 

6815107 . 
1..40, ,1153.. 1541, 3301.. 3324 

(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



End 

Method 

End 

Score 



Seq. No. 


1583 


Seq. ID 


OJ990823_11 


.9B12 


.C13 


Gene No. 


3270 


Strand 


+ 






Start 


1 


End 


5767 






Name 


. OJ990823 11.9B12.C13.ol.gs 


Method 


GENSCAN 






Start 


409 


End 


3427 






GI 


none 


Score 


.67 






Exons 


409. .559, 713. .923, 1014. .1116, 2278.. 


2589, 2686.. 


2959, 






3167. .3427 










Seq. No. 


1583 


Seq. ID 


OJ990823_11 


. 9B12 


.C13 


Gene No. 


3270 


Strand 


+ 






Start 


1 


End 


5767 






Name 


OJ990823 11.9B12.C13.o2.np 


Method 


AAT/NAP' 






Start 


2669 


End 


5764 






GI 


5902445 


Score 


4968 






Exons 


2669.. 5764 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


1583 


Seq. ID 


OJ990823_11 


. 9B12 


.C13 


Gene No. 


3270 


Strand 


+ 






Start 


1 


End 


5767 






Name 


OJ990823 11.9B12.C13.o2.gs 


Method 


GENSCAN 






Start 


3923 


End 


5767 






GI 


none 


Score 


.91 






Exons 


3923.-5767 










Seq. No. 


1583 


Seq. ID 


OJ990823_11 


. 9B12 


.C13 


Gene No. 


3271 


Strand 


+ 






Start 


10664 


End 


11940 






Name 


OJ990823 11.9B12.C13.o4.gs 


Method 


GENSCAN 






Start 


10664 


End 


11940 






GI 


none 


Score 


. 64 






Exons 


10664. .10735, 11098 .. 11260 , 


11822. .11940 







1671 



Seq. No. 


1583 




Seq. ID 


OJ990823_11.9B12.C13 


Gene No. 


3272 




Strand 




Start 


6090 




End* 


9001 


Name 


OJ990823 ll.9B12.C13.o3 


. gs 


Method 


GENSCAN 


Start 


6090 




End 


9001 


GI 


none 




Score 


.79 


Exons 


6090. .6541, 6604. .6708, 


6781. 


.6820, 7044. .7231, 7309. .7664, 




7741. .8030, 8117. .8318, 


8355. 


.9001 




Seq. No. 


1583 




Seq. ID 


OJ990823_11.9B12.C13 


Gene No. 


3272 




Strand 




Start 


6090 




End 


9001 


Name 


OJ990823 ll.9B12.C13.o3 


. np 


Method 


AAT/NAP 


Start 


6102 




End 


9001 


GI 


6691716 




Score 


2509 


Exons 


6102. .6541, 6604. .6708, 


6858. 


.6969, 7044. .7231, 7309. .7453, 




7529.-7664, 7741. .7915, 


8107. 


.9001 




GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA&9397 


.1.1 (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


1583 




Seq. ID 


OJ990823_11.9B12.C13 


Gene No. 


3273 




Strand 




Start 


12195 




End 


14608 


Name 


OJ990823 11.9B12.C13.o5 


. tm 


" Method 


TBLASTX: Maize 


Start 


416 ~~ 




End 


861 


GI 


none 




Score 


110 


Exons 


416. .559, 656. .811, 667 


. .861 






Seq. No. 


1583 




Seq. ID 


OJ990823_11.9B12.C13 


Gene No. 


3273 




Strand 




Start 


12195 




End 


14608 


Name 


OJ990823 11. 9B12.C13.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


2098 




End 


5755 


GI 


none 




Score 


56 


Exons 


2098. .2223, 5141. .5419, 


5161. 


.5250, 5296.. 5403, 5474.. 5632, 




5624. .5755 








Seq. No. 


1583 




Seq.. ID 


OJ990823_11 . 9B12,. C13 


Gene No. 


3273 




Strand 




Start 


12195 




End 


14608 


Name 


OJ990823 ll.9B12.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2614 




End 


3070 


GI 


none 




Score 


489 


Exons 


2614. .3069, 2615. .3070 








Seq. No. 


1583 




Seq. ID 


OJ990823_11.9B12.C13 


Gene No. 


3273 




Strand 




Start 


12195 




End 


14608 


Name 


OJ990823 11.9B12.C13.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2654 




End 


3019 


GI 


none 




Score 


134 


Exons 


2654. .2878, 2885. .3019 








Seq. No. 


1583 




Seq. ID- 


OJ990823__11.9B12.C13 


Gene No. 


3273 




Strand 




Start 


12195 




End 


14608 



1672 



Name 


OJ990823 11 


. 9B12 


,C13.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2744 








End 


3100 




GI 


none 








Score 


361 




Exons 


2744. .3100, 


.2785 


. .3090 










Seq. No. 


1583 








Seq. ID 


OJ990823_11.9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


. 9B12 


.C13.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


307Q 








End 


3388 




GI 


none 








Score 


332 




Exons 


3070. .3387, 


3071 


. .3388 










Seq. No. 


1583 








Seq. ID 


OJ990823_11. 9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


. 9B12 


.C13.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3263 








End 


3649 




GI 


none • 








Score 


290 




Exons 


3263. .3649, 


3280 


. .3423, 


3296. 


.3577, 3460. .3630 




Seq. No. 


1583 








Seq. ID 


OJ990823_11.9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


. 9B12 


•C13.02. 


tm 


Method 


TBLASTX: Maize 




Start 


3331 








End 


3775 




GI 


none 








Score 


275 




Exons 


3331. .3585, 


3332 


. .3586, 


3332. 


.3589, 3607. .3738, 3608. .3751, 




3749. .3775 














Seq. No. 


1583 








Seq. ID 


OJ990823_11.9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


. 9B12 


.C13.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3427 








End 


3859 




GI 


none 








Score 


76 




Exons 


3427. .3843, 


3433 


. .3690, 


3434. 


.3859 






Seq. No. 


1583 








Seq. ID 


OJ990823_11.9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


.9B12 


.C13.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


3899 








End 


4278 




GI 


none 








Score 


78 




Exons 


3899. .3994, 


4030 


. .4278, 


4034. 


.4276 






Seq. No. 


1583 








Seq. ID 


OJ990823_11.9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 




Name 


OJ990823 11 


. 9B12 


.C13.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3899 








End 


4321 




GI 


none 








Score 


387 




Exons 


3899. .4321, 


3904 


. . 4245 










Seq. No. 


1583 








Seq. ID 


OJ990823_11. 9B12 


.C13 


Gene No. 


3273 








Strand 






Start 


12195 








End 


14608 





1673 





Name 


OJ990823 11. 


9B12, 


,C13.o8. 


. tw 


Method 


TBLASTX: Wheat 






Start 


4337 










End 


4636- 






GI 


none 










Score 


131 






Exons 


4337. . 


4471, 


4538. 


. .4636 












Seq. No. 


1583 










Seq. ID 


OJ990823_11.9B12, 


.C13 




Gene No. 


3273 










Strand 








Start 


12195 










End 


14608 






Name 


OJ990823 11. 


9B12, 


.C13.ol. 


.tm 


Method 


TBLASTX : Maize 






Start. 


4634 










End 


4996 






GI 


none 










Score 


443 






Exons 


4634. . 


4957, 


4654, 


. .4944, 


4949 


. .4996 








Seq. No. 


1583 










Seq. ID 


OJ990823_11.9B12 


.C13 




Gene No. 


3273 










Strand 








Start 


12195 










End 


14608 






Name 


OJ990823 11. 


9B12, 


,C13.o2 


.tw 


Method 


TBLASTX: Wheat 






Start 


4639 










End 


5028 






GI 


none 










Score 


429 






Exons 


4639. . 


4950, 


4 64 0. 


,.5026, 


4841 


..5017, 4981. .5028 






Seq. No. 


1583 










Seq. ID 


OJ990823JL1.9B12 


.C13 




Gene No. 


3273 










Strand 








Start 


12195 










End 


14608 




hi 


Name 


OJ990823 11. 


9B12 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 




m 


Start 


5474 










End 


5716 




; B i : 
} Us 


GI 


none 










Score 


147 




:s i» 


Exons 


5474. . 


5635, 


5581 


. .5634, 


5614 


..5715, 5615. .5716 






Seq. No. 


1583 










Seq. ID 


OJ990823JL1.9B12 


.C13 




Gene No. 


3273 










Strand 






m 


Start 


12195 










End 


14608 






Name 


OJ990823 11. 


9B12 


.C13.o7 


.tw 


Method 


TBLASTX: Wheat 






Start 


8591 










End 


8881 




''J 


GI 


none 










Score 


58 




: ! 


Exons 


8591. . 


,8881, 


8628 


. .8741 












Seq. No. 


1583 










Seq. ID 


OJ990823_11.9B12 


.C13 




Gene No. 


3273 










Strand 






,3 =1 


Start 


12195 










End 


14608 






Name 


OJ990823 11, 


.9B12 


.C13.o5 


.gs 


Method 


GEN SCAN 






Start 


12195 










End 


14608 






GI 


none 










Score 


.42 






Exons 


12195. 


..12472, 12650. .12869, 


12932. .12990, 14584. .14608 






Seq. No. 


1584 










Seq.. ID 


OJ990823_11. 9B12 


.C14 




Gene No. 


3274 










Strand 








Start 


1106 










End 


1120 






Name 


OJ990823 11. 


, 9B12 


.C14.ol 


.gs 


Method 


GEN SCAN 






Start 


1106 










End- 


1120 






GI 


none 










Score 


.44 






Exons 


1106. . 


.1120 
















Seq. No. 


1585 










Seq. ID' 


OJ990823_11.9B12 


.C15 




Gene No. 


3275 










Strand 


+ 






Start 


1205 










End 


1343 






Name 


OJ990823 11. 


. 9B12 


.C15.ol 


.gs 


Method 


GEN SCAN 





1674 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1205 
none 

1205. .1343 



End 
Score 



1343 
.59 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823 
+ 

37866 
AAT/NAP 
37866 
571 



11.9B12.C16 



1586 
3276 
33838 

OJ990823_11. 9B12.C16.o5.np 
33838 
5922631 

33838. .33857, 36143 36367 , 364 91 .. 37144 , 37399. .37866 
(AP000492) . ESTs C26347 (C12145) , AU078074 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 





Seq. No. 


1586 


Seq. ID 


OJ990823_11.9B12.C16 




Gene No. 


3276 


Strand 


+ 




Start 


33838 


End 


37866 


.3 ea. 


Name 


OJ990823 11.9B12.C16.o9.gs 


Method 


GENSCAN 




Start 


34551 


End 


35894 




GI. 


none 


Score 


.95 . 




Exons 


34551. .35894 








Seq. No. 


1586 


Seq. ID 


OJ990823_11.9B12.C16 




Gene No. 


3276 


Strand 


+ 


M c 


Start 


33838 


End 


37866 




Name 


OJ990823 11. 9B12.C16.ol0.gs 


Method 


GENSCAN 


;3 I I 


Start 


36131 


End 


37306 




GI 


none 


Score 


.98 


: s sr 


Exons 


36131. .36751, 36881.. 37306 






'h. 1 


Seq. No. . 


1586 


Seq. ID 


OJ990823_11.9B12.C16 




Gene No. 


3277 


Strand 






Start 


3409 


End 


11658 




Name 


O J99082 3 '11. 9B12 . CI 6 . o2 . gs 


Method 


GENSCAN . 




Start 


3409 


End 


10801 




GI 


none 


Score 


.51 




Exons 


3409. .3540, 3720.. 3836, 3929. 


.4105, 4153.. 4728, 5376.. 5409, 






5859.. 5971, 6008.. 6154, 6294. 


.6473, 6506. .6641, 7100.. 7869, 






8987.. 9063, 9130.. 9264, 9420. 


.9608, 10094. .10457, 10674 .. 10726, 






10795. .10801 








Seq. No. 


1586 


Seq. ID 


OJ990823_11.9B12.C16 




Gene No. 


3277 


Strand 






Start 


3409 


End 


11658 




Name 


OJ990823 11.9B12.C16.ol.np 


Method 


AAT/NAP 




Start 


4676 


End 


11658 




GI 


6466937 


Score 


2197 




Exons 


4676.-4728, 6023. .9316, 9356. 


.9865, 11616.. 11658 




GI Descrip. 


(AC011621) putative retroelement pol 


polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


1586 


Seq. ID 


OJ990823_11.9B12.C16 



1675 



Gene No. 3277 Strand 

Start 3409 End 11658 

Name OJ990823_11 . 9B12 . C16 . ol . gp Method AAT/GAP 

Start 11157 End 11605 

GI uC-osflcypl69e02bl Score 887 

Exons 11157. .11605 

GI Descrip. ' 5051773/emb | CAB45066 . 1 | 1.0e-08 (AL078637) putative protein 
[Arabidopsis thaliana] ' 





Seq. No. 


1586 




Seq. ID 


OJ990823_ 


JL1.9B12 


.C16 




Gene No. 


3278 




Strand 












19341 




End 


25046 








Name 


OJ990823 11.9B12.C16. 


. o4 . gs 


Method 


GENSCAN 








Start 


19341 




End 


22136 








GI 


none 




Score 


.78 








Exons 


19341. .19439, 19837., 


,20449, 


20620. .20869, 20913 


. .21172, 








21262.. 22136 














Seq. No. 


1586 




Seq. ID 


OJ990823 


J.1.9B12 


.C16 




Gene No. 


3278 ) 




Strand 










Start 


19341 




End 


25046 








Name 


OJ990823 11.9B12.C16, 


, o2 .np 


Method 


AAT/NAP 








Start 


19897 




End 


22990 






0 


GI 


4206306 




Score 


1406 






j ™ 


Exons 


19897. .22289, 22814., 


.22990 










is? 


GI Descrip. 


(AF049110) prpol [Zea mays] 










j" j i 


Seq. No. 


1586 




Seq. ID 


OJ990823 


_11.9B12 


.C16 




Gene No. 


3278 




Strand 








1 : i 


Start 


19341 




End 


25046 








Name 


OJ990823 11.9B12.C16. 


. o5.gs 


Method 


GENSCAN 






1 


Start 


22415 




End 


25046 






i y 


GI 


none 




Score 


.49 








Exons 


22415. .22555, 22608.. 


.23102, 


23265. .23561, 23590 


. .23812, 








23928. .24065, 24313.. 


.24465, 


24538.-24622, 24986 


. .25046 






beq. no. 


1586 




Seq. ID 


OJ990823 


_11. 9B12 


-C16 




Gene No. 


3279 




Strand 










Start 


28549 




End - 


29652 






{ Si =S 


Name 


OJ990823 11.9B12.C16. 


.06. gs 


Method 


GENSCAN 








Start 


28549 


End 


29652 








GI 


none 




Score 


.8 








Exons 


. 28549. .28709, 28990., 


.29122, 


29221. .29652 








Seq. No. 


1586 




Seq. ID 


OJ990823 


_11.9B12 


• C16 




Gene No. 


3280 




Strand 










Start 


30432 




End 


37492 








Name 


OJ990823 11.9B12.C16. 


. o4 . tm 


Method 


TBLASTX:: 


Maize 






Start 


5771 




End 


6390 








GI 


none 




Score 


64 








Exons 


5771.. 5956, 6075.. 6158, 6077 


..6154, 6175.. 6390, 


6180. .6389 




Seq. No. 


1586 




Seq. ID 


OJ990823 


_11. 9B12 


.C16 




Gene No. 


3280 




Strand 










Start 


30432 




End ;"■;* 


37492 








'Name 


OJ990823 11.9B12.C16. 


. o5.tw 


Method 


TBLASTX: 


Wheat 






Start 


6165 




End 


6555 







1676 




GI 


none 








Score 


74 


Exons 


6165. .6317, 


6363 


. .6554, 


6454. 


.6555 




Seq. No. 


, 1586 








Seq. ID 


OJ990823_11 . 9B12 . CI 6 


Gene No. 


3280 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.01 


. tm 


Method 


TBLASTX: Maize 


Start 


6408 








End 


7039 


GI 


none 








Score 


103 


Exons 


6408. .6581, 


6454 


. .6570, 


6581. 


.6808, 6581.. 7039, 6780.. 6968 


Seq; No. 


1586 








Seq. ID 


OJ990823_11.9B12.C16 


Gene No . 


3280 . 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6632 








End 


7018 


GI 


none 








Score 


97 


Exons 


6632. .7018, 


6744 


. .6902 








Seq. No. 


1586' 








Seq. ID 


OJ990823_11 . 9B12 . C16 


Gene No . 


3280 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


6872 








End 


726.9 


GI 


none 








Score 


73' 


Exons 


6872. .7039, 


6873 


. .7043, 


7024. 


.7269, 7025.. 7258 


Seq. No. 


1586 








Seq. ID 


OJ990823_11.9B12.C16 


Gene No. 


3280 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


7165 








End 


7773 


GI 


none 








Score 


166 


Exons 


7165. .7773, 


7168 


. .7641, 


7229. 


.7678 




Seq. No. 


1586 








Seq. ID 


OJ990823_11 . 9B12 .C16 


Gene No. 


3280 








Strand 




Start 


30432 








End 


37492 . 


Name 


OJ990823 11. 


"9B12 


,C16.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


7453 








End 


7695 


GI 


none 








Score 


87 


Exons 


7453. .7695, 


7556 


. .7687 








Seq. No. 


1586 








Seq. ID 


OJ990823_11.9B12.C16 


Gene No. 


3280 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


7606 








End 


7975 


GI 


none 








Score 


116 


Exons 


7606. .7953, 


7724 


. .7975 








Seq. No. 


1586 








Seq. ID 


OJ9.90823_11.9B12.C16 


Gene No. 


3280 








Strand 




Start 


30432 








End 


37492 


Name 


OJ990823 11. 


9B12 


.C16.o2 


.ts 


•Method 


TBLASTX: Soybean 


Start 


7720 








End 


8073 


GI 


none 








Score 


122 



1677 



Exons 


7720. .8073, 


7724. 


.8068 








Seq. No. 


1586 






Seq. ID 


OJ990823JL1.9B12 


.C16 


Gene No. 


3280 






Strand 






Start 


30432 






End 


37492 




Name 


OJ990823 11. 


9B12. 


C16.o6.tm 


Method 


TBLASTX: Maize 




Start 


7774 






End 


7975 




GI 


none 






Score 


100 




Exons 


7774. .7953, 


7775. 


.7975 








Seq. No. 


1586 






Seq. ID - 


■ OJ990823_11.9B12 


.C16 


Gene No. 


3280 






Strand 






Start 


30432 






End 


37492 




Name 


OJ990823 11. 


9B12. 


C16.o3. tm 


Method 


TBLASTX: Maize 




Start 


8002 






End 


21438 




GI 


none 






Score 


112 




Exons 


8002. .8478, 


8003. 


.8203, 8098. 


.8436, 8231. .8473, 21183.. 


21437, 




21199. .21438 












Seq. No. 


1586 






Seq. ID 


OJ990823JL1.9B12 


.C16 


Gene No. 


3280 






Strand 






Start 


30432 






End 


37492 




Name 


OJ990823 11. 


9B12. 


C16.o7.tw 


Method 


TBLASTX: Wheat 




Start 


8032 






End 


21171 




GI 


none 






Score 


201 




Exons 


8032. .8169, 


20971 


. .21171 








Seq. No. 


1586 






Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 






Strand 






Start 


30432 






End ■ 


37492 




Name 


OJ990823 11. 


9B12. 


C16.ol.tc 


Method 


TBLASTX: Cress 




Start 


8086 






End 


21428 




GI 


none 






Score 


100 




Exons 


8086. .8409, 


21112 


:. .21174, 21240. .21428 






Seq. No. 


1586 






Seq. I'D 


OJ990823_11.9B12 


.CI 6 


Gene No. 


3280 






Strand ■ 






Start 


30432 






End 


37492 




Name 


OJ990823 11. 


9B12. 


C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8173 






End 


37492 




GI 


none 






Score 


276 




Exons 


8173. .8391, 


21198 


..21653, 21199. .21603 


, 37315. .37488, 





37316. .37492 



Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11. 


9B12.C16.o4.ts 


Method 


TBLASTX : Soybean 




Start 


8188 




End 


21413 




GI 


none 




Score 


95 




Exons 


8188. .8502, 


21210. .21413 








Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11. 


9B12.C16.o5.tm 


Method 


TBLASTX: Maize 




Start 


11322 




End 


32649 





1678 



GI 


none 




Score 


80 




Exons 


11322. .11396, 11439. 


.11543, 


11586. .11825, 11656. .11814, 






32089. .32118, 32116. 


.32346, 


32375. .32623, 32395.-32649 




Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


-C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11.9B12.C16 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


20197 




End 


20628 




GI 


none 




Score 


81 




Exons 


20197. .20433, 20439. 


.20627, 


20512. .20628 




Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11.9B12.C16 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


21668 




End 


37123 




GI 


none 




Score 


39 




Exons 


21668. .21745, 21733. 


.21786, 


21856. .22059, 21858 .. 22034 , 






30515. .30640, 36668. 


.36850, 


36676.-36777, 36887 .. 37123, 






36898. .37005, 36899. 


.37108 








Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11.9B12.C16 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


23064 




End 


23387 




GI 


none 




Score 


179 




Exons 


23064. .23387 










Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11.9B12.C16 


. o4 . np 


Method 


AAT/NAP 




Start 


30432 




End 


35588 




GI 


4680203 




Score 


563 




Exons 


' 30432. .30547, 33242. 


.34052, 


35552.. 35588 




GI Descrip. 


(AF114171) TNP2-like 


protein [Sorghum bicolor] 




Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


3U4 52. 




End 


37492 




Name 


OJ990823 11.9B12.C16 


.o3.np 


Method 


AAT/NAP 




Start 


32096 




End 


32751 




GI 


5051773 




Score 


278 




Exons 


32096. .32751 










GI Descrip. 


(AL078637) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


1586 




Seq. ID 


OJ990823_11.9B12 


.C16 


Gene No. 


3280 




Strand 






Start 


30432 




End 


37492 




Name 


OJ990823 11.9B12.C16 


. 08 . gs 


Method 


GEN SCAN 




Start 


33312 




End 


33535 




GI 


none 




Score 


.95 




Exons 


33312. .33435, 33483. 


.33535 








Seq. No. 


1587 




Seq. ID 


OJ990823_11.9B12 


.C18 



1679 



Gene No. 


3281 


Strand 


+ 


Start 


1 


End 


158 


Name 


OJ990ozJ 11 . 9B1Z . Clo . ol . gp 


Method 


AAT/GAP 


Start 


1 


End 


158 


GI 


3938 1.R1084 


Score 


316 


Exons 


1. .158 






GI Descrip. 


•3269295/emb |CAA19728.1| 2. 


Oe-09 (AL030978) putative prote. 




[Arabidopsis thaliana] 1 






Seq. No. 


1588 


Seq. ID 


OJ99.0923_18.9B12. CI 


Gene No. 


3282 


Strand 


+ 


Start 


799 


End 


o n o r\ 
Z uZ U 


Name 


OJ990923 18.9B12.Cl.ol.gs 


Method 


GENSCAN 


Start 


799 


End 


2020 


GI 


none 


Score 


. 64 


Exons 


799. .847, 1101. .1246, 1684. 


.1710, 1840 


. .1862, 1884. .2020 


Seq. No. 


1589 


Seq. ID 


OJ990923_18.9B12.C2 


Gene No. 


3283 


' Strand 


- 


Start 


501 


End 


1195 


Name 


OJ990923 18.9B12.C2.ol.gs 


Method 


GENSCAN 


Start 


501 


End . 


1123 


GI 


none 


Score 


.42 


Exons 


501. .523, 745. .1123 






Seq. No. 


1589 


Seq. ID 


OJ990923_18.9B12.C2 


Gene No. 


3283 


Strand 




Start 


501 


End 


1195 


Name 


OJ990923 18.9B12-C2.ol.np 


Method 


AAT/NAP 


Start 


770 


End 


1195 


GI 


3928543 


Score 


403 


Exons 


770. .1195 






GI Descrip. 


(AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 




thaliana] 






Seq. No.. 


1589 


Seq. ID 


OJ990923_18.9B12.C2 


Gene No. 


3283 


Strand 




Start 


501 


End 


1195 


Name 


OJ990923 18.9B12.C2.ol.tm 


Method 


' TBLASTX: Maize 


Start 


773 


End 


1195 


GI 


none 


Score 


423 


Exons 


773.. 1195, 780.. 1193, 944.. 


1195 




Seq. No. 


1589 


Seq. ID 


OJ990923_18.9B12.C2 


Gene No. 


3283 


Strand 




Start 


501 


End 


1195 


Name 


OJ990923 18.9B12.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


782 


End 


1189 


GI 


none 


Score 


221 - 


Exons 


782. .1189, 822. .1184 






Seq. No. 


•1589 


Seq. ID 


OJ990923_18.9B12.C2 


Gene No. 


3283 


Strand 




Start 


501 


End 


1195 


Name 


OJ990923 18.9B12.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


831 


End 


1193 


GI . 


none 


Score 


258 



1680 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
,»¥=! Name 
'"'Z Start 

GI 

Exons 



■j Seq. No. 

? * Gene No. 

\f s Start 

"U Name 

i Start 

J! Exons 



831. .1193, 833. .1192 

1589 
3283 
501 

OJ990923_18 . 9B12 .C2 . ol . tw 

929 

none 

929. .1186, 954. .1187 



Seq. ID OJ990923_18.9B12.C2 
Strand 

End 1195 

Method TBLASTX : Wheat 

End 1187 

Score 95 



1590 
3284 
1 

OJ990923_18.9B12.C3.ol.np 

■1 

3928543 
1. .936 

(AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



Seq. ID OJ990923_18.9B12.C3 
Strand 

954 

AAT/NAP 
936 
740 



End 

Method 

End 

Score 



1590 
3284 
1 

OJ990923_18. 9B12 .C3. ol . ts 
1 

none 



Seq. ID OJ990923_18.9B12.C3 

Strand 

End 954 

Method TBLASTX : Soybean 

End 913 

Score 82 



1..105, 130. .171, 169. .342, 373. . 591, "476. . 583, 598. .693, 
709. .912, 794. .913 



Seq. ID OJ990923_18.9B12.C3 
Strand 

End 954 

Method TBLASTX: Cress 

End 936 

Score 97 

1..171, 169. .342, 224. .337, 373. .582, 473. .583, 601. .693, 
625. .693, 709. .936, 725. .910 



1590 
3284 
1 

OJ990923JL8. 9B12 . C3 . ol . tc 
1 

none 



s? 


Seq. No. 


1590 










Seq. ID 


OJ990923_18.9B12.C3 


a. 
c 


Gene No. ; 


3284 










Strand 




J 


Start 


1 










End 


954 




Name 


OJ990923 


_18. 


9B12 


.C3.ol. 


gs 


Method 


GENSCAN 




Start 


19 










End 


948 




GI 


. none 










Score 


.4 




Exons 


19. .948 
















Seq. No. 


1590 










Seq.. ID 


OJ990923_18.9B12.C3 




Gene No. 


3284 










Strand 






Start 


1 










End 


954 




Name 


OJ990923 


_18. 


9B12 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


76 










End 


918 




GI 


none 










Score 


61 




Exons 


76. .192, 


77. 


.154 


, 139.. 


204, 


169. .342, 


224. .337, 373..594, 



374. .415, 467, .610, 592. .693, 634. .687, 694. .918, 725. .916 



Seq. No. 
Gene No. 



1590 
3284 



Seq. ID OJ990923_18.9B12.C3 
Strand 



1681 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 
J Start 
^ Name 
H Start 

^ Exons 

y Seq. No. 

4 Gene No. 
l| Start 

Name 
«e Start 
1 GI 
, Exons 

3 Seq. No. 
3 Gene No. 

5 Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ990923_18 . 9B12 . C3 . ol . tw 

625 

none 



End 954 

Method TBLASTX : Wheat 

End 954 

Score 45 



625. .693, 626. .658, 706. .954, 725. .922 



1591 
3285 
1786 

QJ990923_18 . 9B12 . C4 ..ol . gs 

1786 

none 

1786. .1861, . 2874. .2939 

1592 
3286 
1 

OJ990923_18 . 9B12 .C5.ol.gp 

4- '■ 

none 
1. .74 



Seq. ID OJ990923_18.9B12.C4 

Strand + 

End 2939 

Method GENSCAN 

End 2939 

Score . 5 



Seq. ID OJ990923JL8. 9B12.C5 

Strand + 

End 74 

Method AAT/GAP 

End 74 

Score 144 



1593 Seq. ID 

3287 Strand 
285 End 
OJ990 923_18 . 9B12 ; C9 . ol . gs Method 
285 End 
none Score 
285. .406 

1593 Seq. ID 

3288 Strand 
3281 End 
OJ990923_18 . 9B12 . C9 . o2 . gs Method 
3281 End 
none Score 
3281. .3311, 3813. .3847 

1594 Seq. ID 

3289 Strand 
408 End 
OJ990923JL8 . 9B12 . CIO . ol . gs Method 
4 08 End 
none Score 
408. .535, 668. .875 



OJ990923_18. 9B12.C9 
+ 

406 

GENSCAN 

406 

.59 



OJ990923_18.9B12.C9 

3847 
GENSCAN 
3847 
.77 



OJ990923_18.9B12.C10 
+ 

875 

GENSCAN 

875 

.71 



1594 
3290 
3023 

OJ990923_18 . 9B12 . C10 . o2 . gs 

3023 

none 

3023.. 3114, 3199.. 3320, 4569. 
6985. .7785 



Seq. ID OJ990923_18. 9B12.C10 

■Strand + 

End . 7785 

Method GENSCAN 

End 7785 ■ 

Score .53 

.4673, 4721.. 4874, 5090.. 5174, 



1594 Seq. ID 

3291 Strand 



OJ990923_18.9B12.C10 
+ 



1682 





Start 


8032 


End 


8824 




Name 


OJ990923 18.9B12.C10.o3.np 


Method 


AAT/NAP 




Start 


8032 


End 


8824 




GI 


4680179 


Score 


653 




Exons 


8032. .8824 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


1594 


Seq. ID 






Gene No. 


3292 


Strand 






Start 


5718 


End 






Name 


OJ990923 18.9B12.C10.ol.np 


Method 


AAT/NAP 




Start 


5718 


End 


5912 




GI 


4680186 


Score 


1 09 
J. U c. 




Exons 


5718. .5912 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


inaiCaj 




Seq. No. 


1594 


beq. id 


ujyyuyz j i o . jo J. z . \^ x u 




Gene No. 


3293 


Strand 






Start 


8293 


End 


8504 




Name 


OJ990923 18 . 9B12 . CIO . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


8293 


End 


OOUfi 




GI 


none 


Score 


1 Q1 

i y i 




Exons 


8293.. 8502, 8304.. 8504 






PI 


Seq. No. 


1594 


beq. id 


ATQQnQOQ 1 Q QD1 O A 




Gene No. 


3294 


Strand 




rt 

! ! 


Start 


8523 


End 


8829 


i : 
k? 


Name 


OJ990923 18 . 9B12 . C1U . ol . tw 


Method 


TBLASTX: Wheat 


~i 


Start 


8523 


hna 


oozy 




GI 


none 


Score 


on q 


Ui 

3 


Exons 


8523. .8720, 8527.-8829 








Seq. No. 


1594 


beq. iu 


U J J IO . JDIl 1 LIU 




Gene No. 


3294 


otrana 




IT™ 


Start 


8523 


End 


8829 


P? 


Name 


OJ990923 18.9B12.C10.ol.tm 


Method 


TBLASTX: Maize 


"-J 


Start 


8527 


End 


0017 




GI 


none 


Score 


z uu 


3 


Exons 


8527. .8817, 8544. .8657 








Seq. No. 


1595 


Seq. ID 


ujyyuyzj io . ytsiz . lii 




Gene No. 


3295 


Strand 


T 




Start 


623 


End 


1 bUU 




Name 


OJ990923 18.9B12.Cll.ol.gs 


Method 


GENSCAN 




Start 


623 


End 


1600 




GI 


none 


Score 


-77 




Exons 


623. .1238, 1530. .1600 








Seq. No. 


1596 


Seq. ID 


OJ990923_18 . 9B12 . C12 




Gene No. 


3296 


Strand 


+ 




Start 


4148 


End 


4410 




Name 


OJ990923 18.9B12.C12.oi:gp 


Method 


AAT/GAP 




Start 


4148 


End 


4410 




GI 


2315 5.R1084 


Score 


358 




Exons 


4148. .4410- 








GI Descrip. 


• 6016845/dbj | AP000570 . 1 | AP000570 l.Oe- 


14 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



1683 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1596 Seq. ID OJ990923_18.9B12.C12 

3297 Strand + 

5773 End 5832 

OJ990923_18.9B12.C12.o2.gp Method AAT/GAP 

5773 End 5832 

2315_6.R1084 Score 73 

5773.-5832 

' 6016845/dbj IAP000570.1 IAP000570 4.0e-38 Oryza sativa genomic 
DNA, chromosome 1, clone : P07 11E10 ' 



Seq. ID OJ990923_18.9B12.C12 
Strand 

7912 ' 
AAT/GAP' 
7912 
309 



1596 
3298 
7645 

OJ990923_18 . 9B12 . C12 . o3 . gp 
7645 

2315_5.R1084 
7645.. 7756, 7834.. 7912 

' 6016845/dbj | AP000570. 1 IAP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 



End 

Method 

End 

Score 



1596 
3299 
9590 

OJ990923_18 . 9B12 . C12 . ol . np 

9590 ' 

2967837 



Seq. ID OJ990923_18.9B12.C12 
Strand 

End 13089 

Method AAT/NAP 

End 13089 

Score 153 



9590. .9618, 11914. .12424, 12784. .13089 

(AF052641) cyst nematode resistance gene candidate [Triticum 
aestivum] 



^ Seq. No. 
fy Gene No. 
{i Start 

Name 
\\* Start 

\' & Exons 



: =* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1596 
3300 
15792 

OJ990923_18 . 9B12 . C12 . ol . tw 
14402 
none 



Seq. ID OJ990923_18.9B12.C12 
Strand 

End 16006 

Method TBLASTX: Wheat - 

End 14756 

Score 70 



14402. .14533, 14433 .. 14507, 14547 14756, 14549. .14680 



1596 
3300 
15792 

OJ990923_18 . 9B12 . C12 . o3 . gs 
15792 " 
■ none 

15792. .15851, 15926.. 16006 

1597 
3301 
129 

OJ990923_18 ..9B12 . C14 . ol . gs 
129 
none 

129. .382, 1920. .2003, 4512. .4625 



Seq. ID OJ990923_18.9B12.C12 
Strand 

End 16006 

Method GEN SCAN 

End 16006 

Score .95 



Seq. ID OJ990923_18.9B12.C14 

Strand + ' 

End 4 625 

Method GENSCAN 

-End 4625 

Score .46 



1598 
3302 



Seq. ID OJ990923_18.9B12.C15 
Strand + 



1684 




Start 


295 








End 


354 




Name 


OJ990923 18 


9B12. 


C15.ol. 


gs 


Method 


GEN SCAN 




Start 


295 








End 


354 " 




GI 


none 








Score 


.45 




Exons 


295. .354 














Seq. No. 


1598 








Seq. ID 


OJ990923__ 


_18.9B12.C15 


Gene No. 


3303 








Strand 






Start 


7635 








End 


8479 . 




Name 


OJ990923 18 


9B12. 


C15.o2. 


gs 


Method 


GENSCAN 




Start 


7635 








End - 


8479 




GI 


none 








Score 


.95 




Exons 


7635. .7709, 


8396. 


.8479 










Seq. No. 


1599 








Seq. ID 


OJ990923_ 


_18.9B12.C16 


Gene No. 


3304 








Strand 


+ 




Start 


1126 








End 


1554 




Name 


OJ990923 18 


9B12. 


C16.ol. 


gs 


Method 


GENSCAN 




Start 


1126 








End 


1554 




GI 


none 








Score 


.9 




Exons 


1126. .1554 














Seq. No. 


1599 








Seq. ID 


OJ990923_ 


_18.9B12.C16 


Gene No. 


3305 








Strand 


+ 




Start 


2213 








End 


10588 ' 




Name 


OJ990923 18 


9B12 . 


Cl'6.o2 . 


gs 


Method 


GENSCAN 




Start 


2213 








End 


10588 




GI 


none 








Score 


.67 




Exons 


2213. .2265, 


2937. 


.2978, 


3053. 


.3385, 3952. .4131, 


6535.-6562, 




7311. .7424, 


7618. 


.7670, 


8036. 


.8123, 8563.. 8809, 


9037. .9074, 




10481. .1058? 














Seq. No. 


1599 








Seq. ID 


OJ990923_ 


_18.9B12.C16 


Gene No. 


3306 








Strand 






Start 


7518 








End 


10941 




Name 


OJ990923 18 


.9B12. 


C16.ol. 


np 


Method 


AAT/NAP 




Start 


7518 








End 


10941 




GI 


6630696 








Score 


204 




Exons 


7518. .7550, 


10708 


. .10941 









;3 GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
^ region of the predicted gene.; Similar to retrovirus-related pol 

3=? polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 


1600 








Seq. ID 


OJ990923_ 


18 


9B12 


.C17 


Gene No. 


3307 








Strand 










Start 


209 








End 


2587 








Name 


OJ990923 


18.9B12 


.C17. 


ol . gs 


Method 


GENSCAN 








Start 


209 








End 


2587 








GI 


none 








Score 


.74 








Exons 


209. .570, 


1459. . 


1837, 


2579. 


.2587 










Seq. No. 


1600 








Seq. ID 


OJ990923_ 


18 


9B12 


.C17 


Gene No. 


3307 








Strand 










Start 


209 








End 


2587 








Name 


OJ990923 


18.9B12 


.C17. 


ol . np 


Method 


AAT/NAP 








Start 


1484 








End 


1866 








GI 


3928543 








Score 


299 









1685 




Exons 1484.. 1866 

GI Descrip. (AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 





Seq. No. 


1600 






Seq. ID 


OJ990923_18.9B12. 


C17 




Gene No. 


3308 






Strand 


- 






Start 


5121 






End 


5486 






Name 


OJ990923 18. 


9B12 


C17.ol. tm 


Method 


TBLASTX: Maize 






Start 


1487 






End 


1870 






GI 


none 






Score 


U 






Exons 


1487. .1870, 


1494 


.1850, 1736. 


.1870 








Seq. No. 


1600 






Seq. ID 


OJ990923_18. 9B12. 


C17 




Gene No. 


3308 






Strand 








Start 


5121 






End 


5486 






Name 


OJ990923 18. 


9B12 


C17.ol.ts 


Method 


TBLASTX : Soybean 






Start 


1496 




- 


End 


1868 






GI 


none 






Score 


Z 1 1 






Exons 


1496. .1864, 


1497 


.1868 










Seq. No. 


1600 






Seq. ID 


OJ990923_18. 9B12. 


C17 




Gene No. 


3308 






Strand 


- 






Start 


5121 






End 


5486 




I 


Name 


OJ990923 18. 


9B12 


C17.ol.tc 


Method 


TBLASTX: Cress 




E? 


Start 


1547 






End 


1852 




T 


GI 


none 






Score 


257 




• ' 


Exons 


1547. .1852, 


1572 


.1847 








ij 

w 


Seq. No. 


1600 






Seq. ID 


OJ990923_18.9B12. 


C17 


ssr 


Gene No. 


3308 






Strand 


~ 




y 


Start 


5121 






End 


5486 




j 


Name 


OJ990923 18. 


9B12 


C17.o2.gs 


Method 


GENS CAN 




y 


Start 


5121 






End 


5486 






GI 


none 






Score 


1 




™? 


Exons 


5121. .5486 












"» 


Seq. No. 


1601 






Seq. ID 


OJ990803_13.9B19. 


CI 




Gene No. 


3309 






Strand 


- 






Start 


199 






End 


4 53 






Name 


OJ990803 13. 


9B19 


,C1 .'ol .gs 


Method 


GENSCAN 






Start 


199 






End 


453 




~E 


GI 


none 






Score 


.51 






Exons 


199.. 303, 339. .453 










Seq. No. 


1602 






Seq. ID 


OJ990803_13. 9B19. 


C4 




Gene No. 


3310 






Strand 


+ 






Start 


1 






End 


602 






Name 


OJ990803 13. 


9B19 


. C4 .ol .np 


Method 


AAT/NAP 






Start 


1 






End 


602 






GI 


6069646 






Score 


357 






Exons 


1. . 602 













GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
. [Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



1686 



3 S3. 



Seq. No. 


1602 


Seq. ID 


OJ990803_13. 9B19.C4 


Gene No. 


3310 


o rrana 


4_ 
i 


Start 


1 


End 


602 


Name 


OJ990803 13.9B19.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


17 


End 


295 


GI 


none 


Score 


86 


Exons 


17. .139, 128. .295 






Seq. No. 


1602 


Seq. ID 


OJ990803_13.9B19.C4 


Gene No. 


3310 


o rrana 




Start 


1 


End 


602 


Name 


OJ990803 13.9B19.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


89 


End 


506 


GI 


none 


Score 


182 


Exons 


89. .295, 109. .288, 300. .506 






Seq. No. 


1602 


Seq. ID 


OJ990803_13.9B19.C4 


Gene No. 




C +- y- n r-i H 


_i_ 


Start 


1 


End 


602 


Name 


OJ990803 13.9B19.C4.ol.gs 


Method 


GENSCAN 


Start 


265 


End ' 


532 


GI 


none 


Score 


.58 


Exons 


265. .532 






Seq. No. . 


1603 


Seq. ID 


OJ990803_13.9B19.C6 


Gene No. 


3311 


onrana 




Start 


66 


End 


168 


Name 


OJ990803 13.9B19.C6.ol.gs 


Method 


GENSCAN 


Start 


66 


End 


168 


GI 


none 


Score 


.99 


Exons 


66. .168 






Seq. No. 


1604 


Seq. ID 


OJ990803_13.9B19.C7 


Gene No. 


3312 


oi,rana 




Start 


141 


End 


4 67 


Name 


OJ990803 13.9B19.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


141 


End 


467 


GI 


none 


Score ' 


259 


Exons 


141. .467, 141. .281, 143. .328 






Seq. No. 


1605 


Seq. ID 


OJ990803_13.9B19.C9 


Gene No. 


3313 


Strand 


+ 


Start 


3942 


End 


12805 


Name 


OJ990803 13.9B19.C9.o2.np 


Method 


AAT/NAP 


Start 


3942 


End 


12805 


GI 


1946366 


Score 


628 


Exons 


3942. .4097, 8221. .8335, 8727. 


.8891, 9202. .9327, 9692. .9755, 




9789. .9871, 10208 .. 10372, 11378 .. 11597 , 12780.. 12805 


GI Descrip. 


(U93215) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


1605 


Seq. ID- 


OJ990803_13.9B19.C9 


Gene No. 


3313 


Strand 


+ 


Start 


3942 


End 


12805 


Name 


OJ990803 13.9B19.C9.o3.gs 


Method 


GENSCAN 


Start 


6532 


End 


12340- 


GI 


none 


Score 


.72 


Exons 


6532. .6593, 7467. .7584, 7890. 


.8207, 8221. .8376, 8727. .8903, 



1687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9202. .9327, 9692. .9871, 10208 10372 , 11378 11680, 
11691. .11842, 11937. .12093, 12239.. 12340 



1605 
3313 
3942 

OJ990803_13.9B19.C9.ol.gp 
9199 

32497_1.R1084 
9199.. 9327, 9692.. 10192 

f 5852170/emb|AL117265.1 IOST17804 2.0e-10 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ990803_13.9B19.C9 

Strand + 

End 12805 

Method AAT/GAP 

End 10192 

Score 1206 



1605 
3314 
18730 

OJ990803_13.9B19.C9.o6.gs 

18730 

none 



Seq. ID OJ990803_13. 9B19.C9 

Strand + 

End 21717 

Method GENSCAN 

End 21717 

Score .83 



18730. .19215, 19260. .19988, 20528 21373, 21455 21508, 
21580.. 21717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1605 
3315 
1 

OJ990803_13. 9B19.C9.ol.np 
1 

4587517 

1..89, 1528. .1689, 1764. .1857, 2729.-2842, 2987 
3288.. 3369, 3473.. 3664 

(AC007060) T5I8.6 [Arabidopsis thaliana] 



Seq. ID OJ990803_13. 9B19.C9 
Strand 

End 5067 

Method AAT/NAP 

End 3664 

Score 501 



,3178, 



1605 
3315 
1 

OJ990803_13. 9B19.C9.o2.gs 

2034 

none 



Seq. ID OJ990803_13.9B19.C9 

Strand - • 

End . 5067 

Method GENSCAN 

End 5067 

Score .55 



2034. .2285, 2729. .2842, 2987. .3137, 3473. .3664, 3966. .4426, 
5065.. 5067 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



1605 
3316 
12800 

OJ990803_13. 9B19.C9.o4.np 

12800 

6705984 



Seq. ID OJ990803_13.9B19.C9 
Strand 

End 19563 

Method AAT/NAP 

End 19563 

Score 289 



12800. .12823, 17248 .. 17912 , 19505. .19563 
(AB033235) gag-pol polyprotein [Oryza sativa] 



1605 
3316 
12800 

OJ990803_13. 9B19.C9.o4 .gs 

14430 

none 



Seq. ID OJ990803_13.9B19.C9 
Strand 

End 19563 
Method GENSCAN 
End ...15491 • 

Score * .76 



14430. .14623, .148 98 15048 , 15234.. 15491 



1688 



• 





Seq. No. 


1605 


Seq. ID 


OJ990803JL3.9B19 


.C9 




Gene No. 


3316 - 


Strand 










12800 


End 


19563 






Name 


OJ990803 13.9B19.C9.o3.np 


Method 


AAT/NAP 






Start 


14486 


End 


17286 






GI 


6498436 


Score 


367 






Exons 


14486. .14637, 14847 .. 15085, 


15329. .15465, 15561 16042 , 








17136. .17286 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






oeq. in o • 


1DUO 


Seq. ID 


OJ990803_13.9B19 






Gene No. 


Jj± f 


Strand 








Start 


ZZZOO 


End 


23576 






Name 


ujyyuoUj 1 o . ybi y . . o / . gs 


Method 


GENSCAN 






Start 


ZZZOO 


End 


23576 






GI 


none 


Score 


.42 






Exons 


22286. .22630, 22880 .. 23003, 


23031. .23220, 23243. .23576 






o c q . in o • 


lOUO 


Seq. ID 


OJ990803_13.9B19 


• \-> 




Gene No. 




Strand 








Start 


O/l OCT 

Z4 jo / 


End 


35819 






Name 


ojyyooOo ii.yBiy.cy.o4.ts 


Method 


TBLASTX: Soybean 






Start 


1 con 


End 


1666 






GI 


none 


Score 


.108 




ft 

; : 


Exons 


1520.. 1660, 1529.. 1666, 1542 


. .1664 






u 


oeq . no . 


XbUD 


Seq. ID 


OJ990803_13.9B19 


pq 


3 


Gene No. 


OOI Q 


Strand 






y 


Start 


Z4o3 / 


End 


35819 




3 


Name 


ujyyuyuo i o . ybiy . Ly . ox . tc 


Method 


TBLASTX: Cress 




u 


Start 


z y o 4 


End 


3371 






GI 


none 


Score 


104 




=* 


Exons 


Zyo4..JlDO, Zy0O..OlO4, OZO/ 


. .3371 






1 


oeq. no. 


1605 


Seq. ID 


OJ990803JL3.9B19 


PQ 


i: 


Gene No. 


3318 


Strand 






1 


Start 


Z4 .3D / 


End 


35819 






Name 




Method 


TBLASTX: Maize 






Start 


o / 1 y 


End 


8858 




3 


GI 


none 


Score 


95 






Exons 


8719. .8829, 8720. .8848, 8730 


..8858, 8732.. 8857 






Seq. No. 


1605 


Seq. ID 


OJ990803_13.9B19 


.C9 




Gene No. 


3318 


Strand 








otan 


24357-, - 


End 


35819 






Name 


OJ990803 13.9B19.C9.o3.tm 


Method 


TBLASTX: Maize 






Start 


10205 


End 


11566 






GI 


none 


Score 


163 






Exons 


10205. .10222, 10209. .10370, 


10209. .10370, 10210. .10371, 








10259. .10375, 10259 .. 10375, 


11376. .11564, 11377. .11565, 








11378. .11566 










Seq. No. 


1605 


Seq. ID 


OJ990803_13. 9B19 


.C9 




Gene No. 


3318 


Strand 








Start 


24357 


End 


35819 






Name 


OJ990803 13.9B19.C9.o2.ts 


Method 


TBLASTX : Soybean 





1689 




Start 


10254 




End 


11551 




GI 


none 




Score 


153 




Exons 


10254. .10373, 10259. 


.10375, 


11378. .11551, 11389. .11505, 






11402. .11551 










Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No . 


OJXO 




Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


17559 




End 


23507 




GI 


none 




Score 


107 




Exons 


17559. .17981, 17686. 


.17904, 


23319. .23507, 23334.. 23498 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No . 


Jjlb 




Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


19745 




End 


20971 




GI 


none 




Score 


168 




Exons 


19745. .19936, 19746. 


.19967, 


20792. .20971, 20803.. 20970 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No . 






Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


21104 




End 


21307 




GI 


none 




Score 


139 . 




Exons 


21104. .21235, 21109. 


.21234, 


21221. .21307 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


001 o 
Jolo 




Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


23313 




End 


23525 




GI 


none 




" Score 


124 




Exons 


23313. .23525, 23320. 


.23493 








Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


3318 




Strand 






Start 


Oyl OCT 




End' 


35819 




Name 


OJ990803 13.9B19.C9. 


o8.gs 


Method 


GENSCAN 




Start 


24357 




End 


32434 




GI 


none 




Score 


.49 




Exons 


24357. .24475, 24969. 


.25184, 


26988. .27147, 29912 30093, 






30169. .30294, 32350. 


.32434 








Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


3318 




Strand 






Of -i v>4- 

b tart 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o6.np 


Method 


AAT/NAP 




Start 


32247 




End 


35819 




GI 


4680179 




Score 


2300 




Exons 


32247. .32269, 34231. 


.35819 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


1605 v^- 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


3318 . 




Strand 







1690 




Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


34237 




End 


34470 




GI 


none 




Score 


152 




Exons 


34237. .34470, 34241. 


.34468 








Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 






Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


34240 




End 


34 641 




GI 


none 




Score 


174 




Exons 


34240^.34608, 34241. 


.34609, 


34309. .34641 




Seq. No. 


1605 




Seq. ID 


OJ990803_13. 9B19. 


C9 


Gene No . 






Strand 






Start 


24357 




End 


35819 




Name 


- OJ990803 13.9B19.C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


34258 




End 


34794 




GI 


none 




Score 


363 




Exons 


34258. .34794, 34259. 


.34783 








Seq. No. 


1605 




Seq. ID 


OJ990803_13. 9B19. 


C9 


Gene No. 


z> jib 




Strand 






afart, - 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


34825 




End 


•35178 




GI 


none 




Score 


43 




Exons 


34825. .35178, 34832. 


.34864, 


34840. .35172, 34 910. .35173 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 






Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


34867 




End 


35281 




GI 


none 




Score 


162 




Exons 


34867. .35280, 34873. 


.35202, 


34910. .35281 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No . 






Strand 






Start 


24357 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


35215 




End 


35715 




GI 


none 




Score 


115 




Exons 


35215. .35517, 35336. 


.35503, 


35572. .35715 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


3318 




Strand 






Start 


O J| OCT 

z4 Jo / 




End 


35819 




Name 


OJ990803 13.9B19.C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


35266 




End 


35661 




GI 


none 




Score 


188 




Exons 


35266. .35517, 35276. 


.35515, 


35388.-35624, 35422'. . 35625, 






35572. .35625, ■ 35629. 


.35661, 


.35629. .35661 




Seq. No. 


1605 




Seq. ID 


OJ990803_13.9B19. 


C9 


Gene No. 


3318 




Strand 







1691 



Start 


24357 




End 


35819 


Name 


OJ990803 13.9B19.C9 


. o3. tw 


Method 


TBLASTX: Wheat ' 


Start 


35284 




End 


35514 


GI 


none 




Score 


225 


Exons 


35284. .35514, 35285 


. .35509 






Seq. No. 


1605 




Seq. ID 


OJ990803_13. 9B19 


Gene No. 


3318 




Strand 




Start 


24357 




End 


35819 


Name 


OJ990803 13.9B19.C9 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


35544 




End 


35816 


GI 


none 




Score 


86 


Exons 


35544. .35696, 35550 


. .35696, 


35575. .35724, 35579 .. 35716, 




35728. .35811, 35732 


. .35812, 


35742. .35816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990803_13.9B19.C11 
Strand + • 
End 20541 
Method AAT/NAP 
End 20541 
Score 94 9 
15714. .16087, 16132. .16831, 20440. .20541 

(AP001129) ESTs C72771 (E2215) , AU082313 (E22 15 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



1606 
3319 
15714 

OJ990803_13.9B19-Cll.o4.np 

15714 

6907087 



Seq. No. 1606 

Gene No. 3320 

Start 1 

Name OJ990803_13 . 9B19 . Cll . ol .np 

Start 1 

GI t 5042447 

Exons" 1..415, 443.. 1526 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ990803_13. 9B19.C11 
Strand 

End 10922 

Method AAT/NAP 

End 1526 

Score 1150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1606 
3320 

1 ...... 

0 J9 90 8 0 3_1 3 . 9B1 9 . C 1 1 . ol . gs 

358 

none 



Seq. ID OJ990803_13. 9B19.C11 
Strand 

End 10922. 

Method GENS CAN 

End 7342 

Score .42 



358. .481, 524.-924, 2448. .2512, 4893.. 5122, 6857.. 7342 



Seq. No. 1606 

Gene No. 3320 

Start 1 

Name OJ990803_13 . 9B19 - Cll . o2 . np 

Start 1752 

GI 4512229 

Exons 1752.. 2512 

GI Descrip. (AB014740) ORF0 protein [Oryza sativa] 



Seq. ID OJ990803_13.9B19.C11 
Strand 

End 10922 

Method AAT/NAP 

End 2512 

Score 1048 ' 



Seq. No. 1606 

Gene No. 3320 . 

Start 1 

Name OJ990803_13 . 9B19 . Cll . o3 . np 

Start 6372 



Seq. ID OJ990803_13. 9B19.C11 
Strand 

End 10922 

Method AAT/NAP - 

End 10922 



1692 



GI 6815097 Score 2986 

Exons 6372.. 7136, 7278.. 8940, 9055.. 9669, 10172.. 10922 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 1606 

Gene No. 3321 

Start 17938 

Name OJ990803_13 . 9B19 . CI 1 . ol . gp 

Start 17938 

GI uC-osflcyp033a04bl 

Exons 17938.. 18319 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ990803_13.9B19.C11 
Strand 

End 18319 

Method AAT/GAP 

End 18319 

Score 679 



Seq. No. 1606 

Gene No. 3322 

Start 18715 

Name OJ990803JL3 . 9B19 . Cll . o3 . gs 

Start 18715 

GI none 

Exons 18715. .18834, 19091.. 19324 



Seq. ID OJ990803_13.9B19.C11 
Strand 

End , 19324 

Method GENSCAN 

End 19324 

Score .44 



U 

: .5 



: ^ 

•isf 



Seq. No. 

Gene No. _ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



1606 
3323 
20936 

• OJ990803_13 . 9B1 9 . Cll . o5 . np 
20936 
4680186 
20936. .21142, 22863.. 22889 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990803_13.9B19.C11 

Strand - . 

End 22889 

Method AAT/NAP 

End 22889 

Score 127 



1606 
3324 
23106 

OJ990803_13.9B19.Cll.o3.tw 
11 

none 

11. .358, 4 : 8\ .-182 

1606 
3324 
23106 

OJ990803_13.9B19.Cll.ol.tw 

716 

none 

716. .925, 928. .1056 



Seq. ID OJ990803_13.9B19.C11 
Strand 

End 26391 

Method TBLASTX : Wheat 

End 358 

Score 66 



Seq. ID OJ990803_13.9B19.C11 
Strand 

End 1 26391 

Method TBLASTX : Wheat 

End 1056 

Score 126 



Seq. No. 1606 

Gene No. 3324 

Start 23106 

Name OJ990803_13 . 9B1 9 . CI 1 . o3 . tm 

Start 758 

GI none 

Exons 758.. 925, 928.. 1056 



Seq. ID OJ990803_13. 9B19.C11 
Strand 

End 26391 

Method TBLASTX : Maize 

End 1056 

Score 101 



Seq. No. 



1606 



Seq. ID OJ990803_13.9B19.C11 



1693 



Gene No. 


3324 


Strand 






Start 


23106 


End 


26391 




Name 


OJ990803 13.9B19.Cll.ol.tm 


Method 


TBLASTX: Maize 




Start • 


6151 


End 


6572 




GI 


none 


Score 


141 




Exons 


6151. .6186, 6192. .6407, 6194 


..6412, 6219. .6416, 6220. .6408, 




6475. .6567, 6477. .6572 








Seq. No. 


1606 


Seq. ID 


OJ990803 13.9B19 


.Cll 


Gene No. 


3324 


Strand 


- 




Start 


23106 


End 


26391 




Name 


OJ990803 13.9Bl9.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start 


6573 


End 


6869 




GI 


none 


Score 


143 




Exons 


6573. .6869, 6574. .6789 








Seq. No. 


1606 


Seq. ID 


OJ990803_13. 9B19 


.Cll 


Gene No. 


3324 - 


Strand 






Start 


23106 


End 


26391 




Name 


OJ990803 13.9B19.Cll.o5.gs 


- Method 


GENSCAN 




Start 


23106 


End 


25245 




GI 


none * 


Score 


.45 




Exons 


23106. .23227, 23495 .. 24355, 


24456. .24591, 25153.. 25245 




Seq. No. 


1606 


Seq. ID 


OJ990803_13.9B19 


.Cll 


Gene No. 


3324 


Strand 






Start 


23106 


End 


26391 




Name 


OJ990803 13.9B19.Cll.o6.np 


Method 


AAT/NAP 




Start 


23109 


End 


26391 




GI 


6815052 


Score 


1483 




Exons 


23109. .23227, 23510 .. 23585, 


23667. .24407, 24 456 .. 24591 , 






25365. .25455, 26349.. 26391 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1606. 


Seq. ID 


OJ990803_13.9B19 


.Cll 


Gene No. 


3324 


Strand 






Start 


23106 


End 


26391 




Name 


OJ990803 13.9B19--Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


24613 


End , 


25146 




GI 


none 


Score 


66 




Exons 


24613. .24825, 24 643 .. 24975, 


24809. .24901, 25003. .25146 




Seq. No. 


1607 


Seq. ID 


OJ990803_13.9B19 


.C12 


Gene No. 


' 3325 


Strand 


+ 




Start 


2447 


End 


2509 




Name 


OJ990803 13.9B19.C12.o2.gp 


Method 


AAT/GAP. 




Start 


2447 


End 


2509 




GI 


LIB3432-007-P1-K1-E2 


Score 


109 




Exons 


2447. .2509 








GI Descrip. 


, 4468813/emb|CAB38214 | 2 . Oe- 


10 (AL035601) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


1607 


Seq. ID 


OJ990803_13.9B19 


.C12 


Gene No. 


3326 


Strand 






Start 


1 


End 


324 




Name 


OJ990803 13.9B19.C12.ol.np 


Method 


AAT/NAP 




Start* 


1 


End 


324 





1694 




GI 


6815052 


Score 


201 




Exons 


1..75, 157. .324 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1607 


Seq. ID 


OJ990803_13.9B19. 


C12 


Gene No. 


3327 


Strand 






Start 


1625 


End 


2306 




Name 


OJ990803 13.9B19.C12.ol.gp 


Method 


AAT/GAP 




Start 


1625 


End 


2306 




GI . 


4714679 


Score 


1135 




Exons 


1625.. 2306 








GI Descrip. 


5852170/emb|AL117265.1 IOST17804 2.0e-10 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 4, 


BAC clone : tl7804 

•■ ■ ■ 




Seq. No. 


loU / 


beq. iu 


OJ990803JL3.9B19. 


C12 


Gene No . 




o crana 


- 




Start 


O C O 1 

ZoZl 


bna 


3931 




Name 


OJ990803 13.9B19.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


1776 


• End 


2066 




GI 


none 


Score ' 


110 




Exons 


1776. .1874, lo/U..zU0O/ lb /o 


. .2066 






Seq. No. 


1607 


Seq. ID 


OJ990803_13.9B19. 


C12 


Gene No. 




Strand 






Start 


Zbzl 


End 


3931 




Name 


OJ990803 13.9B19.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2151 


End 


2509 




GI 


none 


Score 


125 




Exons 


zlol.-ZO/O, ZlOO.-ZOUo, ZZOl 


..2509 






Seq. No. 


160/ 


Seq. ID 


OJ990803_13.9B19. 


C12 


Gene No . 


oozo 


Strand 






Start 


zozl 


End 


3931 




Name 


ujyyuoUj i j . ytii y . oiz . oz . urn 


Method 


TBLASTX: Maize 




Start 


2237 


End 


2708 




GI 


none 


Score 


73 




Exons 


zz J / . . ZoZ .3 , ZZfll..ZO±0, Zjjo 


..2674, 2559. .2675, 2652. .2708 


Seq. No. 


1607- 


Seq. ID 


OJ990803_13.9B19. 


C12 


Gene No. 


3328 


Strand 






Start 


2621 


End 


3931 




Name 


OJ990803 13.9B19.C12.o3.tw 


Method 


TBLASTX: Wheat 




Start 


2606 


End 


3158 




GI ' 


none 


Score 


67 




Exons 


2606.. 2641, 2751.. 2789, 2796 


..3158, 2857. .2949 




Seq. No. 


1607 


Seq. ID 


OJ990803_13. 9B19. 


C12 


Gene No. 


3328 


Strand 






O 4- -i -v~ +- 

otart 


2621 


End 


3931 




Name 


OJ990803 13.9B19.C12.o2.np 


Method 


AAT/NAP 




Start 


2621 


End 


3931 




GI 


4539357 


Score 


545 




Exons 


2621. .3931 








GI Descrip. 


(AL049525) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1607 


^Seq. ID 


OJ990803_13. 9B19. 


C12 


Gene No. 


3328 


Strand 







1695 




Start 


2621 








End 


3931 


Name 


OJ990803 13 


. 9B19 


.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2781 








End 


3308 


GI 


none 




- 




Score 


103 


Exons 


2781. .2966, 


2955 


. .3182, 


2983. 


.3192, 3250.. 3297, 3252.. 3308 


Seq. No. 


1607 








Seq. ID 


OJ990803_13.9B19.C12 


belle iNO . 










Strand 




Start 


2621 








End 


3931 


Name 


OJ990803 13 


. 9B19 


.C12.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2913 








End 


3875 


GI 


. none 








Score 


102 


Exons 


2913. .3875, 


2914 


. .3186, 


3253. 


.3390, 3472. .3819 


Seq. No. 


1607 








Seq. ID 


OJ990803 13.9B19.C12 


bene lmo • 










Strand 




Start 


2621 








End 


3931 


Name 


OJ990803 13 


. 9B19 


.C12.o4 


.tw 


Mpt hod 


TBLASTX: Wheat 


Start 


3165 








End 


3509 


GI 


none 








Score 


90 


Exons 


3165, .3245, 


3237 


. .3389, 


3399. 


.3509 




Seq. No. 


1607 . 








Seq. ID 


OJ9908 03 13. 9B19.C12 


uene ino ■ 










Strand 




Start 


2621 








End 


3931 


Name 


OJ990803 13 


. 9B19 


.C12.o2 


.tw 


Method 


TBLASTX * Wheat 


Start 


3510 








End 


3824 


GI 


none 








Score 


182 


Exons 


3510. .3575, 


3513 


. .3824, 


3550. 


.3789 




Seq. No. 


1608 








Seq. ID 


OJ990803 13. 9B19.C13 


Gene No. 


3329 








Strand 


'+ 


OLqi L 


2980 








End 


5146 


Name 


OJ990803 13 


. 9B19 


.C13.ol 


.np 


Method 


AAT/NAP 


Start 


2977 








End 


5146 


GI 


1171577 








Score 


796 


Exons 


2977. .4352, 


5113 


. .5146 








GI Descrip. 


(X9534 3) hypersensitivity-related gene 


[Nicotiana tabacum] 


Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Cone KIo 


3329 








Strand 


+ 


Start 


2980 








End 


5146 


Name 


OJ990803 13 


. 9B19 


.C13.o2 


.gs 


Method 


GENS CAN 


Start 


2980 








End 


4413 


GI 


none 








Score 


.59 


Exons 


2980. .4413 












Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3330 








Strand 


+ 


Start 


7506 








End 


15446 


Name 


OJ990803 13 


. 9B19 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


6710 








End 


11120 


GI 


4680203 








Score 


1461 


Exons 


6710. .8258, 


8326 


. .8430, 


8590. 


.8810, 9088. .9836, 10851. .1112' 


GI Descrip. 


(AF114171) 1 


TNP2- 


like protein 


[Sorghum 


bicolor] 



Seq. No. 1608 Seq. ID OJ990803_13.9B19.C13 



1696 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3330 Strand 

7506- End 

. OJ990803_13 . 9B19 . C13 . o3 . gs Method 

7506 End 

none Score 



+ 

15446 
GEN SCAN 
15446 
.69 



7506. .8213, 8398. .8837, 9088. .9359, 9408. .10038, 10582 .. 11107 , 
11737. .11988, 12074. .12687, 12771 12876, 12937 .. 13641, 
13678. .14333, 144 17 .. 14 668, 1474 9 .. 14859, 14 947 15025, 
15109. .15201, 15279. .15446 



1608 Seq. ID 

3331 Strand 
30483 End 
OJ990803_13 . 9B19 . C13 . o5 . gp Method 
30483 End 
uC-osroM202020e03bl Score 
30483. .30606, 30637.. 30959 

, 5852170/emb|AL117265.1|OST17804 2.0e-10 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990803_13.9B19.C13 
+ 

30959 
AAT/GAP 
30959 
827 





Seq. No. 


1608 


Seq. ID 


OJ990803_13.9B19.C13 




Gene No. 


3332 


Strand 






Start 


245 


End 


2074 




Name 


OJ990803 13.9B19.C13.ol.gs 


Method 


GENSCAN 




■ Start 


245 


End 


2074 


: ™s 


GI 


none 


Score 


•47 


ffl 


Exons 


245. .1006, 1159. .2074 






I' I I 
: M 

i s 


Seq. No. 


1608 


Seq. ID 


OJ990803_13.9B19.C13 


! : £ 


Gene No. 


3333 


Strand. 






Start 


4475 


End 


4567 




Name 


OJ990803 13.9B19.C13.ol.gp 


Method 


AAT/GAP 




Start 


4475 


End 


4567 




GI 


uC-osflM202097dl0bl 


Score 


81 


s* 


Exons 


4475. .4567 








GI Descrip. 


f 4062935/dbj | AB0034 95 . 1 | AB003495 3.0e- 


•14 Oryza sativa DNA for 


j 




dihydroflavonol 4 -reductase, 


complete 


cds 1 




Seq. No. 


1608 


Seq. ID 


OJ990803_13.9B1-9.C13 


i" " 

!- _B 


Gene No. 


3334 


Strand 




: : — i 


Start 


18054 


End 


19477 


; j: 


Name 


OJ990803 13. 9B19.C13.o2.gp 


Method 


AAT/GAP 




Start 


18054 


End 


19477 




GI 


20366 1.R1084 


Score 


1427 




Exons 


18054. .18651, 19053. .19156, 


19431. .19477 




GI Descrip. 


1 1519680 6.0e-09 (U67953) contains similarity to C3HC4-class 






zinc finger (PS:PS00518) [Caenorhabditis elegans] 1 




Seq. No. 


1608 


Seq. ID 


OJ990803_13.9B19.C13 




Gene No. 


3335 


Strand 






Start 


20852 


End 


25760 




Name 


OJ990803 13.9B19.C13.o6.np 


Method 


AAT/NAP 




Start 


20852 


End 


257 60 




GI 


4680204 


Score 


45 




Exons 


20852. .20889, 234 62. .23628, 


23672. .23779, 25694.. 25760 



GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



1697 




Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3335 








Strand 




Start 


20852 








End 


25760 


Name 


OJ990803 13. 


9B19. 


C13.o3. 


9P 


Method 


AAT/GAP 


Start 


23249 








End 


23751 


GI ' 


none 








Score 


915 


Exons 


23249. .23751 










Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 . 








End 


33901 


Name 


OJ990803 13. 


9B19. 


C13.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


440 








End 


806 


GI 


none 








Score 


69 


Exons 


440. .667, 456. .680, 679. 


.750, 


681. .806 




Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2995 








End 


3540 


GI 


none 








Score 


265 


Exons 


2995. .3240, 


3006. 


.3227, 


3253. 


.3357, 3255.-3335, 3361. .3396, 




3423. . 3536, 


3424 . 


.3540 








Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803_13. 


9B19. 


C13.o8 . 


tm 


Method 


TBLASTX: Maize 


Start 


3162 








End 


4270 


GI 


none 








Score 


125 


Exons 


3162. .3227, 


3175. 


.3330, 


3273. 


.3326, 3430. .3549, 3439. .3591, 




3453 . . 3590, 


3799. 


.3894, 


3931. 


.4041, 4129. .4203, 4134. .4217, 




4211. .4270 












Seq. No. 










Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19. 


C13.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3766 








End 


28721 


GI 


none 








Score 


81 


Exons 


3766. .3885, 


3804. 


.4007, 


3931. 


.4053, 4120. .4206, 4128. .4208, 




4216. .4335, 


28656 


. .28721 






Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No . 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19. 


C13.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


7230 








End 


7587 


GI 


none 








Score 


163 


Exons 


7230. .7433, 


7301. 


.7453, 


7349. 


.7438, 7484..7S82, 7485.-7583, 




7504. .7587 












Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19. 


C13.o5. 


ts 


Method 


TBLASTX: Soybean 



1698 




Start 


7311 








End 


7742 


GI 


none 








Score 


105 


Exons 


7311. .7475, 


7316 


. .7438, 


7509. 


.7742, 7511. .7741 


Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19 


,C13.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


7368 








End 


7868 


GI - 


none 








Score 


93 


Exons 


7368. .7466, 


7587 


. .7868, 


7619. 


.7786, 7626. .7805 


Seq. No. 


1608 








beq. id 


nTQQnQm 1 "3 QDl Q CI ^ 


Gene No. 


3336 








b uranci 




Start 


28029 








End 


ioyui 


Name 


OJ990803 13. 


9B19 


.C13.o3 


.tc 


\J[ 4— V\ /"s /"J 

jyietnoa 


rpDT & CTY • Praoo 


Start 


7464 








End 


H O O *3 


GI 


none 








Score 


271 - 


Exons 


7464. .7823 












Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19 


.C13.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


7589 








End 


7910 


GI 


none 








Score 


324 


Exons 


7589. .7909, 


7596 


. .7910 








Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


8677 








End 


9061 


GI 


none 








Score 


59 


Exons 


8677. .8745, 


8745 


. .8960, 


8746. 


.8961, 8957.. 9061, 8959.. 9057 


Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 ' 


Name 


OJ990803 13. 


9B19 


. C13 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


8701 








End 


9910 


GI 


none 








Score 


174 


Exons 


8701. .8961, 


8929 


. .9153, 


8957. 


.9457, 9175. .9231, 9436. .9603, 




9470. .9625, 


9614 


. .9718, 


9644. 


.9700, 9731. .9835, 9736.-9828, 




9842. .9910 












Seq. No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 


Name 


OJ990803 13. 


9B19 


.C13.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


8992 








End 


9415 


GI 


none 








Score 


297 


Exons 


8992. .9153, 


8993 


. .9415, 


9175. 


.9231 




Seq. . No. 


1608 








Seq. ID 


OJ990803_13.9B19.C13 


Gene No. 


3336 








Strand 




Start 


28029 








End 


33901 



1699 



Name OJ990803_13 . 9B19 . C13 . o7 . tm 

Start 9311 

GI none 

Exons 9311.. 9499, 9485.. 9604 

Seq. No. 1608 

Gene No. 3336 

Start 28029 

Name OJ990803_13 . 9B19 . C13 . o4 . tm 

Start 18408 

GI none 

Exons 18408. .18482 



18516. 
19038. 
19428. 
19627. 



,18665, 
19163, 
,19511, 
,19797, 



20648. .20737, 
21357. .21545, 
21969. .22046, 



18416. 
18520. 
19051. 
19428. 
19628. 
20649. 
21358. 
23063. 



18493, 
18681, 
19176, 
19547, 
19792, 
20738, 
21537, 
23179, 



Method TBLASTX : Mai ze 
End 9604 
Score 151 



Seq. ID OJ990803_13.9B19.C13 
Strand 

End 33901 

Method TBLASTX : Mai ze 

End 23287 

Score 4 9 
18417. .18476, 18473 18523, 
18521. .18652, 18522 .. 18665, 
19052. .19159, 19421. .19507, 
19429. .19515, 194 30 .. 19552, 
19635. .19793, 20 64 8 .. 20737 , 
20649. .20738, 2068 6 20739, 
21363. .21545, 21 968 22045 , 
23076. .23177, 23078.. 23287 



Seq. ID OJ990803_13.9B19.C13 
Strand 

End 33901 ' 

Method TBLASTX : Soybean 
End 20739 
Score 125 

18546. .18650, 18550 .. 18681, 19052 19159, 19053 .. 1 9163, 
19065. .19160, 19420. .19509, 19425 .. 19547 , 1942 9 .. 19515, 
19640. .19792, 19651 .. 19725, 19660 .. 19794 , 19662 .. 19796, 
20649. .20738, 20649. . 20738, 20686.. 20739 



Seq. No. 1608 

Gene No. 3336 

Start 28029 

Name OJ990803_13 . 9B19 . C13 . o7 . ts 

Start 18546 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1608 Seq. ID 

3336 Strand 

28029 End 

OJ990803_13 . 9B19 . C13 . o4 . ts Method 

21356 End 

none Score 



OJ990803_13.9B19.C13 
33901 

TBLASTX : Soybean 

22030 

188 



21356. .21481, 21357 21545, 21358 21531, 21 968 .. 22030, 
21969.. 22028 - 



Seq. No. 1608 

Gene No. 3336 

Start 28029 

Name OJ990803_13 . 9B19 .C13 . o4 . gp 

Start 28029 

GI none 

Exons 28029.. 29064 

Seq. No. 1608 

Gene No. 3336 

Start 28029 

Name OJ990803_13 . 9B19 .C13 . o3 . tm 

Start 28201 

GI none 

Exons 28201. .28233, 28204 .. 28233, 
28262. .28513, 28264 28503, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



28205. .28234, 28254 
28265. .2850*4, 28323 



OJ990803_13.9B19.C13 

33901 
AAT/GAP 
29064 
1960 



OJ990803_13.9B19.C13 
33901 

TBLASTX: Maize 

28513 

49 

28505, 
28505 



1700 




Seq. No. 


1608 




Seq. ID 


OJ990803_13. 9B19 


.C13 




3336 




Strand 






Start 


28029 




End 


33901 




Name 


OJ990803 13.9B19.C13 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


28266 




End 


28504 




GI 


none 




Score 


144 




Exons 


28266. .28496, 28271. 


.28504 








Seq. No. ' 


1608 




Seq. ID 


OJ990803_13. 9B19 


.C13 


Gene No. 


3336 




Strand 






Start 


28029 




End 


33901 




Name 


OJ990803 13.9B19.C13 


. 06 . ts 


Method 


TBLASTX : Soybean 




Start 


28266 




End 


28453 




GI 


none 




Score 


177 




Exons 


28266. .28448, 28271. 


.28453 











Seq. No. 


1608 




Seq. ID 


OJ990803_13.9B19 


.C13 




Gene No. 


3336 




Strand 








Start 


28029 




End 


33901 






Name 


OJ990803 13.9B19.C13 


. o7 . np 


Method 


AAT/NAP 






OLCII L 


28268 




End 


33901 






GI 


6714366 




Score 


1431 






Exons 


28268. .29078, 29163. 


.29260, 


29361. .29489, 33674.. 33901 




u 


GI Descrip. 


(AC012562) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


1608 




Seq. ID 


OJ990803_13.9B19 


.C13 


rfs 


Gene No. 


3336 




Strand 






: : i : 


Start 


28029 




End 


33901 






Name 


OJ990803 13.9B19.C13 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


28580 




End 


29261 




i„y 


GI 


none 




Score 


270 






Exons 


28580. .29005, 28580. 


.29074, 


28698. .29081, 29162 .. 29254 , 




: 3 ; = 




29163. .29261, 29163. 


.29252, 


29165. .29260 




,3 ~ 


Seq. No. 


1608 




Seq. ID 


OJ990803_13.9B19 


.CI 3 




Gene No. 


3336 




Strand 








Start 


28029 




End 


33901 






Name 


OJT990803 13.9B19.C13 


.ol.tc 


Method 


TBLASTX: Cress 




b 


S€art 


28646 




End 


29426 






GI 


none 




Score 


185 




'! S? 
,3 


Exons 


28646. .28690, 28793. 


.29080, 


28794. .29081, 2917 4 .. 292 63, 




u 




29353. .29418, 29359. 


.29424, 


29361. .29426 






Seq. No. 


1608 




Seq. ID 


OJ990803_13.9B19 


.C13 




Gene No. 


3336 




.Strand 








Start 


28029 




End 


33901 






Name 


OJ990803 13.9B19.C13 


,o2.ts 


Method 


TBLASTX: Soybean 






Start 


28962 . 




End 


33728 






GI 


none 




Score 


109 






Exons 


28962. .29081, 28964. 


.29080, 


29162. .29278, 29174 .. 29263, 








29353. .29490, 29353. 


.29439, 


29361. .29498, 33656 .. 33727 , 





33678. .33728 



Seq. No. 1608 Seq. ID OJ990803_13.9B19.C13 

Gene No. 3336 Strand 

Start 28029 End 33901 

Name OJ990803 13 . 9B19.C13.o2 . tw Method TBLASTX : Wheat 



1701 



Start 
GI 

Exons 



29033 
none 



End 
Score 



33854 
61 



29033. .29074, 29034 .. 29081, 29037 29078, 29038 2907 9, 

29160. .29261, 29165 . . 29263, 29166 .. 29303, 29359.-294 93, 

29359. .29448, 29361 .. 29498, 29361 .. 29498 , 33656 .. 33808 , 

33674. .33850, 33675.. 33854 





Seq. No. 


1608 


Seq. ID 


OJ990803_13.9B19. 


C13 




Gene No. 


3336 


Strand 








Start 


28029 


. End 


33901 






Name 


OJ990803 13.9B19.C13.o6.tm 


Method 


TBLASTX: Maize 








29359 


End 


33898 






GI 


none 


Score 


215 






Exons 


29359.-29493, 29359.-29445, 


29361. .29498, 29361 .. 294 98 , 








33656. .33808, 33674.-33892, 


33675. .33887, 33866.-33898 






Seq. No. 


1609 


Seq. ID 


OJ990803_13. 9B19. 


C14 




Gene No. 


3337 


Strand 








Start 


1 


End 


852 






Naitie 


OJ990803 13.9B19.C14.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


852 






GI 


6714366 


Score 


303 






Exons 


1..30, 346.-852 








' h i 


GI Descrip. 


(AC012562) unknown protein 


[Arabidopsis thaliana] 




i i2 


Seq. No. 


1609 


Seq. ID 


ujyyutju j 10. ?Diy. 


C14 


rn 


Gene No. 


3337 


Strand 








Start 


1 


End 


852 




: is? 


Name 


OJ990803 13.9B19.C14.ol.tm 


Method 


TBLASTX: Maize 




k 3 


Start 


395 


End 


660 




■= J 


GI 


none 


Score 


367 




"3 ta 
:a 1 - 


Exons 


395. .658, 395. .658, 397. .660, 397. .660 






': it 
1 w 


Seq. No. 


1610 


Seq. ID 


OJ990803_13. 9B19. 


C15 




Gene No. 


3338 


Strand 








Start 


100 


End 


765 






Name 


OJ990803 13.9B19.C15.ol.np 


Method 


AAT/NAP 






Cf art 
j Lai l 


100 


End 


765 






GI 


6815052 


Score 


320 






Exons 


100. .216, 499. .574, 656.-765 






.SB* 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1611 


Seq. ID 


OJ990803_13.9B19. 


C16 




Gene No. 


3339 


Strand 








Start 


1 


End 


648 






Name 


OJ990803 13.9B19-C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


648 






GI ' 


6498436 


Score 


282 






Exons 


1. .648 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1612 


Seq. ID 


OJ990803JL3.9B19. 


C17 




Gene No. 


3340 


Strand 








Start 


29 


End 


380 






Name 


OJ990803 13.9B19.C17.ol.gs 


Method 


GEN SCAN 






Start 


29 


End 


380 






GI 


none 


Score 


.7 





1702 



Exons 



29. .171, 251. .380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1613 Seq. ID 

3341 Strand 
1 . End 
OJ990803_13 . 9B19 . C19 . ol . np Method 
1 End 
6539585 Score .-;;k 
1. .216 

(AP000837) hypothetical protein [Oryza 

1614 Seq. ID 

3342 • Strand 
136 End 
OJ990803JL3 . 9B19 . C22 . ol . gs Method 
136 End 
none Score 
136. .449 



OJ990803_13.9B19.C19 
216 

AAT/NAP 

216 

113 

sativa] 

OJ990803_13.9B19.C22 
449 

GENSCAN 

449 

.45 



Seq. No. 1615 , Seq. ID 

Gene No. 3343 Strand 

Start 64 End 

Name OJ990803_13 . 9B19 . C24 . ol . gs Method 

Start 64 End 

GI . none Score 

Exons 64.. 280 



OJ990803_13.9B19.C24 
+ 

280 

GENSCAN 

280 

.45 



\ y 
u 



Seq. No. 1616 Seq. ID 

Gene No. 3344 Strand 

Start 104 End 

Name OJ990803_13 . 9B19 . C27 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104.. 152, 516.. 713 

Seq. No. 1617 Seq. ID 

Gene No. 3345 Strand 

Start 55 End 

Name OJ990803_13 . 9B19 . C28 . ol . gs Method 

Start 55 End 

GI none Score 

Exons 55.. 326, 367.. 452 

Seq. No. 1617 Seq. ID 

Gene No. 3345 Strand 

Start - 55 End 

Name OJ990803_13 . 9B19 . C28 . ol . np Method 

Start 112 End 

GI 5852180 Score 

Exons 112.. 703 

GI Descrip. (AL117265) zhb00010.1 [Oryza sativa] 

Seq. No. 1618 Seq. ID 

Gene No. 3346 Strand 

Start 1 , End 

Name OJ990803_13 . 9B19 . C32 . ol . np Method 

Start 1 End 



OJ990803_13.9B19.C27 
+ 

713 

GENSCAN 

713 

.65 



OJ990803_13.9B19.C28 
703 

GENSCAN 

452 

.54 



OJ990803_13.9B19.C28 
703 

AAT/NAP 

703 

261 



OJ990803_13.9B19.C32 
+ 

945 

AAT/NAP 
945 



1703 



GI 


6815109 




Score 


184 








Exons 


1. .945 














GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


1618 




oeq. id 


OJ990803 


_13. 


9B19. 


C32 


Gene No . 






Strand 










Start 


201 




hna 


897 








Name 


OJ990803 13.9B19.C32.ol 


. gs 


Method 


GENSCAN 








Start 


201 




bna 


897 








GI 


none . 




Score 


.53 








Exons 


201. .316, 409. .897 














Seq. No.' 


1619 " 




oeq. id 


OJ990803 


_13. 


9B19. 


C33 


oene No. 


O O A O 

oo4 o 




Strand 


+ 








Start 


46 




bna 


71 








Name 


OJ990803 13.9B19.C33.ol 


.gs 


Method 


GENSCAN 








Start 


46 




Lna 


71 








GI 


none 




Score 


.96 








Exons 


46. .71 














Seq. No. 


1620 




Seq. ID 


OJ990803 


_13. 


9B19. 


C34 


Gene No. 


3349 




Strand 


+ 








Start 


504 




End 


608 








Name 


OJ990803 13.9B19.C34.ol 


.gp 


Method 










Start 


504 




End 


608 








GI 


uC-osflcyp088bl2bl 




Score 


137 








Exons 


504. .608 














GI Descrip. 


? 5257255/dbj IAP000364.1 


IAP000364 3.0e- 


36 Oryza 


sativa genomic 




DNA, chromosome 8, clone: P0026F07 1 










Seq. No. 


1620 




Seq. ID 


OJ990803 


_13 


9B19. 


C34 


Gene No. 


3350 




Strand 










Start 


321 




End 


499 








Name 


OJ990803 13.9B19.C34.ol 


.gs 


Method 


GENSCAN 








Start 


321 




End 


499 








GI 


none 




Score 


.73 








Exons 


321. .499 














Seq. No. 


1621 




Seq. ID 


OJ990803 


_13 


9B19. 


C35 


Gene No. 


3351 




Strand 


+ 








Start 


1 




End 


1398 








Name 


OJ990803 13.9B19.C35.ol 


.np 


Method 


AAT/NAP 








Start 


1 




•End 


1398 








GI 


2062362 




Score 


69 









Exons 1..43, 1209.. 1398 

GI Descrip. (U64896) vp78 [Anagrapha falcifera nuclear polyhedrosis virus] 
gi|3511217|gb|AAC33759.1| (AF068270) capsid-associated protein 
[Rachiplusia ou nuclear polyhedrosis virus] 



Seq. No. 1622 Seq. ID 

Gene No. 3352 Strand 

Start 245 End 

Name O.J990803_13 . 9B19 . C36 . ol . gs Method 

Start 245 End 

GI none • Score 

Exons 245. .316, 539. .606, 904 .. 1033 



OJ990803_13.9B19.C36 
+ 

1033 
GENSCAN 
1033 
.71 



1704 






Seq. No. 


1623 




Seq. ID 


OJ990803_13. 


9B19. 


C38 




Gene No. 


JJJJ 






+ 








Start 


364 




■End 


603 








Name 


OJ990803 13.9B19.C38.ol. 


gs 


Method 


GENSCAN 








Start 


364 




End 


603 








GI 


none 




Score 


.55 








Exons 


364. .603 














Seq. No. 


1624 




Seq. ID 


OJ990803_13. 


9B19. 


.C39 




Gene No. 


3354 




Strand 


+ 








Start 


224 




End 


501 








Name 


OJ990803 13.9B19.C39.ol. 


.np 


Method 


AAT/NAP 








OLd it 


224 




End 


501 








' GI 


2492514 




Score 


224 








Exons 


224. .501 














GI Descrip. 


CELL DIVISION PROTEIN FTSH H0M0L0G PRECURSOR 








gi| 1483215 lembl CAA6814 11 


| (X99808) chloroplast FtsH protease 






[Arabidopsis thaliana] 














Seq. No. 


1624 




Seq. ID 


OJ990803_13. 


9B19. 






Gene No . 


3355 




Strand 










Start 


116 




End 


499 








Name 


OJ990803 13.9B19.C39.ol, 


.gs 


Method 


GENSCAN 








Start 


116 




End 


434 








GI 


none 




Score 


.59 






l iJ 


Exons 


116. .434 












H = 

i 


Seq. No. 


1624 




Seq. ID 


OJ990803_13. 


9B19, 


.C39 


i, _i 


Gene No. 


3355 




Strand 








i . E 


Start 


116 




End 


499 






uy 


Name 


OJ990803 13.9B19.C39.ol 


. tm 


Method 


TBLASTX: Maize 




; = J 


Start 


217 




End 


499 








GI 


none 




Score 


238 








Exons 


217. .369, 239. .499, 447 


. .494 












Seq. No. 


1625 




Seq. ID 


OJ990803_13. 


9B19 


.C40 




Gene No . 


3356 




Strand 










Start 


207 




. End 


366 






, St 


Name 


OJ990803 13.9B19.C40.ol 


.gs - 


Method 


GENSCAN 






□ 


Start 


207 




End 


366 








GI 


none 




Score 


.55 








Exons 


207. .366 














Seq. No. 


1626 




Seq. ID 


OJ990803_13. 


9B19 


.C42 




Gene No. 


3357 




Strand 


-h 










1 




End 


1122 








Name 


OJ990803 13.9B19.C42.ol 


.np 


Method 


AAT/NAP 








Start 


1 




End 


1104 








GI 


5042169 




Score 


86 








Exons 


1..28, 907. .1104 














GI Descrip. 


(AL078620) putative protein 


[Arabidopsis thaliana] 








Seq. No. 


1626 




Seq. ID 


OJ990803_13. 


9B19 


.C42 




Gene No. 


3357 




Strand 


+ 








Start 


1 




End 


1122 








Name 


OJ990803 13.9B19.C42.ol 


.gs 


Method 


GENSCAN 








Start 


90 




End 


1122 







1705 




GI 


none 


Score 


.54 




Exons 


90. .193, 640. .1122 








Seq. No. 


1627 


Seq'. ID 


OJ990803JL3.9B19 


.C44 




J J JO 


Oil dliU 






Start 


198 


End 


386 




Name 


OJ990803 13.9B19.C44.ol.gs 


Method 


GENSCAN 




Start 


198 


End 


386 




GI 


' none 


Score 


. 65 




Exons 


198. .274, 309. .386 








Seq. No. 


1628 


Seq. ID 


OJ990803_13.9B19 


.C45 






C +- ranH 

OLI dilvJ. 


-j. 




Start 


220 


End 


317 




Name 


OJ990803 13.9B19.C45.ol.gs 


Method 


GENSCAN 




Start 


220 


End 


317 




GI 


none 


Score 


.96 




Exons 


220. .317 








Seq. No. 


1629 


Seq. ID 


OJ990423_07.9B01 


.CI 






Of r a n H 

Oil dllvJ. 






Start 


55 


End 


1345 




Name 


OJ990423 07.9B01.Cl.ol.gs 


Method 


GENSCAN 




Start 


55 


End 


1156 




GI 


none 


Score 


.86 




Exons 


55: .168/ 642. .1156 








Seq. No. 


1629 


Seq. ID 


OJ990423_07.9B01 


.CI 


Gene No. 


3360 


Strand 


+ 




Of 3r f 
OLal L. 


•j j 




1345 




Name 


OJ990423 07.9B01.Cl.ol.gp 


Method 


AAT/GAP 




Start 


94 


End . 


1345 . 




GI 


12969 1.R1084 


Score 


1487 




Exons 


94. .168, 642;. 1345 








GI Descrip. 


'3935141 1.0e-57 (AC005106) 


T25N20.5 


[Arabidopsis thaliana] 1 


Seq. No. 


1629 


Seq. ID 


OJ990423_07.9B01 


.CI 


Gene No. 


3360 


Strand 


+ 




k_) L.CL.L i- 


55 


'. End 


1345 




Name 


OJ990423 07.9B01.Cl.ol.np 


Method 


AAT/NAP 




Start 


791 


End 


1147 




GI 


3935141 


Score 


189 




Exons 


791. .1147 








GI Descrip. 


(AC005106) T25N20.5 [Arabidopsis thaliana] 




Seq. No. 


1629 


Seq. ID 


OJ99042.3_07.9B01 


.CI 


bene ino . 


3361 


Strand 






Start 


1968 


End 


2228 




Name 


OJ990423 07.9B01.Cl.o2.gs 


Method 


GENSCAN 




Start 


1968 


End 


2228 




GI 


none 


Score 


1 




Exons 


1968. .2098, 2138. .2228 








Seq. No. 


1629 


Seq. ID 


OJ990423_07.9B0-l 


.CI 


Gene No. 


3362 


Strand 






Start 


2957 


End 


4454 




Name 


OJ990423 07.9B01.Cl.o2.tm 


Method 


TBLASTX: Maize 





1706 






Start 


93 






End 


871 








GI 


none 






Score 


66 








Exons 


93.. 170, 95 


. .169, 


640. .720, 


640. .720, 


727. .870, 


734. .871 




Seq. No. 


1629 






Seq. ID 


OJ990423 








Gene No. 


3362 






Strand 


















End 


4454 








Name 


OJ990423 07 


.9B01. 


Cl.o2.np 


Method 


AAT/NAP 








Start 


2940 






End 


4454 








GI 


3935144 






Score 


131 








Exons 


2940. .3229, 


3929. 


.4078, 4170 


. . 4454. 










GI Descrip. 


(AC005106) 


T25N20 


i.8 [Arabidopsis thaliana] 








Seq. No. 


1629 






Seq. ID 


OJ990423 


07 QR01 






uene ino . 








Strand 










Start 


2957 






End 


4454 








Name 


OJ990423 07 


.9B01. 


LI . O J . CfS 


Method 


GENSCAN 








Start 


2957 






End 


4439 








GI 


none 






Score 


.92 








Exons 


2957. .3229, 


3929. 




. . 4439 










Seq. No. 


1629 






Seq. ID 


OJ990423 


_07.9B01. 


CI 




bene ino ■ 


JJ DZ 






Strand 










Start 


2957 






End 


4454 






i ^ 


Name 


OJ990423 07 


.9B01. 


Ll.Ol. tim 


Method 


TBLASTX : ] 


Maize 






Start 


4170 






End 


4388 






';" rs 
:- : c 


GI 


none 






Score 


70 






:s i 
t : I 


Exons 


4170. .4226, 


4170. 


.4220, 4221 


. .4388, 4221. .4376, 


4279. .4377 


□ 


Seq. No. 


1630 






Seq. ID 


OJ990423 


_07.9B01. 


C2 


: ^ 


bene ino . 


jjOj 






Strand 


+ 








Start 


118 






End 


299 . 






i Li - 


Name 


OJ990423 07 


.9B01. 


C2.ol.gs . 


Method 


GENSCAN 








Start 


118 






End 


299 






L -J 


GI 


none 






Score 


.98 






'i 


Exons 


118. .299 
















Seq. No. 


1630 






Seq. ID 


OJ990423 


_07.9B01. 


C2 


1 


Gene' No. 


3364 






Strand 










art 
O Lai L 


i 
j. 






End 


243 : *■ 








Name 


OJ990423 07 


.9B01. 


C2.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


243 








GI 


3935144 






Score 


97 








Exons 


1. .243 
















GI Descrip. 


(AC005106) 


T25N20 


.8 [Arabidopsis thaliana] 








Seq. No. 


1631 






Seq. ID 


OJ990423 


_07. 9B01. 


C3 




Gene No. 


3365 






Strand 










Start 


1 






End 


106 








Name 


OJ990423 07 


.9B01. 


C3.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


106 








GI 


1196998 






Score 


174 








Exons 


1..106 
















GI Descrip. 


(J01829) unknown protein [Transposon TnlO] 







gi| 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 | (AB026428) transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 1 AF162223_9 



1707 




(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 





Seq. No. 


1631 


Seq. ID 


OJ990423_07.9B01.C3 




Gene No. 


3366 


Strand 






Start 


66 


End 


224 




Name 


OJ990423 07.9B01.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


66 


End 


224 




GI 


none 


Score 


222 




Exons 


66. .224, 66. .218, 67. .222, 


68. .223 






Seq. No. 


1632 


Seq. ID 


OJ990423_07.9B01.C4 




Gene No. 


3367 


Strand 






Start 


1 


End 


378 




Name 


OJ990423 07.9B01.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


377 




GI 


3810596 


Score 


162 




Exons 


1. .377 








bi uescrip. 


(AC005398) putative retroelement pol polyprotein [Arabidopsis 






thaliana] 








Seq. No. 


1632 


Seq. ID 


OJ990423_07.9B01.C4 




Gene No. 


3367 


Strand 




1" **E 


Start 


1 


• End 


378 




Name 


OJ990423 07.9B01.C4.ol.gs 


Method 


GEN SCAN 




Start 


22 


End 


378 


Hi 


GI 


none 


Score 


.47 


i sr 
» 
*tsJ 


Exons 


22.. 378 






i . 5 

i s y 


Seq. No. 


1633 


Seq. ID 


OJ990423_07.9B01.C5 


1 

BS5T 


oene ino . 


3368 


Strand 


+ 


i is 


Start 


1 


End 


516 


.» 


Name 


OJ990423 07.9B01.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


516 




GI 


6539553 


Score 


843 




Exons 


1. .516 






jtss 


GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 


'. ^ 
t sr 




(D85597) [Oryza sativa] gi | 6539590 |dbj | BAA88206 . 1 1 (AP000837) 


I, J 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 


is 3 




[Oryza sativa] 








Seq. No. 


1633 


Seq. ID 


OJ990423_07.9B01.C5 




Gene No. 


3368 


Strand 


+ 




Start 


1 


End 


516 




Name 


OJ990423 07.9B01.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


274 




GI 


none 


Score 


174 




Exons 


1..270, 2. .274, 6..272 







Seq. No. . 1633 Seq. ID 

Gene No. 3368 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C5 . ol . tw Method 

Start 5 End 

GI none Score 

Exons 5.. 211, 6.. 212 



OJ990423_07.9B01.C5 
+ 

516 

TBLASTX: Wheat 

212 

211 



1708 





beq. no. 


i a a 




beq. 1L> 






Gene No. 


3369 




Strand 


+ ~~ 




Start 


22 




End 


253 




Name 


OJ990423 07.9B01.C8.ol. 


gs 


Method 


GEN SCAN 




Start 


22 




End 


253 




GI 


none 




Score 


.61 




Exons 


22. .119, 124. .253 










beq. No. 


lo J4 




oeq. ±u 


ujyyu4z.3 u / . ynui .to 




Gene No. 


3370 




Strand 






Start 


1064 




End 


1662 




Name 


OJ990423 07.9B01.C8.o2. 


gs 


Method 


GENS CAN 




Start 


1064 




End 


1662 




GI 


none 




Score 


.98 




Exons 


1064. .1189, 1579. .1662 










Seq. No. 


i roc 




beq. Lu 


uj yyu^z j u / . youi . 




Gene No. 


3371 




Strand 






Start 


1227 




End 


2297 




Name 


OJ990423 07.9B01.C9.o2. 


gs 


Method 


GENSCAN 




Start 


1227 




End 


2209 




GI 


none 




Score 


.8 


2SJ 


Exons 


1227.. 2018, 2201.. 2209 








•J 


Seq. No. 


1635 




Seq. ID 


OJ990423_07.9B01.C9 




Gene No. 


3371 




Strand 




m '\ I 


Start 


1227 




End 


2297 




Name 


OJ990423 07.9B01.C9.ol. 


np 


Method 


AAT/NAP 




otart 


1230 




End 


2297 




GI 


6539553 




Score 


1693 




Exons 


1230. .2297 








= jj 


GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIRE1 






(D85597) [Oryza sativa] 


gil 6539590 |dbj (BAA88206.1 1 (AP000837) 


I K 

1 




Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 


: cr 
"J 




[Oryza sativa] 










Seq. No. 


1635 




Seq. .ID 


OJ990423_07.9B01.C9 


5» 
,J 


Gene No. 


3371 




Strand 




1 BK. 


Start 


1227 




End 


2297 


; T 


Name 


OJ990423 07.9B01.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1366 




End 


1842 




GI 


none 




Score 


347 




Exons 


1366. .1752, 1404. .1751, 


1767 


..1841, 1769. .1840, 1771. .1842 




Seq. No. 


1635 




Seq. ID 


OJ990423_07.9B01.C9 




Gene No. 


3371 




Strand 






Start 


1227 




End 


2297 




Name 


OJ990423 07.9B01.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1494 




End 


1835 




GI 


none 




Score 


79 




Exons 


1494.. 1703, 1573.. 1698, 


1722 


..1835, 1735. .1809 




Seq. No. 


1635 




Seq. ID 


OJ990423_07.9B01.C9 




Gene No. 


3371 




Strand 






Start 


1227 




End 


2297 




Name 


OJ990423 07.9B01.C9.ol. 


tm 


Method 


TBLASTX: Maize 



1709 




Start 


1698 




End 


2037 


GI 


none 




Score 


196 


Exons 


1698. .2036, 


1699. .2037 






Seq. No. 


1635 




Seq. ID 


OJ990423_07.9B01.C9 


Gene No. 


3371 




Strand 




Start 


1227 




End 


2297 


Name 


OJ990423 07 


.9B01.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1848 




End 


2193 


GI 


none 




Score 


126 


Exons 


1848. .2192, 


1993. .2193 






Seq. No. 


1636 




Seq. ID 


OJ990423_07.9B01.C10 


Gene No. 


3372 




Strand 




Start 


1 




End 


1845 


Name 


OJ990423 07 


.9B01.C10.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


1845 


GI 


6539553 




Score 


3209 


Exons 


1. .1845 








GI Descrip. 


(AP000836) 


Similar to Oryza 


australiensis retrotransposo'n RIRE1 



(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 1636 Seq. ID 

^3 Gene No. 3372 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C10 . ol . tc Method 

Start 1 - End 

GI none Score 

Exons 1..162, 17.. 160 



OJ990423_07.9B01.C10 
1845 

TBLASTX: Cress 

162 

73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1636 
3372 
1 

OJ990423_07 . 9B01 . C10 . o2 . ts 
1 

5509260 
1. .255 



1636 
3372 
1 

OJ990423_07 . 9B01 . C10 . o3 . tm 
1 

none 

1..249, 80. .217 



Seq. ID 

Strand 

End 

Method 

End 

Score. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_07. 9B01.C10 
1845 

TBLASTX: Soybean 

255 

207 



OJ990423_07.9B01.C10 
1845 

TBLASTX: Maize " 

249 

77 



Seq. No. 1636 Seq. ID 

Gene No. 3372 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C10 . ol . tw Method 

Start 175 End 

GI none Score 
Exons 



OJ990423_07.9B01.C10 
1845 

TBLASTX: Wheat . 

930 . ; , ( ' 

192 



175. .414, 176. .334, 192. .422, 195. .392, 443. .922, 466. .930 



1710 



Seq. No. 


1636 




Seq. ID 


OJ990423_07.9B01 


.C10 


Gene No. 


*3 n t i 

3372 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423 07.9B01.C10.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


556 




End 


945 




GI 


none 




Score 


110 




Exons 


556. .750, 763. .945 










Seq. No. 


1636 




Seq. ID 


OJ990423JD7. 9B01 


.C10 


Gene No . 


3372 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423 07. 9B01.C10.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


.580 




End 


978 




GI 


none 




Score 


38 




Exons 


580. .753, 707. .745, 754 


. .978, 


800. .970 






Seq. No. 


1636 




Seq. ID 


OJ990423_07.9B01 


.C10 


Gene No. 


*3 O T O 

33 / Z 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423. 07. 9B01.C10.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


766 




End 


1200 




GI 


none 




Score 


82 




Exons 


766. .1200, 791. .991 










Seq"; No. 


1636 




Seq. ID 


OJ990423_07.9B01 


.C10 


Gene No. 


3372 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423 07.9B01.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


931 




End 


1123 




GI 


none 




Score 


186 




Exons 


931. .1122, 931. .1122, 932. .1123 






Seq. No. 


1636 




Seq. ID 


OJ990423_07.9B01 


.C10 


Gene No . 


3372 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423 07.9B01.C10.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


988 




End 


1374 




GI 


none 




Score 


88 




Exons 


988. .1236, 1219. .1374 










Seq. No. 


1636 




Seq. ID 


OJ990423_07.9B01 


.C10 


Gene No. 


3372 




Strand 






Start 


1 




End 


1845 




Name 


OJ990423 07.9B01.C10.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1401 




End 


1723 




GI 


none 




Score 


395 




Exons 


1401. .1568, 1402. .1716, 


1403. 


.1696, 1469. .1723 




Seq. No. 


1637 




Seq. ID 


OJ990423_07.9B01 


.Cll 


Gene No. 


3373 




Strand 






Start 


1 




End 


580 




Name 


OJ990423 07.9B01.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


580 




GI 


2244836 




Score 


99 




Exons 


1..183, 488. .580 










GI Descrip. 


(Z97337) RNA helicase like protein [Arabidopsis thaliana] 



1711 



Seq. No. 1637 t Seq. ID 

Gene No. 3373 Strand 

Start 1 End 

Name * OJ990423_07 . 9B01 .Cll . ol . gs Method 

Start 175 End 

GI none Score 

Exons 175. .315 



OJ990423JD7 .9B01.C11 
580 

GENSCAN 

315 

.75 



Seq. No. 1638 Seq. ID 

Gene No. 3374 Strand 

Start 74 End 

Name OJ990423_07 , 9B01 . C13 . ol . gs Method 

Start 74 End 

GI none Score 

Exons 74 . . 445 



OJ990423_07.9B01.C13 
+ 

445 

GENSCAN 

445 

.52 



Seq. No. 1638 Seq. ID OJ990423_07.9B01.C13 

Gene No. 3375 Strand 

Start ' 1 End 409 

Name OJ990423_07 . 9B01.C13.ol .np Method AAT/NAP 

Start 1 End 403 

GI 6539553 Score . 668 

Exons 1..403 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


1638 








Seq. ID 


OJ990423_07.9B01 


.C13 


Gene No. 


3375 








Strand 






Start 


1 








End 


409 




Name 


OJ990423 07 


.9B01 


.C13.ol, 


,tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


274 




GI 


none 








Score 


178 




Exons 


2..223, 2.. 


274, 


3. .266 










Seq. No. 


1638 








Seq. ID 


OJ990423_07. 9B01 


.C13 


Gene No. 


3375 








Strand 






Start 


1 








End 


409 




Name 


OJ990423 07 


.9B01 


.C13.ol, 


.tw 


Method 


TBLASTX: Wheat 




Start 


23 








End 


409 






none 








Score 


255 




Exons 


23.. 409, 24 


. .398 












Seq. No. 


1638 








Seq. ID 


OJ990423_07.9B01 


.C13 


Gene No. 


3376 








Strand. 






Start 


1820 








End 


2050 




Name 


OJ990423.07 


.9B01 


.C13.o2. 


. tm 


Method 


TBLASTX: Maize 




Start 


1820 , 








End 


2050 




GI 


none 








Score 


161 




Exons 


1820. .2050, 


1821 


. .2042 










Seq. No. 


1639 








Seq. ID 


OJ990423_07 . 9B01 


.C14 


Gene No. 


3377 








Strand 


+ 




Start • 


357 








End 


2148 




Name 


OJ990423 07 


.9B01 


.C14.ol, 


.gs 


Method 


GENSCAN 




Start 


357 








End 


2148 . 





1712 




GI 


none 


Score 


.5 


Exons 


357. .654, 689. .866, 1131. .1300, 1992. 


.2148 


Seq. No. 


X U J -7 


Seq. ID 


OJ990423_07.9B01.C14 


oene ino . 


JO / O 


rand 




Start 


4 V 3 


End 


5403 


Name 




Mo 1" h piH 


GEN SCAN 


Start 


i y *j c. 


End 


5403 


GI 


none 


Score • 


.45 


Exons 


SfR? RDfi? S^?8 


. 5403 




Seq. No. 


1639 


Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3379 


Strand 


+ 


Start 


7085 


End 


11689 


Name 


OJ990423 07.9B01.C14.ol.gp 


Method 


AAT/GAP 


Start 


7004 


End 


8211 


GI 


uC-osflcyp053a02bl 


Score 


1011 


Exons 


7004. .7221, 7579. .7743, 8017. 


.8211 




GI Descrip. 


»4587566/gb|AAD25797.1 [AC006550 5 8.0e-34 {AC006550) Contains 




PF_00400 WD40, G-beta repeats 


. [Arabidopsis thaliana] ' 


Seq. No. 


1639 


Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3379 


Strand 


+ 


Start 


7085 


End 


11689 


Name 


OJ990423 07.9B01.C14.o2.np 


Method 


. AAT/NAP 




7082 


End 


10095 


GI 


4587566 


Score 


495 


Exons 


7082. .7221, 7579. .7743, 8017. 


.8180, 8756. .8789, 8877. .8939, 




9703. .10095 






GI Descrip. 


(AC006550) Contains 2 PF| 00400 WD40, 


G-beta repeats. 




[Arabidopsis thaliana] 






Seq. No. 


1639 


Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3379 


Strand 


+ 


OLdlL 


7085 


End 


11689 


Name 


OJ990423 07.9B01.C14.o4.gs 


Method 


GENSCAN 


Start 


7085 


End 


11689 


GI 


none 


Score 


.64 


Exons 


7085.. 7221, 7579.. 7743, 8017. 


.8197, 8324. .-8380,' 8877. .8936, 




9058.. 9161, 9244.. 9304, 9703. 


.10023, 


10677. .10857, 11526. .116 


Seq. No. 


1639 


Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3380 


Strand 


+ 


OL.O.L L 


15665 


End 


16116 


Name 


OJ990423 07.9B01.C14.o4.gp 


Method 


AAT/GAP 


Start 


15665 


End 


16116 


GI 


34168 1.R1084 


Score 


904 


Exons 


15665. .16116 






GI Descrip. 


'3935138 9.0e-30 (AC005106) T25N20.2 


[Arabidopsis thaliana] 1 


Seq. No. 


1639 


Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3381 


Strand 




Start 


361 


End 


3645 


Name 


OJ990423 07.9B01.C14.ol.np 


Method 


AAT/NAP 


Start 


361 - 


End 


3645 


GI 


4587551 


Score 


141 


Exons 


361. .426, 2589. .2720, 3410. .3645 





1713 




GI Descrip. (AC006577) F15I1.18 [Arabidopsis thaliana] 



Seq. No. 


1639 




Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3381 




Strand 


- 


Start 


361 




End 


3645 


Name 


OJ990423 07. 


9B01.C14 .o2.gs 


Method 


GENSCAN 


Start 


2488 




End 


3630 


GI 


none 




Score 


.56 


Exons 


2488. .2655, 


3547. .3630 






Seq. No. 


1639 




Seq. ID 


OJ990423_07.9B01.C14 


Gene No. 


3382 




Strand 




Start 


9577 




End.. 


9979 


Name 


OJ990423 07. 


9B01.C14 .o2.gp 


Method 


AAT/GAP 


Start 


9577 




End 


9979 


GI 


LIB3433-031- 


P1-K1-D7 


Score 


767 


Exons 


9577. .9979 








GI Descrip. 


'6015437/dbj 


|AB008112.1|AB008112 l.Oe- 


10 Homo sapiens PEX1 mRNA, 



complete cds 1 



. Seq. No. 1639 Seq. ID 

Gene No. 3383 - Strand 

Start 10066 End 

Q Name OJ990423_07 . 9B01 . C14 . o3 . gp Method 

3 Start 10066 End 

GI none r Score 

:::: Exons 10066.. 10393 



OJ990423_07.9B01.C14 

10393 
AAT/GAP 
10393 
633 



Li 



Seq. No. 1639 
Gene No. 3384 
Start . 14066 

Name OJ990423_07 . 9B01 . C14 . o2 . tm 

Start 7706 
GI none 

Exons 7706.. 7744, 8014.. 8196, 8018. 

8317. .8382, 8460. .8546, 8474. 
8715. .8792 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990423 07.9B01.C14 



15940 

TBLASTX: Maize 
8792 
63 

8197, 8018. .8197, 8312. .8383, 
8548, 8474. .8542, 8714. .8791, 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1639 Seq. ID 

3384 Strand 

14066 End 

OJ990423_07 . 9B01 . C14 . ol . tm Method 

8876 End 

none Score 



OJ990423_07.9B01.C14 
15940 

TBLASTX: Maize 

10083 

97 



8876..8935, 8877. .8939, 9048. .9161, 9055. .9159, 9055. .9180, 

9056.. 9160, 9241.. 9321, 9242.. 9319, 9255.. 9332, 9699.. 9962, 

9700. .9966, 9884. .9967, 9960. .10067, 9961. .10083, 9963.. 10019, 
9964.. 10065 



Seq. No. 1639 

Gene No. 3384 

Start 14066 

Name OJ990423_07 . 9B01 . C14 . o5 . gs 

Start 14066 

GI none 
Exons 



Seq. ID OJ990423_07.9B01.C14 
Strand 

End 15940 

Method GENSCAN 

End 15940 

Score .78 



14066. .14213, ; 15393. .15485, 157 95. .15940 



1714 




Seq. No. 


1640 






Seq. ID 


OJ990423_07.9B01. 


C15 


Gene No. 


3385 






Strand 


+ 






i 
i 






End 


1715 




Name 


OJ990423 07 


.9B01.C15.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


1715 




GI 


4874307 






Score 


72 




Exons 


1..43, 374. 


.469, 1687.. 


1715 








GI Descrip. 


(AC006053) 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


1640 






Seq. ID 


OJ990423_07.9B01. 


C15 


Gene No . 








Strand 


+ 




Start 


1 






tina 


1 / 1 j 




Name 


OJ990423 07 


.9B01.C15.ol 


. gs 


Metnoa 






Start 


29 






T7* r\ 

bna 


off 




GI 


none 






Score 


. y / 




Exons 


29. .577 












Seq. No. 


1640 






Seq. ID 


ojyy(J4zo u/.yBUi. 


C15 


Gene No . 


JJOO 






Strand 






Start 


361 






End 


833 




Name 


OJ990423 07 


.9B01.C15.ol 


.gp 


Method 


AAT / GAP 




Start 


361 






End 


o n *3 

833 




GI 


none 






Score 


94 6 




Exons 


361. .833 












Seq. No. 


1641 






Seq. ID 


OJ990423 07.9B01. 


C16 


Gene No. 


3387 






Strand 






Start 


438 . 






End 


3577 




Name 


OJ990423 07 


.9B01.C16.ol 


.gs 


Method 


GENSCAN 




Start 


438 






End 


Jo / / 




GI 


none 






Score 


r- -| 
. 51 




Exons 


438. .554, 908. .1822, 2412. .2607, 2689. 


ooTfl "3111 "3 O yt Q 






3330. .3577 












Seq. No. 


1641 






Seq. ID 


OJ990423_07.9B01. 


C16 


bene no. 


3387 






Strand 






Start 


438 






End 


i cl *7 n 




Name 


OJ990423 07 


.9B01.C16.ol 


. tm 


Method 


mnT 7\O r PV.M-5-! <-m 

i duRo 1 a : Mai ze 




Start 


932 






End 


1 Oil') 




GI 


none 






Score 


Jo b 




Exons 


932. .1342, 


934. .1341 










Seq. No. 


1641 






Seq. ID 


OJ990423_07. 9B01. 


C16 


Gene No . 


3387 






Strand 






Start 


438 






End 


3577 




Name 


OJ990423 07 


.9B01.C16.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


1473 






End 


1729 




GI 


none 






Score 


138 




Exons 


1473. .1718, 


1475. .1729 










Seq. No. 


1641 






Seq. ID 


OJ990423_07. 9B01. 


C16 


Gene No. 


3387 






Strand 






Start 


438 






End 


3577 




Name 


OJ990423 07 


.9B01.C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1749 






End 


2617 .-. ' 




GI 


none 






Score 


104 




Exons 


1749. .1823, 


1750. .1824, 


1751. 


.1825, 1752. .1823, 2412. .2474, 



1715 



2412.. 2606, 2485. .2562, 2552.. 2617 



Seq. No. 1641 

Gene No. 3387 

Start 438 

Name OJ990423_07 . 9B01 . C16 . ol . ts 

Start 2436 

GI none 
Exons 



Seq. ID OJ990423_07.9B01.C16 
Strand 

End 3577 

Method TBLASTX : Soybean 

End 3233 

Score 83 



2436. .2609, 2688. .2864, 2734. .2820, 2780. .2872, 2795. .2860, 
3111. .3233 



Seq. No. 1642 

Gene No. 3388 

Start 1 

Name OJ990423_07 . 9B01 . C17 . ol . np 

Start 1 

GI 5823579 
Exons 



Seq. ID OJ990423_07.9B01.C17 
Strand - + 

8409 
AAT/NAP 
8409 
1379 



End 

Method 
End 
Score 

1..48, 774. .845, 1186. .1307, 1388. .1578, 1747. .1887, 2515. .2637, 
3796. .3873, 4405. .4573, 4704. .4816, 4912. .4992, 5498. .5563, 
7403. .7467, 7620. .7665, 7749. .7865, 8148. .8239, 8325. .8409 



GI Descrip. (AJ132843) mitochondrial RNA helicase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



1642 Seq. ID 

3388 Strand 

1 End 

OJ990423_07. 9B01 . C17 . ol . gs Method 

129 End 

none Score 
129. .201, 728. .845, 1186. .1307, 1367. 
2374. .2514, 3796. .3873, 4405. 
5461. .5563, 5772. .5942 



OJ990423_07.9B01.C17 
+ 

8409 
GENS CAN 
5942 
.88 

1578, 1747. .1887, 
.4573, 4704. .4816, 4850. .4992, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1642 
3389 
9313 

OJ990423_07, 

4506 

none 

4506. .4577, 
4906. .4992 



9B01.C17.o3.ts 



4507. .4575, 4702 



Seq. ID OJ990423_07.9B01.C17 
Strand 

End 125.13 

Method TBLASTX : Soybean 

End 4 992 

Score 7 6 

.4815, 4703. .4816, 4905. .4991, 



Seq. No. 1642 
Gene No. 3389 
Start 9313 

Name OJ9904 23_07 . 9B01 . C17 . o2 . tm 

Start 4518 
GI none 

Exons 4518. .4574, 4519. .4575, 4520. 

4703. .4816, 4906. .5031, 4911. 
5497. .5562, 5498. .5563, 5501. 
7603. .7665, 7618. .7665, 7743. 
8146. .8241, 8147. .8242, 8160. 
8326. .8442 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4576, 4702 
.4994, 5475 
.5563, 7403 
.7880, 7743 
.8288, 8319 



OJ990423 07.9B01.C17 



12513 

TBLASTX: Maize 
84 42 
96 

4815, 4703. .4816, 

5561, 5493.. 5558, 

7465, 7406. .7462, 

7868, 8145. .8240, 

8441, 8325. .8426, 



•Seq. No. 
Gene No. 
Start 



1642 
3389 
9313 



Seq. ID 

Strand 

End 



OJ990423 07.9B01.C17 



12513 



1716 




Name 


OJ990423 07.9B01.C17 


,o2.gs 


Method 


GEN SCAN 




Start 


9313 




End 


12427 




GI 


none 




Score 


.76 




Exons 


9313.. 9393, 1014 1 .. 11727, 11951.. 12427 






Seq. No. 


1642 




Seq. ID 


OJ990423_07.9B01 


.C17 


Gene No. 


3389 




Strand 






Of a Y--H 

o tar l 


9313 




End 


12513 




Name 


OJ990423 07.9B01.C17 


.o2.np 


Method 


AAT/NAP 




Start 


10117 




End 


12513 




GI 


6721172 




Score 


799 




Exons 


10117. .11399, 12486. 


.12513 








GI Descrip. 


(AC016829) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


T C A O 

1642 




Seq. ID 


OJ990423_07.9B01 


-C17 


Gene No . 


o o a f\ 

3389 




Strand 






Start 


9313 




End 


12513 




Name 


OJ990423 07.9B01.C1/ 


. ol . tc 


Method, 


TBLASTX: Cress 




Start 


10201 




End 


10968 




GI 


none 




Score 


195 




Exons 


10201. .10695, 10315. 


.10905, 


10528. .10968 




Seq. No. 


1 C A O 




Seq. ID 


OJ990423_07.9B01 


.C17 


Gene No. 


3389 




Strand 






Start 


9313 ' 




End 


12513 




Name 


OJ990423 07.9B01.C17 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10204 




End 


10974 




GI. 


none 




Score 


71 




Exons 


10204. .10461, 10411. 


.10758, 


10411. .10554, 10414. .10974, 






10414. .10863, 10429. 


.10974, 


10462. .10635, 10567 .. 10734 , 






iu dz4 . . iuy / 4 , lUb^O. 


i men 

. iu / oy , 


10663. .10842, 10826. .10969 




Seq. No. 


1642 




Seq. ID 


OJ990423_07.9B01 


.C17 


Gene No. 


J Jo9 




Strand 






btart 


ATI T 

y ji j 




End 


12513 




Name 


OJ9904 23_U / . 9BU1 . CI / 


. o J . tm 


Method 


TBLASTX: Maize 




Start 


i no qi 




End 


10948 




GI 


none 




Score 


224 




Exons 


10297. .10443, 10402. 


.10554, 


10435. . 10659, 10540 .. 10773, 






10747. .10944, 10747. 


.10947, 


10754. .10948 




Seq. No. 


1642 




Seq. ID 


OJ990423_07.9B01 


-C17 


Gene No. 


3389 




Strand 






Start 


9313 




End 


12513 




Name 


OJ990423 07.9B01.C17 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1094 9 




End 


11236 




GI 


none 




Score 


373 




Exons 


10949. .11236, 10954. 


.11235, 


10967. .11236 




Seq. No. 


1642 




Seq. ID 


OJ990423_07. 9B01 


.C17 


Gene No. 


3389 




Strand 






Start 


9313 




End 


12513 




Name 


OJ990423 07.9B01.C17 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11098 




End 


11350 




GI 


none 




Score 


126 




Exons 


11098. .11349, 11102. 


.11350, 


11129. . 11350 





1717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 
r=& GI 
f ^ Exons 
'jfj GI Descrip. 



Seq. No. 
? Gene No. 
Start 
Name 
Start 
GI 

Exons 



•1 



1643 
3390 
7304 

OJ990423_07.9B01.C18.o2.gs 

7304 

none 



Seq. ID OJ990423_07.9B01.C18 

Strand + 

End 10615 

Method GENSCAN 

End 10615 

Score .46 



7304. .7365, 7511. .7592, 9799.-9983, 10439. .10615 



Seq. ID OJ990423_07.9B01.C18 
Strand 

End 4819 

Method AAT/NAP 

End 3899 

Score 1616 



1643 
3391 
1 

OJ990423_07. 9B01 .C18 . ol . np 
1 

4522005 
1..1359, 1414. .3899 

(AC007069) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990423_07.9B01.C18 
Strand 

End 4819 

Method AAT/NAP 

End 3913 

Score 1686 



1643 
3391 
1 

OJ990423_07.9B01.C18.o2.np 
1 

2583130 
1. .255, 300. .3913 

(AC002387) putative "non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



1643 Seq. ID 

3391 Strand 

1 End 

OJ990423_07 . 9B01 . C18 . ol . gs Method 

69 End 

none Score 



OJ990423_07 . 9B01 .C18 

4819 
GENSCAN 
4819 
.55 



69. .1093, 1146. .1736, 1831. .1961, 2086. .2585, 2866. .3838, 
4727. .4819 





Seq. No. 


1643 






Seq. ID 


OJ990423_07.9B01 


.C18 




Gene No. 


3391 






Strand 






Q 


Start 


1 






End 


4819 




□ 


Name 


OJ990423 07.9B01.C18.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


418 






End 


810 






GI 


none 






Score 


72 






Exons 


418. . 


810, 613.. 777 












Seq. No. 


1643 






Seq. ID 


OJ990423_07.9B01 


.C18 




Gene No . 


3391 






Strand 








Start 


1 






End 


4819 






Name 


OJ990423 07.9B01.C18.ol. 


ts 


Method 


TBLASTX : Soybean 






Start 


1268 






End 


1660 






GI 


none 






Score 


133 






Exons 


1268. 


.1453, 1460. .1660 












Seq. No. 


1643 






Seq. ID 


OJ990423_07.9B01 


.C18 




Gene No. 


3391 






Strand 








Start 


1 






End 


4819 






Name 


OJ990423 07.9B01.C18.o2. 


tw 


Method 


TBLASTX: Wheat 





1718 



Start 
GI 

Exons 



1364 End 1781 

none Score 85 

1364.. 1426, 1370.. 1780, 1382. .1774, 1425.. 1781 



Seq. No. 1643 

Gene No. 3391 

Start 1 

Name OJ990423_07 . 9B01 . C18 . ol . tm 
Start . 1484 

GI none 
Exons 



Seq. ID OJ990423_07.9B01.C18 
Strand 

End 4819 

Method TBLASTX : Maize 

End 237 6 

Score 110 



1484. .1675, 1915. .2217, 2224. .2376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



j:^ Seq. No. 
-,3 Gene No. 

Start 
]li Name 
!saJ Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



1643 
3391 
1 

OJ990423_07 . 9B01 . C18 . ol . tw 

1951 

none 



Seq. ID OJ990423_07.9B01.C18 
Strand 

End 4 819 

Method - TBLASTX : Wheat 

End 2331 

Score 112 



1951. .2118, 1952. .2125, 2111. .2329, 2111. .2260, 2113. .2331 



1643 
3391 
1 

OJ990423_07 . 9B01 . C18 . o4 . tw 

,3.434 

none 

3434.. 3772, 3483.. 3662 



Seq. ID OJ990423_07.9B01.C18 

Strand - 

End 4819 

Method TBLASTX : Wheat 

End 3772 

Score 65 



1644 
3392 
3463 

OJ9904 23_07 . 9B01 . C19 . ol . np 
3463 
5042438 

3463. .3512, 4363. .4633, 4698. .5700, 6921.. 6968 
(AC007789) hypothetical protein [Oryza ' sativa] 



Seq. ID OJ990423_07.9B01.C19 
Strand + 

6968 
AAT/NAP 
6968 
701 



End 

Method 

End 

Score 



1644 
3393 
6 

OJ990423_07. 9B01 . C19 . ol . gs 
6 

none 



Seq. ID OJ990423_07.9B01.C19 
Strand 

End 1533 

Method GEN SCAN " 

End 1533 

Score .87 



6. .428, 443. .574, 920. .1143, 1479. .1533 



1644 
3394 
6577 

OJ990423JD7 . 9B0I.C19.o4.gs 

6577 

none 

6577. .6793, 6856. .6989 

1644 
3395 
10353 

OJ990423_07. 9B01 . C19 . o2 . np 



Seq. ID OJ990423_07.9B01.C19 
Strand 

End 6989 

Method GENS CAN 

End 6989 

Score .97 



Seq. ID OJ990423_07.9B01.C19 
Strand 

End 15089 - 

Method AAT/NAP 



1719- 



Start 
GI 

Exons 

GI Descrip. 



10273 
64 98441 

10273. .10289, 10821, 
12297. .12670, 12734, 



End 14556 

Score 2808 
,10963, 11150. .11797, 11979 .. 12113, 
,13173, 13507.. 14556 



(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 1644 

Gene No. 3395 

Start 10353 

Name OJ990423_07 . 9B01 . C19 . o5 . gs 

Start 10353 

GI none 

Exons 10353. .10929/ 11395 .. 11533, 
13061.. 13367 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_07.9B01.C19 

15089 
GEN SCAN 
13367 
.6 



11968. .12670, 12749. .12864, 



Seq. No. 1644 Seq. ID 

Gene No. 3395 Strand 

Start 10353 End 

Name OJ990423_07 . 9B01 . C19 . 06 . gs Method 

Start 13437 End 

GI none Score 
Exons 



OJ990423_07.9B01.C19 

15089 
GENSCAN 
15089 
.84 



13437. .13817, 13907 14047 , 14091. .15089 



Seq. No. • ■ 1644 Seq. ID 

Gene No. 3396 Strand 

Start 16740 End 

Name OJ990423_07 . 9B01 . C19 . o4 . tw Method 

Start 10332 End 

GI none Score 
Exons 



OJ990423_07.9B01.C19 
16929 

TBLASTX: Wheat 

10793 

67 



10332. .10457, 10336 .. 10458 , 10488 .. 10526, 10644 .. 10793, 
10660. .10761 



Seq. No. 

Gene No. 

Start 
:db Name 
•1 Start 

:3 f . 

=~ Exons 



1644 
3396 
16740 

OJ990423_07. 

10832 

none 



9B01.C19.o3.tw 



Seq. ID OJ990423_07.9B01.C19 
Strand 
End 

Method 
End 
Score 



16929 

TBLASTX: Wheat 

11278 

96 



10832. .10987, 10833 .. 10970, 11034 .. 11210, 11054. .11278 



Seq. No. 1644 

Gene No. 3396 

Start 16740 

Name OJ990423_07 . 9B01 . CI 9 . o2 . tw 

Start 11665 

GI none 

Exons 11665. .11802, 11684 11806, 
11868. .12086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_07.9B01.C19 
16929 

TBLASTX: Wheat 

12091 

73 



11803. .11877, 11867. .12091, 



Seq. No. 1644 Seq. ID 

Gene No. 3396 Strand 

Start 16740 End 

■Name OJ990423_07 . 9B01 . C19 . o2 . tm Method 

Start 11795 End 

GI none Score 



OJ990423_07.9B01.C19 
16929 

TBLASTX: Maize 

12148 

50 



1720 



Exons 11795. .11878, 11800 11874 , 11870 .. 12148 , 11871 .. 12110, 

11945. .12136 



Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 


- 




Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11879 




End 


12115 




GI 


none 




Score 


81 




LAUIlo 


11A7Q 1 9 1 1 S 1 1 ft ftO 


1 1 QQfi 

J. X Z7 Z7 U 








Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 


- 




Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12176 




End 


12532 




GI 


none 




Score 


172 




Exons 


1 91 7 fi 1 9S?9 1 91 ftfi 


1 94 S9 








Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 






Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12200 




End 


12663 




GI - 


none 




Score 


. 200 






19900 1 Ofifil 19900 


1 9 fifil 


12201. .12662, 12220.. 12663 




Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 






Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


13134 




End 


13406 




GI 


none 




Score 


101 




Exons 


1 ?1 "\L 1 ^406 1 ?1 


1 ?9 Q? 








Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 






Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


14076 




End 


14366 




GI 


none 




Score 


125 






14076 14^66 140Qft 


1 49ft? 








Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


-C19 


Gene No. 


3396 




Strand 






Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


14121 




End 


14369 




GI 


none 




Score 


104 




Exons 


14121. .14369, 14122.. 


14271 








Seq. No. 


1644 




Seq. ID 


OJ990423_07.9B01 


.C19 


Gene No. 


3396 




Strand 






Start 


16740 




End 


16929 




Name 


OJ990423 07.9B01.C19. 


o7 . gs 


Method. 


GENSCAN 




Start 


16740 




End 


16929 




GI 


none 




Score 


.64 * 





1721 



Exons 



16740. .16929 



Seq. No. 1645 Seq. ID OJ990423_07.9B01.C20 

Gene No. 3397 Strand 

Start 2104 End 3990 

Name OJ990423_07 . 9B01 . C20 . o2 . gs Method GENS CAN 

Start 2104 End 3295 

GI none Score . 6 

Exons 2104.. 2155, 2247.. 2461, 2559.. 3101, 3183.. 3295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1645 
3397 
2104 

OJ990423_07. 9B01 .C20 . ol . tm 

2231 

none 



Seq. ID OJ990423_07.9B01.C20 
Strand 

End 3990 

Method TBLASTX: Maize 

End 2976 

Score 208 



2231. .2296, 2288. .2461, 2289.-2462, 2307. .2462, 2559. .2750, 
2560. .2700, 2691. .2747, 2754. .2975, 2757. .2873, 2836. .2976 



Seq. No. 

Gene No. 

Start 

Name 
, !ft Start 
,J GI 
==J Exons 
Tl . GI De scrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



'S -ST 



1645 -Seq. ID OJ990423_07.9B01.C20 

3397 Strand 

2104 End 3990 

OJ990423_07. 9B01 . C20 . ol . np Method AAT/NAP 

2249 End 3990 

2351097 Score 771 

2249. .2461, 2559. .3101, 3183 .. 3390, 3891 .. 3990 

(AB006810) ATMRK1 [Arabidopsis thaliana] 



1645 
3397 
2104 

OJ990423_07 . 9B01 . C20 .ol . tc 

2252 

none 



Seq. ID OJ990423_07.9B01.C20 
Strand 

End 3990 

Method TBLASTX : Cress 

End 3389 

Score 146 



2252. .2284, 2301. .2456, 2303. .2464, 2566. .2700, 2568. .2738, 
2754. .2975, 2839. .2976, 3054. .3104, 3055. .3102, 3183. .3239, 
3183.. 3257, 3202.. 3285, 3249.. 3389, 3268.. 3300 



Seq. No. 1645 

^ Gene No. 3397 

Start 2104 

i:=? Name OJ990423_07 . 9B01 . C20 . ol . tw 

Start 2255 

GI none 

Exons 



Seq. ID OJ990423_07.9B01.C20 
Strand 

End 3990 

Method TBLASTX : Wheat 

End 2 97 6 

Score 151 



2255. .2461, 2259. .2462, 2559.-2747, 2560. .2700, 2691. .2747, 
2739. .2873, 2745.-2975, 2836. .2976 



Seq. No. 1645 Seq. ID OJ990423_07.9B01.C20 

Gene No. 3397 Strand 

Start 2104 End 3990 

Name OJ990423_07 . 9B01 -C20.ol.ts' Method TBLASTX : Soybean 

Start 2315 End 2921 

GI none Score 121 

Exons 2315.. 2464,. 2316.. 2456, 2577.. 2741, 2581.. 2700, 2739.. 2921 



Seq. No. 
Gene No. 



1645 
3397 



Seq. ID OJ990423_07.9B01.C20 
Strand 



1722 






Start 


2104 




End 


3990 




Name 


OJ990423_07.9B01.C20.ol 


.gp 


Method 


AAT/GAP 




Start 


-J-JAC 




End 


3539 




GI 


LIB3477-003-P1-K1-E9 




Score 


98 




Exons 


3305.. 3332, 3472.. 3539 










GI Descrip. 


, 24 98586/sp|Q40638 |MP01 


ORYSA 


-■•2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I)* 


>gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] 1 










Seq. No. 


1646 




Seq. ID 


OJ990423_07.9B01.C21 




Gene No. 


o o n o 




Strand 


+ 




Start 


609 




End 


894 




Name 


OJ990423 07.9B01.C21.ol 


.gs 


Method 


GENSCAN 




Start 


609 




End:- 


894 




GI 


none 




Score 


.92 




Exons 


609. .894 










Seq. No. 


■ 1646 




Seq. ID 


OJ990423_07.9B01.C21 




Gene No . 


3399 




Strand 






otart 


1 




End 


1520 




Name 


OJ990423 07.9B01.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1438 




GI 


2244835 




Score 


140 




Exons 


1..48, 1172. .1438 








u 

:. : 


GI Descrip. 


(Z97337) kinase like protein 


[Arabidopsis thaliana] 




Seq. No. 


1646 




Seq. ID 


OJ990423_07.9B01.C21 


I i : 
: =r 


Gene No. 


3399 




Strand 




: : ^ 


Start 


1 




End 


1520 


■ssr 


Name 


OJ990423 07.9B01.C21.o2 


.gs 


Method 


GENSCAN 




Start 


1020 




End 


1520 




GI 


none 




Score 


.8 


: ic? 


Exons 


1020. .1520 








:S 

'eef 


Seq. No. 


1646 




Seq. ID 


OJ990423_07.9B01.C21 




Gene No. 


3400 




Strand 






Start 


3144 




End 


3802 




Name 


OJ990423 07.9B01.C21.o2 


.tin' 


Method 


TBLASTX: Maize 


W 


Start 


1228 




End 


1410 




GI 


none 




Score 


44 




Exons 


1228.. 1314, 1230.. 1274, 


1288. 


.1410, 1308.. 1409 




Seq. No. 


1646 




Seq. ID 


OJ990423_07.9B01.C21 




Gene No. 


3400 




Strand 






Start 


3144 




End 


3802 




Name 


OJ990423 07.9B01.C21.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


3138 




End 


3309 




GI 


none 




Score 


65 




Exons 


3138. .3308, 3250. .3309 ' 










Seq. No. 


1646 




Seq. ID 


OJ990423_07.9B01.C21 




Gene No. 


3400 




Strand 






Start 


3144 




End 


3802 




Name 


OJ990423 07. 9B01.C21.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3141 




End 


3801 




GI 


none v 




Score 


340 




Exons 


3141. .3620, 3151.. 3621, 


3721. 


.3801 





1723 




Oc^! IN U . 


1 fiA fi 








UU^ JUIt. J \J f * Z/OVJX . ^/i J. 


Gene No. 


3400 






Strand 




Start 


3144 






End 


3802 


Name 


OJ990423 07. 


9B01.C21.ol 


. tm 


Method 


TBLASTX : Maize 


Start 


3144 






End 


3801 


GI 


none 






Score 


334 


Exons 


3144. .3623, 


3250. .3624, 


3721. 


.3801 




O tiLJ . INO . 


1 fi 






Dtiq . ± u 




Gene No. 


3400 






Strand 




Start 


3144 






End 


3802 


Name 


OJ990423 07. 


9B01.C21.o3 


. gs 


Method 


GENSCAN 


Start 


3144 






End 


3622 


GI 


none 






Score 


.82 


Exons 


3144. .3622 










Oc^« IN KJ ■ 


1 fid 










Gene No. 


3400 






Strand 




Start 


3144 






End 


3802 


Name 


OJ990423 07. 


9B01.C21.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3144 






End 


3299 


GI 


none 






Score 


195 


Exons 


3144. .3299 










Seq. No. 


1646 






Seq. ID 


OJ990423_07.9B01.C21 


Gene No. 


3400 






Strand 




O Lai u 


3144 






End 


3802 


Name 


OJ990423 07. 


9B01.C21.o2 


. np 


Method 


AAT/NAP 


Start 


3147 






End 


3802 


GI 


3892058 






Score 


691 


Exons 


3147. .3622, 


3720. .3802 








GI Descrip. 


(AC002330) putative glutamate 


-/aspartate-binding peptide 




[Arabidopsis 


: thaliana] 








o e q . v* u • 


1646 






Seq. ID 


OJ990423_07.9B01.C21 


Gene No. 


3400 






Strand 




Start 


. 3144 






End 


3802 


Name 


OJ990423 07. 


9B01.C21.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3399 






End 


3801 


GI 


none 






Score 


215 


Exons 


3399. .3623, 


3400. .3624, 


3721. 


.3801 




oeq . inu . 


1647 






Seq. ID 


OJ990423_07.9B01.C22 


Gene No. 


3401 






Strand 


+ 


Start 


577 






End 


626 


Name 


OJ990423 07. 


9B01.C22.ol 


. gs 


Method 


GENSCAN 


Start 


577 






End 


626 


GI 


none 






Score 


. 66 


Exons 


577. .626 










Seq. No. 


1647 






Seq. ID 


OJ990423_07.9B01.C22 


Gene No. 


3402 






Strand 


+ 


Start 


4790 






End 


19646 


Name 


OJ990423. 07. 


9B01.C22.o2 


. np 


Method 


AAT/NAP 


Start 


4790 






End 


19646 


GI 


6539567 






Score 


69 



1724 




Exons 4790.. 4932, 5222.. 5279, 5882.. 5955, 16897 .. 17004, 19585.. 19646 

GI Descrip. ' (AP000836) EST C72938 (E2506) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome I 
BAC T5A14 genomic sequence; unknown protein (AC005223) [Oryza 
sativa] 



Seq. No. 


1647 




Seq. ID 


OJ990423_07.9B01.C22 


Gene No.- . 


3403 




Strand 




Start 


2354 




End 


6075 


Name 


OJ990423 07 


.9B01.C22.o2. 


gs Method 


GENSCAN 


Start 


2354 




End 


6075 








Score 


.88 


Exons 


2354. .2415, 


2757. .2947, 


3383. .3447, 4676. .4718, 4842. .4999, 




5198. .5258, 


5765. .5883, 


5941. .6075 




Seq. No. 


1647 




Seq. ID 


OJ990423_07.9B01.C22 


Gene No. 


3403 




Strand 




Start 


2354 




End 


6075 


Name 


OJ990423_07 


.9B01.C22.ol. 


np Method 


AAT/NAP 




/COO y 




End 


2925 


GI 


6714453 




Score 


185 


Exons 


2559. .2654, 


2757. .2925 






GI Descrip. 


(AC011620) . 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


1647 




-Seq. ID 


OJ990423_07.9B01.C22 - 


Gene No. 


3403 




Strand 




Start 


2354 




End 


6075 


Name 


OJ990423 07 


.9B01.C22.ol. 


gp Method 


AAT/GAP 


Start 


4839 




End 


4996 


H T 


none 




Score 


172 


Exons 


4839. .4996 








Seq. No. 


1647 




Seq. ID 


OJ990423_07.9B01.C22 


Gene No. 


3404 




Strand 




Start 


7833 




End 


8298 


Name 


OJ990423 07 


.9B01.C22.o2. 


gp Method 


AAT/GAP 


Start 


7833 




End 


8298 


GI 


LIB3432-059 


-P1-K1-D8 


Score 


871 


Exons 


7833. .8298 








GI Descrip. 


'5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone 


s:P0538C01' 




Seq. No. 


1647 




Seq. ID 


OJ990423_07.9B01.C22 


Gene No. 


. 3405 




Strand 




Start 


11794 




End 


' 12203 


Name 


OJ990423 07 


.9B01.C22.ol. 


tm Method 


TBLASTX: Maize 


Start 


2558 




End 


2946 


GI 


none 




Score 


82 


Exons 


2558. .2635, 


2559. .2621, 


2559. .2636, 2561. .2635, 2616. .2657, 




2767. .2856, 


2770. .2877, 


2771. .2866, 2860. .2946, 2864. .2902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1647 
3405 
11794 

OJ990423_07, 

2558 

none 



9B01.C22.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990423_07.9B01.C22 
12203 

TBLASTX : Soybean 

2952 

108 



1725 



Exons 


2558. .2599, 2604. .2657, 2770. 


.2877, 2771. .2866, 2860. .2952 


Seq. No. 


1647 


Seq. ID 


OJ990423_07.9B01.C22 




^4ns 


St" rand 




Start 


11794 




12203 


Name 


OJ990423 07.9B01.C22.o3.gp 






Start 


11794 




12203 


GI 


. 2310288 


OL.U1 C 


726 


Exons 


11794. .12203 






Seq. No. 


1648 


Seq. ID 


OJ990423_07.9B01.C23 


Gene No. 


3406 


Strand 


+ 


Start 


3096 


End 


8525 


Name . 


OJ990423 07. 9B01 . C23 . ol . np 


Method 


AAT/NAP 


Start 


3096 


End 


8525 


GI 


1076802 


Score 


149 


Exons 


3096. .3320, 4358.-4696, 8175. 


.8525 




GI Descrip. 


extensin-like protein - maize 


gi| 600118 |emb|CAA84230 | (Z34465) 




extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 




extensin-like domain [Zea mays] 




Seq. No. 


1 £A ft 


Seq. ID 


OJ990423_07 . 9B01 .C23 


Gene No. 


-Jfl U D 


Strand 


+ 


Start 


juyb 


End 


8525 


in cnuc 


VUyy\JH<Cj U / . yDUl.LZj.Oj.gp 


Method 


AAT/GAP 


Start 




End 


3663 


GI 




Score 


764 


Exons 


j^JO . . jDDj 






GI Descrip. 


, 1420932/gb|U61383|ORU61383 7 


.Oe-21 Oryza .rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence* 


Seq. No. 


1648 


Seq. ID 


OJ990423_07.9B01.C23 


Prinf Mo 


3406 


Strand 


+ 


Start 


3096 


End 


8525 


Name 


OJ990423 07.9B01.C23.ol.gs 


Method 


GENSCAN 


Start 


3351 


End 


5225 


GI 


none 


Score 


.85 


Exons 


3351.. 3860, 4317.. 5225 






Seq. No. 


1648 


Seq. ID 


OJ990423_07.9B01.C23 


Cono Mo 


3406 


Strand 


+ 


Start 


3096 


End 


8525 


Name 


OJ990423 07.9B01.C23.o2.gs 


Method 


GENSCAN 


Start 


7969 


End 


'8448 


GI 


none 


Score 


.93 


Exons 


7969. .8448 






Seq. No. 


1648 


Seq. ID 


OJ990423_07.9B01.C23 


Gene No. 


3407 


Strand 




Start 


1 


End 


119 


Name 


OJ990423 07.9B01.C23.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


119 


GI 


LIB3477-003-P1-K1-E9 


Score 


176 


Exons 


1. .119 







GI Descrip. ? 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 .MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



1726 



Seq. No. 1648 Seq. ID 

Gene No. 3408 Strand 

Start 3398 End 

Name OJ990423_07 . 9B01 . C23 . ol . tm Method 

Start 3398 End 

GI none Score 
Exons 



OJ990423_07.9B01.C23 
3740 

TBLASTX: Maize 

3740 

122 



3398. .3478, 3399. .3479, 3471. .3620, 3471 3596,- 3473 .. 3619, 
3687. .3740 



oeq . no . 


1 £X Q 
1 04 O 




Seq. ID 


OJ990423_07.9B01.C23 


Gene No. 


3409 




Strand 




Start 


4349 




End 


4805 


Name 


OJ990423 07.9B01.C23.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4349 




End 


4805 


GI 


none 




Score 


68 


Exons 


4349.-4429, 4350. .4448, 


4530. 


.4664, 4535. .4660, 4710. .4805, 




4710. .4805 








Seq. No. 


1649 




Seq. ID 


OJ990423_07.9B01.C24 


Gene No . 






Strand 




Start 


1306 




End 


1841 


Name 


OJ990423 07.9B01.C24.ol. 


gs 


Method 


GENSCAN 


Start 


1306 




End 


1841 


GI 


none 




. Score , 


.58 


Exons 


1306. .1379, 1703. .1841 








Seq. No. 


1650 




Seq. ID 


OJ990423_07.9B01.C25 


Gene No. 


3411 




Strand 


+ 


btari: 


4 3D 




End 


1207 


Name 


OJ990423 07.9B01.C25.ol. 


gp 


Method 


AAT/GAP 


Start 


456 




End 


1207 


GI 


73404 1.R1084 




Score 


518 


Exons 


456. .559, 989. .1207 








GI Descrip. 


1 47 69000/gb IAAD29713.il 


3.0e- 


24 (AF140500) unknown [Oryza 




sativa] ? 








Seq. No. 


1650 




Seq. ID 


OJ990423 07.9B01.C25 


Gene No. 


3412 




Strand 


'+ 


otart 






End 


6110 


Name 


OJ990423 07.9B01.C25.ol. 


gs 


Method 


GENSCAN 


Start 


1160 




End 


3890 


GI 


none 




Score 


.82 


Exons 


1160.. 1495, 1577.. 2011, 


2056. 


.2337, 2361.. 2403, 2502.. 2627, 




3736. .3890 








Seq. No. 


1650 




Seq. ID 


OJ990423_07.9B01.C25 


Gene No. 


3412 




Strand 


+ 


Start 


1160 




End 


6110 


Name 


OJ990423 07.9B01.C25.ol. 


np 


Method 


AAT/NAP 


Start 


1160 




End 


6110 


GI 


3413699 




Score 


612 


Exons 


1160. .1232, 1260. .1495, 


1577. 


.1672, 1703.. 1972, 6074.. 6110 


GI Descrip. 


(AC004747) putative heat 


shock transcription factor [Arabidt 




thaliana] 








Seq. No. 


1650 




Seq. ID 


OJ990423_07.9B01.C25 



1727 




Gene No. 


3413 








Strand 




Start 


2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


.C25.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


1276 








End 


1930 


GI 


none 








Score 


290 


Exons 


1276. .1494, 


1277 


. .1495, 


1573 


..1659, 1577. .1672, 1721. .1930, 




1744. .1923 












Seq. No. 


1650 








Seq. ID 


OJ990423_07.'9B01.C25 


Gene No. 


3413 








Strand . 




Start 


2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


.C25.ol 


. tw . 


Method 


TBLASTX: Wheat 


Start 


1288 








End 


1651 


GI 


none 








Score 


229 


Exons 


1288. .1317, 


1309 


. . 1-494, 


1310 


. .14 95, 1573. .1641, 1577. .1651 


Seq. No. 


1650 








Seq. ID 


OJ990423_07 . 9B01.C25 


Gene No. 


3413 








Strand 




Start 


O A O A 

2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1312 








End 


1981 


GI 


none 








Score 


239 


Exons 


1312. .1494, 


1313 


. .1495, 


1564 


..1659, 1577. .1672, 1721. .1981, 




1744. .1974 












Seq. No. 


1650 








Seq. ID 


OJ990423_07.9B01.C25 


Gene No. 


3413 








Strand 




Start 


2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


.C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1315 








End 


1672 


GI 


none 








Score 


222 


Exons 


1315. .1494, 


1316 


. .1495, 


1573 


..1662, 1577. .1672 


Seq. No. 


1650 








Seq. ID 


OJ990423JD7 . 9B01 .C25 


Gene No. 


3413 








Strand 




Start 


2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


,C25.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1727 








End 


2047 


GI 


none 








Score 


263 


Exons 


1727. .1984, 


1741 


. .1986, 


1979 


. .2047 




Seq. No. 


1650 








Seq. ID 


OJ990423_07.9B01.C25 


Gene No. 


3413 








Strand 




Start 


2420 








End 


2930 


Name 


OJ990423 07. 


9B01 


.C25.o2 


.gp 


Method 


AAT/GAP 


Start 


2420 








End 


2930 


GI 


4768999 








Score 


938 


Exons 


2420. .2930 












GI Descrip. 


4769000/gb|AAD29713.1| : 


3.0e- 


24 (AF140500) unknown [Oryza sativa] 


Seq. No. 


1650 








Seq. ID 


OJ990423_07 . 9B01.C25 


Gene No. 


3414 








Strand 




Start 


6215 








End 


6834 


Name 


OJ990423 07. 


9B01 


.C25.o3 


.tm " 


Method 


TBLASTX: Maize 


Start" 


6215 








End 


6834 


GI 


none 








Score 


52 


Exons 


6215. .6295, 


6218 


. .6283, 


6319 


..6456, 6345. .6440, 6348. .6455, 



1728 




6348.. 6437, 6361.. 6537, 

6363.. 6440, 6364.. 6471, 

6473..6598, 6473.. 6604, 

.6482.-6667, 6488.. 6634, 

6516. .6602, 6585. .6674, 

6664. .6792, 6667. .6759, 

6713. .6748, 6780. .6833, 



Seq. No. 1651 

Gene No. 3415 

Start 1217 

Name OJ990423JD7 . 9B01 . C26. ol . 

Start 1217 

GI 15594_1.R1084 

Exons 1217.. 1595, 2603.. 2789, 



GI Descrip. '3402679 6.0e-09 (AC004 
thaliana] 1 




6362. 


.6460, 


6363. 


.6446, 


6363. 


.6464, 


6364. 


.6447, 


6366. 


.6485, 


6368. 


.6448, 


6473. 


.6592, 


6474. 


.6602, 


6474 . 


.6638, 


6492. 


.6602, 


6495. 


.6689, 


6496. 


.6648, 


6586. 


.6675, 


6587. 


.6676, 


6636. 


.6728, 


6667. 


.6729, 


6704. 


.6748, 


6712. 


.6759, 


6793. 


.6834 











Seq. ID OJ990423_07.9B01.C26 

Strand + 

End 4227 
gp Method AAT/GAP 

End- 4227 

Score 1938 
2971. .3078, 3885. .4227 
i97) unknown protein [Arabidopsis 



Seq. No. 1651 

Gene No. 3415 

Start 1217 

Name OJ990423_07 . 9B01 . C26 . ol . gs 

Start 1392 

GI none 
Exons 



Seq. ID OJ990423_07.9B01.C26 

Strand + 

End 4227 

Method GENSCAN 

End 3392 

Score .68 



1392.. 1595, 2603.. 2789, 2971.. 3078, 3370.. 33.92 



Seq. No. 1651 

Gene No. 3416 

Start 4899 

Name OJ990423_07 . 9B01 . C26 . o2 . gs 

Start 4899 

GI none 
Exons 



Seq. ID OJ990423_07.9B01.C26 
.Strand 

End 15826 

Method GENSCAN 

End 8216 

Score .49 



'"-■J Seq. No. 
i.i Gene No. 
r Z z Start 

Name 
O Start 
U GI 

Exons . 

GI Descrip. 



4899..4928, 5018. .5123, 5215. .5387, 5706. .5864, 5943. .6062, 
6145. .6435, 7135. .7339, 8155. .8216 



1651 
341.6 
4899 

OJ990423_07. 9B01 . C26 . ol .np 

4902 

2160148 



Seq. ID OJ990423_07.9B01.C26 
Strand 

End > ' 15826 
Method ' AAT/NAP 
End 15826 
Score 591 



4902. .4928, 5018. .5123, 5215. .5387, 5706. .5864, 5943. .6046, 
15806.. 15826 

(AC000375) EST gb|H37044 comes from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


1651 




Seq. ID 


OJ990423 


Gene No. 


3416 




Strand 




Start 


4899 




■ End 


15826 


Name 


OJ990423 07.9B01.C26. 


o3.gs 


Method 


GENSCAN 


Start 


12943 




End 


15503 


GI 


none 




Score 


.41 


Exons 


• 12943. .13007, 14266.. 


14380, 


15288. .15503 


Seq. No. 


1651 




Seq. ID 


OJ990423 


Gene No . 


3417 




Strand 




Start 


16403 




End 


16823 



1729 



2SL 

.a* 
sr. 
= J 

;n 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



i=l Seq. No. 
[3 Gene No. 
;3 Start 

Name 

Start 

GI 

Exons 



OJ990423_07 . 9B01 .C26 .o2 . tm 

1445 

none 

1445. .1606, 1446. 

2603. .2788, 2945. 

3886. .4017, 3887. 

4186. .4239, 4199. 



,1607, 2602. 

,3046, 2970. 

,4024, 3887. 
,4243 



1651 
3417 
16403 

OJ990423_07.9B01.C26.o2.ts 

1448 

none 

1448. .1597, 1449. .1598, 2602. 
2640. .2789, 2948. .3046, 2970. 
3887. .4018, 3889. .3984 

1651 
3417 
16403 

OJ990423_07 . 9B01 . C2 6 . o2 . tc 

1458 

none 

1458. .1607, 1463. .1609, 2601. 

1651 
3417 
16403 

OJ990423_07 . 9B01 . C26 . ol . tm 

4881 

none 

4881. .4940, 4887. .4931, 4888. 
5017. .5124, 5018. .5125, 5212. 
5703. .5741, 5703. .5744, 5742. 
5929.. 6036, 6016.. 6063, 6027. 
6212. .6289, 6311. .6385, 6384. 

1651 
3417 
16403 

OJ990423_07.9B01.C26.ol.tc 
4899 
none 
4899. 
5214. 
5922. 



Method TBLASTX : Maize 
End 4243 
Score 280 

.2787, 2602. .2787, 2603. .2788, 
.3080, 2970. .3077, 2971. .3090, 
.4024, 4020. .4121, 4046. .4123, 



Seq. ID OJ990423_07.9B01.C26 
Strand 

End 16823 

Method ' TBLASTX: Soybean 

End 4018 

Score 224 

.2787, 2603. .2788, 2621. .2794, 
.3080, 2970. .3083, 3850. .4008, 



Seq. ID OJ990423_07.9B01.C26 
Strand 

End 16823 

Method TBLASTX : Cress 

End 2701 

Score 216 

.2696,. 2602.. .2700, 2603.. 2701 

Seq. ID OJ990423_07.9B01.C26 
Strand 

End 16823 
Method TBLASTX : Mai ze 
End 6425 
Score 4 8 

.4938, 5015. .5122, 5016. .5123, 
.5385, 5212. .5382, 5214. .5387, 
.5876, 5751. .5867, 5904. .6035, 
.6062, 6145. .6288, 6150. .6281, 
.6425 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990423 07.9B01.C26 



.4952, 4908, 
.5387, 5215. 
.6041, 5938. 



,4937, 5015. 
,5388, 5218. 
,6042, 5983. 



16823 

TBLASTX: Cress 
6042 
50 

5122, 5016.. 5123, 5065. 
5388, 5703.. 5876, 5706. 
6042 



,5151, 
.5852, 



Seq. No. 1651 
Gene No. 3417 
Start . 16403 

Name OJ990423_07 . 9B01 . C26 . ol . ts 

Start 4899 
GI none 

Exons 4899.-4952, 4905.. 4934, 5015. 

5215.. 5388, 5218.. 5388, 5702. 
5922. .6041, 5938. .6042 



Seq. ID OJ990423_07.9B01.C26 
Strand 

End 16823 

Method TBLASTX : Soybean 

End 6042 

Score 41 

.5122, 5016. .5153, 5214. .5387, 
.5848, 5703. .5924, 5733. .5864, 



1730 



Ccirr Kin 


1 fiM 

1U Jl 


Sea ID 


OJ990423 07 


9B01 C26 


Gene No. 


3417 


Strand 






Start 


16403 


End 


16823 




Name 


OJ990423 07.9B01.C26.o4.gs 


Method 


GEN SCAN 




Start 


16403 


End 


16823 




GI 


none 


Score 


.52 




Exons 


16403. .16521, 16701.. 16823 








Seq. No. 


1652 


Seq. ID 


OJ990423_07. 


9B01.C27 




3418 


Strand 


+ 




Start 


185 


End 


7620 




Name 


OJ990423 07.9B01.C27.ol.gs 


Method 


GENSCAN 




Start 


185 


End 


7276 




GI 


none 


Score 


.94 




Exons 


185. .291, 1728. .1797, 1893.. 


1978, 2104 


..2239, 3204. 


.3377, 




4125.. 4316, 4793.. 4907, 5037 


..6166, 6381. .7083, 7174. .7276 


Seq. No. 


1652 


Seq. ID 


OJ990423_07 . 


9B01.C27 


Gene No. 


3418 


Strand 


+ 




Start 


185 


End 


7620 




Name 


OJ990423 07. 9B01 . C27 . ol . np 


Method 


AAT/NAP 




Start 


371 


End 


7620 




GI 


4587572 


Score 


2727 




Exons 


371. .409, 1726. .1797, 1893.. 


1978, 2104 


..2239, 2326. 


.2382, 



3204. .3377, 4125. .4316, 4406. .4471, 4793. .4907, 5037. .6166, 
6381. .7083, 7174. .7620 
GI Descrip. (AC006550) Similar to gb|U70015 lysosomal trafficking regulator 
from Mus musculus and contains 2 PF 100400 WD40, G-beta repeats. 
ESTs gb|T4338 6 and gb|AA395236 come from this gene. [Arabidopsis 
thaliana] 



L| Seq. No. 

Gene No. 

=1 Start 

- s Name 

^ Start 

■J- GI . 

3 Exons 



1652 
3418 
185 

OJ990423_07.9B01.C27.ol.ts 

5927 

none 



Seq. ID OJ990423_07.9B01.C27 

Strand + 

End 7620 

Method TBLASTX : Soybean 

End 6485 

Score 190 



5927. .6166, 5941. .6105, 6378. .6485, 6380. .6484 



Z Seq. No. 1653 

J Gene No. 3419 . 

Start 33 

Name OJ990423_07 . 9B01 . C29 . ol . gs 

Start 33 

GI none 

Exons 33.. 237 



Seq. ,ID OJ990423_07.9B01.C29 
Strand 

End 237 

Method GENSCAN 

End 237 

Score .53 



Seq. No. 1654 

Gene No. 3420 

Start 399 

Name OJ990423_07 . 9B01 . C30 . ol . gs 

Start 399 

GI none 

Exons 399.. 602 



Seq. ID OJ990423_07.9B01.C30 

Strand 

End 602 

Method GENSCAN 

End 602 

Score .72 



Seq. No. 



1655 



Seq. ID OJ990423_07.9B01.C31 



1731 





Gene No. 


3421 




Strand 


+ 






1 




End 


809 




Name 


OJ990423 07.9B01.C31.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


809 




GI 


6665543 




Score 


386 




Exons 


1..143, 294. .809 










GI Descrip. 


(AC013289) putative protein kinase [Arabidopsis thaliana 




Seq. No. 


1D30 




Seq. ID 


OJ990423_07.9B01. 




bene lno . 


3421 




Strand 


+ 




Start 


1 




End 


809 




Name 




.tm 


Method 


TBLASTX: Maize 




Start 


Q7 
y / 




End 


778 




GI 


none 




Score 


84 




Exons 


Q7 1QQ QQ 1Q1 OOi; 


777, 289... 747, 338. .778 




Seq. No. 


± ODD 




oeq . xu 


\jo y y\j ft c. o u / • 3dui • 




bene wo . 


3421 




Strand 


+ ~~ 




Start 


1 




End 


809 




Name 








i lj lino l /\ • juyjjcau 




Start 


*3 /I "7 




Hi 11 LI 


QUO 




GI 


none 




Score 


1 

X,Z) -J 




Exons 


"3 A 1 £H1 CnQ CTQ CQQ 


7 A ft 
. . / fl 0 , 


cm 7 ^ ft 


/ f O . .DUO 




Seq. No. 


1 CCC 
lOOO 




Can T H 

JC^. xu 


Pj 1 TQQr)49'3 07 QR01 


=? 


Gene No . 


3421 - 










Start 


1 




End 


809 


1 1 


Name 


nTQQn/io*} m onm p^i 
ujyyufiZj u / • Z7.DU 1 • j. . o X 


.tc 


Method 


TBLASTX: Cress 




Start 


o / / 




End 


808 


J 


GI 


none 




Score 


353 


y 


Exons 


O / / . . /40| ^/D../-LD/ jUj 


. . f JO f 


600. .764, 


767. .808 


—5 

=7 


Seq. No. 


1 £RR 
IDJJ 




Seq. ID 


OJ990423_07.9B01. 




Gene No . 


Oft Z 1 




Strand 


+ 




Start 


1 




End 


809 


SS? 


Name 


OJ990423_07 . 9B01 .C31 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4 n 4 

ft U ft 




End 


808 




GI 


none 




Score • 


384 


3 


Exons 


404 7dft Rfifi 4QQ 


. .729, 


593. .769, 


770. .808 




Seq. No. 






Seq. ID 


OJ990423_07.9B01. 




Gene No. 






Strand 


+ 






1 

X 




End 


697 




Name 


OJ990423 07.9B01.C32.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


697 




GI 


4680179 




Score 


1161 




Exons 


1. .697 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


1656 




Seq. ID 


OJ990423_07.9B01. 




Gene No. 


3422 




Strand 


+ 




' Start 


' 1 




End 


697 




Name 


OJ990423 07.9B01.C32.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5 




End 


260 




GI 


none 




Score 


196 




Exons 


5. .151, 6. .260, 6. .248 









1732 





Seq. No. 


1656 




Seq. ID 


• OJ990423_07.9B01. 


C32 




Gene No . 


"3 A O O 




oLrana 


T 






Start- 


1 




End 


697 






Name 


OJ990423 07. 9B01.C32.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


5 




End 


326 






GI 


none 




Score 


226 






Exons 


5. .172, 6. .260, 6. .218, 


231. . 


326, 266. 


.325 






Seq. No. 


1656 




Seq. ID 


OJ990423_07. 9B01. 


C32 




bene wo. 






. ot.j_a.ria 


_L 

r 






Start 


1 




End 


697 






Name 


OJ990423 07. 9B01.C32.ol 


.gs 


Method 


GEN SCAN 






Start - 


97 




End 


654 






GI 


none 




Score 


.88 






Exons 


97. .654 












Seq. No. 


1657 




Seq. ID 


OJ990423_07.9B01. 


C33 




bene no . 


*5 A O "3 






_L 
T 






Start 


302 




End 


390 






Name 


OJ990423 07. 9B01.C33.ol 


.gs 


Method 


GENSCAN 






• Start 


302 




End 


390 






GI 


none 




Score 


.4 






Exons 


302. .390 










t -J 


Seq. No. 


1658 




Seq. ID 


OJ990423_07.9B01. 


C35 


; is? 


Gene No. 






otirana 


+ 




i tt 
. 1 ! 


Start 


33 




End 


368 




1! 


Name 


OJ990423 07.9B01.C35.ol 


.gs 


Method 


GENSCAN 






Start 


33 




End 


368 




t i 


GI 


none 




Score 


. 6 




: J 


Exons 


33. .110, 252. .368 










y 


Seq. No. 


1659 




Seq. ID 


OJ990423_07.9B01. 


C36 




Gene No. 


3425 




Strand 


+ 






Start 


1 




End 


1463 




c? 


Name 


OJ990423 07.9B01.C36.ol 


.np 


Method 


Z_Z\T /M2\P 
r\r\ 1 / LN.--__r 




! J 


Start 


1 




End 


1454 




== 


GI 


1931654 




Score 


299 




■J 


Exons 


1..19, 322. .737, 1343.. 


1454 








.Jl 


GI Descrip. 


(U95973) BRCAl-associated RING domain 


protein isolog 








[Arabidopsis thaliana] 












Seq. No. 


1659 




Seq. ID 


OJ990423_07.9B01. 


C36 




Gene No. 


3425 




Strand 


_L 

I 






Start 


1 




End 


1463 






Name 


OJ990423 07.9B01.C36.ol 


.gs 


. Method 


GENSCAN 






Start 


316 




End 


1463 






GI 


none 




Score 


.7 






Exons 


316. .737, 1343. .1463 












Seq. No. 


1659 




Seq. ID 


OJ990423_07.9B01. 


C36 




Gene No. 


3425 




Strand 


+ 






Start 


1 




End 


1463 






Name 


OJ990423 07.9B01.C36.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


319 




End 


1450 






GI 


none 




Score 


557 






Exons 


319. .738, 319.. 738, 321 


. .758, 


1320. .14 


48, 1331. .1450, 13 


143. 



1450 



1733 




Seq. No. 










beq. id 


nTQQfi/io"3 m Qom 


pot 
» Lob 


Gene No. 


3425 








Strand 


+ ~~ ' 




Start 


1 








End 


1463 




Name 


OJ990423 


_07. 


9B01.C36.ol 


.gp 


Method 


AAT/GAP 




Start 


320 








End 


509 




GI 


3107662 








Score 


359 




Exons 


320. .509 














Seq. No. 


1660 








Seq. ID 


OJ990423JD7.9B01 


.C37 


bene NO. 


3426 








o trana 






Start 


1 








End 


1271 




Name 


OJ990423 


_07. 


9B01.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1271 




GI 


4680179 








Score 


2229 




Exons 


1. .1271 














GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


1660 . 








beq. id 


o tqqh/1 m QDfn 

ujyyu4zo u/.youi 


. Lj / 


Gene No. 


3426 








Strand 


+ ~~ 




Start 


1 








End 


1271 




Name 


OJ990423 


07 . 


9B01 . C37 . o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


28 








End 


510 




GI 


none 








Score 


550 




Exons 


28 . . 510, 


132 


..467, 157. 


.501 








Seq. No. 


1660 








Seq. ID 


ojyyo4zo ov.yBOi 


. Co / 


Gene No. 


3426 








Strand 


+ 




Start 


1 








End 


1271 




Name 


OJ990423 


_07. 


9B01.C37.o3 


. tm 


Method 


TBLASTX: Maize - 




Start 


38 








End 


329 




GI 


none 








Score 


322 




Exons 


38. .298, 


40. 


.327, 138.. 


329 








Seq. No. 


1660 








Seq. ID 


ujyyu4zo u / . yBui 


. Lo / 


Gene No. 


3426 








Strand 


+ 




Start 


1 








End 


1271 




Name 


OJ990423 


_07. 


9B01.C37.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


64 








End 


378 




GI 


none 








Score 


183 




Exons 


64. .378, 


180 


. .377 










Seq. No. 


1660 








Seq. ID 


OJ990423_07.9B01 


.C37 


Gene No. 


3426 








Strand 


+ 




Start 


1 








End 


1271 




Name 


OJ990423 


07. 


9B01.C37.ol 


. gs 


Method 


GEN SCAN 




Start 


76 








End 


1249 




GI 


. none 








Score 


.99 




Exons 


76. .1249 















Seq. No. 1660 

Gene No. 3426 

Start 1 

Name OJ990423_07 . 9B01 . C37 . o2 . tm 

Start 397 

GI none 

Exons 397.. 576, 562 . .897, - 648 . .779,* 649.. 891 



Seq. ID. OJ990423_07.9B01.C37 



Strand 
End 

Method 

End 

Score 



+ 

1271 

TBLASTX: Maize 

897 

161 



1734 






Seq. No. 


1660 




Seq. ID 


OJ990423_07.9B01 


.C37 




Gene No . 


3426 




Strand. 


_i_ 

r 






Start 


1 




End 


1271 






Name 


OJ990423 07.9B01.C37.ol.ts 




Method 


TBLASTX : Soybean 






Start 


.451 




End 


846 






GI 


none 




Score 


53 






Exons 


451. .483, 451. .495, 4.80. .530, 


487. .846, 


487. .567, 582..! 


845, 






655.-846 












oeq . wo . 


1660 




oeq . ±u 








Gene No. 


3426 




Strand 


+ ~ 






Start 


1 




End 


1271 






Name ' 


OJ990423 07.9B01.C37.o3.tw 




Method 


TBLASTX: Wheat 






Start 


559 




End 


828 






GI 


none 




Score 


356 






Exons 


559. .828, 560. .661, 579. .827, 


628. .828 








oeq. no. 


1660 




Seq. ID 


Uu .7 -7 U fi Z O U / . 3DUi 






Gene No. 


"3 A O £ 
JflZO 




Strand 


+ ~ 






Start 


1 




End 


1271 






Name 


ujyyu4zj u / . ybu i . u j / . oi . tw 




Method 


TBLASTX: Wheat 






Start 


o Jl 




End 


1247 




£-1! 


GI 


none 




Score 


591 




Exons 




,1245, 1086.. 


1247 




J 

{ : 


Seq. No. 


1660 




Seq. ID 


nTQQHy19'3 H7 QPfll 

ujyyufiZo u/.yrjux 


P "37 




Gene No. 


3426 




Strand 


+ 




y 


Start 


1 




End 


1271 




=J 


Name 


OJ990423 07.9B01.C37.o2.ts 




Method 


TBLASTX : Soybean 




y 


Start 


868 




End 


1113 






GI 


none 




Score 


198 




i ! 


Exons 


868. .1113 












oeq. no. 


1660 




Seq. ID 


vJU .7 _7U fl Z 3 U / . Z7DUX 




3 


Gene No. 


- 3426 




Strand 


+ _ 






Start 


1 




End 


1271 






Name' 


OJ990423 07.9B01.C37.ol.tm 




Method 


TBLASTX: Maize 




=: 


Start 


934 




End 


1269 






GI 


none 




Score 


458 




3 


Exons 


934. .1269, 936. .1202, 988.. 


,1266 








Seq. No. 


1661 




Seq. ID 


OJ990423_07.9B01 


.C38 






3427 




Strand 


+ 






Start 


1 




End 


286 






Name 


OJ990423 07.9B01.C38.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


277 






GI 


4680179 




Score 


456 






Exons 


1. .277 












GI Descrip. 


(AF111709)' polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


1661 




Seq. ID 


OJ990423_07. 9B01 


.C38 




Gene No. 


3427 




Strand 


+ 






Start 


1 




End 


286 






Name 


OJ990423 07. 9B01 . C38 . ol . tw 




Method 


TBLASTX: Wheat 






Start 


1 




End 


232 






GI 


none 




Score 


232 





1735 




Exons 


1..108, 2. .232, 50. .211 






Seq. No. 


1661 


Seq. ID 


OJ990423_07.9B01.C38 


bcUc LNO • 


j f± Z / 






Start 


1 


End 


286 


Name 


OJ990423 07.9B01.C38.ol.tm 


Method 


TBLASTX: Maize 


Start 


8 


End 


286 


GI 


none 


Score 


41 


Exons 


8. .31, 29.-253, 254. .286 






Seq. No. 


1662 


Seq. ID 


OJ990423_07 . 9B01 . C4 0 


Gene No. 


3428 


Strand 


+ 


Start 


87 


End 


271 




OJ990423 07.9B01.C40.ol.gp 


Method 


AAT/GAP 


Start 


87 


End 


271 


GI 


LIB3434-026-P1-K1-B6 


Score 


266 


Exons 


87. .271 






GI Descrip. 


1 1931654 2.0e-19 (U95973) BRCAl-associated RING domain protein 




isolog [Arabidopsis thaliana] 


i 




Seq. No. 


1662 


Seq. ID 


OJ990423_07.9B01.C40 


Gene No. 


3429 


Strand 




Start 


1 


End 


619 


Name 


OJ990423 07.9B01.C40.ol.np ' 


Method 


AAT/NAP 


Start 


1 


End 


619 


GI 


6465806 


Score 


207 


Exons 


1..285, 466. .619 






GI Descrip, 


(AJ130878) GCN4 -complementing protein 


(GCP1) [Arabidopsis 




thaliana] 






Seq. No. 


1662 


Seq. ID 


OJ990423_07 . 9B01 . C40 


bene ino. 


3429 


Strand 




Start 


1 


End 


619 


Name 


OJ990423 07.9B01.C40.ol.gs 


Method 


GENSCAN 


Start 


497 


End 


619 


GI 


none 


Score 


.98 


Exons 


497. .619 






Seq. No. 


1663 


Seq. ID 


OJ990423_07.9B01.C41" 


bene inu . 


3430 


Strand 




Start 


366 


End 


617 


Name 


OJ990423 07.9B01.C41.ol.gs 


Method 


GENSCAN 


Start 


366 


End 


617 


GI 


none 


Score 


.7 


Exons 


366. .617 






Seq. No. 


1664 


Seq. ID 


OJ990423_07.9B01.C45 


Gene No. 


3431 


Strand 






1- 


End 


653 


Name 


OJ.990423 07. 9B01.C45.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


653 


GI 


6665543 


Score 


418 


Exons 


1. .653 






GI Descrip. 


(AC013289) putative protein kinase [Arabidopsis thaliana] 


Seq. No. 


1664 


Seq. ID 


OJ990423_07.9B01.C45 


Gene No. 


3431 


Strand 





1736 



Start 


1 


Name 


OJ990423 


Start 


1 


GI 


none 


Exons 


1..438, 


Seq. No. 


1664 


bene ino . 


J 4 J 1 


Start 


1 


Name 


OJ990423 


Start 


5 


GI 


none 


Exons 


5. .109, 


Seq. No. 


1664 


uene ino. 




Start 


1 


Name 


OJ990423 


Start 


11 


GI 


none 


Exons 


11. .364, 


Seq. No. 


1664 


Gene No . 




Start 


1 


Name 


OJ990423 


Start 


11 


GI 


none 


Exons 


11. .160, 


Seq. No. 


1664 


Gene No . 




Start 


1 


Name 


OJ990423 


Start 


101 


GI 


none 


Exons 


101. .436 


Seq. No. 


1665 


Gene No. 


3432 


Start 


1 


Name 


OJ990423 


Start 


1 


GI 


6063554 


Exons 


1. .119 


GI Descrip. 


(AP00061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



End 

Method 

End 

Score 



653 

TBLASTX: Maize 

642 

484 



1..438, 2. .445, 12. .461, 270. .488, 558. .641, 562. .642, 577. .642 

Seq. ID OJ990423_07.9B01.C45 
Strand 

End 653 

. 9B0 1 . C4 5 . ol . tw Method TBLASTX : Wheat 

End 355 

Score 75 



Seq. ID OJ990423_07.9B01.C45 
Strand 

End 653 

Method ' TBLASTX: Cress 

End 364 

Score 159 



.289 



End 

. 9B0 1 . C4 5 . ol . ts Method 

End 
Score 

11. .160, 15. .149, 155. .322, 158. .412 



Seq. ID OJ990423_07.9B01.C45 
Strand . - 

653 

TBLASTX: Soybean 
412 ■ 
109 



Seq. ID OJ990423_07.9B01.C45 
Strand 

End 653 

Method GENSCAN 

End 436 

Score .79 



Seq. ID OJ990423_07.9B01.C4 6 

Strand + 

End 119 

Method AAT/NAP 

End 119 

Score 84 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



1665 
3433 
294 

OJ990423_07.9B01.C4 6.ol.gs 

294 

none 

294. .476 



Seq. ID OJ990423_07.9B01.C46 
Strand 

End 476 

Method GENSCAN 

End 476 

Score .79 



1737 



Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C4 8 . ol . np Method 

Start 1 End 

GI 4680179 Score 
Exons . 1. .729 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 1666 Seq. ID 

Gene No. 34 34 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . ol . tw Method 

Start 1 End 

GI none Score 

Exons 1..444, 1..411, 12. .443 

Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . ol . gs Method 

Start 61 End 

GI none Score 

Exons 61 . . 670 



OJ990423JD7 . 9B01 .C48 
+ 

729 

AAT/NAP 

729 

1186 



sativa subsp. indica] 



OJ990423_07.9B01.C48 
+ 

729 

TBLASTX: Wheat 

444 ■ 

558 



OJ990423_07.9B01.C48- 
+ 

729 

GENSCAN 

670 

.89 



Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . ol . tc Method 

Start 151 End 

GI none Score 

Exons 151.. 324, 325.. 468, 327.. 467 

Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . ol . ts Method 

Start 232 End 

GI none Score 

Exons 232.. 492, 237.. 491 

Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . ol . tm - Method 

Start 291 . End . 

GI none Score 

Exons 291.. 578, 292.. 582 



OJ990423_07 . 9B01 . C4 8 
+ 

729 

TBLASTX: Cress 

468 

89 



OJ990423_07.9B01.C48 
+ 

729 

TBLASTX : Soybean 
4 92 * - 

299 



OJ990423_07.9B01.C4* 

+ ' 

729 

TBLASTX: Maize 

582 

389 



Seq. No. 1666 Seq. ID 

Gene No. 3434 Strand 

Start 1 End 

Name OJ990423_07 . 9B01 . C48 . o2 . tw Method 

Start 450 End 

GI none Score 

Exons 450. .671, 450. .671, 451.. 672 



OJ990423_07.9B01.-C4I 
+ 

729 

TBLASTX: Wheat 

672 

130 



1738 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
□ GI 
Exons 



1667 
3435 
1 

OJ990423_07.9B01.C55.ol.np 
1 

6465806 



Seq. ID OJ990423_07.9B01.C55 

Strand 

End 537 

Method AAT/NAP 

End 537 

Score 195 



1..118, 205. .252, 336. .401, 511. .537 

(AJ130878) GCN4-complementing protein (GCP1) [Arabidopsis 
thaliana] 



1667 
. 3435 
1 

OJ990423_07. 9B01 . C55 . ol . ts 
11 

none 



Seq. ID OJ990423_07.9B01.C55 
Strand 

End 537 

Method TBLASTX : Soybean 

End 404 

Score 75 



11. .118, 12. .119, 18. .122, 22. .123, 202. .255, 336. .404 



1668 
3436 
127 

OJ990423_07.9B01.C58.ol.gs 

127 

none 

127 . .282 



Seq. ID OJ990423_07.9B01.C58 

Strand + 

End 282 

Method GENSCAN 

End 282 

Score .97 



g 

Q 
Q 



Seq. No. 1668 

Gene No. 3437 

Start 193 

Name OJ990423_07 . 9B01 . C58 . ol . np 

Start 193 

GI 5042448 

Exons 193.. 297 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990423_07.9B01.C58 

Strand + 

End 297 

Method AAT/NAP 

End 297 

Score 172 



1669 
3438 
1 

OJ990423_07. 9B01 . C61 . ol .np 
1 

2244836 
1..27, 137. .251, 602. .677 

(Z97337) RNA helicase like protein [Arabidopsis thaliana] 



Seq. ID OJ990423_07.9B01.C61 
Strand 

End 677' 

Method AAT/NAP 

End 677 

Score 77 



1669 
3438 
1 

OJ990423_07.9B01.C61.ol.gs 

260 

none 

260. .400 



Seq/ ID OJ990423_07.9B01.C61 
Strand 

End 677 

Method GENSCAN ' 

End 400 

Score .74 



Seq. No. 1670 

Gene No. 3439 

Start 485 

Name OJ990423_07 . 9B01 . C62 . ol .gs 



Seq. ID OJ990423_07.9B01.C62 
Strand - - 
End 643 
Method GENSCAN - 



1739 



a 



Start 


485 








End 


643 


GI 


none 








Score 


.45 


Exons 


485. .643 












Seq. No. 


1671 








Seq. ID 


OJ990503J 


Gene No. 


■o a a n 
o44U 








Strand 


i 


Start 


573 








End 


650 


Name 


OJ990503 


05. 


9B12.Cl.ol 


. gs 


Method 


GEN SCAN ■ 


Start 


573 








End 


650 


GI 


none 








Score 


.82 


Exons 


573. .650 












Seq. No. 


1672 








Seq. ID 


OJ990503J 


Gene No. 


3441 








Strand 


+ 


otarti 


1 








End 


337 


Name 


OJ990503 


05. 


9B12.C2.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


337 


GI 


755799 








Score 


67 


Exons 


1..29, 113.. 


337 








GI Descrip. 


(X82408 ) 


xylulokinase 


[Saccharomyces cerevisiae] 


Seq. No. 


1672 








Seq. ID 




Gene No. 


3441 








Strand 


+ 


Start 


1 








End 


*3 Q *7 


Name 


OJ990503 


05 . 


9B12 . C2 . ol 


.gs 


Method 


GEN SCAN 


Start 


113 








End 


ol4 


GI 


none 








Score 


.55 


Exons 


113. .314 












Seq. No. 


1673 








Seq. ID 


OJ990503_ 


Gene No. 


3442 








Strand 




Start 


174 








End 


176 


Name 


OJ990503 


05. 


9B12.C3.ol 


. gs 


Method 


GENSCAN 


Start 


174 








End 


176 


GI 


none 








Score 


.55 


Exons 


174. .176 












Seq. No. 


1674 








Seq. ID 


OJ990503_ 


Gene No . 


3443 








Strand 


+ • 


Start 


145 








End 


314 


Name 


OJ990503 


_05. 


9B12.C4.ol 


. gs 


Method 


GENSCAN 


Start 


145 








End 


314 


GI 


none 








Score 


.66 


Exons 


145. .314 












Seq. No. 


1675 








Seq. ID 


OJ990503_ 


Gene No. 


3444 








Strand 


+ 


Start 


363 








End 


474 


Name 


OJ990503 


_05. 


9B12.C8.ol 


.gs 


Method 


GENSCAN 


Start 


363 








End 


474 


GI 


none 








Score 


.91 


Exons 


363. .474 













Seq. No. 1676 Seq. ID 

Gene No. 3445 . Strand 

Start .52 End 

Name OJ990503 05 . 9B12 .C9.ol . ts Method 



OJ990503_05.9B12.C9 
521 

TBLASTX : Soybean 



1740 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
^ Start 
t Name 
3 Start 

n gi 

jj Exons 

22. 

~. Seq. No. 

if Gene No. 

$ Start 

LI Name 

Start 

3 GI 

~j Exons 

* Seq. No. 
3 Gene No. 
3 Start 
j Name 
" Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 End 

none Score 
3. ,122, 180. .482 

1676 Seq. ID 

3445 Strand 

52 End 

OJ990503_05 . 9B12 . C9 . ol . tc Method. 

30 End 

none Score 
30.. 254, 94.. 252 

1676 . Seq. ID 

3445 Strand 
52 End 
OJ990503_05 . 9B12 . C9 . ol . gs Method 
52 End 
none Score 
52. .521 

1677 Seq. ID 

3446 Strand 
9 End 
OJ990503_05. 9B12 . CIO . ol . gs Method 
9 End 
none Score 
9. .334 

1678 Seq. ID 

3447 Strand 
226 End 
OJ990503_05 . 9B12 . C12 . ol . gs Method 
226 End 
none Score 
226. .297 



1678 
3448 
391 

OJ990503_05 . 9B12 . C12 . ol . gp 
391 

3768568 
391. .452, 
3540190 9, 
thaliana] 



482 
164 



OJ990503_05.9B12.C9 
521 

TBLASTX: Cress 

254 

65 



OJ990503_05.9B12.C9 
521 

GEN SCAN 

521 

.69 



OJ990503_05.9B12.C10 
334 

GEN SCAN 

334 

.69 



OJ990503_05 . 9B12 . C12 
+ 

297 

GENSCAN 

297 

.68 



OJ990503 05.9B12.C12 



Seq. ID _ 
Strand 
End 591 
Method AAT/GAP 
End 591 
Score 155 

"556. .591 

0e-35 (AC004122) Hypothetical protein [Arabidopsis 



1679 Seq. ID 

3449 Strand 
1 End 
OJ990503J35 . 9B12 . C13 . ol . np Method 
1 End 
2160189 Score 
1..451 

(AC000132) Similar to A. thaliana receptor-like protein kinase 
(gb | RLK5_ARATH) . ESTs gb | ATTS0475, gb | ATTS4 362 come from this 
gene. [Arabidopsis thaliana] 



OJ990503_05.9B12.C13 
+ 

451 

AAT/NAP 

451 

336 



1741 




Seq. No. 


1679 


Seq. ID 


OJ990503_05.9B12. 


C13 


Gene No. 


3449 


Strand 


+ 






1 


End 


451 




Name 


OJ990503 05.9B12.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


447 




GI 


none 


Score 


297 




Exons 


1..417, 1.-258, 1..84, 3. .347, 4. .405, 


15. .404, 30. .425, 






64. .348, 70. .432, 145. .411, 


235. .438, 


298. .447, 364. .438 


Seq. No. 


1679 


Seq. ID 


OJ990503J35.9B12. 


C13 




3449 


Strand 


+ 




Start 


i 
± 


End 


451 




Name 


OJ990503 05.9B12.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


4 


End 


450 




GI 


none 


Score 


357 




Exons 


4. .441, 4. .450, 10. .111, 19. 


.411, 30.. 


395 49 330, 82 


183 


Seq. No. 


1679 


Seq. ID 


OJ990503_05.9B12. 


C13 




3449 


Strand 


+ 




Start 


i 
± 


FnH 

Hi l i\Ji 


451 




Name 


OJ990503 05.9B12.C13.ol.ts 


Method 






Start 


4 


End 


402 




GI 


none 


Score 


274 




Exons ■ 


4. .342, 21..332, 37. .186, 61 


..333, 235 


402 




Seq. No. 


1679 


Seq. ID 


OJ990503_05.9B12. 


C13 


bene ino . 


3449 


Strand 


+ 




Start 


i 

X 


Hi .LIU 


4 SI 

*± -J X 




Name 


OJ990503 05.9B12.C13.ol.gs 


Method 


\3 Hi IN tD ^rlLN 




Start 


10 


End 


443 




GI 


none 


Score 


. 41' 




Exons 


10. .443 








Seq. No. 


1680 


Seq. ID 


OJ990503_05.9B12. 


C14 




3450 


Strand 






Start 


^4 

J Jt 


End 


1013 




Name 


OJ990503 05.9B12.C14.ol.gs 


Method 


J_J IN V^XilN 




Start 


554 


End 


1013 




GI 


none 


Score 


. 97 




Exons 


554. .633, 890. .1013 








Seq. No. 


1681 


Seq. ID 


OJ990503 05 9B12 


C16 




3451 


Strand 


+ _ 




Start 


1001 


End 


1885 




Name 


OJ990503 05.9B12.C16.ol.gs 


Method 


GENSCAN 




Start 


1001 


End 


1885 




GI 


none 


Score 


.99 




Exons 


1001. .1576, 1769. .1885 








Seq. No. 


1681 


Seq. ID 


OJ990503_05.9B12. 


C16 


Gene No. 


3451 


Strand 


+ 




Start 


1001 


End 


1885 




Name 


OJ990503 05.9B12.C16.ol.np 


Method 


AAT/NAP 




Start 


1040 


End 


1581 




GI 


6226739 


Score 


223 




Exons 


1040.. 1581 








GI Descrip. 


HYPOTHETICAL OXIDOREDUCTASE 


C23D3.11 IN CHROMOSOME I 





1742 



Lit 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start < 
GI 

Exons 



gi|4160354 | emb I CAA9124 6 . 1 | (Z64354) putative dehydrogenase 
[Schizosaccharomyces pombe] 

1681 Seq. ID OJ990503_05.9B12.C16 

3452 Strand 

1 End 6509 

OJ990503_05 . 9B12 . CI 6 . o2 . np Method AAT/NAP 

1 End 37 97 

4733891 Score 599 

1..28, 2849. .2902, 300.0. .3155, 3255. .3399, 3485. .3592, 

3630. .3797 

(AF104924) unconventional myosin heavy chain [Zea mays] 

1681 Seq. ID OJ990503_05 . 9B12 .CI 6 

3452 Strand 

1 End 6509 

OJ990503JD5 . 9B12 . CI 6 . ol . ts Method TBLASTX : Soybean 

1040 End 1309 

none Score 115 

1040. .1144, 1063. .1143, 1198. .1308, 1199. .1309 



1681 
3452 
1 

OJ990503_05 . 9B12 . CI 6 . ol . tm 

1052 

none 



Seq. ID OJ990503_05.9B12.C16 
Strand 

End 6509 

Method TBLASTX : Maize 

End 1780 

Score 112 



1052. .1144, 1066. .1146, 1193. .1612, 1198. .1290, 1387. .1593, 
1631. .1780 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1681 Seq. ID OJ990503_05.9B12.C16 

3452 Strand 

1 End 6509 

OJ990503_05 . 9B12 . CI 6 . o3 . np Method AAT/NAP 

1308 End 6509 

6523547 Score 234 

1308. .1826, 4113. .4348, 4470. .4550, 4652. .4708, 6158. .6509 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Vol vox 
carteri f. nagariensis] 



1681 
3452 
1 

OJ990503_05.9B12.C16.ol.tc 

2882 

none 



Seq. ID OJ990503_05.9B12.C16 
Strand 

End 6509 

Method TBLASTX : Cress 

End 3779 

Score 103 



2882. .2908, 2971. .3099, 3000. .3080, 3071. .3157, 3078. .3161, 
3275. .3400, 3277. .3402, 3278.-3397, 3279.-3398, 3280. .3399, 
3478. .3567, 3480. .3593, 3485.-3586, 3663.-3779, 3687.-3773 



Seq. No. 1681 Seq. ID OJ990503_05.9B12.C16 

Gene No. 3452 Strand 

Start 1 End 6509 

Name OJ990503_05 . 9B12 . C16 . o2 . gs Method GENSCAN 

Start 2886-. ' End 3827 

GI none Score .51 

Exons 2886.. 2902, 3255.. 3399, 3666.. 3827 



1743 



Seq. No. 1681 Seq. ID OJ990503_05.9B12.C16 

Gene No. 3452 Strand 

Start 1 End 6509 

Name OJ990503JD5 . 9B12 . C16 . ol . gp Method AAT/GAP 

Start 4562 End 4762 

GI 775_2.R1084 Score 263 

Exons 4562.. 4762 

GI Descrip. '2384760 0.0e+00 (AF016897) GDP dissociation inhibitor protein 
OsGDI2 [Oryza sativa] 



Seq. No. 1682 Seq. ID 

Gene No. 3453 Strand 

Start 1 End 

Name OJ990503_05 . 9B12 . C18 . ol . gp Method 

Start 1 End 

GI 3768568 Score 

Exons 1..411, 653. .760 

GI Descrip. 3540190 9.0e-35 (AC004122) Hypothetical protein [Arabidopsis 
thaliana] 



OJ990503_05.9B12.C18 
+ 

1972 
AAT/GAP 
760 
890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1682 
3453 
1 

OJ990503_05.9B12.C18.ol.np 

130 

3540190 



Seq. ID OJ990503_05.9B12.C18 

Strand + 

End 1972 

Method AAT/NAP 

End .' 1479 

Score 556 



130. .411, 653. .799, 1077. .1140, 1234. .1479 

(AC004122) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 1682 Seq. ID 

Gene No. 3453 Strand 

Start 1 End 

Name OJ990503_05 . 9B12 . C18 . ol . gs Method 

Start 214 End 

GI none Score 

Exons 214.. 411, 673.. 799, 1234.. 1443, 1778. 



OJ990503_05.9B12.C18 
+ 

1972 
GENSCAN 
1972 
.61 
1972 



Seq. No.. 1682 

Gene No. 3453 * 

Start 1 

Name OJ990503_05 . 9B12 . C18 . o2 . gp 

Start 1096 

GI uC-osflm202108c02bl 

Exons i096..1140, 1234.. 1743 

GI Descrip. '3540190 9.0e-35 (AC004122) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990503_05.9B12.C18 

Strand + 

End 1972 

Method AAT/GAP 

End 1743 

Score 1045 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1682 Seq. ID 

3454 Strand 

2033 End 
OJ990503_05. 9B12 .C18 . ol . tc Method 

139 End 

none Score 

139. .246, 145. .423, 146. ...439, 627. .734 

1682 Seq 



OJ990503_05.9B12.C18 
+ 

2267 

TBLASTX: Cress 

734 

75 



ID OJ990503 05.9B12.C18 



1744 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



3454 Strand 

2033 - End 

OJ990503_05 . 9B12 . C18 . ol . ts Method 

146 End 

none Score 



+ 

2267 

TBLASTX: Soybean 

1137 

122 



146. .274, 148. .267, 250. .417, 291. .383, 293. .430, 633. .800, 
1078. .1137 



Seq. ID OJ990503_05.9B12.C18 
Strand 
End 

Method 
End 
Score 

1110. .1142, 1111. .1140, 1221. .1442, 1233. .1400, 1234. .1443, 
1234. .1443, 1774. .1902, 1776..1901, 1777. .1920, 1778. .1921 



Seq. No. 1682 

Gene No. 3454 

Start 2033 

Name OJ990503JD5 . 9B12 . C18 . ol . tm 

Start 1110 

GI none 
Exons 



+ 

2267 

TBLASTX: Maize 

1921 

44 



Seq. No. 1682 Seq. ID 

Gene No. 3454 Strand 

Start 2033 End 

Name OJ990503_05 . 9B12 . C18 . ol . tw Method 

Start 1820 End 

GI none Score 

H Exons 1820.. 1909, 1821.. 1910, 1822.. 1917, 

:Z 1927.. 2010, 2013.. 2060, 2016.. 2048, 

'It 2068.. 2244 



OJ990503_05.9B12.C18 
+ 

2267 

TBLASTX: Wheat 
2245 
117 

1823. .1909, 1914. .2009, 
2066.. -2245, 2067.. 2234, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1682 
3454 
2033 

OJ990503 _05 . 9B12 . C18 . o2 . np 
2033 
3540188 
2033.. 2267 

(AC004122) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990503_05.9B12.C18 

Strand + 

End 2267 

Method AAT/NAP 

End 2267 

Score 224 



1683 Seq. ID 

•3455 Strand 

1 End* 

OJ990503JD5 . 9B12 . C19 . ol . np Method 

1 End 

6573289 Score 



OJ990503_05.9B12.C19 
+ 

5842 
AAT/NAP 
1853 
881 



1..101, 172. .461, 612. .887, 1206. .1443, 1594, 
(AB008023) RXW8 [Arabidopsis thaliana] 



1853 



Seq. No. 1683 . Seq. ID 

Gene No. 3455 Strand 

Start 1 End 

Name OJ990503_05 . 9B12 . C19 . ol . gs Method 

Start 612 End 

GI none Score 

Exons 612.. 887, 1206.. 1439, 1590.. 1884, 4283 
5749. .5842 



OJ990503_05.9B12.C19 
+ 

5842 
GENSCAN 
5842 
.64 

, .4421, 4426. .4860, 



Seq. No. 
Gene No. 
Start 



1683 
3456 
2865 



Seq. ID 

Strand 

End 



OJ990503__05.9B12.C19 
4827 



1745 



Ill 

o 



! s i3 



Name 


OJ990503 05.9B12.C19.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


174 




End 


479 


GI 


none 




Score 


75 


Exons 


174.. 236, 182.. 232, 237 


. .479, 


239. .454 




Seq. No. 


1683 




Seq. ID 


OJ990503_05 . 9B12 . C19 


Gene No . 


o4 DO 




o rrana 




Start 


2865 




End 


4827 


Name 


OJ990503 05.9B12.C19.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


. 182 




End 


1451 


GI 


none 




Score 


275 


Exons 


182. .454, 186. .467, 609 


. .914, 


611. .895 


, 1203.. 1451, 1226.. 1423 


Seq. No. 


1683 




Seq. ID 


OJ990503_05.9B12;C19 


Gene No. 


3456 




Strand 




otart 


Zb DO 






*± 0 Z / 


Name 


OJ990503 05.9B12.C19.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


611 




End 


1673 


GI 


none 




Score 


129 


Exons 


6111.676, 612.. 734, 722 


. .880, 


750. .914 


, 759. .905, 1203... 1448, 




1211. .1450, 1211. .1447, 


1587. 


.1673 




Seq. No. - 


1683 




Seq. ID 


OJ990503_05.9B12.C19 


Gene No. 


3456 




Strand 




brarr 


Z O DO 




End 


4827 


Name 


OJ990503 05.9B12.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1250 




End 


1908 


GI 


none 




Score 


252 


Exons 


1250. .1447, 1251. .1439, 


1252. 


.1440, 1574.. 1903, 1576.. 1908, 




1587. .1895 








Seq. No. 


1683 




Seq. ID 


OJ990503_05.9B12.C19 


Gene No. 


3456 




Strand 




o tar u 


2865 




End 


4827 


Name 


OJ990503 05.9B12.C19.o2 


.np 


Method 


AAT/NAP 


Start 


2865 




End 


4818 


GI 


3941448 




Score 


237 


Exons 


2865. .2890, 4387. .4818 








GI Descrip. 


(AF062878) putative transcription factor [Arabidopsis thaliana 


Seq. No. 


1683 




Seq. ID 


OJ990503_05.9B12.C19 


Gene No . 


3456 




Strand 




Start 


2865 




End 


4827 


Name 


OJ990503 05.9B12.C19.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


4562 




End 


4801 


GI 


- none 




Score 


76. 


Exons 


4S62..4693, 4693. .4773, 


4694. 


.4774, 4777. .4800, 4778. .4801 


Seq. No. 


1683 




Seq. ID 


OJ990503_05.9B12.C19 


Gene No. 


3456 




Strand 




Start 


2865 




End 


4827 


Name 


OJ990503 05.9B12.C19.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4562 




End 


4801 


GI 


none 




Score 


70 


Exons 


4562... 4693, 4693.. 4773, 


4694. 


.4774, 4777. .4800, 4778. .4801 


Seq. No. 


1683 




Seq. ID 


OJ990503_05 . 9B12 . C19 



1746 



i r3 t 

: :s=. : 



uene ino > 






Strand 




Start 


2865 




End 


4827 


Name 


OJ990503 05.9B12.C19.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


4562 




End 


4827 


GI 


none 




Score 


69 


Exons 


4562.. 4702, 4.693.-4773, 


4694. 


.4780, 4777. .4827 


Seq. No. 


1683 




Seq. ID 


OJ990503_05.9B12.C19 


bene ino . 






Strand 




Start 


2865 




End 


4827 


Name 


OJ990503 05.9B12/C19.O2 


.tc 


Method 


TBLASTX: Cress 


Start 


4562 




End 


4801 


GI 


none 




Score 


64 


Exons 


4562.. 4693, 4693.. 477.3, 


4694. 


.4780, 4777. .4800, 4778. .4801 


Seq. No. 


1684 




Seq. ID 


OJ990503_05.9B12.C20 


Gene No. 


3457 




Strand 


+ 


Start 


1 




End 


852 


Name 


OJ990503 05.9B12.C20.ol 


. np 


Method 


AAT/NAP 


O LctX. L. 


1 




End 


831 


GI 


2500715 




Score 


306 


Exons 


1..51, 489. .831 








GI Descrip. 


PATHOGENESIS -RELATED PROTEIN 


PR-1 PRECURSOR 


gi| 629627 |pir| IS47171 .gene PR 


-1 protein - barrel medic 




gi| 505553 | emb | CAA56174 | 


(X79778) PR-1 


[Medicago truncatula] 


Seq. No. 


1684 




Seq. ID 


OJ990503_0'5 . 9B12 .C20 


Gene No . 


3457 




Strand 


+ 


Start 


1 




End 


852 


Name 


OJ990503 05.9B12.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


489 




End 


840 


GI 


none 




Score 


291 


Exons 


489. .614, 490. .804, 781 


. .840 






Seq. No. 


1684 




Seq. ID 


OJ990503_05.9B12.C20 


bene ino . 


3457 




Strand 


+ 


Start 


1 




End 


852 


Name 


OJ990503 05.9B12.C20.ol 


.ts 


Method . 


TBLASTX : Soybean 


Start 


490 




End 


84 6 


GI 


none 




Score 


132 


Exons 


490. .600, 495. .596, 601 


. .804, 


678. .761, 780. .833, 781. .846 


Seq. No. 


1684 




Seq. ID 


OJ990503_05 . 9B12 .C20 


bene ino • 


3457 




Strand 


+ . 


Start 


1 




End 


852 


Name 


OJ990503 05.9B12.C20.ol 


.tc - 


Method 


TBLASTX: Cress 


Start 


511 




End 


843 


GI 


none 




Score 


257 


Exons 


511. .804, 780. .842, 781 


. .843 






Seq. No. 


1684 




Seq. ID 


OJ990503_05.9B12.C20 


Gene No. 


3457 




Strand 


+ 


Start 


1 




End 


852 


Name 


OJ990503 05.9B12.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


538 




End 


852 


GI 


none 




• Score 


67 


Exons 


538.. 600, 613.. 852, 678 


. .827"' 







1747 



Sea Mo 


1685 


Gene No. 


3458 


Start 


110 


Name 


OJ990503 


Start 


110 


GI 


none 


Exons 


110. .304, 


Seq. No. 


1685 


Gene No. 


3458 


Start 


110 


Name 


OJ990503 


Start 


1411 


GI 


6721561 


Exons 


1411. .151 


GI Descrip. 


(AP001073 




predicted 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ990503_05.9B12.C21 

Strand + 

End 2262 

Method GENSCAN 

End 2238 

Score .59 



110. .304, 1396. .1515, 2044. .2064, 2159. .2238 



OJ990503_ 
+ 

2262 
AAT/NAP 
2262 
89 



05.9B12.C21 



Seq. ID 
Strand 
End 

. 9B12 . C21 . o3 . np Method 

End 
Score 

2071. .2262 

EST AU082058 (C12976) corresponds to a region of the 
ene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj |BAA90372.1| (AP001081) * EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

1685 Seq. ID OJ990503_05.9B12.C21 

3459 Strand 

1 End 564 

OJ990503_05.9B12.C21.ol.np Method AAT/NAP 

1 End 564 

6815109 Score 105 

1..564 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


1685 


Seq. ID 


OJ990503_ 


05.9B12 


.C21 


Gene No . 


3460 


Strand 








Start 


1289 


End 


2262 






Name 


OJ990503 05.9B12.C21.o2.np 


Method 


AAT/NAP 






Start 


1289 


End 


2262 






GI 


4680183 


Score 


134 






Exons 


1289.. 1378, 2221.. 2262 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


1686 


" Seq. ID 


OJ990503_ 


05.9B12 


.C22 


Gene No. 


3461 


Strand 


+ 






Start 


47 


End 


2947 






Name 


.OJ990503 .05.9B12.C22.ol.gs 


Method 


GENSCAN 






Start 


47 


. End 


2837 






GI 


none . 


Score 


.63 






Exons 


47. .324, 554. .698, 846. .1023, 1882. .2036, 2703.. 


2837 





Seq. No. 1686 

Gene No. 3461 

Start 47 

Name OJ990503_05 . 9B12 . C22 . ol . gp 

Start 2521 

GI 4878407 . 

Exons 2521. .2947 

GI Descrip.. 6069643/dbj | AP000616 . 1 1 AP000616 1 
DNA, chromosome 6, clone : P0514G12 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990503_ 
+ 

2947 
AAT/GAP 
2947 
676 



05.9B12.C22 



Oe-152 Oryza sativa genomic 



1748 



Seq. No. 1686 . Seq. ID 

Gene No. 34 62 Strand 

Start 3950 End 

Name OJ990503_05 . 9B12 . C22 . o2 . gp Method 

.Start 3950 ' End 

GI uC-osflcyp088bl2bl Score 

Exons 3950.. 4058 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



OJ990503_05.9B12.C22 
+ 

4058 
AAT/GAP 
4058 
136 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1686 
3463 
1 

OJ990503_05.9B12.C22.ol.np 
1 

6907086 
1..1238 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990503_05.9B12.C22 
Strand 

End 1238 

Method AAT/NAP 

End 1238 

Score 369 



1686 Seq. ID 

3464 Strand 
1686 * ' End 

OJ990503_05 . 9B12 . C22 . o2 . np Method 
1686 End 
4680186 Score 
1686. .1753, 2372. .2481, 3058. .3249 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990503_05.9B12.C22 

3249 
AAT/NAP 
3249 
184 



1686 Seq. ID 

3465 Strand 

3415 End 

OJ990503J35 . 9B12 . C22 . o2 . gs Method 

3415 End 

none Score 



OJ990503_05.9B12.C22 

4602 . 
GENSCAN 
4602 
.55 



3415. .3588, 3836. .3941, 4124. .4315, 4433. .4602 



r ~ Seq. No. 1687 /. Seq. ID 

W Gene No. 34 66 Strand 

□ Start 511 End 

L'3 Name OJ990503_05 . 9B12 .C23 . ol . gs Method 

Start 511 End 

GI none Score 

Exons 511. . 625 



OJ990503_05.9B12.C23 
+ 

1061 
GENSCAN 
625 
.51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No.. 
Gene No . 
Start 



1687 Seq. ID 

3466 Strand 

511 End 

OJ990503_05 . 9B12 . C23 . ol . np Method 

511 End 

3540193 Score 
511. .654, 944. .1061 

(AC004122) Unknown protein [Arabidopsis thaliana] 



OJ990503_05.9B12.C23 
+ 

1061 
AAT/NAP 
1061 
141 



1687 
3466 
511 



Seq. ID OJ990503_05.9B12.C23 
Strand + 
End 1061 



1749 





Name 


OJ990503 05.9B12.C23.ol.tm 


Method 


TBLASTX: Maize 






Start 


511 


End 


630 






GI 


none 


Score 


197 






Exons 


511.. 630, 513.. 629 










Seq. No. 


1688 


Seq. ID 


OJ990503_05.9B12, 


.C24 




Gene No. 


3467 


Strand 


+ 






Start 


1 


End 


386 






Name 


OJ990503 05.9B12.C24.ol.np 


Method . 


AAT/NAP 






Start 


1 


End 


386 






GI 


3540193 


Score 


318 






Exons 


1..76, 172. .386 










GI Descrip. 


(AC004122) Unknown protein [Arabidopsis thaliana] 






Seq. No. 


1UOO 


Qpn T D 

OCVji X U 




.C24 




Gene . 


^4 67 


OLI ClllU. 


+ 






Start 


1 
X 


FnH 


J O \J 






Name 


OJ990503 05.9B12.C24.ol.tm 


Method 


TBLASTX: Maize 






Start 


158 


End 


382 






GI 


nunc 




X \J 






Exons 












Seq. No. 


1UOO 


Cprr TD 




.C24 


i!3 


Genp No 


O f± u / 




X, 






Start 


1 

X 




■J O U 






Name 






i o Lino i. /\ • ouyjjccni 




i!n 


Start 


158 


End 


353 




i sr 


GI 


none 


Score 


107 






Exons 


158. .352, 166. .330, 168. .353, 


171. .353 






•'«.y 


Seq. No. 


1688 


Seq. ID 


OJ990503 05.9B12. 


.C24 




Gene No . 


3467 


Strand 


+ 




ry 


Start 


1 


End 


386 




1.9 


Name 


OJ990503 05.9B12.C24.ol.tc 


Method 


TBLASTX: Cress 






Start 




End 


377 






GI 


none 


Score 


193 




I s *"" 


Exons 


171. .377, 171. .341, 185. .370 










Seq. No. 


1689 


Seq. ID 


OJ990503_05. 9B12. 


.C25 


'S EST 


Gene No. 


3468 


Strand 


+ 




l[3 


Start 


1 


End 


205 






Name 


OJ990503 05. 9B12 .C25 . ol . gp 


Method 


AAT/GAP 






Start 


1 


End 


205 






GI 


10926 1.R1084 


Score 


380 






Exons 


1. .205 










GI Descrip. 


'4741844/gb|AAD28731.1|AF112964 1 4 . 0e- 


-86 (AF112964) small 






GTP-binding protein [Triticum aestivum] ' 






Seq. No. 


1689 


Seq. ID 


OJ990503_05. 9B12. 


,C25 




riprip NO 


3469 


Strand 


+ 






Start 


4122 


End 


4286 






Name 


OJ990503 05.9B12.C25.o3.gp 


Method 


AAT/GAP 






Start 


4122 


End 


4286 






GI 


701549 


Score 


246 






Exons 


4122. .4286 










Seq. No. 


■ 1689 


Seq. ID 


OJ990503_05.9B12. 


C25 



1750 




Gene No. 


3470 


Strand 






Start 


630 


End 


3945 




NT o m o 




Method 


AAT/GAP 




Start 


630 


End 


2274 




GI 


32126 1.R1084 


Score 


1471 




Exons 


630. .1048, 1888. .2274 








GI Descrip. 


, 1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 




Seq. No. 


1689 


Seq. ID 


OJ990503_05.9B12. 


C25 


taene mo . 


OH / U 


Strand 


- 




Start 


630 


End 


3945 




Name 


OJ990503 05.9B12.C25.ol.gs 


Method 


GEN SCAN 




Start 


664 


End 


2042 




GI 


none 


Score 


.94 




Exons 


664. .1048, 1888. .2042 








Seq. No. 


1689 


Seq. ID 


OJ990503_05.9B12. 


C25 


Gene No. 


3470 


Strand 






O Ct J. L, 




End 


3945 




Name 


OJ990503 05.9B12.C25.ol.np 


Method 


AAT/NAP 




Start 


664 


End 


3707 




GI 


3250676 


Score 


1166 




Exons 


664.. 1048, 1888.. 2636, 3303. 


.3707 






GI Descrip. 


(AL024486) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1689 


Seq. ID 


OJ990503_05.9B12. 


C25 


Gene No. 


3470 


Strand 






o tart 


c o r\ 


End 


3945 




Name 


OJ990503 05.9B12.C25.ol.tm 


Method 


TBLASTX: Maize 




Start 


941 


End 


2274 




GI 


none 


Score 


143 




Exons 


941. .1054, 970. .1047, 1877.. 


2269, 1883 


..2269, 1885. .2274 


r 




1968. .2273 








Seq. No. 


1689 


Seq. ID 


OJ990503_05.9B12. 


C25 


Gene No . 




Strand 






Start 


630 


End 


3945 




Name 


OJ990503 05.9B12.C25.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1923 


End 


2144 




GI 


none 


Score 


93 




Exons 


1923.. 2126, 1963.. 2142, 1968 


. .2144 






Seq. No. 


1689 


Seq. ID 


OJ990503JD5.9B12. 


C25 


Gene No . 




Strand 






Start 


630 


End 


3945. 




Name 


OJ990503 05.9B12.C25.ol.tc 


Method 


TBLASTX: Cress 




Start 


2274 


End 


2459 




GI 


none 


Score 


72 




Exons 


2274. .2459, 2275.-2394 








Seq. No. 


1689 


Seq. ID 


OJ990503_05.9B12. 


C25 


Gene No. 


3470 


Strand 






Start 


630 


End 


3945 




Name 


OJ990503 05.9B12.C25.o2.gs 


Method 


GENSCAN 




Start 


3279 


End 


3701 




GI 


none 


Score 


.95 





1751 



Exons 



3279. .3701 



Seq. No. 1689 
Gene No. 3470 
Start 630 

Name OJ990503_05 . 9B12 .C25 .o2 . tm ■ 

Start 3513 
GI none 

Exons 3513.. 3569, 3514.. 3570, 3528. 

3764.. 3811, 3769.. 3813, 3843. 
3906. .3944 



Seq. ID 
Strand 
End 

■Method 
End 
Score 



OJ990503 05.9B12.C25 



3945 

TBLASTX: Maize 
3945 
59 

3662, 3557.. 3661, 3561. 
3905, 3866.. 3895, 3.886. 



,3665, 
.3945, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1690 Seq. ID 

3471 Strand 
1 * End 
OJ990503_05 . 9B12 . C2 6 . ol . np Method 
1 End 
5852093 Score 
1..21, 454. .541, 1903. .1945 
(AL117264) zwhl6.1 [Oryza sativa] 

1691 Seq. ID 

3472 Strand 
718 End 
OJ990503_05 . 9B12 . C27 . ol . gs Method 
718 End 
none Score 
718. .761, 897. .1227, 1250. .1414 



OJ990503_05.9B12.C26 

1945 
AAT/NAP 
1945 
52 



OJ990503_05.9B12.C27 

1414 
GENSCAN 
1414 
.68 



1692 Seq. ID OJ990503_05.9B12.C28 

3473 Strand + 

1 End 1389 

OJ990503_05 . 9B12 . C28 . ol . np Method AAT/NAP 

1 End 422 

6907106 Score 349 

1..159, 232. .422 

(AP001129) EST AU068291(C12960) corresponds to a region of the 

predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1692 
3473 
1 

OJ990503_05. 9B12 . C28 . ol . gs 
95 

none 

95. .207, 295.-384, 540. .616, 1268. .1389 



Seq. ID OJ990503_05.9B12.C28 



Strand 
End 

Method 

End 

Score 



+ 

1389 
GENSCAN 
1389 
.42 



1692 Seq. ID 

3474 Strand 

1 End 
OJ990503_05 . 9B12 . C28 . ol . gp Method 

1 End 

6547_1.R1084 Score 
1. .409, 513. .751 



OJ990503_05.9B12.C28 
751 

AAT/GAP 

751 

1022 



'5257255/dbj | AP000364 .1 | AP000364 4 . Oe-52 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



1752 




Seq. No. 


1692 


Seq. ID 


OJ990503_ 


05.9B12. 


C28 




.3*1 / 4 


OtX dilU 








Start 


1 


End 


751 






Name 


OJ990503 05.9B12.C28.ol.tm 


Method 


TBLASTX-: Maize 




Start 


2 


End 


315 






GI 


none 


Score 


99 






Exons 


2. .181, 9. .92, 10. .315, 11.. 


181, 143.. 


169, 192.. 


215, 271 


.. .315 


Seq. No. 


1693 


Seq. ID 


OJ990503_ 


05.9B12. 


C29 


Gene No. 


3475 


Strand . 


+ 






Start 


2060 


End 


5382 . 






Name 


OJ990503 05.9B12.C29.ol.np 


Method 


AAT/NAP 






Start 


2060 v - 


End 


5382 






GI 


6721512 . 


Score 


75 






Exons 


2060.. 2101, 2706.. 2815, 3651 


..3772, 5350. .5382 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1 C Q A 


Seq. ID 


OJ990503 


05.9B12. 


C30 


octlc IN (J. 


j4 / D 


Strand 


+ 






Start 


112 


End 


507 






Name 


OJ990503_05 . 9B12 . C30 . ol . gs 


Method 


GENSCAN 






Start 




End 


507 






GI 


none 


Score 


. 9 






Exons 


1 LZ . . OU / 










Seq. No. 


t a c\ a y ' 


Seq. ID 


OJ990503_ 


05. 9B12. 


C30 


Gene No . 


o4 / / 


Strand 


+ 










End 


14149 






Name 


OJ990503 05.9B12.C30.o3.gs 


Method 


GENSCAN 






Start 


10212 


End 


13926 






GI 


none 


Score 


.72 






Exons 


10212. .10235, 10633. .10785, 


11362. .11428, 11622. 


.11701, 






12800. .12817, 13229. .13438, 


13552. .13926 






Seq. No. 


1694 


Seq. ID 


OJ990503_ 


05. 9B12. 


C30 


Gene No. 


3477 


Strand 


+ - 






O Lai l_ 


10212 


End 


14149 






Name 


OJ990503 05.9B12.C30.o4.gp 


Method 


AAT/GAP 






Start 


13202 ■ • 


End 


14149 






GI 


. 226 1.R1084 


Score 


1458 






Exons 


13202. .13438, 13552. .14149 










GI Descrip. 


, 2624326/emb|CAA05728 | 3.0e- 


43 (AJ002893) OsGRPl 


[ Oryza 


sativa] 


Seq. No. 


1694 


Seq. ID 


OJ990503_ 


05. 9B12. 


C30 


Gene No. 


3477 


Strand 


+ 








10212 


End 


14149 






Name 


OJ990503 05.9B12.C30.o2.np 


Method 


AAT/NAP 






Start 


13325 


End 


13923 






GI 


2196542 


Score 


871 






Exons 


13325. .13923 










GI Descrip. 


(AF0018 94) glycine-rich protein [Oryza 


sativa] 






Seq. No. 


1694 


Seq. ID 


OJ990503_ 


05. 9B12. 


C30 


Gene No. 


3478 


Strand 


+ 






Start 


14776 . 


End 


15297 






Name 


OJ990503 05.9B12.C30.o4.gs 


Method 


GENSCAN 






Start 


14776 


End 


15297 







1753 



■MS 

i y 



□ 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



! ! ~ Seq. No 
>,j Gene No 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

14776. .15046, 15137.. 15297 



Score 



92 



OJ990503JD5 . 9B12 .C30 
+ 

20892 
AAT/GAP 
20892 
132"' 



1694 Seq. ID 

3479 Strand 
20378 End 
OJ990503_05 . 9B12 . C30 . 06 . gp Method 
20378 End 
5867_1.R1084 Score 
20378. .20426, 20801.. 20892 

• 464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



1694 
3480 
2233 

OJ990503_05. 9B12 . C30 . o2 . gs 

2233 

none 



Seq. ID OJ990503_05.9B12.C30 



Strand 
End 

Method 

End 

Score 



9877 
GENSCAN 
9877 
.56 



2233.-2448, 3639.. 3820, 5429.. 5490, 5602.. 5668, 5781.. 5940, 
6119. .6198, 6421. .6533, 7152. .7235, 7346.-7422, 7531. .7605, 
7683..7727, 8502. .8552, 8868.. 9048, 9232.-9393, 9762.. 9877 



1694 Seq. ID 

3480 Strand 

2233 End 
OJ990503_05 . 9B12 . C30 . ol . gp Method 

2352 End 

none Score 
2352. .2862 



OJ990503_05.9B12.C30 

9877 
AAT/GAP 
2862 
875 



OJ990503 05.9B12.C30 



1694 Seq. ID 

3480 Strand - 

2233 End 9877 

OJ990503_05.9B12.C30.o2.gp Method AAT/GAP 
4976 End 7423 

33332_1.R1084 Score 1988 

4976. .5490, . 5602. .5668, 5781.. 5901, 6119.. 6198, 6421.. 6533, 
7152. .7267, 7354.-7423 

, 2624325/emb|AJ002893|OSAJ2893 1.0e-121 Oryza sativa mRNA for 
glycine-rich RNA-binding. protein (OsGRPl) 1 



1694 
3480 
2233 

OJ990503_05. 9B12 . C30 . ol . np 

5373 

2749982 

5373. .5490, 5602. .5668, 5781. 
7152. .7267, 7354. .7422, 7531. 
8502. .8552, 8695. .8809, 8955. 



Seq. ID OJ990503_05.9B12.C30 



Strand 
End 

Method 

End 

Score 



9877 
AAT/NAP 
9802 
800 



.5904, 6125;. 6198, 6418.. 6533, 
.7600, 7903.. 8034, 8335.. 8417, 
.9048, 9232.. 9403, 9569.. 9802 



GI Descrip. (AF036705) Similar to phytoene desaturase; coded for by C. 



1754 



elegans cDNA CEESX74F; coded for by C. elegans cDNA yk303f4.3; 
coded for by C. elegans cDNA yk257d4.3; coded for by C. elegans 
cDNA yk303f4.5; coded for by C. elegans cDNA yk257d4 . 5 ; . . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1694 Seq. ID OJ990503_05.9B12.C30 

3481 Strand 

14407 End 16486 

OJ990503_05 . 9B12 . C30 . o3 . np Method AAT/NAP 

14407 End 16486 

4309728 Score 309 

14407. .14537, 14863 14944 , 15122 .. 15255, 16130 16241, 

16419. .16486 

(AC006439) putative ADP-ribosylation factor [Arabidopsis 
thaliana] 



ha 



u 



Seq. No. 


1694 








Seq. ID 


OJ990503_05.9B12.C30 


Gene No. 


3481 








Strand 






14407 








End 


16486 


Name 


OJ990503 05. 


9B12. 


C30.O5 


.gp 


Method 


AAT/GAP 


Start 


14469 








End 


14901 


GI 


3767004 








Score 


845 


Exons 


14469. .14901 










Seq. No. 










Seq. ID 


OJ990503_05.9B12.C30 


Gene No. 










Strand 




oT_a.J. L. 


1 0 O U 1 








End 


21112 


Name 


r\ tqqhc: m nt; 

uj yyuouo uo . 




C30.O4 


. tm 


Method 


TBLASTX: Maize 


Start 


i n 
xu 








■ End 


312 


GI 


LLKJLLXZ 








Score 


110 


Exons 


10. .141, 22. 


.141, 


202. . 


312, : 


222. .311 




Seq. No. 


1694 








Seq. ID 


OJ990503_05 . 9B12 . C30 


Gene No. 


3482 








Strand 




Start 


18801 








End 


21112 


Name 


OJ990503 05. 


9B12. 


C30.O2 


.tc 


Method 


TBLASTX: Cress 


Start 


5368 








End 


5648 


GI 


none 








Score 


121 


Exons 


5368. .5490, 


5370. 


.5489, 


5373 


..5492, 5586. .5648 


Seq. No. 


1694 








Seq. ID 


OJ990503_05.9B12.C30 


Gene No. 


3482 








Strand 




Start 


18801 








End 


21112 


Name 


OJ990503 05. 


9B12. 


C30.O2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5373 








End 


5676 


GI 


none 








" Score ■ 


149 


Exons 


5373. .5486, 


5383. 


.5484, 


5599 


..5676, 5601. .5672 


Seq. No. 


1694 








Seq. ID 


OJ990503_05.9B12.C30 


Gene No. 


3482 








Strand 




Start 


18801 








End 


21112 


Name 


OJ990503 05. 


9B12. 


C30.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


5863 








End 


8925 


GI 


none 








Score 


150 


Exons 


5863. .5904, 


6417. 


.6536, 


6420 


..6536, 6422. .6541, 7147. .7203, 




7152. .7205, 


7154. 


.7210, 


7154 


..7216, 7214. .7267, 7214. .7267, 




.7343.-7423, 


7345. 


.7428, 


7523 


..7606, 7530. .7607, 7656. .7730, 




7677. .7727, 


7944. 


.8033, 


7944 


..8033, 7945. .8034, 8327. .8416, 



1755 



8329. .8418, 8331. .8417, 8493. .8555, 8494. .8550, 8671. .8748, 
8683. .8751, 8684. .8752, 8861. .8905, 8866. .8925, 8867. .8917 



Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.o3.tc 


Method 


TBLASTX: Cress 




Start 


8865 


End 


9351 




GI 


none 


Score 


93 




Exons 


8865.. 8960, 8982.. 9050, 9229 


. .9351, 9231. .9350 




Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


,C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.o3.tm 


Method 


TBLASTX: Maize 




Start 


8937 


End 


9671 




GI 


none 


Score 


115 




Exons 


8937. .9047, 8940. .9050, 8956 


..9051, 9229.. 9357, 9231.. 9395, 




9566.. 9604, 9567.. 9605, 9608 


..9667, 9609. .9671 




Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.o3.ts 


Method 


TBLASTX: Soybean 




Start 


8997 


End 


9802 




GI 


none 


Score 


126 




Exons 


8997.. 9050, 9220.. 9354, 9231 


..9395, 9608.. 9652, 9630.. 9770, 




9635. .9802 








Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


13208 


End 


13695 




GI 


none 


Score 


64 




Exons 


13208. .13264, 13209 13256, 


13252. .13434, 13319 .. 134 4 1, 






13530. .13694, 13549.. 13695 








Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.ol.tw 


Method 


TBLASTX: Wheat 




Start 


13220 


End 


13695 




GI 


none 


Score 


41 




Exons 


13220. .13288, 13222 .. 13251, 


13261. .13437, 13307 .. 1344 1 , 














Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 






Start 


18801 


End 


21112 




Name 


OJ990503 05.9B12.C30.ol.tc 


Method 


TBLASTX: Cress 




Start 


13322 


End 


13695 




GI 


none 


Score 


161 




Exons 


13322. .13441, 13324 .. 13437 , 


13527. .13694, 13549. .13695 




Seq. No. 


1694 


Seq. ID 


OJ990503_05.9B12, 


.C30 


Gene No. 


3482 


Strand 







1756 



• # 



Start 


18801 




End 


21112 




Name 


OJ990503 05.9B12.C30 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13322 




End 


13695 




GI- 


none 




Score 


152 




Exons 


13322. .13441, 13324. 


.13440, 


13527. .13694, 13549.. 13695 




Seq. No. 


1694 




Seq. ID 


OJ990503_05.9B12 


.C30 


Gene No. 


3482 




Strand 






OLdl L 


18801 




End 


21112 




Name . 


OJ990503 05.9B12.C30 


.o4 .np 


Method 


AAT/NAP 




Start 


18801 




End 


21112 




GI 


158227 




Score 


82 




Exons 


18801. .18827, 20794. 


.20900, 


21058. .21112 




GI Descrip. 


(L04 930) RNA-binding protein 


[.Drosophila melanogaster ] 




Seq. No. 


1 C C\ A 




Seq. ID 


OJ990503_05. 9B12 


.C30 


bene ino • 


*3 A O O 




Strand 






Start 


18801 




End 


21112 




Name 


OJ990503_05.9B12.C30 


.06. gs 


Method 


GENSCAN 




Start 


18909 




End 


19034 




GI 


none 




Score 


.81 




Exons 


18909 . . 19034 










Seq. No. 


lbyo - 




Seq. ID 


OJ990503 05.9B12 


-C32 


bene no. 






Strand 


+ 




Start 


108 




End 


1102 




Name 


OJ990503_05.9B12.C32 


.ol.gs 


Method 


GENSCAN 




Start 


lUo 




End 


1102 




GI 


none 




Score 


.79 




Exons 


1HO A cr\ A C£L C A 1 

1Uo..4dU, 4bo..b41, 


oi^i. . y Jo 


, 1085. .1102 




Seq. No. 


lbyo 




Seq. ID 


OJ990503 05.9B12 


.C32 


Gene No . 


A Q A 




Strand 


+ 




Start 


94 nn 




End 


2714 




Name 


OJ990503 05.9B12.C32 


.ol.gp 


Method 


AAT/GAP 




Start 


2400 




End 


2714 




GI 


4715999 




Score 


577 




Exons 


2400. .2714 










Seq. No. 


1695 




Seq. ID 


OJ990503_05. 9B12 


.C32 


bene no. 


3485 




Strand 






Start 


5820 




End 


6166 




Name 


OJ990503 05.9B12.C32 


. o3 . gp 


Method 


AAT/GAP 




Start 


5820 




End 


6166 




GI 


none 




Score 


625 




Exons 


5820. .6166 










Seq. No. 


1696 




Seq. ID 


OJ990503JD5.9B12 


.C33 


Gene No. 


3486 




Strand 


+ 




Start 


1 




End 


2673 




Name 


OJ990503 05.9B12.C33 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


2673 




GI . 


4539658 




Score 


93 




Exons 


1..221, 2591. .2673 











GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



1757 



Seq. No. 


1697 


Seq. ID 


OJ990503_05.9B12.C34 


i^ene jno . 


J40 / 


Cfv-anH 
OIX cillU 


_i_ 


Start 


1673 


End 


1939 


Name 


OJ990503 05.9B12.C34.ol.gs 


Method 


GENSCAN 


Start 


1673 


End 


1939 


GI 


none 


Score 


.57 


Exons 


1673. .1939 






Seq. No. 


1697 


Seq. ID 


OJ990503_05.9B12.C34 


tjene ino . 


Ofl OO 


OLI cUlU 




Start 


4130 


End 


4591 


Name 


OJ990503 05.9B12.C34 .o2.gs 


Method 


GENSCAN 


Start 


4130 


End 


4591 


GI 


none 


Score 


1 


Exons 


4130. .4591 






Seq. No. 


1698 


Seq. ID 


OJ990503_05.9B12.C35 


bene ino . 


3489 


Strand 




Start 


182 


End 


2511 


Name 


OJ990503 05.9B12.C35.ol.gs 


Method 


GENSCAN 


Start 


182 


End 


2511 


GI 


none 


Score 


.55 


Exons 


182. .336, 422. .674, 2369. .2511 




Seq. No. 


1698 


Seq. ID 


OJ990503_05.9B12.C35 


Gene No. 


3489 


Strand 


+ 


OLall. 


182 


End 


2511 


Name 


OJ990503 05.9B12.C35.ol.np 


Method 


AAT/NAP 


Start 


420 


End 


994 


GI 


3399777 


Score 


172 


Exons 


420. .776, 923. .994 






GI Descrip. 


(AF069738) symbiotic ammonium 


transporter; nodulin [Glycine ] 


Seq. No. 


1698 


Seq. ID 


OJ990503_05.9B12.C35 


Gene No. 


3490 


Strand 


+ 


Start 


19374 


End 


22855 


Name 


OJ990503 05.9B12.C35.o3.np 


Method 


AAT/NAP 


Start 


19374 


End 


22855 


O-L 


2160189 


Score 


1998 


Exons 


19374. .19533, 20088 .. 21783, 21811 .. 22028 , 22060 .. 224 92 , 




22571. .22855 






GP^ Descrip. 


(AC000132) Similar to A. thaliana receptor-like protein kina 




( gb | RLK5 ARATH) . ESTs gb | ATTS0475, gb | ATTS4362 come from this 




gene. [Arabidopsis thaliana] 






Seq. No. 


1698" 


Seq. ID 


OJ990503_05.9B12.C35 


Gene No. 


3490 


Strand 


+ 


Start 


19374 


End 


22855 


Name 


OJ990503 05.9B12.C35.o3.gp 


Method 


AAT/GAP 


OL.ci.lT. 


20956 


End 


21404 


GI 


700182 


Score 


858 


Exons 


20956. .21404 






GI Descrip. 


2160189 2.0e-29 (AC000132) Similar to 


A. thaliana receptor-1 




protein kinase (gb RLK5 ARATH) 


. ESTs 


gb ATTS0475,gb_ATTS4 362 




come from this gene. [Arabidopsis thaliana] 


Seq. No. 


1698 


Seq. ID 


OJ990503_05.9B12.C35 



1758 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 1 i 



3491 
3490 

OJ990503_05 . 9B12 . C35 . o2 . gs 

3490 

none 



r 1 



Strand 
End 

Method 

End 

Score 



10040 
GENSCAN 
8973 
.64 



3490. .3532, 5694. .5762, 6419. .6513, 7459.-7542, 7696. .7785, 
7884.. 8198, 8758. .8973 



OJ990503_05.9B12.C35 

10040 
AAT/GAP 
10040 
2504 

5474. .5762, 6419. .6513, 6606. .6695, 6785. .6820, 7459.-7542, 
7696. .7785, 7884. .8198, 8758. .8973, 9911. .10040 
'3183079/ sp | Q4 29721 MDHG_ORYSA 0.0e+00 MALATE DEHYDROGENASE, 
GLYOXYSOMAL PRECURSOR >gi_1375075_dbj_BAA12870 . 1_ (D85763) 
glyoxysomal malate dehydrogenase [Oryza sativa] 1 



1698 
3491 
3490 

OJ990503_05. 9B12 . C35 . ol . gp 
5474 

370 1.R1084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1698 
3491 
3490 

OJ990503_05 . 9B12 . C35 . ol . tm 

5505 

none 

5505. .5543,' 
6418. .6516, 



End 

Method 

End 

Score 



6620. 
7459. 
7864. 
8751. 



6712, 
7542, 
8199, 
9008, 



5625. .5666, 
6588. .6692, 
6785. .6820, 
7660. .7782, 



5698, 
6588, 
6786. 
7680. 



7883. 
8755. 



.7945, 7884. 
,8976 



1698 
3491 
3490 

OJ990503 05. 9B12 . C35 . o2 . ts 



Seq. ID OJ990503_05.9B12.C35 
Strand 

10040 

TBLASTX: Maize 
9008 
46 

.5772, 5699. .5764, 6416. 
.6695, 6589. .6705, 6604. 
.6821, 7433. .7525, 7459. .7545, 
.7784, 7682. .7786, 7694. .7783, 
.8198, 8747. .8974, 8747. .8974, 



OJ990503 05.9B12.C35- 



,6514, 
,6696, 



Seq. ID 
Strand 
End 

_ Method 
5639 End 
none. Score 
5639. .5764, 5691. .5765, 6418. .6516, 6419. .6514, 6588. .6695, 
6589. .6696, 6601. .6696, 6785. .6820, 7459.-7542, 7460. .7543, 
7690.. 7785, 7691.. 7786, 7880. .7969, 7884. .8198, 7884. .8198, 
7885. .8199, 8715. .8939, 8746. .8943, 8747. .8959, 8755. .8958 



10040 

TBLASTX : Soybean 

8959 

97 



1698 
3491 
3490 

OJ990503_05.9B12.C35.o2.tc 
5690 



OJ990503 05.9B12.C35 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
5690.. 5764, 6418.. 6516, 6419.. 6514, 6588.-6695, 6589.. 6696, 
6604. .6696, 6785. .6826, 6785. .6820, 7459.-7542, 7460. .7543, 
7690. .7785, 7691. .7786, 7691. .7786, 7874. .8152, 7882. .8148, 
7884. .8189, 7884. .8198, 7885. .8199, 8755. .8943, 8756. .8941, 
8758. .8943 



10040 

TBLASTX: Cress 

8943 

85 



Seq. No. 



1698 



Seq. ID OJ990503_05.9B12.C35 



1759 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3491 Strand 

3490 .End 

OJ990503_05 . 9B12 . C35 . o2 . np Method 

5693 End 

3183079 Score 



10040 
AAT/NAP 
9982 
1559 



5693. .5762, 6419. .6513, 6606. .6695, 6785. .6820, 7459.-7542, 

7696. .7785, 7884. .8198, 8758. .8973, 9911. .9982 

MALATE DEHYDROGENASE, GLYOXYSOMAL PRECURSOR 

gi 1 1375075 | dbj IBAA12870.il (D85763) glyoxysomal malate 

dehydrogenase [Oryza sativa] 



1698 
3491 
3490 

OJ990503_05 . 9B12 . C35 . o3 . tw 

5696 

none 

5696. .5758, 6418. .6513, 6455. 
6658. .6696, 6785.. 6820 



OJ990503_05.9B12.C35 
10040 

TBLASTX: Wheat 

6820 

70 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6535, 6588.-6695, 6592.. 6705, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1698 
3491 
3*490 

OJ990503_05. 

8054 

none 

8054. .8197, 
8746. .8976, 



9B12.C35.ol.tw 



8055. .8198, 
8755. .8976 



8062. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8199, 



OJ990503 05.9B12.C35 



10040 

TBLASTX: Wheat 
8976 
178 

8065. .8214, 8744. .8974, 



Seq. No. 


1698 






Seq. ID 


OJ990503 


_05.9B12 


.C35 


Gene No. 


3492 






Strand 








Start 


19921 






End 


22795 






Name 


OJ990503 05.9B12.C35 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


19921 






End 


20333 






GI 


none 






Score 


85 






Exons 


19921. 


.20031, 19934. 


.20074, 


20086. .20331, 20088 


. .20333 




Seq. No. 


1698 






Seq. ID 


OJ990503 


_05.9B12 


.C35 


Gene No. 


3492 






Strand 








Start 


19921 






End 


22795 






Name 


OJ990503 05.9B12.C35 


.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


20185 






. End 


21432 






GI 


none 






Score 


149 






Exons 


20185. 


.20379, 20398. 


.21060, 


20532. .21059, 20554 


. .20760, 






20706. 


.20915, 20896. 


.21183, 


20929. .21273, 20988 


. .21200, 






20995. 


.21345, 21049. 


.21192, 


21064. .21417, 21145 


. .21420, 






21190. 


.21432 












Seq. No. 


1698 






Seq. ID 


OJ990503 


_05.9B12 


.C35 


Gene No. 


3492 






Strand 








Start 


19921 






End 


22795 






Name 


OJ990503 05.9B12.C35 


.ol . tc 


Method 


TBLASTX: 


Cress 




Start 


20203 






End 


22605 






GI 


none 






Score 


67 






Exons 


20203. 


.20319, 20389. 


.20688, 


20401. .21606, 20488 


. .20670, 






20707. 


.20838, 20755. 


.21057, 


20757. .20861, 20794 


. .20964, 






20805. 


.21116, 20841. 


.21122, 


20863. .21036, 20886 


. .21191, 





17 60 



20968. .21282, 21064 2124 3, 21145 .. 21315, 21150 21341, 

21214. .21387, 21324 .. 21482, 21369 21521, 21381 21488, 

21582. .21605, 21829 .. 21933, 22157 22204 , 22256. . 22417, 

22273. .22413, 224 63 .. 22603, 22465. .22605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1698 
3492 
19921 
OJ99050 
20401 
none 
20401. . 
20500. . 
20641.'. 
20721. . 
20820. . 
21016. . 
21151. . 
21268. . 
21611. . 



3 05.9B12.C35.o2.tm 



20619, 
20619., 
20745, 
20978, 
21050, 
21282, 
21417, 
21519, 
21637 



20401. 
20509. 
20655. 
20721. 
20866. 
21073. 
21154. 
21286. 



,20565, 
.20688, 
,20705, 
,20912, 
.21336, 
.21345, 
.21465, 
.21426, 



Seq. I 
Strand 
End 

Method 

End 

Score 
20491. .2 
20509 
20701 
20748 
20953 
21082 
21223. .2 
21313. .2 



D OJ990503_05.9B12.C35 
22795 

TBLASTX: Maize 
21637 
88 

0688, 20497. .20682, 
0694, 20509. .20982, 
1129, 20719. .21201, 
1110, 20794 . .21066, 
1408, 21016. .21549, 
1420, 21145. .21426, 
1420, 21238. .21399, 
1489, 21361. .21489, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1698 Seq. ID 

3492 Strand 

19921 End 

OJ990503_05.9B12.C35.o4.tw • Method 

20410 End 

none Score 



OJ990503_05.9B12.C35 
22795 

TBLASTX: Wheat 

21417 

93 



20410. .20616, 20491. .20697, 20536 .. 20901, 208 66 .. 21045, 
20953. .21111, 20965. .21117, 21030 .. 21110, 21111 .. 21290, 
21112. .21333, 21181. .21333, 21271. .21417 



Seq. No. 1698 

Gene No. 34 92 

Start 19921 

Name OJ990503_05 . 9B12 . C35 . o4 . tm 

Start 21817 

GI none 

Exons 21817. .21933, 21817 .. 21930, 
22042. .'22179, 22073 .. 22195, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
21944. .21970, 
22256. .22279 



OJ990503 05.9B12.C35 



22795 

TBLASTX: Maize 
22279 
162 

22031. .22213, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1698 
3492 
19921 

OJ990503_05. 9B12 . C35 . o3 . ts 

22163 

none 

22163. .22213, 
22448. .22543, 

1698 
3492 
19921 

OJ990503_05.9B12.C35.o2.tw 

22256 

none 



22163. .22195, 
22459. .22542, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

22256. 

22538. 



22450, 
22687 



OJ990503_05.9B12.C35 
22795 

TBLASTX : Soybean 

22687 

71 

22273. .22413, 



Seq. ID OJ990503_05.9B12.C35 
Strand 
End 

Method 
End 
Score 



22795 

TBLASTX: Wheat 

22585 

176 



22256. .22420, 22273 .. 224 13, 22459.-22572, 224 63 .. 22585, 
22490. .22585 



1761 




C 1 /-i j~r XI A 

beq. no. 


i oyy 




Seq. ID 


OJ990503_05.9B12 


PTC 

. Ljj 


Gene-. No. 


3492 




Strand. 






Start 


19921 




End 


22795 




Name 


OJ990503 05.9B12.C35 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


22370 




End 


22795 




GI 


none 




Score 


287 




Exons 


22370. .22588, 22370. 


.22588, 22600. .22794, 22601.. 22795 




beq. NO. 






Seq. ID 


OJ990503_05.9B12 




Gene No. 


3493 




Strand 






Start 


1 




End 


149 




Name 


OJ990503 05.9B12.C36 


.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


149 




GI 


3763456 




Score 


240 




Exons 


1..149 










beq . NO . 


1699 




Seq. ID 


OJ990503_05.9B12 


.C36 


Gene No. 


3494 




Strand 






Start 


1092 




End 


7766 




Name 


OJ990503 05.9B12.C36 


. o2 . gs 


Method 


GENSCAN 




Start 


1092 




End- - 


7766 




GI 


none 




Score 


.64 




Exons 


1092. .1157, 5229. .5274, 6728. 


.6854, 6893.-6958, 7376.. 7766 


Seq. No. 


170*0 




Seq. ID 


OJ990503_05.9B12 


.C37 


Gene No . 


3495 




Strand 


+ 




Start 


1 




End 


1236 




Name 


OJ990503 05.9B12.C37 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1236 




GI 


6560764 




Score 


658 




Exons 


1..602, 829. .1236 










GI Descrip. 


(AC010155) F3M18.12 


[Arabidopsis thaliana] 




Seq. No. 


1700 




Seq. ID 


OJ990503_05.9B12 


.C37 


Gene No. 


3495 




Strand 


+ 




Start 


1 




End 


1236 




Name 


OJ990503 05.9B12.C37 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


898 




GI 


none 




Score 


199 




Exons 


1..135, 2. .136, 2. .136, 188.. 


337, 209. 


.256, 226. .333, 364.-546, 




365.. 601, 827.. 898, 


828. .896 








Seq. No. 


1700 




Seq. ID 


OJ990503_05.9B12 


.C37 


Gene No . 


3495 




Strand 


+ 




Start 


1 




End 


1236 




Name 


OJ990503 05.9B12.C37 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


1 




End 


1193 




GI 


none 




Score 


148 




Exons 


1..132, 2. .133, 209. 


.337, 235 


..333, 365. .553, 370. .531, 






572. .601, 818. .940, 


828. .938, 


1026. .1193 




Seq. No. 


1700 




Seq. ID 


OJ990503_05.9B12 


.C37 


Gene No. 


3495 




Strand 


+ 




Start 


1 




End 


1236 




Name ■ 


OJ990503 05.9B12.C37 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


899 





1762 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 109 

1..132, 5. .133, 191. .337, 226. .336, 364. .555, 365. .547, 

566. .601, 818. .898, 828. .899 



1700 
3495 
1 

OJ990503_05 . 9B12 . C37 . ol . gs 
53 

none 

53.. 602, 829.. 1205 



Seq. ID OJ990503_05.9B12.C37 

Strand + 

End 1236 

Method GENSCAN 

End 1205 

Score 1 . 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1700 
3495 
1 

OJ990503 05. 9B12 . C37 . ol . tw 



191 

none - 
191. .337, 



Seq. ID OJ990503_05.9B12.C37 

Strand + 

End 1236 

Method TBLASTX : Wheat 

End 4 96 

Score 166 
226. .333, 36S..496, 367. .492 



Seq. No. 


1700 




Seq. ID 


OJ990503_05.9B12.C37 


Gene No. 


3495 




Strand 


+ 


Start 


1 




End 


1236 


Name 


OJ990503 05.9B12 


.C37.o2.tm 


Method 


' TBLASTX: Maize 


Start 


978 




End 


1171 


GI 


none 




Score 


258 


Exons 


978. .1163, 996.. 


1124, 1016.. 


1171 




Seq. No. 


1701 ' 




Seq. ID 


OJ990503_05.9B12.C38 


Gene No. 


3496 




Strand 


+ 


Start 


882 




End 


952 


Name 


OJ990503 05.9B12 


.C38.ol.gs 


Method 


GENSCAN 


Start 


882 




End 


952 


GI 


none 




Score 


.62 


Exons 


882. .952 








Seq. No. 


1701 




Seq. ID 


OJ990503_05.9B12.C38 


Gene No. 


3497 




Strand 




Start 


1465 




End 


2034 


Name 


OJ990503 05.9B12 


.C38.o2.gs 


Method 


GENSCAN 


Start 


1465 




End 


2034 


GI 


none 




Score 


.9 


Exons 


1465. .1583, 2025 


. .2034 






Seq. No. 


1702 




Seq. ID 


OJ990503_05.9B12.C39 


Gene No. 


3498 




Strand 




Start 


1 




End 


2543 


Name 


OJ990503 05.9B12 


■C39.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2543 


GI 


4827060 




Score 


271 


Exons 


1..43, 278. .317, 


434. .657, 858. .919, 


1269.. 1343, 1436.. 1556, 




1969. .2011, 2163 


..2237, 2437 


. .2543 




GI Descrip. 


xylulokinase (H. 


influenzae) 


homolog 


gi| 32 98502 | dbj IBAA31527 



(AB01504 6) xylulokinase [Homo sapiens] 



Seq. No. 1702 Seq. ID OJ990503_05.9B12.C39 

Gene No. 34 98 Strand 

1763 



Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



II Seq. No. 

Z Gene No. 

*j Start 

y Name 

3 Start 

LI GI 
Exons 

3 Seq. No. 

4 Gene No. 
i Start 

3 Name 

- : Start 

i gi 

~ : Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990503_05. 9B12 . C39 . ol . gs 
. 70 
none 



End 

Method 

End 

Score 



2543 
GENS CAN 
1556 
. 69 



70. .284, 434. .608, 688. .782, 866. .919, 1269. .1343, 1436. .1556 



1702 
3498 
1 

OJ990503_05 . 9B12 . C39 . ol . tm 
79 

none 



Seq. ID OJ990503_05.9B12.C39 
•Strand 

End 2543 

Method TBLASTX : Maize 

End 2537 

Score 178 



79. .318, 80. .319, 435.. 608, 436. .609, 436. .609, 676. .783, 
683. .706, 849. .920, 1246. .1344, 1268. .1345, 1435. .1482, 
1437. .1556, 1438. .1557, 1562 .. 1594 ,' 1966 .. 2028, 1967. .2029, 
2168. .2248, 2172. .2240, 2422.. 2532, 2436. .2537 



1702 
3498 
1 

OJ990503_05. 9B12 .C39 . ol . tc 
82 

none 



Seq. ID OJ990503_05.9B12.C39 
Strand 

End 2543 

Method TBLASTX: Cress 

End 2029 

Score 66 



82. .162, 83. .133, 169. .264, 259. .306, 435. .509, 436. .510, 
510. .608, 511. .609, 676. .783, 686. .784, 867. .914, 1246. .1344, 
1272. .1331, 1432. .1557, 1437 .. 1556, 1966 .. 2028, 1967. .2029 



1702 
3498 
1 

OJ990503_05 . 9B12 . C39 . ol . tw 

146 

none 



Seq. ID OJ990503_05.9B12.C39 
Strand 

End 2543 

Method TBLASTX : Wheat 

End 587 

Score 117 



146. .319, 181. .318, 416. .580, 435. .587, 436. .579, 438. .587 



1702 
3498 
1 

OJ990503_05.9B12.C39.ol.ts 

867 

none 



Seq. ID OJ990503_05.9B12.C39 • 
Strand 

End 2543 

Method TBLASTX : Soybean 

End 2230 

Score 52 



867. .920, 1246. .1329, 1267. .1314, 1437. .1556, 1438. .1557, 
I960.. 2028, 1967.. 2029, 2168.. 2230, 2172.. 2225 



1703 
3499 
149 

OJ990903_07 . 9B08 . CI . ol . gs 

149 

none 

149. .374 

1704 
3500 
6495 

OJ990903_07 . 9B08 . C2 . o2 . gs 
6495 



Seq. ID OJ990903_07.9B08.C1 

Strand 

End 37 4 

Method GENSCAN 

End 374 

Score .52 



Seq. ID OJ990903_07.9B08.C2 

Strand + 

End 817 9 ' r 

Method GENSCAN 

End 8179 



1764 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

6495. .6547, 7966. .8179 



Score 



,92 



1704 
3501 
311 

OJ990903_07 . 9B08 . C2 . ol . np 
311 

103077 
311. .549 

Bkm-like sex-determining region hypothetical protein CS319 
fruit fly (Drosophila melanogaster ) (fragment) 



Seq. ID OJ990903_07.9B08.C2 
Strand 

549 

AAT/NAP 
549 
180 



End 

Method 

End 

Score 



Seq. ID OJ990903_07 . 9B08.C2 
Strand 

End 1632 

Method AAT/NAP 

End 1632 

Score 132 



1704 
3502 
1199 

OJ990903_07 . 9B08 . C2 . o2 . np 
1199 
6907090 
1199. .1632 

(AP001129) Similar to Oryza sativa root-specific RCc3 mRNA. 
(L27208) 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1704 
3503 
8394 

OJ990903_07 . 9B08 . C2 . o3 . gs 

8394 

none 



Seq. ID OJ990903_07. 9B08.C2 
Strand 

End 9187 

Method GENSCAN 

End 9187 

Score .82 



8394. .8407, 8564.. 8674, 8962. .9187 



1704 
3503 
8394 

OJ990903_07 . 9B08 . C2 . ol . tm 

8837 

none 



Seq. ID OJ990903_07.9B08.C2 
Strand 

End 9187 

Method TBLASTX : Mai ze 

End 9158 

Score 128 



8837. .8929, 8936. .9157, 8943. .9158 



1705 
3504 
1417 

OJ990903_07 . 9B08 . C3 . ol . np 
1417 
2244915 
1417. .2519 

(Z97339) reverse transcriptase like protein [Arabidopsis 
thaliana] 



Seq. ID OJ990903_07.9B0&.C3 
Strand 

End 2519 

Method AAT/NAP 

End 2519 

Score 370 



Seq. No. 1705 

Gene No. 3504 

Start 1417 

Name OJ990903_07 . 9B08 . C3 . o2 . gs 

Start 1591 

GI none 

Exons 1591.. 2415 



Seq. ID OJ990903_07 . 9B08.C3 
Strand 

End 2519 

Method GENSCAN 

End 2415 

Score .97 



1765 




Seq. No. 


1705 




Seq. ID 


OJ990903_07.9B08 


.C3 


Gene No. 


3505 




Strand 






otart 






End 


4089 




Name 


OJ990903 07.9B08.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1411 




End 


1806 




GI 


none 




Score 


38 




Exons 


1411. .1449, 1412. .1447, 


1451. 


.1615, 1464. .1622, 1613. .1792 




1618. .1806 










Seq. No. 


1705 




Seq. ID 


OJ990903_07.9B08 


.C3 


Gene No . 


o c n c 




Strand 






Start 


2633 




End 


4089 




Name 


OJ990903 07.9B08.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1478 




End 


1752 




GI 


none 




Score 


78 




Exons 


1478.. 1615, 1479.. 1646, 


1535. 


.1648, 1618. .1752 




Seq. No. 


1705 




Seq. ID 


OJ990903JD7.9B08 


.C3 


Gene No . 






Strand 






Start 


2633 




End 


4089 




Name 


OJ990903 07.9B08.C3.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


2080 




End - - 


2432 




GI 


none 




Score 


35 




Exons 


2080. .2430, 2090. .2176, 


2220. 


.2432, 2231.. 2344 




Seq. No.. 


' 1705 








.C3 


Gene No . 


"3 C A C 




Strand 






Start 


2633 




End 


4089 




Name 


OJ990903 07.9B08.C3.o3. 


gs 


Method 


GENSCAN 




Start 


2633 




End 


4089 




GI 


none 




Score 


.66 




Exons 


2633.-2768, 3140.. 3213, 


3964. 


.4089 






Seq. No. 


1706 




Seq. ID 


OJ990903_07.9B08 


.C4 


Gene No . 


Ten/; 




Strand 


+ 




Start 


171 




End 


1424 




Name 


OJ990903 07.9B08.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start ■ 


162 




End 


572 




GI 


none 




Score 


1-53 




Exons 


162. .299, 164. .295, 320 


. .487, 


321. .572 






Seq. No. 


1706 




Seq. ID 


OJ990903_07.9B08 


.C4 


Gene No . 


t c n c 
jjUD 




Strand 


+ 




Start. 


171 




End 


1424 




Name 


OJ990903 07.9B08.C4.ol. 


gs 


Method 


GENSCAN 




Start 


171 




End 


1395 




GI 


none 




Score 


.75 




Exons 


171.. 893, 924.. 1395 










Seq. No. 


1706 




Seq. ID 


OJ990903_07.9B08 


.C4 


Gene No. 


3506 




Strand 


+ 




Start 


171 




End 


1424 




Name 


OJ990903 07.9B08.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


207 




End 


605 




GI 


none 




Score 


80 




Exons 


207. .296, 333. .605 











1766 






Seq. No. 


1706 








Seq. ID 


OJ990903_07.9B08 


.C4 




UCllC INVJ • 


*J *J KJ VJ 








Strand 


+ 






Start 


171 








End 


1424 






Name' 


OJ990903 07 


9B08. 


C4.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


1005 








End 


1298 






GI 


none 








Score 


147 






Exons 


1005. .1169, 


■1194 . 


.1298 












Seq. No. 


1706 








Seq. ID 


OJ990903_07.9B08 


.C4 




UC11C LNVJ • 


-J J V \J 








Strand 


+ 






Start 


171 








End 


1424 






Name 


OJ990903 07 


9B08. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 






Start . 


1023 








End 


1403 






GI 


none 








Score 


95 






Exons 


1023. .1181, 


1179. 


.1403 












Seq. No. 


1706 








Seq. ID 


OJ990903_07.9B08 


.C4 




Cpnp Ma 


*J *J \J \J 








Strand 


+ 






Start 


171 








End 


1424 






Name 


OJ990903 07 


9B08. 


C4.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


1026 








End 


1424 






GI 


none 








Score 


238 






Exons 


1026. .1424,. 


1130. 


.1246 










c? 


•Seq. No. 


1707 ■■ 








Seq. ID 


OJ990903_07. 9B08 


.C5 




uciie JNO . 


jjU / 








Strand 






ft 


Start 


34 








End 


3794 




y 


Name 


OJ990903 07 


.9B08. 


C5.ol. 


gs 


Method 


GENSCAN 






Start 


34 








End 


3794 






GI 


none 








Score 


.77 






Exons 


34. .507, 58* 


3. .701 


, 905. 


.1208, 


1477. .1884, 2111. .2849, 3713. 


3 

y 


Seq. No. 


1707 








Seq. ID 


OJ990903_07.9B08 


.C5 




Dono Mo 
UCllC lnu • 


^SOft 

J JUO 








Strand 








Start 


4608 








End 


5196 




=? 


Name 


OJ990903 07 


.9B08. 


C5.o2. 


gs 


Method 


GENSCAN 




-J 


Start 


4608 








End 


5126 






GI 


none 








Score 


.75 






Exons 


4608. .4737, 


4928. 


.5126 










1 ' 


Seq. No. 


1707 








Seq. ID 


OJ990903_07.9B08 


.C5 






3508 








Strand 








Start 


4608 








End 


5196 






Name 


OJ990903 07 


.9B08. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


4978 








End 


5196 






GI 


none 








Score 


69 






Exons 


4978. .5178, 


4978. 


.5196, 


4988. 


.5185 








Seq. No. 


1708 








Seq. ID 


OJ990903_07. 9B08 


.C6 




OC11C LNW • 


3509 








Strand 








Start 


320 








End 


494 






Name 


OJ990903 07 


. 9B08 . 


C6.ol. 


gs 


Method 


GENSCAN 






Start 


320 








End 


494 






'GI 


none 








Score 


.9 






Exons 


320. .494 
















Seq. No. 


1709 








Seq. ID 


OJ990903_07.9B08 


.C10 



1767 




bene ino ■ 


jOIU 




Strand 


+ 




Start 


9201 




End 


10270 




Name 


OJ990903 07.9B08. 


C10.o4 .gs 


Method 


GENS CAN 




Start 


9201 




End 


10270 




GI 


none 




Score 


.74 




Exons 


9201. .9361, 9429. 


.9668, 9772. 


.9859, 10169.. 10270 




Seq. No. 


1709 




Seq. ID 


OJ990903 07 9B08 


C10 


bene imo . 


3511 




Strand 






Start 


828 




End 


15974 




Name 


OJ990903 07.9B08. 


C10.ol.gs 


Method 


GENS CAN 




Start 


828 




End 


3077 




GI 


none 




Score 


.47 




Exons 


828. .913, 940. .1190, 2415. .2700, 2882.. 


3077 




Seq. No. 


1 7HQ 




Seq. ID 


OJ990903_07.9B08. 


C10 


Gene No. 


jjll 




Strand 






Of a r f 


0 £ o 




End 


15974 




Name 




C10.ol.np 


Method 


AAT/NAP 




Start 






End 


15962 




GI 


1418990 




Score 


289 




Exons 


846.. 1135, 3439.. 


3473, 14314. 


.14351, 15328. .15611, 15786 


i. .15962 


GI Descrip. 


/ 7 7 c c o /i \ nnVnnwn 
\ Li f*J*j£. t ±} UIl JS.11UW11 


[Lycopersicon esculentum] 




Seq. No. 


1 7P)Q 




.Seq. ID 


OJ?90903_07.9B08. 


C10 


Gene No. 


jjil 




Strand 






Start 


O O 




End 


15974 




Name 


n.TQQDQO^ 07 QROft 


C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


2437 




End 


15599 




GI 


none 




Score 


58 




Exons 


2437. .2466, 2456. 


.2539, 2468. 


.2542, 2576.. 2707, 2585.. 2701, 




9297.. 9353, 15342 


:.. 15455, 15343. .15453, 


15486. .15599, 






15490. .15585 










Seq. No. 


1709 




Seq. ID 


OJ990903_07.9B08. 


C10 


bene ino . 


3511 




Strand 






Start 


828 




End 


15974 




Name 


OJ990903 07.9B08. 


C10.o2.gs 


Method 


GENSCAN 




Start 


4261 




End 


7013 




GI 


none 




Score 


.5 




Exons 


4261. .4370, 4667. 


.4820, 6541. 


.6675, 6849.. 7013 




Seq. No. 


1709 




Seq. ID 


OJ990903_07.9B08. 


C10 


bene ino . 


3511 




Strand 






Start 


828 




End 


15974 




Name 


OJ990903 07.9B08. 


C10.o5.gs 


Method 


GENSCAN 




Start 


11144 




End 


12216 




GI 


none 




Score 


.47 




Exons 


11144. .11226, 12195.. 12216 








Seq. No. 


1709 




Seq. ID 


OJ990903_07. 9B08. 


C10 


Gene No. 


3511 




Strand 






Start 


828 




End 


15974 




Name 


OJ990903 07.9B08. 


C10.ol.gp 


Method 


AAT/GAP 




Start 


13914 




End 


14132 




GI 


2798094 




Score 


419 




Exons 


13914. .14132 











1768 



£>eq. NO . 


1709 


Seq. . ID 


OJ990903_07.9B08 


pi n 


Gene No. 


3511 . - ■• 


-Strand 






Start 


828 


End 


15974 




Name 


OJ990903 07.9B08.C10.o6.gs 


Method 


GEN SCAN 




Start 


14069 


End 


15974 




GI 


none 


Score 


.97 




Exons 


14069. .14431, 15267. .15610, 15779.. 15974 




oeq . no . 


1710 


Seq. ID 


VJtJ _7 .7U O VJ / . .7DUO 


PI 1 


Gene - No. 


3512 


Strand 


4> 




Start 


1597 


End 


1758 




Name* 


OJ990903 07. 9B08 . Cll . ol . gs 


Method 


GENSCAN 




Staft 


1597 


End 


1758 




GI 


none 


Score 


.71 




Exons 


1597. .1758 








Seq. No. 


1711 


Seq. ID 


OJ990903_07.9B08 


-C13 


Gene No. 


3513 


Strand 


+ 




Start 


1 


End 


5207 




Mama 


OJ990903 07. 9B08 . C13 . o2 . np 


Method 


AAT/NAP 




Start 


1 


End 


5207 




GI 


5295955 


Score 


787 




Exons 


1..183, 1149. .1300, 2454. .2570, 3113. 


.3227, 3908. .4039, 






4320. .5207 








GI Descrip. 


(AB026295) Similar to Epstein- 


-Barr virus. (EBV) genome. (V01555) 




[Oryza sativa] 








Seq. No. 


1711 


Seq. ID 


OJ990903_07.9B08 


.C13 


oene lno . 


3514 


Strand 






Start 


1 


End 


1495 




Name 


OJ990903 07.9B08.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1495 




GI 


4680179 


Score 


1534 




Exons 


1..1495 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa ; 


subsp. indica] 




oeq. no. 


1711 


Seq. ID 


OJ990903_07.9B08 


.C13 


Gene No. 


3515 


Strand 






Start 


5533 


End 


6966 




Name 


OJ990903 07.9B08.C13.o2.tw 


Method 


TBLASTX: Wheat 




Start 


182 


End 


418 




GI 


none 


Score 


78 




Exons 


182.. 346, 204.. 299, 353.. 418 








oeq. no. 


1711 


Seq. ID 


OJ9909.03_07.9B08 


.C13 


Gene No. 


3515 


Strand 






Start 


5533 


End 


6966 




Name 


OJ990903 07.9B08.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


686 


End 


982 




GI 


none 


Score 


104 




Exons 


686.. 982, 795.. 965 








Seq. No. 


1711 


Seq. ID 


OJ990903_07.9B08 


-C13 


Gene No. 


351-5. 


Strand 






Start 


5533 > 


End 


6966 




Name 


OJ990903 07.9B08.C13.ol.tw 


Method 


TBLASTX: Wheat 





1769 




Start 


863 


End 


1226 








GI 


none 


Score 


82 








Exons 


863. .1222, 864. .1097, 1122. 


.1226 










Seq. No. 


1711 


Seq. ID 


OJ990903_ 


07 


.9B08 


.C13 


Gene No. 


3515 


Strand 










^1-3 rt- 


5533 


■ End 


6966 








Name 


OJ990903 07.9B08.C13.o3.np 


Method 


AAT/NAP 








Start ' 


5533 


End 


6966 








GI 


6907088 


Score 


1034 








Exons 


5533. .5917, 6414. .6653, 6829. .6966 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


I / 1Z 


Corf T Pi 

beq. id 


OJ990903_ 


07 


. 9B08 


.C14 


bene lno . 




b Lidiia 










Start 


010 
0 




1855 








Name 


ujyyuyuo u/.ybUo.Li4.oi.gs 


Method 


GEN SCAN 








Start 


812 


End 


1855 








GI 


none 


Score 


.56 








Exons 


OlZ. . » / O, 1 /UO. . lODO 












Seq. No. 


1 /lo 


beq. ID 


OJ990903_ 


07 


. 9B08 


- CIS 


oene jno . 


ool / 


otrana 


+ 








Start 


Q O 


tjna 


2075 








Name 


ojyyuyuo u/.yBUo .cio.oi.gs. 


Method 


GENSCAN 








Start - 


82 


End 


2075 








GI 


none 


Score 


.43 








Exons 


QO TCT 1 A >1 £ 1 1 "7Q 1 1 On 


lzoo , l oo y . 


.1541, 1826. 


.2075 




Seq. No. 


1 /lo 


beq. iu 


OJ990903_ 


07 


. 9B08 


.C15 


Gene No . 


TCI Q 


Strand 










Start 


4 Oo4 


r nr | 
EjilCJ. 


4758 








Name 


ujyyuyuo u/.ybuo.cio.oz.gs 


Metnoa 


GENSCAN 








Start 


4654 


End 


4758 








GI 


none 


Score 


.72 








Exons 


/ICR/ ynco 
4 DO 4 . . 4 / Oo 












Seq. No. 


1 *7 1 >1 

i /14 


beq. 1U 


OJ990903_ 


_07 


. 9B08 


.C16 


NO . 


3519 


Strand 










Start 


1380 


End 


1491 








Name 


OJ990903 07.9B08.C16.ol.gs 


Method 


GENSCAN 








Start 


1380 


End 


1491 








GI 


none 


Score 


.95 








Exons 


1380. .1491 












Seq. No. 


1715 


Seq. ID 


OJ990903_ 


07 


. 9B08 


.C17 


Gene No . 


3520 


Strand 










Start 


774 


End 


2293 








Name 


OJ990903 07.9B08.C17.ol.gs 


Method 


GENSCAN 








Start 


774 


End 


2293 








GI 


none 


Score 


.47 








Exons 


774. .904, 1110. .1242, 1386. 


.1461, 2259 


. .2293 








Seq. No. 


1715 


Seq. ID 


OJ990903_ 


07 


. 9B08 


.C17 


Gene No. 


3521 


Strand 










Start 


5732 


End 


12019 








Name 


OJ990903 07.9B08.C17.ol.np 


Method 


AAT/NAP 









1770 



Start 


5732 


End 


12019 


GI 


5777623 


Score 


962 


Exons 


5732. .5828, 7331. .7568, 8397.. 


8909,. 9355. .9703, 11958.. 12019 


GI Descrip. 


(AJ245900) CAA303711.1 protein [Oryza 


sat i va ] 


Seq. No. 


1715 


beq. iu 


OJ990903_07.9B08.C17 


Gene No. 


3521 


btrana 


- 


Start 


0 / Jz 


r nr l 

j^nu. 


12019 


Name 


OJyyoyOo u / . yBUo . Li / . oo.gs 


KA 4— 1m. jm. /•! 

ixie unoa 


GENSCAN 


Start 


6521 


End 


7114 


GI 


none 


Score 


.82 


Exons 


C O 1 C C C\ A 1 f\ £ C\ 111/1 

6521. .6594, /UoU../114 






Seq. No. 


1716 


beq . i u 


OJ990903_07 . 9B08 .C19 


Gene No . 


3522 


btrana 


- 


Start 


19o 


EjIIU 


391 


Name 


ojyyuyuo u/.ybuo.uiy.oi.gs 


ixie inoa 


GENSCAN 


Start 


193 


End 


391 


GI 


none 


Score 


.44 


Exons 


TOO O A C\ TQ1 

193. .249, j/J..oyi 






Seq. No. 


1717 


Seq. ID 


OJ990903_07.9B08.C20 


Gene No . 


3523 


Strand 


+ 


Start 


124 


-pi _ j 
_na 


380 


Name 


OJ990903 07 . 9B08 . C20 . ol ._gs 


Metnoa 


GENSCAN . 


Start 


124 


hna 


380 


GI 


none 


Score 


.81 


Exons 


124. .200, 248. .380 






Seq. No. 


1718 


Seq. ID 


OJ990903_07 . 9B08 . C21 


Gene No. 


3524 


Strand 


+ 


Start 


1986 


End 


3885 


Name 


OJ990903 07.9B08.C21.o2.np 


Method 


AAT/NAP 


Start 


1937 


End 


2623 


GI 


4544462 


Score 


163 


Exons 


1937.. 2133, 2331.. 2623 






GI Descrip. 


(AC006580) NAM (no apical meristem) -like protein [Arabidopsi; 




thaliana] 






Seq. No. 


1718 


Seq. ID 


OJ990903_07.9B08.C21 


Gene No. 


3524 


Strand 


+ 


Start 


1986 


End 


3885 


Name 


OJ990903 07.9B08.C21.ol.gs 


Method 


GENSCAN 


Start 


1986 


End 


3885 


GI 


none 


Score 


.69 


Exons 


1986.. 2136, 2550.. 2680, 3550., 


.3885 




Seq. No. 


1718 


Seq. ID 


OJ990903_07.9B08.C21 


Gene No. 


3525 


Strand 




Start 


4597 


End 


5190 


Name 


OJ990903 07.9B08.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


2348 


End 


2605 


GI 


none 


Score 


106 


Exons 


2348. .2461, 2362. .2460, 2483. 


.2605, 2483.. 2512, 2494.. 2604 



Seq. No. 
Gene No. 



1718 
3525 



Seq. ID OJ990903_07.9B08.C21 
Strand 



1771 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4597 End 
OJ990903_07 . 9B08 . C21 . o2 . gs Method 
4597 End 
none Score 
4597. .4644, 4751. .4917, 5025. .5190 



5190 
GEN SCAN 
5190 
.55 



1719 
3526 
81 

OJ990903_07 . 9B08 . C22 . ol . gs 
81 

none 
81. .286 



Seq. ID OJ990903_07.9B08.C22 
Strand 

End 28 6 

Method GENSCAN 

End 286 

Score . 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

3 Gene No. 

3 Start 

fl Name 

Si Start 

% GI 

=t Exons 

y 

3 Seq. No. 
jj Gene No. 

Start 
Name 
J Start 

4 GI 

a Exons 
_e 

2 Seq. No. 
Z Gene No. 
^ Start 

Name 

Start 

GI 

Exons 

Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 

Method 

End 

Score 



End 

Method 

End 

Score 



1720 
3527 
65 

OJ990903_07.9B08.C25.ol.gs 
65 

none 

65. .189, 554. .676 

1721- 
3528 
86 

OJ990903_07 . 9B08 . C26 . ol . gs 
86 

none 
86. .445 

1722 
3529 
277 

OJ990903_07 . 9B08 . C28 . ol . gs 
277 
none 

277. .558 

1722 
3529 
277 

OJ990903_07.9B08.C28.ol.ts 
287 
none 

287.-328, 292. .537, 365. .535, 370. .537 



Seq. ID OJ990903_07.9B08.C25 
Strand + 

676 

GENSCAN 
676 
.67 



Seq. ID OJ990903_07.9B08.C26 
Strand 

445 

GENSCAN 
445 
.78 



Seq. ID OJ990903_07.9B08.C28 
Strand 

814 

GENSCAN 
558 
.79 



End 

Method 

End 

Score 



Seq. ID OJ990903_07.9B08.C28 
Strand 

814 

TBLASTX: Soybean 
537 
52 



End 

Method 

End 

Score 



Seq. ID OJ990903_07.9B08.C28 

Strand 

End 814 

Method AAT/NAP 

End 814 

Score 182 



1722 
3529 
277 

OJ990903_07 . 9B08 . C28 . ol . np 
298 

4544372 
298. .814 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 



1722 



Seq. ID OJ990903_07.9B08.C28 



1772 






3529 






Sr rand 

O Li Oil H 










Start 


277 






End 


814 








Name 


OJ990903 07 


.9B08. 


C28.ol.tw 


Method 


TBLASTX.i 


Wheat 




Start 


313 






End 


720 








GI 


none 






Score 


115 








Exons 


313. .720, 347. .712 












Seq. No. 


1723 






Seq. ID 


- OJ990823 


_09, 


, 9B05 


.CI 


OC 11C IN W » 


3530 






Q+- rand 


-i- 








Start 


158 






End 


250 








Name 


OJ990823 09 


.9B05. 


Cl.ol.gs 


Method 


GENSCAN 








Start 


158 






End 


250 








GI 


none 






Score 


.46 








Exons 


158 250 
















Seq. No. 


1723 






Seq. ID 


OJ990823 


_09, 


.9B05 


.CI 


UC11C IN • 


3531 






Strand 










Start 


1637 






End 


2249 








Name 


OJ990823 09 


.9B05. 


CI .o2 .gs 


Method 


GENSCAN 








Start 


1637 

X \J -J 1 






End 


2249 








GI 


none 






Score 


.96 








Exons 


16^7 1701 


JL J «J J • 


?nsi 9106 


.2249 










Seq. No. 


X 1 £. *i 






Seq. ID 


OJ990823 


_09. 


. 9B05 


.C4 


UCllC LN(J . 


JJ Jl 






9r rand 










Start 


^ u V 






End 


413 








Name 


OJ990823 09 


.9B05. 


C4 .ol .gs 


Method 


GENSCAN 








Start 


286 






End 


413 








GI 


1 1LJ1 Iti 






Score 


.'44 








Exons 


286 413 
















Seq. No. 


1724 






Seq. ID 


OJ990823 


_09. 


. 9B05 


.C4 


Gene No. 


3533 






Strand 










Sr arr 


315 






End 


413 








Name 


OJ990823 09 


. 9B05 . 


C4.ol.np 


Method 


AAT/NAP 








Start 


315 






End 


413 








GI 


6714293 






Score 


41 








Exons 


315. . 413 
















GI Descrip. 


f AC013354 ) 


F15H18 


.21 [Arabidopsis thaliana] 








Seq. No. 


1725 






Seq. ID 


OJ990823 


_09, 


. 9B05 


.C5 


Gene No. 


3534 






Strand 










o u a. J- u 


1 






End 


482 








Name 


OJ990823 09 


.9B05. 


C5.ol.np 


Method 


AAT/NAP 








Start 


1 






End 


482 








GI 


6714293 






Score 


106 








Exons 


1..109, 225 


. .482 














GI Descrip. 


(AC013354) 


F15H18 


.21 [Arabidopsis thaliana] 








Seq. No. 


1725 






Seq. ID 


OJ990823 


_09. 


. 9B05 


,C5 


Gene No. 


3534 






Strand 










Start 


1 






End 


482 








Name 


OJ990823 09 


.9B05. 


C5 . ol . gs 


Method 


GENSCAN 








Start 


29 






End 


285 








GI 


none 






Score 


.99 









Exons 29.. 109, 225.. 285 

1773 



•1 



Seq. No. - 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


Gene No. 


3535 


Strand 


+ 






Start ' 


4863 


End 


6996 






Name 


OJ990823 09.9B05.C6.o2.gs 


Method 


GENS CAN 






Start . 


4863 


End 


6996 






GI 


none 


Score 


.73 






Exons 


4863. .4904, 5192. .5437, 5953. .6070, 6806. .6996 






Seq. No. 


1726 


Seq. ID 




9B05. 


C6 


Gene No. 


3535 


Strand 


+ 








4863 


End 


6996 






Name 


OJ990823 09. 9B05 . C6 . o2 . np 


Method 


AAT/NAP 






Start 


5170 


End 


6782 






GI 


6539588 


Score 


119 






Exons 


5170. .5417, 6735. .6782 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


Gene No . 


3536 


Strand 


+ 






Start 


22622 


End 


23407 






Name 


OJ990823 09.9B05.C6.o7.gs 


Method 


GEN SCAN 






Start 


22622 


End 


23407 






GI 


none 


Score 


.69 






Exons 


22622..22639, 23180 .. 23206, 


23264. .23407 






Seq. No. 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


bene - No . 


3537 


Strand 


+ 






Start 


24948 


End 


25005 






Name 


OJ990823 09. 9B05 . C6 . 08 . gs 


Method 


GEN SCAN 






Start 


24948 


End 


25005 






GI 


none 


Score 


.82 






Exons 


24948. .25005 










Seq. No. 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


Gene No. 


3538 


Strand 








Start 


1 


End 


4257 






Name 


OJ990823 09.9B05.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


4257 






GI 


5902400 


Score 


1354 






Exons 


1..303, 387. .1121, 1263. .1601, 1688. .1841, 1933. .2393, 






4235. .4257 










GI Descrip. 


(AC008148) Unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


Gene No. 


3538 


Strand " 








Start 


1 


End 


4257 






Name 


OJ990823 09.9B05.C6.ol.gs 


Method 


GEN SCAN 






Start 


155 


End 


3032 






GI 


none 


Score 


.88 






Exons 


155. .303, 387. .1121, 1263.. 


1601, 1688.. 


.1841, 1933.. 


2682, 






2824. .3032 










Seq. No. 


1726 


Seq. ID 


OJ990823_09. 


9B05. 


C6 


Gene No. 


3539 


Strand 








Start 


15392 


End 


17926 






Name 


OJ990823 09.9B05.C6.o5.gs 


Method 


GEN SCAN 






Start 


15392 


End 


17926 







1774 




GI 


none 


Score 


.51 




Exons 


15392. .16010, 16068.. 16251 


, 16544. .16647, 17235 .. 17357, 






17901. .17926 








Seq. No. 


1726 


Seq. ID 


OJ990823JD9.9B05 


.C6 


bene ino . 




Strand 


- 




Start 


20115 


End 


21416 




Name 


OJ990823 09.9B05.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


306 




GI 


none 


Score 


197 




Exons 


1..195, 2. .196, 208. .306, 


212. .298 






Seq. No. 


1726 


Seq. ID 


OJ990823_09.9B05 


.C6 


Gene No. 


3540 


Strand 






Start 


20115 


End 


21416 




Name 


OJ990823 09.9B05.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


320 




GI 


none 


Score 


337 




Exons 


1..306, 2. .295, 3. .320 











Seq. No. 


1726 








Seq. ID 


OJ990823_09.9B05.C6 




Gene No. 


3540 








Strand 






Start 


20115 








End 


21416 


O 


Name 


OJ990823 09 


.9B05 


.C6.ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


551 


r n 


GI 


none 








Score 


331 


ry 


Exons 


1..306, 2.. 


295, 


387. .509, 394 


..456, 510. .551 


S3 


Seq. No. 


1726 








Seq. ID 


OJ990823_09.9B05.C6 




Gene No. 


3540 








Strand 




^ 


Start 


20115 








End 


21416 




Name 


OJ990823 09 


.9B05 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


987 








End 


1601 


«. 


GI 


none 








Score 


67 




Exons 


987. .1121, 


1004. 


.1090, 


1260. . 


1307, 1261.. 1326, 1347.. 1511, 






1348. .1503, 


1500 


. .1598, 


1500. 


.1601 






Seq. No. 


1726 








Seq. ID 


OJ990823_09.9B05.C6 




Gene No. 


3540 








Strand 






Start 


20115 








End 


21416 




Name 


OJ990823 09 


.9B05 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1500 








End 


2066 




GI 


none 








Score 


91 




Exons 


1500. .1613, 


1513 


. .1605, 


1676. 


.1837, 1676. .1843, 1686. .1844, 






1933. .2061, 


1935 


. .2066 










Seq. No. 


1726 








Seq. ID 


OJ990823_09.9B05.C6 




Gene No. 


3540 








Strand 






Start 


20115 








End 


21416 




Name 


OJ990823 09 


.9B05 


. C6 . o3 . 


tc 


Method 


TBLASTX: Cress 




Start 


1676 








End 


1992 




GI 


none 








Score 


78 




Exons 


1676. .1843, 


1740 


. .1844, 


1933. 


.1992, 1935. .1991 




Seq. No. 


1726 








Seq. ID 


OJ99,0823_09.9B05.C6 




Gene No. 


3540 








Strand 






Start 


20115 








End 


21416 



1775 






Name 


OJ990823 09.9B05.C6.o2.tm 


Method 


TBLASTX: Maize 






Start 


1775 


End 


2159 






GI 


none 


Score 


82 






Exons 


■1775. .1843, 1923.. 2009, 1933.. 2010, 1995.. 2066, 2070.. 2159 




Seq. No. 


1 *JOC 
X / C. D 


oeq . xu 


ri tqqhqo^ no Qont; 
uuyyuoz j uy.youo 


.LD 




Gene No . 


.334 U 


o l. rana 








Start 


om t r 


EjilQ. 


9 1 A 1 
Z JL h X D 






Name 












Start 


20115 


End 


21416 ' 






GI 


none 


Score 


.92 






Exons 












Seq. No. 


1 TOT 
1 / £ / 


Corf T H 


nTQQHRO'} HQ QPHR 






Gene No . 




oliana 


r 






Start 




TTnH 

Hjna 


cpc 

JOJ 






Name 






oIjLNoL-HIN 






Start 






JOJ 






GI 


none 


Score 


.52 






Exons 


528. .585 










Seq. No. 


1 TOO 

1 i Zo 


Seq. ID 


OJ990823_09.9B05 


.C8 




Gene No. 


Jo4z 


Strand 


+ 




sj 


Start 


"3 O A 

o J4 


End 


420 . 






Name 


ujyyuozj u y . yoUD . uo . oi . gp 


.■Method 


AAT/GAP 




XL 


Start 


O O /I 


End 


420 






GI 


LIB3433-050-P1-K1-D10 


Score 


124 




y 


Exons 


334. .420 










GI Descrip. 


4 . Ue-^U (UbOUlO; 


putative aldolase [Vibrio furniss 




Seq. No. 


1 / Zo 


Seq. ID 


OJ990823_09.9B05 


.C8 




Gene No. 




Strand 


+ 




y 


Start 


T3 Q 


End 


457 






Name 


ujyyuoz J u y . yoUD . L/O . ox . qs 


Method 


GENS CAN 




3 


Start 




End 


457 






GI 


none 


Score 


.45 






Exons 


338. .457 








„ 


Seq. No. 


1728 


Seq. ID 


OJ990823_09.9B05 


.C8 




Gene No. 


3544 


..: . Strand 








o tart 


113 


End 


416 






Name 


OJ990823 09. 9B05 . C8 . ol . np 


Method 


AAT/NAP 






Start 


113 


End 


416 






GI 


6815099 


Score 


102 






Exons 


113. .416 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1729 


Seq. ID 


OJ990823_09.9B05 


.C9 




Gene No. 


3545 


Strand 


+ 






Start 


180 


End 


1235 






Name 


OJ990823 09. 9B05 . C9 . ol . gs 


Method 


GENSCAN 






Start 


180 


End 


1235 






GI 


none 


Score 


.45 






Exons 


180. .312, 786. .1080, 1148. 


.1235 








Seq. No. 


1730 


Seq. ID 


OJ990823_09.9B05 


.C10 




Gene No. 


3546 


Strand 







1776 




Start 


154 








End 


444 




Name 


OJ990823 


09.9B05.C10 


.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


153 








End 


432 






none 








Score 


179 




Exons 


153. .428, 


158. .424, 


253 


. .432 








Seq. No. 


1730 








Seq. ID 


OJ990823_09.9B05 


.C10 


Gene No. 


3546 








Strand . 






Start 


154 








End 


AAA 

4 4 4 




Name 


OJ990823 


09.9B05.C10 


.ol 


.np 


Method 


AAT/NAP 




Start 


154 








End 


444 




GI 


5902400 








Score 


303 




Exons 


154. .444 














GI Descrip. 


(AC008148) Unknown protein [Arabiciopsis 


; thaliana] 




Seq. No. 


1730 








Seq. ID 


OJ990823_09.9B05 


.C10 


Gene No. 


3546 








Strand 






Start 


154 








End 


444 




Name 


OJ990823_ 


09.9B05.C10 


.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


155 








End 


428 . 




GI 


none 








Score 


154 




Exons 


155. . 424, 


159. . 329, 


163 


. . 390, 


357 . . 428 






Seq. No. 


1730 








Seq. ID 


OJ990823_09.9B05 


.C10 


Gene No. 


3546 








Strand 






Start 


154 








End 


444 




Name 


OJ990823_ 


09.9B05.C10 


.ol 


. gs 


Method 


GENSCAN 




Start 


158 








End 


376 




GI 


none 








Score 


.59 




Exons 


158 . . 376 














Seq. No. 


1730 








Seq. ID 


OJ990823_09.9B05 


.C10 


Gene No. 


3546 








Strand 






Start 


154 








End 


444 




Name 


OJ990823_ 


09.9B05.C10 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


158 








End 


443 




GI 


none 








Score 


362 




Exons 


158. .424, 


159. .443 












Seq. No. 


1731 








' Seq. ID 


OJ990823_09.9B05 


.Cll 


Gene No. 


3547 








Strand 


+ 




Start 


197 








End 


62 6 




Name 


OJ990823 


09.9B05.C11 


.ol 


.gs 


Method 


GENSCAN 




Start 


197 








End 


626 




GI 


none 








Score 


.43 




Exons 


197. .364, 


399. .626 












Seq. No. 


1732 








Seq. ID 


OJ990823_09.9B05 


.C12 


Gene No. 


3548 








Strand 






Start 


529 








End 


2541 




Name 


OJ990823 


09.9B05.C12 


.ol 


. gs 


Method 


GENSCAN 




Start 


529 








End 


2541 




GI 


none 








Score 


.57 




Exons 


529. .702, 


1180. .1214 


, 1465. .1564, 1966. 


.2038, 2366.. 2541 


Seq. No. 


1733 








Seq. ID 


OJ990823_09.9B05 


.C13 


Gene No. 


3549 








Strand 







1777 



l3 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990823_09.9B05.C13.ol.np 
1 

5922620 

1. .167, 215. .308, 539. .624, 



End 

Method 
End 
Score 
966. .1183 



1183 
AAT/NAP 
1183 
444 



(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


1733 


Seq. ID 


OJ990823_09. 


9B05 


.C13 




3549 


Strand 








Start 


1 


End 


1183 






Name 


OJ990823 09. 9B05 . C13 . ol . gs 


Method 


GENSCAN 






Start 


98 


End 


1183 






GI 


none 


Score 


.91 






Exons 


98. .238, 461. .624, 937. .961, 


1007. .1183 






Seq. No. 


1734 


Seq. ID 




9B05 


.C14 


bene wo . 


3550 


Strand 








Start 


1 


End 


547 






Name 


OJ990823 09.9B05.C14.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


^Al 






GI 


6630699 


Score 


1 A 






Exons 


1..43, 464. .547 










GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sat i va J 








gil 67215361 dbj |BAA89566.1| (AP001073) 


In \ j"r"\/"\ 4- V\ "4" i /^al 

nypoLiicticdi 


protein 




[Oryza sativa] 










Seq. No. 


17.34 


Seq. ID 


OJ990823_09. 


9B05 


.C14 


Gene No. 


3551 


Strand 








Start 


555 


End 








Name 


OJ990823 09.9B05.C14.ol.gs 


Method 


GENSCAN 






Start 


555 


End 


712 






GI 


none 


Score 


.6 






Exons 


555. .600, 630. .712 










Seq. No. 


1734 


Seq. ID 


OJ990823JD9. 


9B05 


.C14 


Gene No. 


3552 


Strand 


+ 






Start 


673 


End 


3492 






Name 


OJ990823 09.9B05.C14 .o2.np 


Method 


AAT/NAP 






Start 


673 


End 


3492 






GI 


6539570 


Score 


152 






Exons 


673. .876, 1046. .1112, 3474.. 


3492 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1734 


Seq. ID 


OJ990823_09. 


9B05 


.C14 


Gene No. 


3553 


Strand 


+ 






Start 


7093 


End 


7911 






Name 


OJ990823 09.9B05.C14.o3.gs 


Method 


GENSCAN 






Start 


7093 


End 


7911 






GI 


none 


Score 


.59 






Exons 


7093.. 7487, 7549.. 7585, 7696 


. .7911 








Seq. No. 


1734 


Seq. ID 


OJ990823_09. 


9B05 


.C14 


Gene No. 


3554 


Strand 









1778 




Start 


9278 


End 


11351 




Name 


OJ990823 09.9B05.C14.o4.gs 


Method 


GEN SCAN 




Start 


9278 


End 


10814 




GI 


none 


Score 


.67 




Exons 


9278.. 9340, 9582.-9736, 9950.. 10045, 


10748. .10814 




Seq. No. 


17^4 


>j vzr • iu 


OJ990823_09.9B05 


.C14 


uene .jno . 


^^4 

J -J «J *a 


J LL C111U 






Start ' 


Q97 ft 


Hii L\Ji 


11351 




Name 




Method 


TBLASTX: Maize 




Start 


QSft S ~ 


End 


11351 




GI 


none 


Score 


92 




Exons 


9585.. 9896, 11208.. 11351 








Seq. No. 


17^4 
x / j *» 


Seq. ID 


OJ990823_09.9B05 


.C14 


Gene No. 


? S^4 


Strand 






Start 


Q97 ft 


End 


11351 




Name 


n.TQQDft9^ HQ QRflS T14 ol fm 


Method 


TBLASTX: Maize 




Start 


1U1ZO 


End 


10555 




GI 


none 


Score 


68 




Exons 


10128. .10238, 10159. .10239, 


10239. .10295, 10239 .. 10313 , 








10308. .10550, 10315. .10551, 






1 f)4 1 ft 1 fl^^ 1 ^ 








Seq. No. 


x 1 3 H 


Seq. ID 


OJ990823_09.9B05 


-C14 


Gene No . 


*3 SS4 


Strand 






Start 


Q97 ft 


End 


11351 




Name 


OJ990823 09.9B05.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10185 


End 


10499 




GI 


none 


Score 


180 




Exons 


IfllflR 104QQ 1 01 Qft 1047Q 
luio j . • x u *± y y , lui jo t • ±\jh i j f 


10251. .10472 




Seq. No. 


1 T^c: 
i / jj 


Seq. ID 


OJ990823_09.9B05 


.C16 


Gene No . 


j j J j 


Strand 


+ 




Start 




' End 


911 




Name 


OJ990823 09.9B05.C16.ol.gs 


Method 


GENSCAN 




Start , 


330 


End 


911 




GI 


none 


Score 


.84 




Exons 


^^0 SQ7 7fi0 Q1 1 

J JU . » -J Z? 1 f I \}\J • • ~7 X X 








Seq. No. 


1 / JU 


Seq. ID 


OJ990823_09.9B05 


.C17 


t^ene wo. 


J -J J V 


Strand 


+ 




Start 




End 


6215 




Name 


OJ990823 09.9B05.C17.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


232 




GI 


none 


Score 


58 




Exons 


1..123, 2. .124, 3. .140, 6.. 


137, 137.. 1 


232, 144.. 230, 158 


. .23: 


Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05 


.C17 


a w-s M s*\ 

viO . 


3556 


Strand 


+ 




Start 


33 


End 


6215 




Name 


OJ990823 09.9B05.C17.ol.gs 


Method 


GENSCAN 




Start 


33 


End 


1112 




GI 


none 


Score 


.76 




Exons 


33. .1112 








Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05 


.C17 



1779 




\-> ^ lit* IN \»f a 


3556 


Strand 


+ 


Start 


33 


End 


6215 


Name 


OJ990S23 09.9B05.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


270 


End 


812 


GI 


none 


Score 


310 


Exons 


270. .593, 291. .434, 317. .568, 


762. .812 




Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05.C17 


Gene No. 


3556 


Strand 


+ 


Start 


33 


End 


6215 


Name 


OJ990823 09.9B05.C17.ol.np 


Method 


AAT/NAP 


Start 


403 


End 


3523 


GI 


6016874 


Score 


423 


Exons 


403. .582, 751. .1094, 1552. .1792, 3481.- 


.3523 


GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D2507 6 ( 


R3116) correspond to 




region of the predicted gene. 


; Similar 


to putative AC 9 




transposase. (P03010) [Oryza 


sativa] 




Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05.C17 


(Zpnp Ma 


3556 


Strand 


+ 


Start * 


33 


End 


6215 . 


Name 


OJ990823 09.9B05.C17.o3.tm 


Method 


TBLASTX: Maize 


Start 


813 


End 


1028 


GI 


none 


Score 


197 


Exons 


813. .1028, 815. .1024 






Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05.C17 


Gene No. 


3556 


Strand 


+ 


Start 


33 


End 


6215 


Name 


OJ990823 09.9B05.C17.o2.gs 


Method 


GENSCAN 


Start 


1713 


End 


5972 


GI 


none 


Score 


.72 


Exons 


1713. .1764, 1972. .2218, 2372. 


.2486, 2562. .2585, 2630. .2702, 




2946. .3023, 3056. .3184, 3367. 


.3440, 3526. .3580, 5018. .5061, 




5140. .5412, 5868. .5972 






Seq. No. 


1736 


Seq. ID 


OJ990823_09.9B05.C17 


Gene No. 


3556 . 


Strand 


+ 


Start 


33 


End 


6215 


Name 


OJ990823 09.9B05.C17.o2.np 


Method 


AAT/NAP 


Start 


2419 


End 


6215 


GI 


6714293 


Score 


376 


Exons 


2419. .2517, 2630. .2702, 2943. 


.3178, 3367.. 3440, 3670.. 3740, 




3883. .4098, 4792 .. 4874, 5099. 


.5334, 5868. .5944, 6198. .6215 


GI Descrip. 


(AC013354) F15H18.21 [Arabidopsis thaliana] 


Seq. No. 


1737 


Seq. ID 


OJ990823__09.9B05.C18 




3557 


Strand 




Start 


615 


End 


905 


Name 


OJ990823 09.9B05.C18.ol.gs 


Method 


GENSCAN 


Start 


615 


,End 


905 


GI * 


none 


rSeore 


.75 


Exons 


615. .677, 822. .905 






Seq. No. 


1738 


Seq. ID 


OJ990823_09.9B05.C21 


Gene No. 


3558 


Strand 




Start'' ' 


820 


End 


3430 



1780 



Name 


OJ990823 09.9B05.C21.ol 


.gs 


Method 


Start 


820 




End 


GI * 


' none 




Score 


Exons 


820.. 951, 3057.. 3430 






Seq. No. 


1738 '* ' 




Seq. ID 


Gene No . 






oLiana 


Start 


4110 




End 


Name 


OJ990823 09. 9B05.C21.o2 


.gs 


Method 


Start 


4110 




End 


GI 


none 




Score 


Exons 


4110. .4205, 4232.-4386, 


4501. 


.4582 


Seq. No. 


1739 




Seq. ID 


Gene No. 


3560 




Strand 


otait 


4879 




TT-nH 
£jI1C_1 


Name 


OJ990823 09.9B05.C22.o2 


.np 


Method 


Start 


4879 




End 


GI 


5777617 




Score 


Exons 


4879. .4916, 6069. .6184 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza s< 


Seq. No. 


1739 




Seq. ID 


Gene No. 


3560 




Strand 


Start 


4879 




End 


Name 


OJ990823 09.9B05.C22.o3 


.np 


Method 


Start 


5409 




End 


GI 


5441884 




Score 


Exons 


5409.. 5527, 6320.. 6717, 


6755. 


.6914, 72 


GI Descrip. 


(AP000367) Similar to Arabidopsis thai 




(Z99707) [Oryza sativa] 






Seq. No. 


1739 




Seq. ID 


Gene No. 


3560 




Strand 


Start 


4879 




End 


Name 


OJ990823- 09.9B05.C22.o2 


-gs 


Method 


Start 


5459 




End 


GI 


none 




Score 


Exons 


5459.-5566, 5823. .6104, 


6343. 


.6444, 65 




7522. .7652, 11009 .. 11152, 11532. .11585 


Seq. No. 


1739 




Seq. ID 


Gene No. 


3561 




Strand 


Start 


3282 




End 


Name 


OJ990823 09.9B05.C22.ol 


.np 


Method 


C 4- -> v-4- 

otart 


3282 




End 


GI 


5922634 




Score 


Exons 


3282..3336, 5544.-5643 






GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 




gi| 6016867 |dbj IBAA85210 


.11 (AP000570) : 




[Oryza sativa] 






Seq. No. 


1739 




Seq. ID 


Gene No. 


3561 




Strand 


Start 


3282 




End 


Name 


OJ990823 09.9B05.C22.ol 


.gp 


Method 


Start 


3463 




End 



GENSCAN 

3430 

.88 



OJ990823_09.9B05.C21 

4582 
GENSCAN 
4582 
.76 



OJ990823_09.9B05.C22 
+ 

11585 
AAT/NAP 
6184 
94 



OJ990823_09.9B05.C22 
+ 

11585 
AAT/NAP 
7388 
114 

?2. .7388 



OJ990823_09.9B05.C22 
+ 

11585 . 
GENSCAN 
11585 
.66 



OJ990823_09.9B05.C22 

5643 
AAT/NAP 
5643 
135 



OJ990823_09.9B05.C22 

5643 

AAT/GAP 

3868 



1781 



GI. 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



,«sa Seq. No. 

Gene No. 

l li Start 

ffi Name 

rlJ Start 

Q GI 

;M Exons 



\y Seq. No. 
» Gene No. 
ri Start 
" k j Name 
: ~l Start 
GI 

Exons 



80174_1.R1084 Score 572 

3463. .3868 

• 169818/gb|M11585|RICRGHA 0.0e+00 Rice 25S ribosomal RNA gene' 



1739 
3562 
12430 

OJ990823_09 . 9B05 . C22 . ol . tm 

2751 

none 

2751. .2852, 2806. .2853, 2807, 
2946. .3041, 3041. .3226, 3042. 



Seq. ID OJ990823_09.9B05.C22 
Strand 

End 13728 
Method TBLASTX : Mai ze 
End 3501 
Score 56 

.2854, 2903. .3091, 2944. .3039, 
.3227, 3070. .3228, 3178. .3435, 



3226.. 3447, 3227.. 3436, 3.439.-3483, 3475.. 3501 



1739 
3562 
12430 

OJ990823_09.9B05.C22.o2.tw 
2965 
none 

2965.. 3039, 2967.. 3056, 
3041.. 3226, 3070.. 3228, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2973.. 3041, 3040 
3175. .3294 



OJ990823 09.9B05.C22 



13728 

TBLASTX: Wheat 
3295 
89 

3228, 3041. .3295, 



1739 
3562 

12430 '* 

OJ990823_09.9B05.C22.ol.tc 

2970 

none 

2970. .3056, 2971. .3039, 3041. 
3136.. 3330, 3229.. 3315 

1739 
.3562 
12430 

OJ990823JD9. 9B05 . C22 . ol . ts 

2973 

none 

2973.. 3032, 2974.. 3033, 2989. 
3041. .3295, 3178. .3447, 3228. 
3497. .3541 



Seq. ID OJ990823_09.9B05.C22 
Strand 

End 13728 

Method TBLASTX : Cress 

End 3330 

Score 98 v 

.3226, 3042.. 3227, 3043.. 3228, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823 09.9B05.C22 



13728 

TBLASTX : Soybean 
3542 
74 

3225, 3005.. 3226, 3024.. 3227, 
3362, 3229.-3432, 3495.-3542, 



Seq. No. 1739 Seq, ID 

Gene No. 3562 Strand 

Start 12430 End 

Name OJ990823_09 . 9B05 . C22 . o3 . tm Method 

Start 3501 End 

GI none Score 
Exons 



OJ990823_09.9B05.C22 
13728 

TBLASTX: Maize 

4391 

192 



3501. .3641, 3506. .3643, 3507. .3641, 3572. .3694, 3645.-3692, 
4212. .4391, 4212. .4388, 4213. .4389, 4310. .4390 



.Seq. No. 1739 Seq. ID 

Gene No. 3562 Strand 

Start 12430 End 

Name OJ990823_09 . 9B05 . C22 . ol . tw Method 

Start 3563 End 

GI none Score ' 



OJ990823_09.9B05.C22 
13728 

TBLASTX: Wheat 

4365 

95 



1782 



Exons 3563.. 3643, 3564.. 3641, 3568.. 3645, 3569.-3646, 3577.. 3795, 

3642. .3803, 3645. .3797, 3753. .3854, 3790. .3858, 3801. .3854, 
4027.. 4338, 4046.. 4339, 4050.. 4343, 4051V.4365 



Seq. No. 


1739 


Seq. ID 


OJ990823_09.9B05 


.C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o2.tc 


Method 


TBLASTX: Cress 




Start 


3617 


End 


4289 




GI 


none 


Score 


225 




Exons 


3617.. 3796, 3618.. 3797, 3619 


..3801, 3753.-3854, 3790. .3858, 




3801. .3854, 4046. .4282, 4049 


..4264, 4050. .4289 




Seq. No v 


1739 


Seq. ID 


OJ990823_09.9B05 


..C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o3.gs 


Method 


GENSCAN 




Start 


12430 


End 


13728 




GI 


. none 


Score 


.86 




Exons 


12430. .12456, 12925.. 13728 








Seq. No. 


1739 


Seq: ID 


OJ990823_09.9B05 


. C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o4.np 


■ Method 


AAT/NAP . 




Start 


13127 


End 


13728 




GI 


5902399 


Score 


241 




Exons 


13127. .13310, 13341.. 13728 








GI Descrip. 


(AC008148) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1739 


Seq. ID 


OJ990823_09.9B05 


-C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o2.tm 


Method 


TBLASTX: Maize 




Start 


13219 


End 


13671 




GI 


none 


Score 


95 




Exons 


13219. .13380, 13222. .13308, 


13223. .13381, 13324 .. 13404 , 






13349. .13660, 13357 .. 13659, 


13609. .13671 




Seq. No. 


1739 


Seq. ID 


OJ990823_09.9B05 


-C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o3.tc 


Method 


TBLASTX: Cress 




Start 


13219 


End 


13710 




GI 


none 


Score 


154 




Exons 


13219. .13311, 13396. .13461, 


13510. .13710 




Seq. No. 


1739 


Seq. ID 


OJ990823_09.9B05 


.C22 


Gene No. 


3562 


Strand 






Start 


12430 


End 


13728 




Name 


OJ990823 09.9B05.C22.o2.ts 


Method 


TBLASTX : Soybean 




Start 


13222 


End 


13710 




GI 


none 


Score 


67 




Exons 


13222. .13326, 13229 .. 13327 , 


13390. .13461, 13510. .13710 




Seq. No. • 


1740 


Seq. ID 


OJ990823_09.9B05 


.C23 


Gene No. 


3563 


. Strand 







1783 



Start 

Name 

Start 

GI- 

Exons 



1066 End 1230 

OJ990823_09 . 9B05 . C23 . ol . gs Method GENSCAN 

1066 End 1230 

none Score . 95 
1066. .1230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1740 
3564 
1915 

OJ990823_09 . 9B05 . C23 , o2 . gs 

1915 

none 

1915. .2025, 3705. .3828, 
5078. .5375, 5628;. 5757 



1741 
3565 
952 

OJ990823_09. 9B05.C24 .ol.gs 

952 

none 

952.. 1055 



Seq. ID 

Strand 

End 

Method . 

End 

Score 



OJ990823_09.9B05.C23 

5757 
GENSCAN 
5757 
.44 



3903. .4068, 4271. .4356, 4727. .4942', 



Seq. ID OJ990823_09.9B05.C24 

Strand + 

End 1055 

Method GENSCAN 

End 1055 

Score .94 



Q Seq. No. 1742. ' Seq. ID 

= 3 Gene No. 3566 Strand 

7= Start - 148 End 

%l Name OJ990823_09 . 9B05 . C25 . ol . gs Method 

| a * Start 148 End 

L3 GI none Score 

LJ Exons 14 8.. 444 



OJ990823_09.9B05.C25 
444 

GENSCAN 
444 
. 63 



n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1743 
3567 
1189 

OJ990803_09. 9B05. CI. ol.gs 

1189 

none 

1189.. 1340 

1743 
3568 
2414 

OJ990803_09. 9B05 . CI . o2 . gs 

2414 

none 



Seq. ID OJ990803_09.9B05.C1 

Strand + 

End 1340 

Method GENSCAN 

End 1340 

Score .97 



Seq. ID OJ990803_09.9B05.C1 



Strand 
End 

Method 

End 

Score 



+ 

8328 
GENSCAN 
7398 
.61 



2414. .2438, 5185. .5262, 5613. .5956, 6011. .6196, 7372. .7398 



1743 
3568 
2414 

OJ9908 03_09 . 9B05 . CI . o2 . np 
6409 
128620 
6409.. 6483, 7996.. 8328 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi I 66139 I pir I | DERZN1 NADH dehydrogenase (ubiquinone) (EC 
*1'.*6.5.3) chain 1 - rice chloroplast gi I 669087 | emb | CAA33910 | 



Seq. ID OJ990803_09. 9B05.C1 

Strand + 

End 8328 

Method AAT/NAP 

End 8328 

Score 4 98 



1784 



(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi I 226676 I prf | 1 1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



U 

>h 4 



Seq. "No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 


Gene No. 


3569 


Strand 


- 


Start 


4802 


End 


5105 


Name 


OJ990803 09.9B05.Cl.ol.gp 


Method 


AAT/GAP 


Start 


4802 


End 


5105 


GI 


3761708 


Score 


540 


Exons 


4802. .5105 






Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 


Gene No. 


3570 


Strand 


- 


Start 


5248 


End 


6211 


Name. 


OJ990803 09.9B05.Cl.ol.np 


Method " 


> AAT/NAP 


Start 


5248 


End 


6075 


GI 


4105794 


Score 


335 


Exons 


5248. .5327, 5641. .5925, 6009. 


.6075 




GI Descrip. 


(AF049928) PGP224 [Petunia x 


hybrida] 




Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 




3570 


Strand 




Start 


5248 


End 


6211 


Name 


OJ990803 09.9B05.Cl.o2.gp 


Method 


AAT/GAP 


Start 


5609 


End ' 


6211 


GI 


uC-osflM202020f04bl 


Score 


944 


Exons 


5609. .5925, 6009. .6211 






GI Descrip. 


'5734716/gb|AAD49981.1|AC008075 14 8. 


De-37 (AC008075) Simialr to 




gb AF049928 PGP224 protein from Petunia x hybrida. [Arabidopsis 




thaliana] ' 






Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 


Gene No. 


3571 


Strand 




Start 


8333 


End 


10441 


Name 


OJ990803 09.9B05.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


5639 


End 


6051 


GI 


none 


Score 


216 


Exons 


5639.. 5920, 5640.. 5924, 5998. 


.6051 




Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 


Gene No. 


3571 


Strand 




Start 


8333 


End 


10441 


Name 


OJ990803 09.9B05.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5639 


End 


6057 


GI 


none 


Score 


233 


Exons 


5639.. 5920, 5640.. 5951, 6007. 


.6057 




Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05.C1 


Gene No. 


3571 


Strand 




Start 


8333 


End 


10441 


Name 


OJ990803 09.9B05.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5669 


End 


6066 


GI 


none 


Score 


245 


Exons 


5669.. 5920, 5670.. 5951, 5998. 


.6066 




Seq. No. 


1743 


Seq. ID 


OJ990803_09.9B05Vci 


Gene No. t 


3571 


Strand 





1785 





Start 


8333 




End 


10441 






Name 


OJ990803 09.9B05. 


. Cl.ol.tm 


Method 


TBLASTX: Maize 






Start 


5714 




End 


6084 






GI 


none 




Score 


214 






Exons 


5714. .5920, 5718. 


..5918, 5998.. 


6084 








Seq. No. 


1743 




Seq. ID 


OJ990803_09.9B05 


.CI 




Gene No. 


3571 




Strand 








Start 


8333 




End 


10441 






Name 


OJ990803 09.9B05. 


.Cl.o2.tc 


Method 


TBLASTX: Cress 






Start 


8006 




End 


8312 






GI 


none 




Score 


352 






Exons 


8006. .8305, 8006. 


..8305, 8007.. 


,8306, 8' 


008. .8307, 8014. .8307, 






• 8094. .8312 












Seq. No. 


1743 




Seq. ID 


OJ990803_09. 9B05 


.CI 




Gene No. 


3571 




Strand 








Start 


8333 




End 


10441 






Name 


OJ990803 09.9B05. 


.Cl.o2.ts 


Method 


TBLASTX : Soybean 






Start 


8006 




End 


8331 






GI 


none 




Score 


347 






Exons 


8006. .8329, 8006. 


..8329, 8008.. 


8331, 8014.. 8331 




Q 


Seq. No. 


1743 




Seq. ID 


OJ990803_09.9B05 


.CI 




Gene No. 


3571 




Strand 






; : 


Start 


8333 




End 


10441' 




:a ; e 


Name 


OJ990803 09.9B05. 


.Cl.o3.gs 


Method 


GENSCAN 




; ScF 


Start 


8333 




End ' 


10441 




Q 


GI 


none 




Score 


.81 




L J 


Exons 


8333. .8548, 8621, 


..8693, 9133.. 


9252, 10183. .10279, 10380 


. .10441 


:, 3 
"i* ! : 


Seq. No. 


1744 




Seq. ID 


OJ990803_09.9B05 


.C2 




Gene No. 


3572 




Strand 


+ 




!L 


Start 


7624 




End 


13584 






Name 


OJ990803 09.9B05. 


.C2.ol.gp 


Method 


AAT/GAP 






Start 


7624 




End 


10216 




js eb 


GI 


358 4.R1084 




Score 


1026 




W 


Exons 


7624. .7667, 9628. 


..10079, 10168. .10216 








GI Descrip. 


f 2492487/sp|Q43470| 143B HORVU 


4.0e-75 


14-3-3-LIKE PROTEIN B 


Q 




(14-3-3B) >gi 1070354 emb CAA63658 (: 


X93170) Hvl4-3-3b 


[Hordeum 


! : 1 




vulgare] ' 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1744 
3572 
7624 

OJ990803_09 . 9B05 . C2 . o2 . gs 

7992 

none 



Seq. ID OJ990803_09.9B05.C2 

Strand + 

End 13584 

Method GENSCAN 

End 13584 

Score . 67 



7992. .8626, 9651. .10079, 10168 .. 1024 6, 10407 .. 10529, 
11191. .11307, 11738. .11908, 13208 .. 13325, 13406. .13584 



1744 
3572 
7624 

OJ990803_09 . 9B05 . C2 . ol . np 

8115 

5051763 



Seq. ID OJ990803_09. 9B05.C2 

Strand + 

End 13584 

Method AAT/NAP 

End 8600 

Score 280 



1786 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8115. .8447, 8481. .8600 

(AL078637) putative protein [Arabidopsis thaliana] 



1744 
3572 
7624 

OJ990803_09 . 9B05 . C2 . o2 . np 

9670 

2492487 

9670. .10079, 10168. .10246, 
11402. .11458 



Seq. ID OJ990803_09.9B05.C2 

Strand + 

End 13584 

Method AAT/NAP 

End 11458 

Score 114 8 
10407. .10529, 11191. .11307, 



GI Descrip. 14-3-3-LIKE PROTEIN B (14-3-3B) gi | 1070354 | emb | CAA63658 | 



(X93170) Hvl4-3-3b [Hordeum vulgare] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



i;R Seq. No. 

i ! y Gene No. 

^ Start 

Name 

! *J Start 

W GI 

j s [| Exons 

!S GI Descrip. 



Seq. No. 

Gene No.- .V 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1744 
3572 
7624 

OJ990803_09.9B05.C2.o2.gp 
9842 

358 2.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9842. .10079, 10168 .. 10246, 10407 1052 9, 11191. .11267 
, 2811014/sp|O02414 |DYL1_ANTCR 8.0e-14 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208 914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 1 



OJ990803_09.9B05.C2 
+ 

13584 
AAT/GAP 
11267 
740 



1744 Seq. ID 

3572 Strand 

7 624 End 

OJ990803_0 9 . 9B05 . C2 . o3 . gp Method 

10503 End 

358 2.R1084 Score 



OJ990803_09.9B05.C2 
+ 

13584 
AAT/GAP 
11928 
1298 



10503. .10529, 11191. .11307, 11402.. 11928 

, 2811014/sp|O02414 |DYL1_ANTCR 8.0e-14 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004 830) outer 
arm dynein LC6 [Anthocidaris crassispina] ' 



1744 
3572 
7624 

OJ990803_09.9B05.C2.o4 .gp 
11188 

358_2.R1084 
11188. .11307, 11402 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11935 

!2811014/sp | 002414 | DYL1_ANTCR 8.0e-14 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208 914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 1 



OJ990803_09.9B05.C2 
+ 

13584 
AAT/GAP 
11935 
1239 



1744 
3573 
14111 

OJ990803_09.9B05.C2.o2.tw 

2075 

none 

2075. .2185, 
2374. .2616, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2077.. 2208, 2077.. 2172, 2372 
2906.. 3046, 2923.. 3048 



OJ990803 09.9B05.C2 



17663 

TBLASTX: Wheat 

3048 

164 

2608, 2372.. 2611, 



Seq. No. 



174-4 



Seq. ID OJ990803_09.9B05.C2 



1787 



Gene No. 3573 

Start 14111 

Name OJ990803_09 . 9B05 . C2 . o3 . ts 

Start 2371 

GI none 

Exons 2371.. 2610, 2372.. 2614, 2372. 

Seq. No. 1744 

Gene No. 3573 

Start 14111 

Name OJ990803_09 . 9B05 . C2 . o2 . tm 

Start 2380 

GI none 

Exons 2380.. 2616, 2381.. 2608, 2918. 

3167. .3391, 3168. .3398, 3169. 
3481. .3570 



Strand 
End 

Method 

End 

Score 



17663 

TBLASTX: Soybean 

2633 

243 



.2632, 2373.-2633 

Seq. ID OJ990803_09. 9B05.C2 
Strand 

End 17663 
Method TBLASTX : Mai ze 
End 3573 
Score 292 

.3043, 2923. .3075, 3164. .3391, 
.3399, 3397.. 3573, 3464 ..3568, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1744 
3573 
14111 

OJ990803_09. 

3571 

none 

3571. .3678, 
5730. .5780 



Seq. ID OJ990803_09.9B05.C2 
Strand 

End 17663 

9B05.C2.o3.tc Method TBLASTX : Cress 

End 5780 

Score 7 9 

3572.-3679, 5373. .5519, 5374.-5526, 5601. .5627, 



f[j Seq. No. 

j*4 Gene No. 

j !S { Start 

!;i f Name 

i3 Start 

TU GI 

... Exons 

I; 8 - Seq. No. 

y Gene No. 

I s * Start 

Q Name 

□ Start 

n GI 

'"'^ Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1744 
3573 
14111 

OJ990803_09. 

8214 

none 

8214. .8447 

1744 
3573 
14111 

OJ990803_09. 

8223 

none 

8223. .8447, 

1744 
3573 
14111 

OJ990803_09. 

9642 

none 

9642. .10073, 

1744 
3573 
14111 

OJ990803_09. 

9675 

none 

9675. .10073, 



9B05.C2.o2. tc 



9B05.C2.o4.ts 



8357. .8446 



9B05.C2.ol.tw 



Seq. ID OJ990803_09. 9B05.C2 
Strand 

End 17663 

Method TBLASTX : Cress 

End 8447 

Score 218 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9682. .10083, 9812. .10078, 

Seq. ID 

Strand 

End 

5B05 . C2 . ol . tc Method 
End 

Score- . 

9691.. 10083, 9784.. 10083, 



OJ990803_09.9B05.C2 
17663 

TBLASTX : Soybean 

8447 

216 



OJ990803_09.9B05.C2 
17663 

TBLASTX: Wheat 

10083 

593 

9934. .10083 
OJ990803_09. 9B05.C2 
17663 

TBLASTX: Cress 

11339 . 

591 

10160. .10258, 



1788 



LJ 



U 



la 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
l *i Gene No. 
*** Start 
I s = Name 
,3 Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



10165. .10248, 10383. .10529, 10386 .. 10532, 10403 .. 10531, 
10403. .10549, 11188. .11307, 11190. .11339 



1744 
3573 
14111 

OJ990803_09 . 9B05 . C2 . ol . tm 

9681 

none 



Seq. ID OJ990803_09.9B05.C2 
Strand 

End 17663 

Method TBLASTX : Maize 

End 11474 

Score 58 



9681. .9713, 9686. .9715, 9686. .9715, 9718. .10083, 9759. .10073, 
9784.. 10083, 10165 .. 10242, 10166 .. 10258, 10382 .. 1054 9, 
10383. .10529, 10406 .. 10531, 11177 .. 11296, 11180 .. 11308 , 
11188. .11307, 11190. .11324, 11396 .. 114 64 , 11400.. 11474 



1744 
3573 
14111 
OJ990803 
9681 
none 
9681. 
10160 
11188 



09.9B05.C2.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_09.9B05.C2 
17663 

TBLASTX : Soybean 

11324 

594 



10073, 9682.. 10083, 9833.. 10081, 9937.. 10083, 



10258, 10165. 
11307, 11190. 



,10263, 
,11324 



10395. .10529, 10403 .. 1054 9, 



1744 
3573 
14111 

OJ9908 03_09 . 9B05 . C2 . o3 . tw 

10383 

none 

10383. .10529, 10406 .. 10522, 
11180. .11305, 11185. .11307, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 09.9B05.C2 



17663 

TBLASTX: Wheat 
11312 
207 

10445. .10534, 10450. .10530, 
11186. .11302, 11250. .11312 



OJ990803 09.9B05.C2 



1744 Seq. ID 

3573 Strand 
14111 End 17663 

OJ990803JD9 . 9B05 . C2 . o5 . gp Method AAT/GAP 

14111 End 17334 

287148 Score 689 

14111. .14374, 17226. .17334 

2811014/sp|O02414|DYLl_ANTCR 8.0e-14 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_dbj_BAA20525_ (AB004830) outer 
arm dynein LC6 [Anthocidaris crassispina] 



1744 ' Seq. ID 

3573 Strand 

14111 End 

OJ9908 03_09 . 9B05 . C2 . o2 . ts Method 

14207 ' End 

4302625 Score 



OJ990803_09. 9B05.C2 
17663 

TBLASTX : Soybean 

14386 

121 



14207. .14377, 14222 .. 14386, 14223 . . 14 38 1 , 14308. .14382 
2811014/sp_O02414_DYLl_ANTCR 1.0e-10 DYNEIN LIGHT CHAIN LC6, 
FLAGELLAR OUTER ARM >gi_2208914_db j_BAA2 0525_ - ( AB004 830 ) outer 
arm dynein LC6 [Anthocidaris crassispina] 



1744 
3573 



Seq. ID 
Strand 



OJ990803 09.9B05.C2 



1789 



Start 
Name 
Start 
GI 

Exons 



14111 End 17663 

OJ990803_09 . 9B05 . C2 . o3 . gs Method GENSCAN 

14213 End 17663 

none Score . 73 
14213. .14374, 17226. .17663 



Seq. No. 


1744 




Seq. ID 


OJ990803_09.9B05 


.C2 


Gene No. 


3573 




Strand 






Start 


14111 




. End 


17663 




Name 


OJ990803 09.9B05.C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14213 




•End 


14389 




GI 


none 




Score 


219 




Exons 


14213. .14377, 14214. 


.14375, 


14222. .14389 




Seq. No. 


1744 




Seq. ID 


OJ990803_09.9B05 


.C2 


Gene No. 


3573 




Strand 






Start 


14111 




End 


17663 




Name ■ 


OJ990803 09.9B05.C2. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


14231 




End 


14399 




GI 


none 




Score 


151 




Exons 


14231. .14395, 14232. 


.14399 









Seq. No. 
Q Gene No. 
1.3 Start 
p~ Name 

start 

Exons 
Ly GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1744 Seq. ID OJ990803_09 , 9B05 . C2 

3573 Strand 

14111 End 17663 

OJ990803_09. 9B05 . C2 . o3 . np Method AAT/NAP 

14240 End- 17363 

2811014 Score 142 

14240. .14374, 17226.. 17363 

DYNE IN LIGHT CHAIN LC6, FLAGELLAR OUTER ARM 

gi 12208914 | dbj | BAA20525 | (AB004830) outer arm dynein LC6 

[Anthocidaris crassispina] 

1745 Seq. ID OJ990803_09 . 9B05 . C3 

3574 Strand 

1386 End 1498 

OJ990803_09.9B05.C3.ol.np Method AAT/NAP 

1386 End 1498 

1946331 Score 94 

1386. .1498 

(U69155) prohibitin [Arabidopsis thaliana] gi 14097692 (U66593) 
prohibitin 3 [Arabidopsis thaliana] 



Seq. No. 1746 Seq. ID 

Gene No. 3575 ' Strand 

Start 1060 .End 

Name OJ990803_09 . 9B05 . C4 . o2 . gs Method 

Start 1060 End 

GI none Score 
Exons 



OJ990803_09.9B05.C4 
+ 

4205 
GENSCAN 
4104 
.95 



1060. .1128, 2124. .2494, 2512. .2791, 2822. .2930, 3043. .3113, 
3215.. 3781, 3859.. 4104 



Seq. No. 1746 Seq. ID OJ990803JD9 . 9B05 . C4 

Gene No. 3575 ■■* Strand + 

Start 106*0 End 4205 

Name OJ990803_09 . 9B05 . C4 . o2 . np ■ Method AAT/NAP 

Start 2277 ' End 4032 



1790 




GI 


5454204 


Score 


699 






Exons 


2277.. 2586, 2614.. 2800, 2856 


..2930, 3043. .3137, 


3215. .3773 




3845. .4032 










GI Descrip. 


(AC005698) T3P18.18 [Arabidopsis thaliana] 






Seq. No. 


X / H D 




wu _7 .7 VJ O VJ J 


09.9B05 


.C4 


Ocllc IN (J • 


0C7C 


C f- y -3 nr J 

OLi CLlltJ. 








Start 


1UDU 


EjL LkJ. 


4 90S 






Name 




Mot - Vi /-\/H 

1*1 C U 1 1<JH 


A AT /HAP 






Start 


3648 


End 


4 90S 

1 4L \J -J 






GI 


3761937 


Score 


867 






Exons 


3648. .3781, 3859. .4205 










Seq. No. 


1746 


Seq. ID 


OJQQ0803 

\J yJ ZJ j \J 0 \J J 


09 9B05 


. C4 


Gene No. 


3576 


Strand 


+ 






O Lai L 


7746 


End 


1 4 Sfi ^ 

1? JO J 






Name 


OJ990803 09.9B05.C4.o4.gs 


Method 


\D £j IN O ^iilN 






Start 


7746 


End 


1 4 ^ 

It JO J 






GI 


none 


Score 


.73 






Exons 


7746. .7877, 10668 .. 10736, 12071 .. 13208 , 


13308. .1 


3670, 






14468. .14583 










Seq. No. 


1746 


Seq. ID 




09.9B05 


.C4 


otrlie LNU . 


3577 


Strand 


r 






Start 


15847 


End 








Name 


OJ990803 09.9B05.C4.o2.gp 


Method 


A AT 1 /PAD 






Start 


15847 


End 


16101 






GI 


2797034 


Score 


366 






Exons 


15847. .16101 










Seq. No. 


1746 


Seq. ID 


OJ990803_ 


09.9B05 


.C4 


Gene No. 


3578 


Strand 


+ 






Start 


26520 


End 


41753 






Name 


OJ990803 09.9B05.C4.o7.gs 


Method 


GENSCAN 






Start 


26520 


End 


32704 






GI 


none 


Score 


.45 






Exons 


26520. .26661, 26733 267 67, 


27542. .27758, 28101. 


.28179, 






28260. .28354, 29058 .. 29215, 


30839. .308£ 


)5, 31436. 


.31508, 






32540.. 32704 










Seq. No. 


1746 


Seq. ID 


OJ990803_ 


09. 9B05 


.C4 


Gene No. 


3578 


Strand 


+ 






Start 


26520 


End 


41753 






Name 


OJ990803 09. 9B05 . C4 . o5 . np 


Method 


AAT/NAP 






Start 


30221 


End 


33543 






GI 


6721512 


Score 


70 






Exons 


30221. .30264, 32121. .32245, 


32966. .33010, 33416. 


.33543 




GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. - 


1746 


Seq. ID 


OJ990803_ 


09.9B05 


.C4 


Gene No. 


3578 


Strand ' 


+ 






Start 


26520 


End 


41753 






Name 


OJ990803 09.9B05.C4.o8.gs 


Method 


GENSCAN 






Start 


33392 


End 


41654 






GI 


none . • 


Score 


.56 






Exons 


33392. .33614, 33711 .. 33902, 


35029. .3518 


4, 35713. 


.36006, 






36307. .36476, 36742 .. 36808 , 


37088. .37225, 38763. 


.38871-,. 





1791 



39988. .40174, 40267 .. 40365, 404 66 .. 40524 , 4 1381 4 148 6, 
41598.. 41654 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



1746 
3578 
26520 

OJ990803J39. 9B05.C4 .o6.np 
33461 
5631308 

33461. .3361*4, 33711 33902, 35029 .. 35184 , 35710 
36259. .36374, 36414 36476, 36562.-36636, 36742 
.37383, 37827. .38065, 38155 .. 38505, 39740 



Seq. ID OJ990803_09.9B05.C4 
Strand + 

41753 
AAT/NAP 
41753 
1035 



End 

Method 

End 

Score 



37120. 
39988. 



36006, 
36846, 
39890, 



.40174, 40267. .40365, 40466. . 40524, . 41381 .. 41486, 



41598. .41753 

GI Descrip. (AB030279) phosphatidylinositolglycan class N [Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

;;!! Gene No. 

[U Start 

tl Name 

hi Start 

m gi 

?.f. Exons 



1746 
3579 
1 

OJ990803_09. 9B05.C4 .ol.np 
1 

1946329 
1. .316 

(U69154) prohibitin [Nicotiana tabacum] 



Seq. ID OJ990803_09. 9B05.C4 
Strand 

End 319 

Method AAT/NAP 

End 316 

Score 352 



1746 Seq. ID 

3579 Strand 

1 End 

OJ990803_09 . 9B05 . C4 . ol . gs Method 

40 End 

none Score 
40. .319 



OJ990803_09. 9B05.C4 
319 

GENSCAN 

319 

.85 



is Seq. No. 

Q Gene No. 

yj Start 

i 2 Name 

f Z Start 

™ GI 

kJ Exons 

O GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. ID OJ990803JD9. 9B05.C4 
Strand 

End 20347 

Method AAT/GAP 

End 18358 

Score 1642 



1746 
3580 
17782 

OJ990803_09. 9B05.C4 .o3.gp 
17518 

27115JL.R1084 
17518. .18358 

M678321/emb|CAB41132.1| 2.0e-36 (AL049658) putative protein 
[Arabidopsis thaliana] 1 



1746 
3580 
17782 

OJ990803_09 . 9B05 . C4 . o5 . gs 

17782 

none 

17782. .18731, 19098 19164 , 
20341. .20347 



Seq. ID OJ990803_09. 9B05.C4 
Strand 

End 20347 

Method GENSCAN 

End 20347 

Score .44 
19286. .19429, 19638 .. 19828 , 



Seq. No. 1746 
Gene No. 3580 
Start 17782 

Name OJ9?0803_09 . 9B05 . C4 . o3 . np 

Start .-. - 17785 



Seq. ID OJ990803_09. 9B05.C4 
Strand 

End 20347 

Method AAT/NAP . . 

End 19363 



1792 




GI 


4678321 


Score 


365 




Exons 


17785. .18039, 18070. .18584, 


19098. .19161, 19286.. 19363 




GI Descrip. 


(AL049658) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1746 


Seq. ID 


Uu j jUOUj U :? • j 


.C4 


Gene No . 


3581 


Strand 






Start 


22391 


End 


Z DZ / ± 




Name 


OJ990803 09.9B05.C4.o3.tc 


Method 


I OJ_i/iO 1 A . Lies S 




Start 


7 


End 


9 9 0 
Z Z U 




GI 


none 


Score 


81 




Exons 


7. .60, 8..94, 83. .220, 96. .218 






Seq. No. 


1746 


Seq. ID 




.C4 


bene no . 


3581 


Strand 






Start 


22391 


End 


z oz / ± 




Name 


OJ990803 09. 9B05 . C4 . o7 . tm 


Method 


i Dlxf-ID 1 A . rid. J_ 




Start 


7 


End 






GI 


none 


Score 


109 




Exons 


7. .60, 8. .94, 29. .94, 30. .95, 83. .343, 


96. .218 




Seq. ' No. 


1746 


Seq. ID 




.C4 


Gene No . 


3581 


Strand 






Start 


22391 


End 


Z OZ / 1 




Name. 


OJ990803 09.9B05.C4.o4.ts 


Method 


1 .Dii/io 1 a . ooyoean 




Start 


7 


End 


ZZ U 




GI 


none 


Score 


91 




Exons 


7. .60, 8. .94, 83. .220, 96. .218 






Seq. No. 


1746 


Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 


Strand 






0 4-—! -v~ 4- 

btart 


22391 


End 


26271 




Name 


OJ990803 09.9B05.C4.o6.tm 


Method 


TBLASTX: Maize 




Start 


2861 


End 


3769 




GI 


none 


Score 


77 




Exons 


2861.. 2932, 3041.. 3115, 3042 


..3116, 3212. .3319, 3455.. 3526 




3524.. 3769, 3529.. 3762 








Seq. No. 


1746 


Seq. ID 


OJ990803JD9. 9B05 


.C4 


Gene No . 


3581 


Strand 






Start 


22391 


End 


26271 




Name 


OJ990803 09.9B05.C4.o3.ts 


Method 


TBLASTX : Soybean 




Start 


3455 


End 


3778 




GI 


none 


Score 


93 




Exons 


3455. .3526, 3476. .3778, 3631 


. .3753 






Seq. No. . . 


1746 


Seq. ID 


OJ990803J)9. 9B05 


.C4 


Gene No. 


3581 


Strand 






Start 


22391 


End 


26271 




Name 


OJ990803 09.9B05.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


17959 


End 


18691 




GI 


none 


Score 


249 




Exons 


17959. .18189, 17960 .. 18184, 


17970. .18203, 1824 9 .. 18329, 






18256. .18330, 18360 .. 18431, 


18511. .18630, 18544. .18651, 






18584. .18691 








Seq. No. 


1746 


Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No v 


3581 


Strand 







1793 




£3 





99 




End 


26271 




Name 


OJ990803 09.9B05.C4 


. 06 . gs 


Method 


GENS CAN 




Start 


22391 




End 


26271 




GI 


none 




Score 


.48 




Exons 


22391. .23327, 24096 


. .24229, 


24562. .24616, 25164 26025, 






26142. .26271 










Seq. No. 


1746 




Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 




Strand 






O Lai U 






End 


26271 




Name 


OJ990803 09.9B05.C4 


. o4 .np 


Method- 


AAT/NAP 




Start 


22421 




End 


26193 




GI 


4490323 




Score 


1680 




Exons 


22421. .23327/ 25164 


. .25717, 


25808. .26025, 26142. .26193 




GI Descrip. 


(AJ131464) nitrate 


transporter [Arabidopsis thaliana] 




Seq. No. 


1746 




Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 




Strand 






Start 


22391 




End- 


26271 




Name 




. oi . tc 


Method 


TBLASTX: Cress 




Start 


22514 




End 


26205 




GI 


none 




Score 


53 




Exons 


22514. .22633, 22524 


. . ZZ DOft , 


22643. .22831, 22653 .. 22829, 






22862. .23011, 23105 


9 *39 1 Q 
. . Z JZ 1 O , 


25205. .25627, 2524 5 .. 25625, 






25661. .25717, 25841 


9 9 ft 
. . Z OUz U , 


25851. .25994, 26143.. 26205 




Seq. No. 


1746 




Seq. ID 


OJ990803_09.9B05 


,C4 


Gene No. 


OCQ1 
JJOl 




Strand 






Start 


22391 




End 


26271 




Name 


OJ990803 09.9B05.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


22514 




End 


22832 




GI 


none 




Score 


90 




Exons 


22514. .22642, 22643 


9 9 R "31 
. . Z Z 0 O ± , 


22644. .22832 




Seq. No. 


1746 




Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 




Strand 






OtaiL 


90 o Qi 




End 


26271 




Name 


OJ990803 09.9B05.C4 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


22517 




End 


23218 




GI 


none 




Score 


184 




Exons 


22517. .22642, 22643 


. .22837, 


22644. .22832, 22859 .. 23011, 






23105. .23218, 23112 


. .23195 








Seq. No. 


17-4 6 




*Seq. ID 


OJ990803_09.9B05 


■ C4 


Gene No. 


3581 




Strand 






blaxl 


9 9 "3 Q1 




End 


26271 




Name 


OJ990803 09.9B05.C4 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


22520 




End 


23131 




GI 


none 




Score 


171 




Exons 


22520. .22633, 22643 


. .22840, 


22656. .22841, 22877 .. 23011 , 






23105. .23131 










Seq. No. 


1746 




Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 




Strand 






Start 


22391 




End • 


26271 




Name 


OJ990803 09.9B05.C4 


. o2.tm 


Method 


TBLASTX: Maize 




Start 


25160 




End 


25511 





1794 




GI 


none 






Score 


324 




Exons 


25160. 


.25501, 25161. 


.25511 








Seq. No. 


- 1746 






Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3581 






btrana 






Start 


22391 






End 


26271 




Name 


OJ990803 09.9B05.C4. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


25205 






End 


25550 




GI 


none 






Score 


115 ' 




Exons 


25205. 


.25549, 25245. 


.25550 








Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


,C4 


Gene No. 


3581 






Strand 






Start 


22391 






End 


26271 




Name 


OJ990803 09.9B05.C4. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


25553 






End 


26205 




GI 


none 






Score 


68 




Exons 


25553. 


.25636, 25554. 


.25637, 


25649. .25726, 2584 1 .. 2602 6, 






25851. 


.26003, 26137. 


.26205, 


26138. .26194 




Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


,C4 


Gene No. 


3581 






Strand 






Start 


22391 






End 


26271 




Name 


OJ990803 09.9B05.C4. 


08 . tm 


Method 


TBLASTX: Maize 




Start 


25568 






End 


26205 




GI 


none 






Score 


100 




Exons 


25568. 


.25627, 25661. 


.25723, 


25844 . .26026, 25851 .. 26000, 






26024. 


.26071, 26140. 


.26205 








Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3582 






Strand 






Start 


33452 






End 


33808 




Name 


OJ990803 09.9B05.C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


33452 






End 


33808 




GI 


none 






Score 


248 




Exons 


33452. 


.33613, 33496. 


.33627, 


33703. .33777, 33710.. 33808 




Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3583 






Strand 






Start 


37206 






End. 


38077 




Name 


OJ990803 09.9B05.C4. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


37206 






End 


38077 




GI 


none 






Score 


215 




Exons 


37206. 


.37244, 37215. 


.37412, 


37228. .37413, 37231 .. 37410, 






37784. 


.38074, 37785. 


.38075, 


37835. .38077, 37840.. 38076 




Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3584 






Strand 






Start 


40097 






End 


40489 




Name 


OJ990803 09.9B05.C4. 


06 . ts 


Method 


TBLASTX : Soybean 




Start 


40097 






End 


40489 




GI 


none 






Score 


65 




Exons 


40097. 


.40171, 40266. 


.40364, 


40270. .40365, 40460.. 40489 




Seq. No. 


1746 






Seq. ID 


OJ990803_09.9B05 


.C4 


Gene No. 


3585 






Strand 






Start 


41361 






End 


41807 





1795 




Name 


OJ990803 09.9B05.C4. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


41361 




End 


41807 






GI 


none 




Score 


168 






Exons 


41361. .41474, 41378. 


.41488, 


41378. .41488, 41586 


. .41807, 






41597. .41761, 41604. 

- 


.41807 










Seq. No. 


1747 




Seq. ID 


OJ990803 


_09.9B05 


.C5 


Gene No. 


3586 




Strand 


+ 






Start 


1 




End 


173 






Name 


OJ990803 09.9B05.C5.. 


ol . gp 


Method 


AAT/GAP 






Start 


1 




End 


173 






GI 


6674 1.R1084 




Score 


322 






Exons 


1..173 












GI Descrip. 


1 295500/gb | L144 44 |WHTHSP169C 4.0e-19 Triticum aestivum i 


heat 




shock protein 16. 9C 


(hspl6. 


9C) mRNA, 3 


1 ■ end' 






Seq. No. 


1747 




Seq. ID 


OJ990803_ 


_09.9B05 


.C5 




3587 




Strand 








Start 


2506 




End 


3624 






Name 


OJ990803 09.9B05.C5. 


o2 . gs 


Method 


GEN SCAN 






Start 


2506 




End 


3624 






GI 


none 




Score 


.44 






Exons 


2506.. 2628, 3619.. 3624 










Seq. No. . 


1748 




Seq. ID 


OJ990803_ 


_09.9B05 


.C6 


Gene No . 


3588 




Strand 


+ 






Start 


5122 




End 


7870 






Name 


OJ990803 09.9B05.C6. 


o2.gs 


Method 


GEN SCAN 






Start 


5122 




End 


7870 






GI 


none 




Score 


.46 






Exons 


5122. .5167, 6342. .6493, 6865.-6984, 7112. .7258, 


7769. .7870 


Seq. No. 


1748 




Seq. ID 


OJ990803_ 


_09.9B05 


.C6 


Gene No . 


3588 




Strand 


+ 






Start 


5122 




End 


7870 






Name 


OJ990803 09.9B05.C6. 


ol.gp 


Method 


AAT/GAP 






Start 


6695 




End 


7308 






GI 


none 




Score 


1221 






Exons 


6695. .7308 












Seq. No. 


1748 




-Seq. ID 


OJ990803_ 


_09.9B05 


-C6 


Gene No. 


3589 




Strand 


+ 






o tar u 


20661 




End 


23995 






Name 


OJ990803 09.9B05.C6. 


o5 . gs 


Method 


GENSCAN 






Start 


20661 




End 


23995 






GI 


none 




Score 


.91 






Exons 


20661. .21053, 21379. 


.21575, 


21658. .21775, 22409 


. .22525, 






23382. .23438, 23862. 


.23995 










Seq. No. 


1748 




Seq. ID 


OJ990803 


_09.9B05 


.C6 


Gene No. 


3590 




Strand 








Start 


77 




End 


3539 






Name 


OJ990803 09.9B05.C6. 


ol . np 


Method 


AAT/NAP 






Start 


77 




End 


1910 






GI 


6907106 




Score 


280 






Exons 


77. .365, 1881. .1910 













GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region of the 



1796 




predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


1748 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 


3590 




Strand 


- 




Start 


77 




End 


3539 




Name 


OJ990803 09.9B05.C6. 


ol .gs 


Method 


GENS CAN 




Start 


89 




End 


3539 




GI 


none 




Score 


.6 




Exons 


89. .392, 3438.. 3539 










Seq. No. 


1748 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 


3591 




Strand 


- 




Start 


8473 




End 


11648 




Name 


OJ990803 09.9B05.C6. 


o3 . gs 


Method 


GEN SCAN 




Start 


8473 




End 


11648 




GI 


none 




Score 


.61 




Exons 


8473.. 8515, 9508.. 9593, 9891 


..9927, 10 


844. .10949, 11279 


. .1164 


Seq. No. 


1 1 A ft • 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 






Strand 


- 




Start 


1 JJJ.U 




End 


17894 




Name 


OJ990803 09.9B05.C6. 


o2.gp 


Method 


AAT/GAP 




Start 


13082 




End 


13583 




GI 


none 




Score 


853 




Exons 


13082.. 13583 










o e q . in o . 


1748 




Seq. ID 


OJ990803_09.9B05 


a V-/ U 


Gene No. 


3592 




Strand 






Start 


13510 




End 


17894 




Name 


OJ990803 09.9B05.C6. 


o4 .gs 


Method 


GENSCAN 




Start 


13510 




End 


17490 




GI 


none 




Score 


.78 




Exons 


13510. .13541, 13734. 


.13915, 


14705. .14890, 15076. . 15231, 






15317. .15540, 16648. 


.16724, 


17035. .17110, 17341. .17490 




Seq. No. 


1748 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 


3592 




Strand 






Start 


13510 




End 


17894 




Name 


OJ990803 09.9B05.C6. 


o2 .hp 


Method 


AAT/NAP 




Start 


13522 




End 


17894 




GI 


1065484 




Score 


142 




Exons 


13522. .13586, 13734. 


.13921, 


14705. .148 


90, 15076. .15176, 






17867. .17894 










GI Descrip. 


(U40415) similar to 


S. cerevisiae LAG1 


(SP.P38703) 






[Caenorhabditis elegans] 








Seq. No. 


1748 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 


3592 




Strand 






Start 


13510 




End 


17894 




Name 


OJ990803 09.9B05.C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


13736 




End 


13885 




GI 


none 




Score 


230 




Exons 


13736. .13885, 13736. 


.13885 








Seq. No. 


1748 




Seq. ID 


OJ990803_09.9B05 


.C6 


Gene No. 


' 3592 




Strand 






Start 


13510 




End' 


17894 





1797 



Name 

Start 

GI 

Exons 



# 



OJ990803 09.9B05.C6.ol.tm 



Method TBLASTX : Mai ze 



14701 End 17448 

none Score 243 

14701. .14889, 14705. .14893, 14707 .. 148 92 , 15072 .. 15233, 

15075. .15233, 15314 .. 15454 , 15316 .. 15516, 15320 .. 15454 , 

17341. .17448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1748 
3592 
•13510 
OJ990803 
14725 
none 
14725 
15308 
17341 



09.9B05.C6.ol.ts 



14892, 
15454, 
17448 



14780. .14893, 
15314. .15454, 



Seq. ID OJ990803_09.9B05.C6 
Strand 

End 17894 

Method TBLASTX : Soybean 

End 17448 

Score .110 
15064 . .15234, 15075 .. 15227 , ■ 
15315. .15479, 15316. . 15516, ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Q Exons 

f. "i 

?f\ Seq. No. 
J;!j Gene No. 
^ Start 
==3 Name 
Id Start 
il GI 

Exons 

Seq. No. 
Q Gene No. 
! y Start 
j.A Name 
: 'Z Start 

Exons 



1748 
3592 
13510 

OJ990803_09. 9B05 . C6 . o3 . gp 

15186 

none 



Seq. ID OJ990803_09.9B05.C6 
Strand 

End 17894 

Method AAT/GAP 

End 17586 

Score 904 



15186. .15231, 15316. .15540., 17341.. 17586 



1748 
3592 
13510 

OJ990803_09. 9B05 . C6 . ol . tc 

15332 

none 

15332. .15454, 15332 .. 15454 , 

1749 
3593 
324 

OJ990903J)1.9B08.Cl.ol.gs 

324 

none 

324. .359 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_09. 9B05.C6 
17894 

TBLASTX: Cress 

17448 

160 



15334 . .15486, 17341.. 17448 

Seq. ID OJ990903_01.9B08.C1 

Strand + 

End 1 359 

Method GEN SCAN 

End 359 

Score . 63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



1750 Seq. ID 

3594 Strand 
16 End 
OJ990903_01 . 9B08 . C3 . ol . gp Method 
16 End 
1074_1.R1084 Score 
16. .231, 1271. .1378, 1453. .1645, 1731 
2353. .2400, 2491. .2577, 2663. .2720, 
3164. .3211, 3578. .3616, 3702. .3788, 
'1076791/pir | IS49818 0.0e+00 calcium-binding protein - maize 

>gi_2119370_pir S58170 Calreticulin precursor - maize 

>gi_577612_emb_CAA86728_ (Z46772) calcium-binding protein [Zea 
mays] >gi_927572'_emb_CAA61939_ (X89813) Calreticulin precursor 
[Zea mays] >gi_1587033_prf 2205314A calreticulin [Zea mays] 1 



OJ990903__01.9B08.C3 
+ 

4261 
AAT/GAP 
4165 
2841 

1989, 2071.. 2127, 
2811. .2878, 2986. .3081, 
3887. .4165 



Seq. No. 



1750 



Seq. ID OJ990903_01. 9B08.C3 



1798 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



3594 Strand + 

16 End 4261 

OJ990903_01 . 9B08 . C3 . ol . gs Method GEN SCAN 

117 End 4261 

none Score . 93 

117. .231, 1271. .1378, 1453. .1645, 1731. .1989, 2071. .2127, 

2353. .2400, 2491. .25.77, 2663. .2720, 2811. .2878, 2986. .3081, 

3164. .3211, 3578. .3616, 3702. .3788, 4196. .4261 



ins* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1750 
3594 
16 

OJ990903_01.9B08.C3.ol.np 
117 

6682833 



Seq. ID OJ990903_01.9B08.C3 

Strand + 

End 4261 

Method AAT/NAP 

End 3797 

Score 1835 



117. .231, 1271. .1378, 1453. .1645, 1731. .1989, 2071. .2127, 
2353. .2400, 2491. .2577, 2663. .2720, 2811. .2878, 2986. .3081, 
3164. .3211, 3578. .3616, 3702. .3797 
(AB021259) calcium-binding protein [Oryza sativa] 



1750 Seq. ID 

3595 Strand 

4457 End 

OJ990903_01 . 9B08 . C3 . o2 . np Method 

4457 End 

6815099 Score 
4457. .4483, 5631. .5762 

(AP001081) hypothetical protein [Oryza sativa] 



OJ990903JD1. 9B08.C3 
+ 

5762 
AAT/NAP 
■5762 
81 



1750 
3596 
15382 

OJ990903_01 . 9B08 . C3 . o4 . gs 
15382 
none 

15382. .15518, 15591 15679, 
19747. .19861, 19927 .. 19984 , 

1750 
3596 
15382 

OJ990903_01. 9B08.C3.o6.np 
19011 
2462640 
19011. .19415 

(Y13370) reverse transcriptase [Oryza sativa] 



Seq. ID OJ990903_01. 9B08.C3 
Strand + 
End 20815 
Method GENSCAN 
End 20815 
Score .5 
17708. .17859, 19182 .. 19365, 
20435. .20815 

Seq. ID OJ990903_01. 9B08.C3 



Strand 
End 

Method 

End 

Score 



+ 

20815 
AAT/NAP 
19415 
512 



1750 
3597 
29493 

OJ990903_01 . 9B08 . C3 . 06 . gs 

29493 

none 



Seq. ID OJ990903_01. 9B08.C3 



Strand 
End 

Method 

End 

Score 



+ 

32516 
GENSCAN 
32516 
.57 



29493. .29495, 31577 .. 3184 0, 31871 .. 3204 6, 32411. .32516 



. Seq. No. 
Gene No. 



1750 
3598 



Seq. ID OJ990903_01. 9B08.C3 
'Strand + 



1799 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



34993 End 40129 

OJ990903_01 . 9B08 . C3 . olO . np Method AAT/NAP 
34993 End 40129 

5091513 Score 1734 

34993. .35016, 35957 36758, 37528 38850, 39546. 
(AB023482) Hypothetical protein [Oryza sativa] 



,40129 



1750 Seq. ID 

3599 Strand 

4 6997 End 

OJ990903_01 . 9B08 . C3 . o4 , gp Method 

46997 End 

uC-osflcyp022c06b2 Score 
46997.. 47092 

'5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAC T49B20 

genomic sequence, complete sequence' 



OJ990903_01.9B08.C3 
+ 

47092 
AAT/GAP 
47092 
141 





Seq. No. 


1750 


Seq. ID 


OJ990903_01.9B08 


.C3 




Gene No. 


3600 


Strand 








Start 


6934 


End 


8954 






Name 


OJ990903 01.9B08.C3.o2.gp 


Method 


AAT/GAP 








6649 


End 


8954 






GI 


76626 1.R1084 


Score 


2631 




n 


Exons 


6649.. 7926, 8860. .8954 










GI Descrip. 


•3047085 5-0e-54 (AF058914 


) No definition line found 








[Arabidopsis thaliana] 1 








;•; ■ 
1 y 


Seq. No. 


1750 


Seq. ID 


OJ990903_01.9B08 


.C3 




Gene No. 


3600 


Strand 








Start 


6934 


End 


8954 




i. 3 


Name 


OJ990903 01.9B08.C3.o2.gs 


Method 


GEN SCAN 




n i 


Start 


6934 


End 


7881 






GI 


none 


Score 


.75 






Exons 


6934. .7881 








1. 

: ~i ■ 


Seq. No. 


1750 


Seq. ID 


OJ990903_01.9B08 


.C3 




Gene No. 


3600 


Strand 






:, 1 


Start 


6934 


End 


8954 




: ssr 
,s si 


Name 


OJ990903 01.9B08.C3.o3.np 


Method 


'AAT/NAP 




J: 


Start 


6979 


End 


7881 




L — E 


GI 


3150415 


Score 


1112 






Exons 


6979.. 7881 










GI Descrip. 


(AC004165) putative protein transport 


protein SEC13 [Arabidopsis 






thaliana] 










Seq. No. 


1750 


Seq. ID 


OJ990.903_01.9B08 


• C3. 




Gene No. 


3601 


Strand 








Start 


9920 


End 


17576 






Name 


OJ990903 01.9B08.C3.o4.np 


Method 


AAT/NAP 






Start 


9920 


End 


15582 






GI 


5042447 


Score 


3204 






Exons 


9920.. 9974, 11221 .. 13251, 


15553. .15582 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


1750 


Seq. ID 


OJ990903_01. 9B08 


-C3 




Gene No. 


. 3601 


Strand ' 








Start 


9920 


End 


17576 





1800 




Name 


OJ990903 01.9B08.C3.o5.np 


Method 


AAT/NAP 




Start 


12526 


End 


17576 




GI 


4680183 


Score 


122 




Exons 


12526. .12799, 17516.. 17576 








GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. 


indica] 


Seq. No. 


1750 


Seq. ID 


OJ990903_ 


01.9B08.C3 


Gene No. 


3602 


Strand 






Start 


18950 


End 


28424 




Name 


OJ990903 01.9B08.C3.o8.np 


Method 


AAT/NAP 




Start 


18950 


End 


25993 




GI 


6063557 


Score 


267 




Exons 


18950. .18972, 22260 22412, 


22661. .22830, 24730. 


.24828, 




25971. .25993 








GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z988E 


)5) [Oryza 


sativa] 


Seq. No. 


1750 


Seq. ID 


OJ990903_ 


01.9B08.C3 


Gene No. 


3602 


Strand 






Start 


18950 


End 


28424' 




Name 


OJ990903 01. 9B08 .C3.o5.gs 


Method 


GENSCAN 




Start 


21258 


End 


28424 




GI 


none 


Score 


.6 




Exons 


21258. .21450, 21842 .. 21978, 


22306. .22439, 22661. 


.22816, 




22821. .22907, 23731 .. 23830, 


23939. .24186, 24313. 


.24410, 




25042. .25326, 26484 .. 26634 , 


27476. .28023, '2828.^. 


.28424 


Seq. No. 


1750 


Seq. ID 


OJ990903_ 


_01.9B08.C3 


Gene No. 


3602 


Strand 






Start 


18950 


End 


28424 




Name 


OJ990903 01.9B08.C3.o9.np 


Method 


AAT/NAP 




Start 


23948 


End 


27985 




GI 


6899649 


Score 


553 




Exons 


23948. .24146, 24293 .. 24410, 


24956. .25041, 25125. 


.25332, 




26484. .26698, 2747 6 .. 27550, 


27860. .27985 




GI Descrip. 


(AC012189) T15D22.8 [Arabidopsis thaliana] 




Seq. No. 


1750 


Seq. ID 


OJ990903_ 


01.9B08.C3 


Gene No. 


3603 


Strand 






Start 


32994 


End 


33073 




Name 


OJ990903 01.9B08,C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1262 


End 


2758 




GI 


none 


Score 


219 




Exons 


1262. .1381, 1270.. 1380, 1450 


. .1644, 1451. .1654, 


1452. .1643, 




1713. .1784, 1714. .1989, 1727 


. .1987, 1728. .1988, 


2068. .2139, 




2069. .2113, 2365. .2400, 2365 


..2409, 2489. .2530, 


2490. .2531, 




2532.. 2582, 2533.. 2580, 2627 


..2758, 2628. .2732, 


2629. .2733, 




2636. .2740 








Seq. No. 


1750 


Seq. ID 


OJ990903_ 


01.9B08.C3 


Gene No. 


3603 


Strand 






Start 


32994 


End 


33073 




Name 


OJ990903 01.9B08.C3.o6.tw 


Method 


TBLASTX: Wheat 


Start 


1262 


End 


1544 




GI 


none 


Score 


214 




Exons 


1262. .1381, 1270. .1380, 1450 


. .1542, 1451. .1522, 


1451. .1543, 



1452. .1544, 1452. .1544 

1801 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1750 
3603 
32994 

OJ990903_01. 

1269 

none 

1269. .1352, 
1577. .1657, 
2068. .2127, 
2486.-2572, 
2660. .2716, 
2982. .3032, 



9B08.C3.ol.tc 



1270. .1380, 1451. 

1713.. 1979, 1713. 

2068. .2094, 2069. 

2488. .2577, 2490. 

2665. .2718, 2809. 

2983. .3054, 3060. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 01.9B08.C3 



33073 

TBLASTX: Cress 
3083 
183 

,1654, 1452. .1643, 1452. .1661, 
,1988, 1723. .1989, 1729. .1989, 
,2125, 2353. .2400, 2466. .2570, 
,2573, 2527. .2577, 2660. .2719, 
,2880, 2810. .2881, 2810. .2881, 
,3083 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1750 
3603 
32994 

OJ990903J)1. 

1269 

none 

1269. .1358, 
1452. .1643, 
1729. .1989, 
2350. .2400, 
2659. .2718, 
2805. .2879, 
2983. .3081, 



9B08.C3.o2.ts 



1270. 
1574. 
1732. 
2486. 
2660. 
2808. 
3165. 



,1380, 1277. 

,1657, 1725. 

,1992, 2068. 

,2569, 2488. 

,2719, 2661. 

,2879, 2809. 
.3215 



Seq. ID OJ99090:3_01.9B08.'C3 
Strand 

End 33073 

Method TBLASTX : Soybean 

End 3215 

Score 200 

.1381, 1444. .1527, 1451. .1654, 
.1988, 1727. .1957, 1728. .1988, 
.2109, 2068. .2094, 2107. .2127, 
.2577, 2489. .2578, 2644. .2676, 
.2723, 2661. .2720, 2666. .2719, 
.2880, 2810. .2881, 2982. .3080, 



1750 
3603 
32994 

OJ990903_01 . 9B08 . C3 . o5 . tw 

1911 

none 

1911.. 1988, 1912.. 1989, 1957. 
2069.. 2128, 2070.. 2129, 2350. 
2486.. 2575, 2487.. 2576, 2488. 
2660.. 2719, 2660.. 2719, 2661. 
2808. .2888, 2810. .2881, 2982. 

1750 
3603 
32994 

OJ990903_01 . 9B08 . C3 . o9 . tm 

2809 

none 

2809.. 2880, 2810. .2881, 2814. 
2967.. 3080, 2974.. 3081 

1750 
3603 
32994 

OJ990 903_01 . 9B08 . C3 . ol'. ts 

6974 

none 

6974.. 7258, 6979.. 7377, 6982. 
7360.. 7446, 7437. .7601, 7445. 
7492. .7662, 7594. .7671, 7684. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1989, 2068 
.2400, 2350 
.2577, 2489 
.2720, 2662 
.3029, 2983 



OJ990903 01.9B08.C3 



33073 

TBLASTX: Wheat 
3030 
137 

2127, 2068. 
2415, 2368": 
2578, 2659. 
2721, 2666. 
3030 



,2094, 
,2415, 
,2718, 
,2719, 



OJ990903__01.9B08.C3 
33073 

TBLASTX: Maize 

3081 

133 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2900, 2966.. 3079, 2967.. 3080, 



Seq. ID OJ990903_01.9B08.C3 
Strand 

End 33073 

Method TBLASTX : Soybean 

End 7881 

Score 254 

.7365, 7039.. 7200, 7358.. 7447, 
.7744, 7447. .7797, 7448. .7777, 
.7812, 7684. .7707, 7747. .7881, 



1802 




7772. .784? 



Seq. No. 


1750 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No v 


3603 








Strand 






Start 


32994 








End 


' 33073 




Name 


OJ990903 01. 


9B08 


.C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6979 








End 


7707 




GI 


none 








Score 


254 




Exons 


6979. .7305, 


6980 


. .7258, 


7492 


..7662, 7594. .7671, 7684. .7707 


beq. no. 


1 / OU 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand 






Start 


32994 








End 


33073 




Name 


OJ990903 01. 


9B08 


.C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6997 








End 


7881 




GI 


none 








Score 


327 




Exons 


6997. .7074, 


7039 


. .7200, 


7081 


..7200, 7375. .7674, 7393. .7743 




7394. .7744, 


7735 


. .7881, 


7772 


..7870 






Cam XT 

beq. No. 


i Ten 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand 






Start 


32994 








End 


33073 




Name 


OJ990903 01. 


9B08 


,C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7081 








End 


7915 




GI 


none 








Score 


113 




Exons 


7081. .7206, 


7244 


. .7381, 


7245 


..7376, 7246. .7377, 7246.-7398, 




7255. .7326, 


7372 


. .7911, 


7373 


. .7915 






Seq. No. 


1750 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand 






Start 


32994 








End 


33073 




Name 


OJ990903 01. 


9B08 


.C3.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


7306 








End 


7468 




GI 


none 








Score 


181 




Exons 


7306. .7467, 


7307 


. .7468 










Seq. No. 


1750 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand . 






Start 


32994 








End 


33073 ' 




Name . 


OJ990903 01. 


9B08 


.C3.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


11238 








End 


11507 




GI 


none 








Score 


100 




Exons 


11238. .11507, 11241. .11474 








Seq. No. 


1750 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand 






Start 


32994 








End 


33073 




Name 


OJ990903 01. 


9B08 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat . 




Start 


11511 








End 


12017 




GI 


none 








Score 


235 




Exons 


11511. .12017, 11595. .11942, 


11677. .11988 




Seq. No. 


1750 








Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 








Strand 






Start 


32994 








End 


33073 




Name 


OJ990903 01. 


9B08 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 1 


11590 








End 


11948 





1803 




GI 


none 






Score 


46 




Exons 


11590. 


.11922, 11595. 


.11948, 


11602. .11640, 11610. .11945, 






11680. 


.11946 










Seq. No. 


1750 






Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No . 


3603 






Strand 


- 




Start 


32994 






End 


33073 




Name 


OJ990903 01.9B08.C3. 


o5.ts 


Method 


TBLASTX: Soybean 




Start 


11769 






End 


12014 




GI 


none 






Score 


204 




Exons 


11769. 


.12014 










Seq. No. 


1750 






Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 






. Strand 






Start 


32994 






End 


33073 




Name 


OJ990903 01.9B08.C3. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


11949 






End 


12296 




GI 


none 






Score 


35 




Exons 


11949. 


.12296, 11956. 


.11985, 


12025. .12210, 12030.. 12233 




Seq. No. 


1750 






Seq. ID 


OJ990903_01.9B08 


-C3 


Gene No . 


3603 






Strand 






Start 


32994 






End. 


33073 




Name 


OJ990903 01.9B08.C3. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12019 






End 


12323 




GI 


none 






Score 


224 




Exons 


12019. 


.12279, 12021. 


.12293, 


12030. .12323, 12233.. 12322 




Seq. No. 


1750 






Seq. ID 


OJ990903_01.9B08 


.C3 


Gene No. 


3603 






Strand 






Start 


32994 






End 


33073 




Name 


OJ990903 01.9B08.C3. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


12036 






End 


12431 




GI 


none 






Score 


154 




Exons 


12036. 


.12290, 12037. 


.12282, 


12165. .12395, 12351 .. 12395, 






12399. 


.12431, 12400. 


.12429 








Seq. No. 


1750 






Seq. ID 


OJ990903JD1.9B08 


.C3 


Gene No . 


3603 






Strand 






Start 


32994 






End 


33073 




Name 


OJ990903 01.9B08.C3. 


o4 . tm 


Method 


TBLASTX : Maize 




Start 


12351 






End 


12785 




GI 


none 






Score 


68 




Exons 


12351. 


.12785, 12544. 


.12774 








Seq. No. 


1750 






Seq. ID 


OJ990903_01. 9B08 


.C3 


Gene No. 


3603 






Strand 






Start 


32994 






End _ 


33073 




Name 


OJ990903 01.9B08.C3. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


12372 






End 


12854 




GI 


none 






Score 


269 




Exons 


12372. 


.12854, 12415. 


.12777 








Seq. No. 


1750 






Seq. ID 


OJ990903_01. 9B08 


.C3 


Gene No. 


3603 






Strand 






Start 


32994 






End 


33073 




Name 


OJ990903 01.9B08.C3. 


o8.tm 


Method 


TBLASTX: Maize 





1804 



Start 
GI . 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



19047 
none 

19047. .19427, 19526. 



,19732, 



End 19983 
Score 215 
19861. .19983 



1750 
3603 
32994 

OJ990903_01.9B08.C3.o9.tw 

19981 
none 

19981. .20046, 20042 .. 20158 , 20043 .. 20195, 20201. .20290 



Seq. ID OJ990903_01.9B08.C3 
Strand 

33073 

TBLASTX: Wheat 
20290 
62 



End 

Method 

End 

Score 



1750 v : 

3603 >■. 
32994 

OJ990903_01. 9B08.C3.oll.tm 

20042 

none 

20042. .20173, 20043 .. 20177 , 
20236.. 20352 



Seq. ID OJ990903_01.9B08,C3 
Strand 

End 33073 

Method TBLASTX : Mai ze 

End 20353 

Score 143 
20201. .20227, 20231 .. 20353 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



1750 
3603 
32994 . 

OJ990903_01 . 9B08 . C3 . olO . tm 
. 20534 
none 

20534. .20593, 20576 20767 , 

1750 
3603 
32994 

OJ990903_01.9B08.C3.o7.tm 

23922 

none 

23922. .24182, 23927 24187, 

1750 
3603 • 
32994 

OJ990903_01. 9B08.C3.o6.ts 

23948 

none 

23948. .24202, 23949.. 24107 

1750 
3603 
32994 

OJ990903_01. 9B08.C3.ol2.tm 

24323 

none 

24323.-24436, 24326 .. 24436, 
24331. .24453, 24443. .24481 

1750 
3603 
32994 



Seq. ID OJ990903_01.9B08.C3 
Strand 

End 33073 

Method TBLASTX: Maize 

End ' 20862 

Score 51 
20764. .20862 

Seq. ID OJ990903_01.9B08.C3 
Strand 

End 33073 

Method TBLASTX : Mai ze 

End 24188 

Score 174 
23928. .24188. 

Seq. ID OJ990903_01. 9B08.C3 
Strand 

End 33073 

Method TBLASTX : Soybean 

End 24202 

Score 69 



Seq. ID OJ990903_01.9B08.C3 
Strand 

End 33073 

Method TBLASTX : Maize 

End 24481 

Score 148 
24327. .24449, 24328.-24444, 



Seq. ID OJ990903_01.9B08.C3 
Strand 

End 33073 



1805 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3 Seq. No. 
2 Gene No. 
i Start 
rf Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990903_01 . 9B08 . C3 . o4 . ts Method 
24335 End 
none Score ' 



TBLASTX : Soybean 

26654 

77 



24335. .24409, 24348 .. 24410, 24 943 25053, 24 953 .. 25033, 
25117. .25176, 25125 .. 25229, 26483 .. 26653, 26532.. 26654 



1750 
3603 
32994 

OJ990903_01 . 9B08 . C3 . o5 , tm 
24943 



• End 
Method 
End 

none Score 
24943. .25053, 24 953 .. 25042 , 24 955 .. 2504 7 , 25123 25233, 
25124. .25234, 25125 .. 25235, 25126 . .25203, 2524 1 25342 , 
25244. .25327, 25245 25331, 26483.-26653, 26484. .26654 



Seq. ID OJ990903_01.9B08.C3 
Strand 

33073 

TBLASTX: Maize 
26654 
114 



1750 Seq. ID 

3603 Strand 

32994 End 

OJ990 903_01 . 9B08 . C3 . o3 . gp Method 

32994 End 

38012_1.R1084 Score 
32994. .33073 

'4097947/gb|U72255 IOSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds 1 



OJ990903_01.9B08.C3 

33073 
AAT/GAP 
33073 
94 



1751 Seq. ID 

3604 Strand 
1 End 
OJ990903_01 . 9B08 . C4 . ol . np Method 
1 End 
130582 Score 
1. .819 

RE T RO V I RU S - RE L AT E D POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir M S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777)' ORF [Nicotiana tabacum] 



OJ990903_01.9B08.C4 
+ 

1842 
AAT/NAP 
819 
573 



1751 Seq. ID 

3604 Strand 
1 End 
OJ990903_01 . 9B08 . C4 . ol . gs Method 
306 End 
none Score 
306. .355, 606. .703, 1280. .1842 

1751 Seq. ID 

3605 Strand 
3108 End 
OJ990903_01 . 9B08 . C4 . o2 . gs Method 
3108 End 
none Score 



OJ990903_01.9B08.C4 
+ 

1842 . 
GENSCAN 
1842 
.85 



OJ990903_01.9B08.C4 
+ 

13041 
GENSCAN 
13041 
.61 



3108. .3280, 3573. .3766, 5808. .6011, 6425. .6690, 6773. .7175, 
7269. .7328, 7417. .8402, 8496. .9138, 9671. .9760, 10840 .. 10942, 
11002. .11193, 12972.. 13041 



Seq. No. 



1751 



Seq. ID OJ990903_01.9B08.C4 



1806 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3605 Strand + 

3108 • End 13041 

OJ990 903_01 . 9B08 . C4 . o2 . np Method AAT/NAP 

8423 End 12239 

6063554 Score 534 

8423.-8559, 104 61 .. 1074 1, 10859 .. 11081 , 11405 .. 114 32 , 
12065. .12239 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1751 Seq. ID 

3605 Strand 
3108 End 
OJ990903_01 . 9B08 . C4 . ol . gp Method 
10899 End 
101153_1.R1084 Score 
10899. .11081, 11405. .11635 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990903_01.9B08.C4 
+ 

13041 
AAT/GAP 
11635 
702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1751 Seq. ID 

3605 Strand 
3108 End 
OJ990903_01 . 9B08 . C4 . o2 . gp Method 
11651 End 
2428185 Score 
11651. .12079 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



OJ990903_01.9B08.C4 
+ 

13041 
AAT/GAP . 
12079 
652 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1751 Seq. ID 

3605 Strand 
3108 End 
OJ990903_01 . 9B08 . C4 . o4 . gp Method 
12612 End 
61605_1.R1084 Score 
12612.. 12884 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 ' 



OJ990903_01.9B08.C4 
+ 

13041 
AAT/GAP 
12884 
481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1751 Seq. ID OJ990903_01 . 9B08 . C4 

3606 Strand ■+ 

19727 End 22729 

OJ990903_01 . 9B08 . C4 . o5 . np Method AAT/NAP 

19727 ^ End 22383 

479357 Score 849 

19727. .19766, 19859. . 21385, 22107 .. 22176, 22322.. 22383 

hypothetical protein 612 - maize transposon MuA2 

gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1751 Seq. ID 

3606 Strand 

19727 ' End 

OJ990903_01.9B08.C4.o6.np . Method 

19895 End 

6175165 Score 



OJ990903_01.9B08.C4 
+ 

22729 
AAT/NAP 
21399 
612 



1807 




Exons 19895. .21399 

GI Descrip. (AC011437) Mutator-like transposase [Arabidopsis thaliana] 



Seq. No. 


1751 




Seq. ID 


OJ990903 


_01.9B08 


.C4 


Gene No. 


3606 




Strand 


+ 






Start 


19727 




End 


22729 






Name 


OJ990903 01.9B08.C4 


,o5.gs 


Method 


GENSCAN 






Start 


19933 




End ■ 


22729 






GI 


none 




Score 


.66 






Exons " 


.19933. .21075, 22104 


. .22161, 


22507. .22556, 22601 


. .22729 




Seq. No. 


1751 




Seq. ID 


OJ990903 


_01. 9B08 


.C4 


Gene No. 


3607 




Strand 








Start 


13747 




End 


19747 






Name 


OJ990903 01.9B08.C4 


. o3 . gs 


Method 


GENSCAN 






Start 


13747 




End 


16785 






GI 


none 




Score 


.85 






Exons 


13747. .14184, 14268 


. .14295, 


14321. .14578, 14621 


. .15672, 






15709. .16008, 16069 


. .16785 










Seq. No. 


1751 




Seq. ID 


OJ990903 


_01. 9B08 


.C4 


Gene No. 


3607 




Strand 








Start 


13747 




End 


19747 






Name - 


OJ990903 01.9B08.C4 


. o3.np 


Method 


AAT/NAP 






Start 


13750 




End 


17611 






GI 


4206306 




Score 


2920 






Exons 


13750. .17611 












GI Descrip. 


(AF049110) prpol [Zea mays] 










Seq. No. 


1751 




Seq. ID 


OJ990903 


_01.9B08 


.C4 


Gene No. 


3607 




Strand 








Start 


13747 




End 


19747 






Name 


OJ990903 01.9B08.C4 


. o4 . gs 


Method 


GENSCAN 






Start 


17021 




End 


19747 






GI 


none 




Score 


.72 






Exons 


17021. .17770, 17825 


. .18250, 


18306. .18707, 18800 


. .19009, 






19146. .19333, 19434 


. .19661, 


19687. .19747 






Seq. No. 


1751 




Seq. ID 


OJ990903^ 


_01.9B08- 


.C4 


Gene No. 


3608 




Strand 








Start 


21067 




End 


25370 






Name 


OJ990903 01.9B08.C4 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


132 




End 


393 






GI " ■ * 


none 




Score 


292 






IT 1 v Q 


132. .380, 134. .388, 


134. .370, 142. .393 








Seq. No. 


1751 




Seq. ID 


OJ990903_ 


_01.9B08 


.C4 


Gene No. 


3608 




Strand 








Start 


21067 




End ■ 


25370 






Name 


OJ990903 01.9B08.C4 


.o2. tm 


Method 


TBLASTX: Maize 




Start 


406 




End 


813 






GI 


none 




Score 


479 






Exons 


406. .813, 432. .809 












Seq. No. 


1751 




Seq. ID 


OJ990903_ 


_01.9B08 


,C4 


Gene No. 


3608.-. 




Strand % 








Start 


21067 




End 


25370 







1808 




Name 


OJ990903 01.9B08.C4 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


430 




End 


687 




GI 


none 




Score 


103 




Exons 


430. .684, 431. .550, 


433. .687 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


bene no . 


J OUo 




our dnu 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


444 




End 


785 




GI 


none 




Score 


102 




Exons 


444. .554, 445. .567, 


586. .780 


, 597. .785 






Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


• C4 


Gene No . 


JbUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


14326 




End 


14700 




GI 


none 




Score 


62 




Exons 


14326. .14550, 14333 


. .14551, 


14557. . 14700, 14558.. 14689 




Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No . 






Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o5.tm 


Method 


TBLASTX: Maize 




Start 


14341 




End 


14703 




GI 


none 




Score 


243 




Exons 


14341. .14703, 14342 


. .14605 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No . 


jdUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14473" 




End 


14862 




GI 


none 




Score 


257 




Exons 


14473. .14862 










Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No . 


odUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


14703 




End 


14970 




GI 


none 




Score 


85 




Exons 


14703. .14918, 14704 


. .14970, 


14705. .14863 




Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No . 


jdUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o3.tw 


Method 


TBLASTX: Wheat 




Start 


15208 




End 


15601 




GI 


none 




Score 


124 




Exons 


15208. .15600, 15209 


. .15460, 


15485. .15601 




Seq. No. 


1751 




Seq. ID 


OJ990903JU. 9B08 


.C4 


Gene No. 


3608 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 





1809 




Start 


15667 




End 


16044 




GI 


none 




Score 


156 




Exons 


15667. .15792, 15787 


. .16044 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No. 


ODUO 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15787 




End 


16251 




GI 


none 




Score 


56 




Exons 


15787. .16251, 15851 


. .15943, 


16058. .16201 




Seq. No. 


1751 




■ Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No. 


ooUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


15970 




End 


16353 




GI 


none 




Score 


224 




Exons 


15970. .16353, 15983 


. .16330 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No . 


jDUo 




Strand 






Start 


21067 . 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16093. 




End 


16512 




GI 


none 




Score 


129 




Exons 


16093. .16512, 16094 


. .16309, 


16343. .16510 




Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No. 


ooUo 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


16381 




End 


16738 




GI 


none 




Score 


240 




Exons 


16381. .16737, 16382 


. .16738 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No. 


JDUO 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


16513 




End 


16801 




GI 


none 




Score 


116 




Exons 


16513. .16719, 16513 


. .16800, 


16514 . . 16801 




Seq. No. 


1751 




Seq. ID 


OJ99'0903_01.9B08 


.C4 


Gene No. 


3608 




Strand 








£ 1U b / 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


17007 




End 


17365 




GI 


none 




Score 


52 




Exons 


17007. .17045, 17008 


. .17049, 


17036. .17227, 17037 .. 17228 , 






17234. .17365 










Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


Gene No. 


3608 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


. o7.tm 


Method 


TBLASTX: Maize 





1810 



Start 


19873 




End 


20241 




GI 


none 




Score 


275 




Exons 


19873. .20241, -19875 


. .20240 








Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


-C4 


Gene No. 


3608 




Strand 








9 1 n £.1 




End 


25370 




Name 


OJ990903 01.9B08.C4 


ol . tm 


Method 


TBLASTX: Maize 




Start 


20245 




End 


20859 




GI 


none 




Score 


307 




Exons 


20245. .20523, 20250 


.20501, 


20521. .20580, 20599 .. 20859, 






20652. .20855 










Seq. No. 


1751 




Seq. ID 


OJ990903_01.9B08 


.C4 


bene wo . 


O DUO 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


o9.tm 


Method 


TBLASTX: Maize 




Start 


21021 




End 


21228 




GI 


■ none 




Score 


73 




Exons 


21021. .21176, 21022 


.21228, 


21024. .21227 




Seq. No. 


1751 




Seq. ID 


OJ990903_01. 9B08 


.C4 


Gene No. 


3608 




Strand 






Start 


21067 




End 


25370 




Name 


OJ990903 01.9B08.C4 


o7 . np 


Method 


AAT/NAP 




Start 


21067 




End 


25370 




GI 


6498441 




Score 


232 




Exons 


21067. .21109, 22472 


.22858, 


25322. .25370 





: J GI Descrip, 



(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 1751 Seq. ID 

" Gene No. 3608 Strand 

^ Start 21067 End 

* Name OJ990903_01 . 9B08 . C4 . 06 . gs Method 

J Start 24020 End 

& GI • none Score 

Exons 24020.. 24235 



OJ990903_01.9B08.C4 

25370 
GEN SCAN 
24235 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1752 



3609 
7442 

OJ990903_01.9B08.C5.ol.np 
7442 
6671176 

7442. .7588, 9712. .9940, 9986. .10250, 12766. .12811 
(AF193606) SON protein [Mus musculus] 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990903_01.9B08.C5 
+ 

12811 
AAT/NAP 
12811 
78 



1752 Seq. ID 

3609 Strand 

7442 End 

OJ990903_01.. 9B08 .C5.ol.gp Method 

9242 End 

none Score 
9242.. 9655 



OJ990903_01.9B08.C5 
+ 

12811 
AAT/GAP 
9655 
771 



1811 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1752 
3610 
2229 

OJ990903_01 . 9B08 .C5.ol.gs 

2229 

none 

2229.. 2300, 3307.. 3435, 5211. 
7501.. 7661, 7705.. 8033 

1752 
3611 
9621 

OJ990903JU .9B08.C5.o2. tm 

3324 

none 

3324.. 3464, 3325.. 3471, 3326. 
3562.. 3696, 5210.. 5335, 5211. 



Seq. ID OJ990903_01.9B08.C5 
Strand 

End 8033 

Method GEN SCAN 

End 8033 

Score .62 

5335, 6482.. 6602, 6677.. 6852, 



Seq. ID OJ990903_01. 9B08.C5 
Strand 

End 10771 
Method . TBLASTX : Mai ze 
End 5340 
Score 102 

.3475, 3561.. 3695, 3561.. 3695, 
.5336, 5211.. 5336, 5266.. 5340 



Seq. No. 


1752 






Seq. ID 


OJ990903_01.9B08 


.C5 


Gene No. 


3611 






Strand 






Start 


9621 






End 


10771 




Name 


OJ990903 01.9B08.C5 


o2 . gs 


Method 


GEN SCAN 




Start 


9621 






End 


10706 




GI 


none 






Score 


.95 




Exons 


9621. . 


10706 










Seq. No. 


1752 






Seq. ID 


OJ990903_01. 9B08 


.C5 


Gene No. 


3611 






Strand 






Start 


9621 






End 


10771 




Name 


OJ990903 01.9B08.C5 


ol . tm 


Method 


TBLASTX :Maize 




Start 


10143 






End 


10724 




GI 


none 






Score 


348 




Exons 


10143. 


.10445, 10147 


.10446, 


10440. .10535, 10536. .10622, 






10555. 


.10644, 10685 


.10723, 


10689. .10724 





Seq. No. 


1752 




Seq. ID 


OJ990903_01. 9B08 


.C5 


Gene No. 


3611 




Strand 






Start 


9621 




End 


10771 




Name * 


OJ990903 01.9B08.C5 


. o2 . gp 


Method 


AAT/GAP 




Start 


10169 




End 


10771 




GI 


none 




Score 


1162 




Exons 


10169. .10771 










Seq. No. 


1752 




Seq. ID 


OJ990903_01. 9B08 


.C5 


Gene No. 


3611 




Strand 






Start 


9621 




End 


10771 




Name 


OJ990903 01.9B08.C5 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10212 




End 


10625 




GI 


none 




Score 


105 




Exons 


10212. .10625, 10222 


. .10464 








Seq'. No. 


1753 




Seq. ID 


OJ990903_01.9B08 


.C6 


Gene No. 


3612 




Strand 


+ 




Start 


1 




End 


1018 




Name 


OJ990903 01.9B08.C6 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1018 




GI 


4309729 




Score 


49 





1812 




Exons 

GI Descrip. 



Seqi No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



n Seq. No. 

Z Gene No. 

3 Start 

H Name 

[I Start 

3 GI 

* Exons 

Li 

=1 Seq. No. 

LJ Gene No. 

Start 

~. Name 

i Start 

' 4 GI 

~ Exons 

3 GI Descrip. 



1.-25, 527. .594, 699. .738, 988. .1018 

(AC006439) putative GAT A- type zinc finger transcription factor 
[Arabidopsis thaliana] 



1753 Seq. ID 
3612 Strand 
1 End 
OJ990903_01. 9B08.C6.ol.gs Method 
323 End 
none Score 
323. .403, 499. .594, 699. .762 

1754 Seq. ID 
-3613 Strand 
1 End 
OJ990903_01. 9B08.C7.ol.np Method 
1 End 
6063554 Score 
1..261, 1608. .1885, 2003. .2226, 2419.. 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ990903_01.9B08.C6 
+ 

1018 
GENSCAN 
7 62 
.44 



OJ990903_01.9B08.C7 
+ 

3255 
AAT/NAP 
3255 
391 

,2446, 3081. .3255 



1754 Seq. ID 

3614 Strand 

1931 End 

OJ990903_01 . 9B08 . C7 . o2 . gs Method 

1931 End 

none Score 



OJ990903JD1.9B08.C7 

3813 
GENSCAN 
3813 
.77 



1931. .2254, 2362. .2514, 2950. .3064, 3341. .3416, 3670. .3813 



1755 
3615 
1 

OJ990903 01.9B08.C8.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990903_01.9B08.C8 
596 

AAT/NAP 
564 
207 



6721559 
1..81, 111. .564 

(AP001073) hypothetical protein [Oryza sativa] 

gil 6815084 | dbj IBAA90370.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 


1755 




Seq. ID 


OJ990903 


Gene No. 


3615 




Strand 




Start 


1 




End 


596 


Name 


OJ990903 01. 


9B08 .C8 .ol.gs 


Method 


GENSCAN 


Start 


397 




End 


596 


GI 


none 




Score 


.97 


Exons 


397. .596 








Seq. No. 


1756 




Seq. ID 


OJ990903 


Gene No. 


3616 




Strand 




Start 


1500 




End 


1561 


Name 


OJ990903 01. 


9B08.C10.ol.gp 


Method 


AAT/GAP 


Start 


1500 




End 


1561 


GI 


LIB3477-003- 


P1-K1-E9 


Score 


89 


Exons 


1500. .1561 









1813 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



1757 
3617 
6906 

OJ990903_01 . 9B08 .Cll .o2 .gs 

6906 

none 



Seq. ID OJ990903_01.9B08.C11 
Strand 

End 15659 

Method GENSCAN 

End 12311 

Score . 8 



6906. .7065, 7917. .8009, 9589. .9951, 9996. .10087, 10130 10303, 
10693. .10800, 11247.. 12311 



1757 
3617 
6906 

OJ990903_01 . 9B08 .Cll . ol . np 
11112 
4680179 
11112. .15659 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990903_01.9B08.C11 
Strand 

End 15659 

Method AAT/NAP 

End 15659 

Score 7550 



Seq. No. 


1757 






Seq. ID 


OJ990903_01.9B08 


.Cll 


Gene No. 


3618 






Strand 






Start 


15909 






End 


16874 




Name 


OJ990903 01.9B08.C11 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


11157 






End 


11489 




GI 


none 






Score 


63 




Exons 


11157. 


.11489, 11221. 


.11397, 


11382. .11462 




Seq. No. 


1757 






Seq. ID 


OJ990903_01.9B08 


.Cll 


Gene No. 


3618 






Strand 






Start 


15909 






End 


16874 




Name 


OJ990903 01.9B08.C11 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


11169 






End 


11402 




GI 


none 






Score 


80 




Exons 


11169. 


.11402, 11290. 


.11394 








Seq. No. 


1757 






Seq. ID 


OJ990903_01.9B08 


.Cll 


Gene No. 


3618 






Strand 






Start 


15909 






End 


16874 




Name 


OJ990903 01.9B08.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


11409 






End 


11866 




GI 


none 






Score 


290 




Exons 


11409. 


.11864, 11413. 


.11865, 


11726. .11866 




Seq. No. 


1757 ' 






Seq. ID 


OJ990903_01.9B08 


.Cll 


Gene No. 


3618 






Strand 






Start 


15909 






End 


16874 




Name 


OJ990903 01.9B08.C11 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11490 






End 


12116 




GI 


none 






Score 


348 




Exons 


11490. 


.12116, 11491. 


.12114 








Seq. No. 


1757 






Seq. ID 


OJ990903_01. 9B08 


.Cll 


Gene No. 


3618 






Strand 






Start 


15909 






End 


16874 





1814 



Name 


OJ990903 01.9B08.C11 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11868 




End 


12158 




GI 


none 




Score 


156 




Exons 


. 11868. .12143, 11868. 


.12158, 


11869. .12147 




Seq. No. 


1757 




Seq. ID 


OJ990903 01 9B08 


.Cll 




"361 ft 
JUlO 










Start 


15909 




End 


16874 




Name 


OJ990903 01.9B08.C11 


.o2.ts 




j. Lj±jn<z> J. *\ . \y y ccm 




Start 


12075 




End 


. 12335 




GI 


none 




Score 


146 




Exons 


12075. .12335, 12076. 


.12330 








Seq. No. 


1757 




Seq. ID 


OJ990903_01. 9B08 


.Cll 


Gene No. 


3618 




Strand 






Of art 
O U cl X. L 






End 


16874 




Name 


OJ990903 01.9B08.C11 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12123 




End 


12602 




GI 


none 




Score 


238 




Exons 


12123. .12602, 12124. 


.12378, 


12233. .1237 9, 1224 3. .12410, 






12430. .12531 










Seq. No. 


1757 




Seq. ID 


OJ990903J31. 9B08 


.Cll 


(jciie ino • 


^fii ft 




Strand 






Start 


15909 




. \ End 


16874 




Name 


OJ990903 01.9B08.C11 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


12159 




End 


12473 




GI 


none 




Score 


109 




Exons 


12159. .12473, 12160. 


.12363, 


12171. .12392 




Seq. No. 


1757 




Seq. ID 


OJ990903_01.9B08 


.Cll 




^fii ft 




Strand 






Start 


15909 




End 


16874 




Name 


OJ990903 01.9B08.C11 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


12606 




End 


13114 




GI 


none 




Score 


238 




Exons 


12606. .12980, 12697. 


.12960, 


12959. .13114, 12966. .13082 




Seq. No. 


1757 




Seq. ID 


OJ990903_01. 9B08 


.Cll 


Gene No. 


3618 




Strand 












- End 


16874 




Name 


OJ990903 01.9B08.C11 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12685 




End 


13042 




GI 


none 




Score 


183 




Exons 


12685. .12882, 12690. 


.12983, 


12697. .12960, 12959. .13042, 






12966. .13040 










Seq. No. 


1757 




Seq. ID 


OJ990903_01. 9B08 


.Cll 


uciie ino . 


^fii ft 




Strand 






Start 


15909 




End 


16874 




Name 


OJ990903 01.9B08.C11 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13079 




End 


13561 




GI 


none 




Score 


43 




Exons 


13079. .13414, 13122. 


.13172, 


13197. .13328, 13400. .13561 




Seq. No. 


1757 




: v. Seq. ID 


OJ990903_01.9B08 


.Cll 


Gene No. 


3618 




Strand 







1815 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15909 

OJ990903_01 . 9B08 .Cll .o5 . tw 

13115 

none 

13115. .13417, 13116. .13385, 



End 16874 
Method TBLASTX : Wheat 
End 13417 
Score 225 
13315.. 13416 



1757 
3618 
15909 

OJ990903_01.9B08.Cll.ol.ts 
13130 
none 

13130! .13489, 13131. .13385, 13409 .. 13489, 13481 .. 13525 , 
13493. .13525 



Seq. ID OJ990903_01.9B08.C11 
Strand 

End 16874 

Method TBLASTX : Soybean 

End 13525 

Score 159 



q 

in 

ru 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



1757 
3618 
15909 

OJ990903_01 . 9B08 .Cll .o4 . tw 
13466 
none 

13466. .13564, 13551 .. 13934 , 13576.. 13830 



Seq. ID OJ990903_01.9B08.C11 
Strand 

16874 

TBLASTX: Wheat 
13934 
203 



End 

Method 

End 

Score 



1757 
3618 
15909 

OJ990903_01.9B08.Cll.o5.tm 

13633 
none 

13633. .13824, 13635.. 13922 



1757 
3618 
15909 

OJ990903_01.9B08.C11. 

14097 

none 

14097. .14279, 14098., 
14367. .14510 



Seq. ID OJ990903_01.9B08.C11 
Strand 

End 16874 

Method TBLASTX : Maize 

End 13922 . 

Score i66 



Seq. ID OJ990903_01.9B08.C11 
Strand 

16874 

TBLASTX: Wheat 
14513 
96 



End 

Method 
End 
Score 



o8.tw 

14253, 14319. .14513, 14365 .. 14 4 96, 



1757 
3618 
15909 

OJ990 903_01 . 9B08 . Cll . 08 . tm 
14856 
none 

14856. .15152, 14868 .. 15152, 14965. .15135 



Seq. ID OJ990903_01.9B08.C11 
Strand 

16874 

TBLASTX: Maize 
15152 . 
122 



End 

Method 

End 

Score 



1757 
3618 
15909 

OJ990903_01 . 9B08 . Cll . o7 . tw 
15033 
none 

15033. .15392, 15034 .. 15267, 15292.. 15366 



Seq. ID OJ990903_01.9B08.C11 
Strand 

16874 

TBLASTX : Wheat 
15392 
100 



End 

Method 

End 

Score 



1757 



Seq. ID OJ990903_01.9B08.C11 



1816 





^fiT ft 

JUlO 


o Lrdnca 




Start 


15909 


End 


16874 


Name 


OJ990903 01.9B08.Cll.o4.gs 


Method 


GENSCAN 


Start 


15909 


End 


16874 


GI 


none 


Score 


.61 


Exons 


15909. .16874 






Seq. No. 


1757 


Seq. ID 


OJ990903_01. 9B 


Gene No. 


3618 


Strand 




Start 


15909 


End 


16874 


Name 


OJ990903 01.9B08.Cll.o2.np 


Method 


AAT/NAP 


Start 


15912 


End 


16808 


GI 


5042448 


Score 


1345 


Exons 


15912. .16207, 16247.. 16808 






GI Descrip, 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa; 







Seq. No. 


1758 




Seq. ID 


OJ990823_04 


.9B09. 


C2 


Gene No. 


3619 




Strand 


+ 






Start 


3878 




End 


5204 






Name 


OJ990823 04.9B09.C2.ol.gp 




Method 


AAT/GAP 






uLQi L 


3878 




End 


4362 






GI 


uC-osflcyp032ellbl 




Score 


954 






Exons 


3878. .4362 












GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


50 Oryza sativa 






indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone: 


tl7804' 


Seq. No. 


1758 




Seq. ID 


OJ990823_04 


.9B09. 


C2 


Gene No. 


3619 




Strand 


+ 






Start 


3878 




End 


5204 






Name 


OJ990823 04.9B09.C2.o2.np 




Method 


AAT/NAP 






Start 


3942 




End 


5204 






GI 


4467158 




Score 


373 






Exons 


3942. .4591, 4643. .4759, 4898 


. .5204 








GI Descrip. 


(AL035540) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


1758 




Seq. ID 


OJ990823_04 


.9B09. 


C2 


Gene No. 


3620 




Strand 








Start 


1 




End 


1209 






Name 


OJ990823 04.9B09.C2.ol.np 




Method 


AAT/NAP 






Start 


1 




End 


1209 






GI 


5852182 




Score 


56 






Exons 


1.-68, 1183. .1209 












GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 








Seq. No. 


1759 




Seq. ID 


OJ990823_04 


.9B09. 


C4 


Gene No. 


3621 




Strand 


+ 






Start 


405 




End 


839 






Name 


OJ990823 04.9B09.C4.ol.np 




Method 


AAT/NAP 






Start 


405 




End 


839 






GI 


4680185 




Score 


477 






Exons 


405. .839 












GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 






Seq. No. 


1759 




Seq. ID 


OJ990823_04 


.9B09. 


C4 


Gene No. 


3622 




Strand 








Start 


442 




End 


745 







1817 



Name 


OJ990823 


04.9B09.C4.ol.gs 


Method 


GEN SCAN 






Start 


442 




End 


745 






GI 


none 




Score 


- 97 






Exons 


442. .483, 


534. .745 










Seq. No. 


1760 




Seq. ID 


OJ990823_ 


_04. 9B09. 


C5 
















Start 


553 




End 


3394 






Name 


OJ990823 


04 .9B09.C5.ol.gs 


Method 


GENS CAN 






Start 


553. 




End 


1908 






GI 


none 




Score 


.53 






Exons 


553. .587, 


1063.. 1217, 1778. 


.1908 








Seq. No. 


1760 




Seq. ID 


OJ990823_ 


04. 9B09. 


C5 


Gene No. 


3623 




Strand 








Start 


553 




End 


3394 






Name 


OJ990823 


04.9B09.C5.ol.np 


Method 


AAT/NAP 






Start 


699 




End 


3394 






GI 


3121731 




Score 


62 






Exons 


699. .736, 


3055.. 3168, 3268. 


.3394 








GI Descrip. 


ACONITATE 


HYDRATASE, CYTOPLASMIC (CITRATE HYDRO- 


■LYASE) 





(ACONITASE) gi|2145473|emb|CAA65735| (X97012) aconitate 
.hydratase [Solanum tuberosum] 



3 


C ct rr XT r\ 

oeq . 1NO . 


1 *7 £1 
1 / D J. 


Seq. ID 


OJ990823_ 


_04 


9B09 






bene ino . 


J ft 


Strand 


+ 










Of a y>f 


1D4 


End 


1439 . 








I I 


Name 


OJ990823 04 9B09 C7 ol as 


Method 


GENS CAN 










Start 


164 


End 


1439 










GI 


none 


Score 


.57 










Exons 


164. .326, 911. .1024, 1354. 


.1439 










y 


Seq. No. 


1761 


Seq. ID 


OJ990823_ 


_04 


9B09 


.C7 




Gene No. 


3625 


Strand 


+ 










Start 


1971 


- End 


5823 










Name 


OJ990823 04.9B09.C7.o2.gs 


Method 


GENSCAN 










Start 


1971 


End 


5823 










GI 


none 


Score 


.65 










Exons 


1971.. 2117, 5692.. 5823 












3 


Seq. No. 


1761 


Seq. ID 


OJ990823_ 


04 


9B09 


.C7 




Gene No. 


3626 


Strand 












Start' 


42 


End 


808 










Name 


OJ990823 04.9B09.C7.ol.np 


.Method 


AAT/NAP 










Start 


42 


End 


808 










GI 


4680183 


Score 


183 










Exons 


42. .131, 738. .808 














GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


1761 


Seq. ID 


OJ990823_ 


_04 


9B09 


.C7 




Gene No. 


3627 


Strand 












Start 


1800 


End 


2895 










Name 


OJ990823 04.9B09.C7.o2.np 


Method 


AAT/NAP 










Start 


1800 


End 


2895 










GI 


4680186 


Score 


354 










Exons 


1800.. 2001, 2838. .2895 














GI Descrip. 


(AF111709) unknown '[Oryza- 


sativa subsp 


. indica] 









1818 




Seq. No. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No . 








Strand 




Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.ol. 


gs 


Method 


GENSCAN 


Start 


1587 






End 


7596 


GI 


none 






Score 


.56 


Exons 


1587. .1754, 


1847. .2268, 


2836. 


.2924, 3353. .3419, 3646. .4743, 




5119. .5503, 


5786. .6052, 


7357. 


.7596 




Seq. No. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No. 


3628 






Strand 




.Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.ol. 


np 


Method 


AAT/NAP 


Start 


3896 






End 


6062 


GI 


4325357 






Score 


440 


Exons 


3896. .4541, 


5336. .6062 








GI Descrip. 


(AF128395) contains similarity to Arabidopsis thaliana 




retrotransposon Athila 


hypothetical protein 1 (GB:X81801) 




[Arabidopsis 


thaliana] 








n - „ XT _ 

Seq. No. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No. 


3628 






Strand 


- 


Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.o2. 


tw ' 


Method 


TBLASTX: Wheat 


Start 


4235 






End 


4606 


GI 


none 






Score 


56 


Exons 


4235 . .4420, 


4236. . 4349, 


4463 . 


.4606 




Seq. No. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No. 


3628 






Strand 


- 


Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5378 






End 


5686 


GI 


none 






Score 


193 


Exons 


5378. .5686 










Seq. No. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No. 


3628 






Strand 




Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5405 






End 


5833 


GI 


none 






Score 


96 


Exons 


5405. .5512, 


5486. .5701, 


5726. 


.5833 




beq. no. 


1762 






Seq. ID 


OJ990823_04.9B09.C8 


Gene No. 


3628 






Strand 




Start 


1587 






End 


7596 


Name 


OJ990823 04. 


9B09.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5423 






End 


5833 


GI 


none 






Score 


73 


Exons 


5423. .5701, 


5729. .5833 








Seq. No. 


1763 






Seq. ID 


OJ990823_04.9B09.C9 


Gene No. 


3629 






Strand 


+ 


Start 


865 






/End 


1156.. 


Name 


OJ990823 04. 


9B09.C9.ol. 


gs 


Method 


GENSCAN 



1819 



Start 


865 


End 


1156 




GI 


none 


Score 


.48 




Exons 


865. .971, 1119. .1156 








Seq. No. 


1764 


Seq. ID 


OJ990823_04 . 9B09 


.Cll 


Gene No. 


3630 


Strand 


+ 




Start 


1962 


End 


6470 




Name 


OJ990823 04.9B09.Cll.ol.np 


Method 


AAT/NAP 




Start 


1962 


End 


6470 




GI 


4680179 


Score 


5360 




Exons 


1962.. 3035, 3069.. 6470 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 




Seq. No. 


1764 


Seq. ID 


OJ990823_04 . 9B09 


.Cll 


Gene No. 


3631 


Strand 


+ 




Start 


7095 


End 


15367 




Name 


OJ990823 04.9B09.Cll.o2.gs 


Method 


GEN SCAN 




Start 


7095 


End 


14106 




GI 


none 


Score 


.51 




Exons 


7095.. 7703, 8033.. 8089, 8619. 


.8714, 11576. .11709, 11836 


. . 120 




12169. .14106 








Seq. No. 


1764 


Seq. ID 


OJ990823JD4.9B09 


.Cll 


Gene No. 


3631 


Strand 


+ 




Start 


7095 


End 


15367 




Name 


OJ990823 04.9B09.Cll.ol.gp 


Method 


AAT/GAP 




Start 


8546 


End 


8927 




GI 


uC-osflcyp033a04bl 


Score 


675 




Exons 


8546. .8927 








GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 3-0e- 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 f 






Seq. No. 


1764 


Seq. ID 


OJ990823_04.9B09 


.Cll 


Gene No. 


3631 


Strand 


+ 




Start 


7095 


End 


15367 




Name 


OJ990823 04.9B09.Cll.o3.np 


Method 


AAT/NAP 




Start 


11219 


End ■ 


15367 




GI 


6728968 


Score 


622 




Exons 


11219. .11443, 12169. . 13691, . 15330 . .15367 




GI Descrip. 


(AC018363) unknown protein [Arabidopsis thaliana] 




Seq. No. 


1764 


Seq. ID 


OJ990823__04.9B09 


.Cll 


Gene No. 


3632 ■:. 


Strand 






Start 


2132 


End 


12405 




Name 


OJ990823 04.9B09.Cll.o2.np 


Method 


AAT/NAP 




Start 


2132 


End 


12405 




GI 


5852180 


Score 


593 




Exons 


2132. .2162, 7216. .7627, 7679. 


.7796, 8776. .8831, 12124.. 


12405 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


1764 


Seq. ID 


OJ990823_04.9B09 


.Cll 


Gene No. 


3632 


Strand 






Start 


2132 


End 


12405 




Name 


OJ990823 04.9B09.Cll.oll.tw 


Method 


TBLASTX: Wheat 




Start 


2145 


End 


2404 




GI 


none 


Score * 


211 




Exons 


2145. .2192, 2205. .2402, 2207. 


.2404 







1820 




Sea. No 


1764 








Seq. ID 


OJ990823 04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


OJ990823 04 


.9B09. 


Cll.08 


.tw 


Method 


TBLASTX: Wheat 


Start 


2438 








End 


2789 


GI 


none 








Score 


292 


Exons 


2438. .2632, 


2439. 


.2789 








Sea No 


1764 








Seq. ID 


OJ990823 04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name ■ 


OJ990823 04 


.9B09. 


Cll.08 


. tm 


Method 


TBLASTX: Maize 


Start 


2439 








End 


2744 


GI 


none 








Score 


232 


Exons 


2439. .2744, 


2453. 


.2569 








Sea. No. 


1764 








Seq. ID 


OJ990823 04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


OJ990823 04 


.9B09. 


Cll.o9 


. tm 


Method 


TBLASTX: Maize 


Start 


3060 








End 


3413 


GI 


none 








Score 


186 


Exons 


3060. .3413. 














17 64 








Seq. ID 


OJ990823_04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


OJ990823 04 


.9B09. 


Cll.o9 


.tw 


Method 


TBLASTX: Wheat 


Start 


3096 








End 


3533 


GI 


none 








Score 


158 


Exons 


3096. .3305, 


3152. 


.3304, 


3350. 


.3463, 3351. .3464, 3492. .3533 


Sea. No. 


1764 








Seq. ID 


OJ990823_04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


OJ990823 04 


.9B09. 


Cll.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


3603 








End " 


3989 


GI 


none 








Score . 


260 


Exons 


" 3603. .3989 












Sea . No . 


1764 








Seq. ID 


OJ990823_04.9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


. OJ990823 04 


.9B09. 


Cll.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3629 








End 


4115 


GI 


none 








Score 


454 


Exons 


3629. .4072, 


3738. 


.4115 








Seq. No. 


1764 








Seq. ID 


OJ990823_04 . 9B09.C11 


Gene No. 


3632 








Strand 




Start 


2132 








End 


12405 


Name 


OJ990823 04 


.9B09. 


Cll.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


• 4002 








End 


4502 


GI 


none 








Score 


166. 


Exons 


4002. .4181, 


4010. 


.4129, 


4188. 


.4502, 4328. .4381, 4409. .4459 



1821 



i.J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1764 
3632 
2132 

OJ990823_04 
4056 
none 

4056. .4088, 

1764 
3632 
2132 

OJ990823_04 
4164 
none 
' 4164. .4466, 

1764 
3632 
2132 

OJ990823_04 
4467 
none 

4467. .4889, 

1764 
3632 
2132 

OJ990823_04 , 
4473 
none 

4473. .4718, 

1764 
3632 
2132 

OJ990823_04, 
4538 
none 

4538. .4888, 

1764 
3632 
2132 

OJ990823_04, 
4892 
none 

4892.-5458, 

1764 
3632 
2132 

OJ990823_04. 
5166 
none 

5166. .5339, 



.9B09.Cll.ol.ts 
4058. .4087, 4092. 

.9B09.Cll.o5.tw 
4166. .4450, 4335. 

.9B09.Cll.o3.tw 
4499.-4888 

9B09.Cll.o4.ts 
4475. .4717 

9B09.Cll.o2.tm 
4539.-4892, 4539. 

9B09.Cll.o2.tw 
4923. .5459 

9B09.Cll.o2.tc 
5340. .5483, 5342. 



Seq. ID OJ990823_04.9B09.C11 
Strand 

End 12405 

Method TBLASTX : Soybean 

End 4451 

Score 57 

.4451, 4092. .4292, 4160. .4450 



Seq. ID OJ990823_04.9B09.C11 
Strand 

12405 

TBLASTX: Wheat 
4466 
367 



End 

Method 
End 
Score 
.4460 



Seq. ID OJ990823_04.9B09.C11 
Strand 

End 12405 

Method TBLASTX : Wheat 

End 4889 

Score 593 



Seq.' ID OJ990823_04.9B09.C11 
Strand 

End 12405 

Method TBLASTX : Soybean 

End 4718 

Score 207 



Seq. ID OJ990823_04.9B09.C11 
Strand 

12405 

TBLASTX: Maize 
4901 
477 



End 

Method 
End 
Score 
.4 901 



Seq. ID OJ990823_04.9B09.C11 
Strand 

End 12405 

Method TBLASTX : Wheat 

End 5459 

Score 654 



Seq. ID OJ990823_04.9B09.C11 
Strand 

End 12405 

Method TBLASTX: Cress 

End 5483 

Score 90 
.5482 



Seq. No. 



1764 



Seq. ID OJ990823_04.9B09.C11 



1822 





Gene No . 










ocrana 








Start 


2132 








End 


12405 






Name 


OJ990823 04 


.•9B09 


.Cll.o2 


.ts 


Method 


T BLAST X : Soybean 






Start 


5247 








End 


5507. 






GI 


none 








Score 


291 






Exons 


5247. .5507, 


5252 


. .5506 












Seq. No. 


1764 








Seq. ID 


OJ990823_04.9B09 


.Cll 




bene no . 










Strand 








Start 


2132 








End 


12405 






Name 


OJ990823 04 


.9B09 


-Cll.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


5306 








End 


5597 






GI 


none 








Score 


369 






Exons 


5306. .5593, 


5307 


. .5597 












Seq. No. 


1764 








Seq. ID 


OJ990823_04.9B09 


.Cll 




Gene No. 


OCT) 
















Start 


2132 








End 


12405 






Name 


OJ990823 04 


.9B09 


.Cll.ol 


.tw 


Method 


TBLASTX : Wheat 






Start 


5466 








End 


6092 






GI 


none 








Score 


700 






Exons 


5466. .6092, 


5522 


. .5980 












Seq. No. 


1764 








Seq.' ID 


OJ990823_04.9B09 


.Cll 




Gene No. 










Strand 








Start 


2132 








End 


12405 






Name 


OJ990823 04 


.9B09 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 




i*t e 


Start 


5646 








End 


6245 






GI 


none 








Score 


231 




: : a? ■ 

j 3 y 


Exons 


5646. .5807, 


5654 


. .5800, 


5805 


..6245, 5807. .6229, 5973. .6230 




Seq. No. 


1764 








Seq. ID 


OJ990823_04.9B09 


.Cll 


; e 
: b? 


bene no . 










Strand 








Start 


2132 








End 


12405 






Name 


OJ990823 04 


. 9B09 


.Cll.06 


.tw 


Method 


TBLASTX: Wheat 




■; sr 


Start 


6092 








End 


6425 






GI 


none 








Score 


325 






Exons 


6092. .6361, 


6093 


. .6425, 


6096 


. .6404 








Seq. No. 


1764 








Seq. ID 


OJ990823_04.9B09 


.Cll 


ri 


bene no. 


3633 








Strand 








Start 


12469 








End 


13362 






Name 


OJ990823 04 


.9B09 


.Cll.oS 


. tm 


Method 


TBLASTX: Maize 






Start 


12469 








End 


13070 






GI 


none 








Score 


212 






Exons 


12469. .12690, 12699 13070, 


12785. .13054, 12808. .13059 






Seq. No. 


1764 








Seq. ID 


OJ990823JD4.9B09 


.Cll 




Gene No. 


3633 








Strand 








Start 


12469 








End 


13362 






Name 


OJ990823 04 


. 9B09 


.Cll.o3 


.ts 


Method 


TBLASTX : Soybean 






Start 


12601 








End 


13290 






GI 


none 








Score 


65 






Exons 


12601. .12696, 12808. .13290, 


12867. .13070 






Seq. No. 


1764 








Seq. ID 


OJ990823_04 . 9B09 


.Cll 




Gene No. 


3633 








Strand 







1823 




Start 


12469 






End 


13362 


Name 


OJ990823 04.9B09.C11. 


ol. tc 


Method 


TBLASTX: Cress 


Start 


12958 






End 


13362 


GI 


none 






Score 


205 


Exons 


12958 


..13335, 13087.. 


13362 






Seq. No. 


1764 






Seq. ID 


OJ990823_04 . 9B09.C11 


CZ(2*t\c± Mo 


3633 






Strand 




Start 


12469 






End 


13362 


Name 


OJ990823 04.9B09.C11. 


o7 . tw 


Method 


TBLASTX: Wheat . 


Start 


12960 






End 


13344 


GI 


none 






Score 


106 


Exons 


12960 


..13343, 12962.. 


13249, 


12964. .13344 


Seq. No. 


1764 






Seq. ID 


OJ990823_04.9B09.C11 


CZpxr\cx Mo 


3634 






Strand 




Start 


13293 






End 


13689 


Name 


OJ990823 04.9B09.C11. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


13293 






End 


13611 


GI 


none 






Score 


206 


Exons 


13293 


..13364, 13294.. 


13611 






Seq. No. 


. 1764 






Seq. ID 


OJ990823_04 . 9B09.C11 


Can a Mo 


.^$3*634 






Strand 




Start 


13293 






End 


13689 


Name 


OJ990823 04.9B09.C11. 


06. tm 


Method 


TBLASTX: Maize 


Start 


13342 






End 


13689 


GI 


none 






Score 


319 


Exons 


13342 


..13689, 13402.. 


13599, 


13488. .13601 


Seq. No. 


1764 






Seq. ID 


OJ990823_04 . 9B09.C11 


CI ono Mo 


3634 






Strand 




Start 


13293 






End 


13689 


Name 


OJ990823 04.9B09.C11. 


olO. tw 


Method 


TBLASTX: Wheat 


Start 


13345 






End 


13619 


GI 


none 






Score 


228 


Exons 


13345 


..13614, 13365.. 


13619, 


13399. .13572, 13488.. 13613 


Seq. No. 


1765 






Seq. ID 


OJ990823_04.9B09.C12 


Gene No. 


3635 






Strand 




Start 


33 






End 


6639 


Name 


OJ990! 


323_04.9B09.C12. 


ol . gs 


Method 


GENSCAN 


Start 


33 






End 


6639 


GI 


none 






Score 


.51 ' 


Exons 


33.-347, 1738. .1957, 


2229. .2252, 2445. 


.2496, 2589. .2800, 




2991. 


3170, 3221.. 3650, 3811 


..3961, 4496. .4607, 5333. .5453, 




6309. 


6639 








Seq. No. 


1765 






Seq. ID 


OJ990823_04 . 9B09.C12 


Gene No. 


3635 






Strand 




Start 


33 






End 


6639 


Name 


OJ990823 04.9B09.C12. 


ol . np 


Method 


AAT/NAP 


Start 


173 






End 


6571 


GI 


54418c 


30 




Score 


1204 


Exons 


173. .266, 2259. .2482, 


2581. . 


2881, 3410 


..3718, 3814. .3962, 




4512. 


4830, 5091. .5121, 5563 


. .6571 





GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 



1824 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 



1765 
3635 
33 

OJ990823_04.9B09.ci2.ol.tw 

5324 

none 



Seq. ID OJ990823_04.9B09.C12 
Strand 

End 6639 

Method TBLASTX : Wheat 

End 5711 

Score 60 

5324. .5521, 5401. .5487, 5420. .5509, 5466. .5522, 5534. .5710, 
5537. .5710, 5562. .5711 



1765 
3635 
33 

OJ990823_04 . 9B09 . C12 . ol . tm 

5420 

none 



Seq. ID OJ990823_04.9B09.C12 
Strand 

End 6639 

Method TBLASTX : Mai ze 

End 6002 

Score 151 

5420. .5500, 5540. .5830, 5544. .5837, 5561. .5842, 5846. .6001, 
5880. .6002 



Seq. No. 

Gene No. 

Start 
3 Name 
3 Start 

n gi 

1= Exons 

a? 

Seq. No. 
y Gene No. 
3 Start 
j | Name 

Start 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990823_04.9B09.C13 

Strand + 

End 534 

Method GENSCAN ' 

End 534 

Score . 65 



1766 
3636 
285 

OJ990823_04 . 9B09 . C13 . ol . gs 
285 
none 

285. .363, 414. .534 

1766 
3637 
1573 

OJ990823_04 . 9B09 . C13 . o2 . gs 
1573 
none 

1573.. 1652, 2069.. 2261, 2710.. 2802, 4270.. 4347 



Seq. ID OJ990823_04.9B09.C13 
Strand 

End 4347 

Method GENSCAN 

End 4347 

Score .56 



1767 
3638 
82 

OJ990823_04.9B09.C16.ol.np 
82 

103076 
82. .259, 1101. .1227 

Bkm-like sex-determining region hypothetical protein CS314 - 
fruit fly (Drosophila melanogaster ) (fragment) 



Seq. ID OJ990823_04.9B09.C16 
Strand 

End 5724 

Method AAT/NAP 

End 1227 

Score 108 



1767 
3638 
82 

OJ990823_04 . 9B09 . C16 . ol . gs 

364 

none 



Seq. ID OJ990823_04.9B09.C16 

Strand - . 

End 5724 

Method GENSCAN 

End 5709 

Score .55 



364. .537, 623. .721, 1118. .1321, 1418. .1652, 1893. .2103, 
2965. .3046, 3308. .3418, 3520. .3690, 3727. .4242, 4435.-4759, 
4775.. 5709 



1825 




Seq. No. 


1767 










Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3638 










Strand 




OLaiL 


82 










End 


5724 


Name 


OJ990823 04 


.9B09 


,C16.o2. 


np 


Method 


AAT/NAP 


Start 


14 61 










End 


5724 


GI 


-4680204 * 








Score 


767 


Exons 


1461. 


.1664, 


3237 


. .4221, 


4315. 


.5724 




GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


1767 










Seq. ID 


OJ990823_04 . 9B09.C16 


Gene No. 


3638 










Strand 




Q -j- y~-(- 

otart 


82 










End 


5724 


Name 


OJ990823 04 


.9B09 


,C16.o3. 


np 


Method 


AAT/NAP 


Start 


4168 










End 


5724 


GI 


4680204 








Score 


626 


Exons 


4168. 


.4221, 


4315 


. .5724 








GI Descrip. 


(AF114171) 


hypothetical 


protein [Sorghum bicolor] 


Seq. No. 


1767 










Seq. ID 


OJ990823_04.9B09.C16 


Gene No . 


3639 










Strand 




Start 


6958 










End 


11181 


Name 


OJ990823 04 


.9B09 


.C16.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


4663 










End 


5002 . 


GI 


none 










Score 


82 


Exons . 


4 663. 


.4695, 


4 699 


A O *3 fi 

. . 4839, 


4700. 


.4780.,,. 4834. .5001, 4853. .5002 


Seq. No. 


1767 










Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 










Strand 




Start 


6958 










End 


11181 


Name 


OJ990823 04 


. 9B09 


. C16 . o2 . 


gs 


Method 


GENSCAN 


Start 


6958 










End 


11058 


GI 


none 










Score 


.51 


Exons 


6958. 


.7147, 


7366 


. .7465, 


7659. 


.7788, 8424. .8645, 8794. .8958, 




9279. 


. 9680, 


9783 


. .10103, 


10142. .10750, 


10886. .11058 


Seq. No. 


1767 










Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 










Strand 




Start 


6958 










End 


11181 


Name 


OJ990823 04 


.9B09 


.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


8454 










End 


9759 


GI 


none 










Score 


47 


Exons 


8454. 


.8564, 


8479 


. .8514, 


8529. 


.8594, 8545. .8604, 8572. .8610, 




8614. 


.8691, 


8616 


. .8696, 


8652. 


.8699, 8663.. 8800, 8701.. 8730, 




8.7 37. 


.8796, 


8803 


. .8844, 


8806. 


.8844, 8807. .8848, 8808. .8870, 




8842. 


.9249, 


8858 


. .9250, 


9242. 


.9757, 9276.-9758, 9280.. 9759 


Seq. No. 


1767 










Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 










Strand 




otaru 


6958 










End 


11181 


Name 


OJ990823 04 


.9B09 


.C16.o4. 


np 


Method 


AAT/NAP 


Start 


8927 










End 


10885 


GI 


6742729 








Score 


2900 


Exons 


8927. 


.10885 












GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 




Seq. No. 


1767 










Seq. ID 


OJ990823_04 . 9B09.C16 


Gene No. 


36.39 










Strand 





1826 




Start 


6958 

V .7 *J o 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


9024 




End 


9471 


GI 


none 




Score 


106 


Exons 


9024. .9200, 


9025. .9174, 9046 


..9249, 9059.. 9250, 9212.. 9460, 




9270. .9467, 


9276. .9467, 9280 


..9471, 9331.. 9471 


Seq. No. 


1767 




Sea. ID 


OJ990823 04.9B09.C16 


(^prip Ma 


3639 




Strand 




Start 


6958 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


9402 




End 


9716 


GI 


none 




Score 


129 


Exons 


9402. .9716, 


9430. .9705 






Seq. No. 


1767 




Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 




Strand 




Start 


6958 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.o5.np 


Method 


AAT/NAP 


Start 


9408 




End 


11181 


GI 


4558686 




Score 


709 


Exons' 


9408. .10540, 


10940. .11181 






GI Descrip. 


(AC006586) putative TNP2-like transposon protein [Arabidopsis 




thaliana] 








Seq. No. 


1767 




Seq. ID 


OJ990823_04.9B09.C16 


flonD Mo 


3639 




Strand 




Start 


6958 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.o3.tw 


Method 


TBLASTX: Wheat 


Start 


9760 




End 


10168 


GI 


none 




Score 


75 


Exons 


9760. .9846, 


9762.. 9845, 9879 


. .10097, 


9919. .10101, 10121. . 1016 


Seq. No. 


1767 




Seq. ID 


OJ990823_04.9B09.C16 




3639 




Strand 




Start 


6958 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.ol.tm 


Method 


TBLASTX: Maize ' 


Start 


10274 




End 


10736 


GI 


none 




Score 


105 


Exons 


10274. .10468, 10478 .. 10720, 


10479. .10736 


Seq. No. 


1767 




Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 




Strand 




Start 


6958 




End 


11181 


LN CLillG 


OJ990823 04. 


9B09.C16.o2.tw 


Method 


TBLASTX: Wheat 


Start 


10308 




End 


10777 


GI . 


none 




Score 


137 


Exons 


10308. .10544 


, 10313. .10537, 


10512. .10607, 10517. .10615,. 




10518. .10610, 10619. .10723, 


10623. .10724, 10721. .10777, 




10725. .10769 








Seq. No. 


1767 




Seq. ID 


OJ990823_04.9B09.C16 


Gene No. 


3639 




Strand 




Start 


6958 




End 


11181 


Name 


OJ990823 04. 


9B09.C16.o2.tc 


Method 


TBLASTX: Cress • 


Start 


10565 




End 


10907 


GI 


none 




Score 


86 



1827 



Exons 



10565. .10906, 10569. .10712, 10761.. 10907 



Sea No 


1767 


Seq. ID 


OJ990823 04 9B09 


.C16 


Gene No. 


3639 


Strand 






Start 


6958 


End 


11181 




Name 


OJ990823 04.9B09.C16.ol.ts 


. Method 


TBLASTX : Soybean 




Start 


10646 


End 


11075 




GI 


none 


Score 


87 




Exons 


10646. .10942, 10664 .. 10810, 10856.. 108 


88, 10992. .11075, 






11000. .11074 








Seq. No. 


1767 


Seq. ID 


OJ990823_04.9B09 


.C16 


Gene No. 


3639 


Strand 


- 




Start 


6958 


End 


11181 




Name 


OJ990823 04.9B09.C16.o5.tw 


Method 


TBLASTX: Wheat 




Start 


11006 


End 


11181 




GI 


none 


Score 


119 




Exons 


11006. .11176, 11007. .11177 


, 11014. .111 


81 




Seq. No. 


1768 


Seq. ID 


OJ990823_06.9B03 


.CI 


Gene No. 


3640 


Strand 






Start 


1 


End 


595 




Name 


OJ990823 06.9B03.Cl.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


595 




GI 


2286109 


Score 


86 




Exons 


1..39, 508. .595 








GI Descrip. 


(U78782) MADS box protein 


[Oryza sativa] 




55 err No 


1768 


Seq. ID 


OJ990823_06.9B03 


.CI 


Gene No. 




Strand 






Start 


514 


End 


592 




Name 


OJ990823 06. 9B03.Cl.ol.gp 


Method 


AAT/GAP 




Start 


514 


End 


592 




GI 


1033 2.R1084 


Score 


114 




Exons 


514. .592 








GI Descrip. 


'2286109 1.0e-142 (U78782) 


MADS box protein [Oryza sativa] 1 


Seq. No. 


1769 


Seq. ID 


OJ990823_06.9B03 


.C2 


Gene No. 


3642 


Strand 






Start 


886 


End 


2891 




Name 


OJ990823 06. 9B03 . C2 . ol . gs 


Method 


GENSCAN 




Start 


886 


End 


2891 




GI 


none 


Score 


.47 




Exons 


886. .999, 2154. .2285, 2346 


..2627, 2744 


. .2891 




Seq. No. 


1770 


Seq. ID 


OJ990823_06.9B03 


.C3 


Gene No. 


3643 


Strand 


+ 




Start 


1 


End 


2611 




Name 


OJ990823 06.9B03.C3.ol.gp 


. Method 


AAT/GAP 




Start 


1 


End 


2611 




GI 


1033 2.R1084 


Score 


1316 




Exons 


1..103, 1431. .1472, 1782.. 


1823, 1921.. 


2066, 2243. .2611 




GI Descrip. 


'2286109 1.0e-142 (U78782) 


MADS box protein [Oryza sativa] 1 


Seq. No. 


1770 


Seq. ID 


OJ990823_06.9B03 


.C3 


Gene No. 


3643 


Strand 


+ 




Start 


1 


End 


2611 





1828 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990823_06 . 9B03 . C3 . ol . np Method AAT/NAP 

1 End 2339 

2286109 Score 599 

1..103, 1431. .1472, 1782. .1823, 1921. .2066, 2243.-. 2339 

(U78782) MADS box protein [Oryza sativa] 



1770 
3643 
1 

OJ990823_06.9B03.C3.ol.gs 

1416 

none 



Seq. ID OJ990823_06.9B03.C3 



Strand 
End 

Method 

End 

Score 



+ 

2611 
GENSCAN 
2342 
.7 



1416. .1472, 1782. .1859, ' 1921. .2066, 2243.-2342 



1771 Seq. ID 

3644 Strand 

718 End 

OJ990823_06 . 9B03 . C4 . ol . gs Method 

718 End 

none Score 
718. .760 



OJ990823_06.9B03.C4 
+ 

760 

GENSCAN 

760 

.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1772 Seq. ID OJ990823_06 . 9B03 . C5 

3645 Strand 

1167 End 2553 

OJ990823JD6. 9B03 . C5 . ol . np Method AAT/NAP 

1157 End 1661 

6358795 Score 165 

1157. .1661 

(AC010852) putative RING zinc finger protein [Arabidopsis 
thaliana] 



1772 
3645 
1167 

OJ990823_06.9B03.C5.ol.gs 

1167 

none 

1167.. 1751, 2378.. 2553 

1772 
3645 
1167 

OJ990823JD6 . 9B03 . C5 . ol . tm 

1178 

none 

1178.. 1207, 1254.. 1394, 
1552.. 1665, 1718.. 1801 



Seq. ID 

Strand 

End 

■ Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_06.9B03.C5 

2553 
GENSCAN 
2553 
.66 



OJ990823_06.9B03.C5 
2553 

TBLASTX: Maize 

1801 

129 



1255. .1338, 1431. .1511, 1549. .1674, 



1772 Seq. ID 

3645 Strand 

1167 End 

OJ990823_06 . 9B03 .C5.ol.gp Method 

1387 End 

none Score 
1387. -.1773 



OJ990823_06.9B03.C5 

2553 
AAT/GAP 
1773 
652 



1829 



Seq. No. 1772 

Gene No. 3645 

Start 1167 

Name OJ990823_06 . 9B03 . C5 . ol . tw 

Start 1392. 

GI none 

Exons 1392.. 1529, 
1634. .1684 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_06.9B03.C5 
2553 

TBLASTX: Wheat 

1684 

128 



1524. .1661, 1525. .1662, 1543. .1677, 1632. .1670, 



Seq. No. 1773 Seq. ID 

Gene No. 364 6 Strand 

Start 762 End 

Name OJ990823_06. 9B03 . C6 . ol . gs . Method 

Start 7 62 End 

GI none Score 

Exons 762.. 853, 1120.. 1267, 1296.. 1433 



OJ990823_06.9B03.C6 

1433 
GEN SCAN 
1433 
.76 



Seq. No. 1774 Seq. tfD OJ990823_06.9B03.C7 

Gene No. ' 3647 Strand + 

Start 1 End 7185 

Name OJ990823_06 . 9B03 .C7 . ol . np Method AAT/NAP 

Start 1 End 2578 

GI 4539658 Score 106 

Exons . 1..38, 607.. 744, 2560.. 2578 , 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



« Seq. No. 

3 Gene No. 

3 Start 

Z Name 



Start 
GI 

Exons 



1774 
3647 
1 

OJ990823 06.9B03.C7.o2.np 



4539658 
1..38, 607, 



Seq. ID OJ990823_06. 9B03.C7 

Strand + 

End 7185 

Method AAT/NAP 

End 3248 

Score 98 



743, 3206. .3248 



(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



1774 
3647 
1 

OJ990823JD6. 9B03 . C7 . ol . gs 

1068 

none 



Seq. ID OJ990823_06.9B03.C7 

Strand + 

End 7185 

Method GEN SCAN 

End 7185 

Score .48 



1068. .1785, 1938. .2325, 2352. .3303, 3334. .3460, 3566.. 4007, 
4029. .4377, 4474. .5928, 6221. .6354, 6372. .7185 



Seq. No. 1774 Seq. ID OJ990823_06 . 9B03 . C7 

Gene No. 3647 Strand + 

Start 1 End 7185 

Name OJ990823_06. 9B03 .C7 ,o3.np Method AAT/NAP 

Start 1068 End 7149 

GI 5922631 Score 6719 

Exons 1068.. 1192, 1451.. 1697, 1955.. 2152, 2198.. 2769, 2812.. 2962, 

3089. .4015, 4622. .7149 

GI Descrip. , (AP000492) ESTs C26347 (C12145) , AU078074 (C1214 5 ) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 



1830 



gi I 6016864 idbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 

Seq. No. 1774 Seq. ID OJ990823_06 . 9B03 . C7 

Gene No. 3648 Strand 

Start 106 End 362 

Name OJ990823_06. 9B03.C7 .ol .gp Method AAT/GAP 

Start 106 End 362 

GI LIB3475-004-P1-K2-A5 Score 391 

Exons 106.. 362 

GI Descrip. 1 5777 612/emb | AJ245900 . 1 1 OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 
Name 
Start 



1774 
3649 
7515 

OJ990823_06. 9B03 . C7 . o2 . gs 

7515 

none 

7515^.7927, 8040.. 8153, 8216. 
9180V. 9340, 9551.. 10435 

1774 ■ 

3649 

7515 

OJ990823_06.9B03.C7.o4.np 
7527 
6691716 
7527. .7966, 
9003. .9103, 



OJ990823_06.9B03.C7 

10435 
GENSCAN 
10435 
.87 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8405, 8480. .8667, 8745. .9103, 



8040.. 8153, 8303. 
9180.. 9357, 9547. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.8405, 8480. .8667, 
.10435 



OJ990823_06.9B03.C7 

10435 
AAT/NAP 
10435 
2448 



8745. .8932, 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 |dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



1774 Seq. ID 

3650 - Strand 

11271 * End 

OJ990823_06 . 9B03 . C7 . o7 . tw Method 

2373 ' End 

none Score 

2373.. 2681, 2374.. 2775 

1774 

3650 Strand 

11271 End 

OJ990823_06 . 9B03 . C7 . 06 . tw Method 

3355 End 

none Score 



OJ990823_06.9B03.C7 
12891 

TBLASTX: Wheat 

2775 

292 



Seq. ID OJ990823_06.9B03.C7 



12891 

TBLASTX: Wheat 

4032 

133 



3355.. 3531, 3576.. 3812, 3580.. 3810, 3859.. 4032 



1774 Seq. ID 

3650 Strand 

11271 End 

OJ990823_06.9B03.C7.ol.tw Method 

4 032 End 



OJ990823_06. 9B03.C7 
12891 

TBLASTX: Wheat 
4488 



1831 




GI 


none 








Score 


487 


Exons 


4032. .4487, 


4033. 


. 4488 








Seq. No. 


1774 








Seq. ID 


OJ990823_06. 9B03.C7 












Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


.9B03. 


C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4072 








End 


4437 


GI 


none 








Score 


135 


Exons 


4072. .4296, 


4303. 


. 4437 








Seq. No. 


1774 








Seq. ID 


OJ990823__06. 9B03.C7 












Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


.9B03. 


C7 .o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4162 








End 


4518 


GI 


none 








Score 


364 


Exons 


4162. .4518, 


4203. 


.4508 








Seq. No. 


1774 








Seq. ID 


OJ990823_06. 9B03.C7 


Cono Kin 


j \j *j \j 








Strand 




Start 


11271 








End ' 


12891 


Name 


OJ990823 06 


.9B03. 


C7 .o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


4603 ■ 








End 


5027 


GI 


none 








Score 


434 


Exons 


4603. .5022, 


4647. 


.5027 








Seq. No. 


1774 








Seq. ID 


OJ990823_06. 9B03.C7 












St* rand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


.9B03. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4681 








End 


5082 


GI 


none 








Score 


314 


Exons 


4681. .5082, 


4698. 


.4841, 


4878. 


.5048 




Seq. No. 


1774 








Seq. ID 


OJ990823_06. 9B03.C7 


Cono Ma 

UCllC IN (J ■ 










Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


. 9B03. 


C7 .o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4749 








End 


5193 


GI 


none 








Score 


267 


Exons 


4749. .5003, 


4750. 


.5004, 


4750. 


.5007, 5026.. 5157, 5167,. 5193 


Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03.C7 




JU Jv 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


. 9B03. 


C7.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


5032 








End 


5316 


GI 


none 








Score 


274 


Exons 


5032. .5313, 


5044. 


.5139^ 


5221. 


.5316 




Seq. No. 


1774 








Seq. ID 


OJ990823JD6. 9B03.C7 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06 


. 9B03. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5308 








End 


5696 


GI 


none 








Score 


87 



1832 




Exons 


5308. .5412, 


5316. 


.5402, 


5448. 


.5696, 5452.. 5694 


Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 




3650 








Strand' 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03. 


C7.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5317 








End 


5739 


GI 


none 








Score 


409 


Exons 


5317. .5739, 


5322. 


..5663 








Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03. 


C7.o6. 


tm 


.Method 


TBLASTX: Maize 


Start 


5371 








End 


5643 


GI 


none 








Score 


119 


Exons 


5371. .5541, 


5545. 


.5643 









Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03. 


C7.ol0 


. tw 


Method 


TBLASTX: Wheat 


Start 


5755 








End 


6054 


GI 


none 








Score 


138 


Exons 


5755. .5889, 


5956. 


. 6054 








Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6049 








End 


6414 


GI 


none 








Score 


453 


Exons 


6049. .6357, 


6058. 


.6375, 


6072. 


.6374, 6367.. 6414 


Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03. 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6055 








End 


6444 


GI 


none 








Score 


408 


Exons 


6055. .6426, 


6058. 


. 6444 








Seq. No. 


1774 . 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End 


12891 


Name 


OJ990823 06. 


9B03 . 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6516 








End 


6789 


GI 


none 








Score 


93 


Exons 


6516. .6623, 


6517. 


.6615, 


6606. 


.6680, 6610.. 6693, 6703.. 6' 


Seq. No. 


1774 








Seq. ID 


OJ990823_06.9B03 


Gene No. 


3650 








Strand 




Start 


11271 








End . 


12891 


Name 


OJ990823 06. 


9B03. 


C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6559 








End 


7173 


GI 


none 








.Score 


365 


Exons 


6559. .7050, 


6579. 


.6668, 


6720. 


.6848, 7042. .7173 



1833 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1774 
3650 
11271 

OJ990823_06 . 9B03 . C7 . o4 . tm 

6871 

none 



Seq. ID OJ990823_06.9B03.C7 
Strand 
End 

Method 
End 
Score 



12891 

TBLASTX: Maize 

7134 

169 



6871.. 7053, 6993.. 7052, 7032.. 7133, 7033.. 7134 



1774 Seq. ID 

3650 Strand 

11271 End 
OJ990823JD6 . 9B03 . C7 . o9 . tw Method 

10025 End 

none Score 
10025. .10315 



OJ990823_06.9B03.C7 
12891 

TBLASTX : Wheat 

10315 

194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
s? GI Descrip. 

3 

il Seq. No. 

\i Gene No. 

t Start 

Name 

y Start 

3 GI 

il Exons 



1774 Seq. ID 

3650 Strand 

11271 End 

OJ990823_06 . 9B03 . C7 . o5 . np Method 

11271 End-. 

2944088 Score 
11271. .11288, 12638. .12891 

(AF050102) glutathione s-transf erase [Oryza sativa] 



OJ990823_06.9B03.C7 

12891 
AAT/NAP 
12891 
99 



1774 Seq. ID 

3650 Strand 

11271 End 

OJ990823_06 . 9B03 . C7 . o3 . gs Method 

12410 End 

none Score 
12410. .12769 



OJ990823_06.9B03.C7 

12891 
GENSCAN 
12769 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1775 
3651 
117 

OJ990823_06.9B03.C8.ol.gs 

117 

none 



Seq. ID OJ990823_06.9B03.C8 



Strand 
End 

Method 

End 

Score 



+ 

2816 
GENSCAN 
2816 ' 
.64 



117. .185, 1079. .1100, 1603. .1803, 2728. .2816 



1775 Seq. ID 

3652 Strand 

10470 End 15455 

OJ990823_06.9B03.C8.o4.np * Method AAT/NAP - 

10379 End 10582 

4539658 Score 102 
10379.. 10582 

(AF061282) serine carboxypeptidase-like protein 
bicolor] 



OJ990823_06.9B03.C8 



[Sorghum 



Seq. No. 1775 Seq. ID 

Gene No. 3652 Strand 

Start 10470 End 

Name • OJ990823_06 . 9B03 . C8 . o3 . np Method 

Start 10436 End 



OJ990823_06.9B03.C8 
+ 

15455 

AAT/NAP 

10573 



1834 



GI 4539658 Score 105 

Exons 10436. .10573 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 


1775 




Seq. ID 


OJ990823_ 


_06.9B03. 


C8 


Gene No. 


3652 




Strand 


+ 






Start 


10470 




End 


15455 






Name 


OJ990823 06.9B03.C8 


. o4 . gs 


Method 


GEN SCAN 






Start 


10470 




End 


15455 . 








none 




Score 


.64 






Exons 


10470. .10472, 11155 


. .11310, 


11394. .11509, 11609 


. .11752, 






14899. .15064, 15115 


. .15328, 


15370. .15455 






Seq. No. 


1775 




Seq. ID 


OJ990823 


_06.9B03. 


C8 


Gene No. 


3653 




Strand 


+ 






Start 


18518 




End 


20130 






Name 


OJ990823_06.9B03.C8 


.06. gs 


Method 


GENSCAN 








' 1 OC1 o 




End 


20130 






GI 


none 




Score 


.4 






Exons 


18518. .18833, 19045 


. .19087, 


19138. .19211, 20105 


.20130 




Seq. No. 


1775 




Seq. ID 


OJ990823_ 


_06.9B03. 


C8 


G.ene No. 


. 3654 




Strand 


+ 






start 


23062 




• End 


23845 






Name 


OJ990823_06.9B03.C8 


. o7 . gs 


Method 


GENSCAN 






brart 






End 


23845 






GI 


none 




Score 


.55 






Exons 


23062. .23172, 23280 


. .23508, 


23712. .23845 






Seq. No. 


1775 




Seq. ID 


OJ990823_ 


_06.9B03. 


C8 


Gene No. 


3655 




Strand 








Start 


2528 




End 


2937 






Name 


OJ990823_06.9B03.C8 


.ol.gp 


Method 


AAT/GAP 






O Lai L 






End 


2937 






GI 


none 




Score 


765 






Exons 


2528. .2937 












Seq. No. 


1775 




Seq. ID 


OJ990823_ 


_06.9B03. 


C8 


Gene No. 


3656 




Strand 








Start 


4130 




End 


5197 






Name 


OJ990823 06.9B03.C8 


. o2 . gs 


Method 


GENSCAN 






Start 


4130 




End 


5197 






GI 


none 




Score 


.99 






Exons 


4130. .5197 












Seq. No. 


1775 




Seq. ID 


OJ990823_ 


_06.9B03. 


C8 


Gene No. 


3656 




Strand 








Start 


4130 




End .. 


5197 






Name 


OJ990823 06.9B03.C8 


. ol .np 


Method 


AAT/NAP 






Start 


4133 




End 


5179 






GI 


6752886 




Score 


1008 






Exons 


4133. .4810, 4840. .5179 











GI Descrip. (AF220203) Ttgl-like protein [Malus domestical 

Seq. No. ' 1775 Seq. ID OJ990823_06 . 9B03. C8 

Gene No. 3657 Strand 




1835 




□ 



Start 


5758 




End 


8867 


Name 


OJ990823 06.9B03. 


.C8 .o2.gp 


Method 


aaT /nap 


Start 


5758 




End 


8102 


GI 


945 1.R1084 




Score 


950 


Exons 


5758. .6045, 7837. 


. .8102 






GI Descrip. 


• 510714 9/gb|AAD39987.1|AF150080_l 5 . 0e- 


-28 (AF150080) small 




finger-like protein [Oryza sativa] ' 




Seq. No. 


1 / /o 




Seq. ID 


OJ990823_06.9B03.C8 


bene No. 


ODD / 




Strand 




Start 


5758 




End 


8867 


Name 


OJ990823_06.9B03. 


.C8.o3.gs 


Method 


GENSCAN ' 


Start 


bo y d 




End 


8867 


GI 


none 




Score 


.72 


Exons 


5896 . . 6045, /oj/, 


OH1Q O A A o 

. . o Uiy , o4 4Z . 


.8515, 8636.-8867 


Seq. No. 


1 ^ n c 
1 / ID 




Seq. ID 


OJ990823_06-9B03.C8 


Gene No. 


3657 




Strand 




Otdit 


5758 




End 


8867 


Name 


OJ990823 06.9B03. 


.C8.o2.np 


Method 


AAT/NAP 


Start 


5899 




End 


7941 


GI 


CI ATI a o 

510714 y 




Score 


379 


Exons 


5899 . . 6045, 7837 . 


. .7 941 






GI Descrip. 


(AF150080) small 


zinc finger- 


like protein [Oryza sativa] 


Seq. No. 


1775 




Seq. ID 


OJ990823_06. 9B03.C8 


Gene No. 


3658 




Strand 




Start 


15800 




End 


19029 


Name 


OJ990823_06. 9B03. 


. C8 . ol . tc 


Method 


TBLASTX: Cress 


Start 






End 


4987 


GI 


none 




Score 


71 


Exons 


4130. .4252, 4131. 


..4271, 4283. 


.4780, 42: 


86..45S2, 4533.-4778 




4925. .4987 








Seq. No. 


1775 




Seq. ID 


OJ990823_06.9B03.C8 


Gene No. 


3658 




Strand 




Start 


15800 




End 


19029 


Name 


OJ990823 06.9B03. 


.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4130 




End 


4987 


GI 


none 




Score 


75 


Exons 


4130. .4252, 4130. 


..4252, 4131. 


-4253, 4242. .4304, 4283. .4414 




4283. .4408, 4397. 


..4465, 4406. 


.4465,, 4472.-4552, 4472. .4780 




4482.-4778, 4925. 


. .4987 







Seq. No. 


1775 








Seq. ID 


OJ990823_06.9B03 


.C8 


Gene No. 


3658 








■ Strand 






Start 


15800 








End 


19029 




Name 


OJ990823 06. 


9B03. 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4199 








End 


4690 




GI 


none 








Score 


382 




Exons 


4199. .4555, 


4199. 


. .4690, 


4203. 


.4688 






Seq. No. 


1775 








Seq. ID 


OJ990823_06. 9B03 


.C8 


Gene No. 


3658 








Strand 






Start 


15800 








End 


19029 




Name 


OJ990823 06; 


9B03. 


.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4328 








End 


4607 





1836 



# 



i. 1 
i ! ! S 

T E? 

□ 

h -4 



GI 


none 




Score 


61 






Exons 


4328.-4369, 4329.. 4370, 4372 


..4554, 4373. .4555, 


4379. .4606, 




4383. .4607 












Seq. No. 


1775- 




Seq. ID 


OJ990823 


_06.9B03 


.C8 


Gene No. 


3658 




Strand 


- 






Start 


15800 




End 


19029 






Name 


OJ990823 06.9B03.C8. 


o2.tm 


Method 


TBLASTX: 


Vlaize 




Start 


4922 




End 


5135 






GI 


none 




Score 


295 






Exons 


4922. .5134, 4932. .5135 










Seq. No. 


1775 




Seq. ID 


OJ990823 


_06. 9B03 


.C8 


Gene No. 


. 3658 




Strand 








Start 


15800 




End 


19029 






Name 


OJ990823 06.9B03.C8. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


5887 




End 


7936 






GI 


none 




Score 


211 






Exons 


5887.. 6051, 5897.. 6055, 5900 


..6055, 7837. .7905, 


7838. .7936, 




7844. .7936 












Seq. No. 


1775 




Seq. ID 


OJ990823 


_06.9B03 


.C8 


Gene No. 


3658 - 




Strand 








Start 


15800 




End 


19029 






Name ^ 


OJ990823 06.9B03.C8. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


10271 




End 


19029 






GI 


none 




Score 


87 






Exons 


10271. .10372, 10272. 


.10373, 


10272. .10373, 10285 


. .10374, 






10358. .10414, 10368. 


. 10415, 


10375. .10416, 10407 


. . 10439, 






10413. .10433, 10592. 


.10648, 


10594. .10653, 10595 


. .10654, 






10646. .10675, 10652. 


.10687, 


10684. .10791, 10729 


. .10785, 






10731. .10790, 10783. 


.10812, 


10789. .10824, 10816 


. .10887, 






10817. .10888, 18785. 


.18901, 


18786. .18911, 18795 


. .18914, 






18796. .18927, 18899. 


.19015, 


18900. .19028, 18907 


. .19029, 






18907. .19029 












Seq. No. 


1775 




Seq. ID 


OJ990823 


_06.9B03 


.C8 


Gene No. 


3658 




.Strand 








Start 


15800 




End 


19029 






Name 


OJ990823 06.9B03;C8. 


o3. tm 


Method 


TBLASTX : 


Maize 




Start 


11372 




End 


11922 






GI 


none 




Score 


111 






Exons 


11372. .11509, 11373. 


.11507, 


11398. .11508, 11607 


. .11636, 






11658. .11720, 11675. 


.11722, 


11720. .11743, 11760 


. .11780, 






11782. .11865, 11783. 


.11866, 


11862. .11900, 11896 


. .11922 




Seq. No. 


1775 




Seq. ID 


OJ990823 


_06.9B03 


.C8 


Gene No. 


3658 




Strand 








Start 


15800 




End 


19029 






Name 


OJ990823 06.9B03.C8. 


o5 . gs 


Method 


GENSCAN 






Start 


15800 




End 


17215 






GI 


none 




Score 


.96 






Exons 


15800. .15958, 16729. 


.16799, 


16957. .17215 






Seq.* No. 


1775 




Seq. ID 


OJ990823 


_06. 9B03 


• C8 


Gene No . 


3658 




Strand 








Start 


15800 




End 


19029 







1837 




Name 


OJ990823 06.9B03.C8.o5.np 


Method 


AAT/NAP 


Start 


16292 


End 


18931 


GI 


4539658 . 


Score 


92 


Exons 


16292. .16432, 18798.. 18931 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


1776 


Seq. ID 


OJ990823_06.9B03.C9 




3659 


Strand 


+ 


Start 


3149 


End 


3332 


Name 


OJ990823 06.9B03.C9.ol.gs 


Method 


GENSCAN 


Start 


3149 


End 


3332 


GI 


none 


Score 


.57 


Exons 


^14Q ^?DR ^^^9 






Seq. No. 


1776 


Seq. ID 


OJ990823_06.9B03.C9 


Gene No. 


3660 


Strand 




Start 


4367 


End 


15850 


Name 


OJ990823 06.9B03.C9.ol.np 


Method 


AAT/NAP 


Start 


4362 


End 


5606 


GI 


3522951 


Score 


470 


Exons 


4362.. 4482, 4543.-4856, 4962 


..5360, 5538. .5606 


GI Descrip. 


(AC004411) putative RAV-like 


B3 domain 


DNA binding protein 




[Arabidopsis thaliana] 






Seq. No. 


1776 


Seq. ID 


OJ990823_06.9B03.C9 


Gene No. 


3660 


Strand 




Start 


4367 


End 


15850 




OJ990823 06.9B03.C9.o2.gs 


Method 


GENSCAN 


Start 


4367 


End 


15850 


GI 


none 


Score 


.59 


Exons 


4367..4772, 4810.. 5592, 5594 


..5725, 6031. .6155, 8926. .9027 




10496. .10716, 10997. .11120, 


11290. .11526, 13566. .13611, 




15729. .15850 






Seq. No. 


1776 


Seq. ID 


OJ990823_06.9B03.C9 


Gene No. 


3660 


Strand 




Start 


4367 


End 


15850 


Name 


OJ990823 06.9B03.C9.o3.np 


Method 


AAT/NAP 


Start 


10474 


End 


10775 


GI 


6539588 


Score 


213 


Exons 


10474. .10775 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


1776 


Seq. ID 


OJ990823_06. 9B03.C9 


ocnc 


3661 


Strand 




Start 


17286 


End 


29262 


Name 


OJ990823 06.9B03.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


4995 


End 


5339 


GI 


none 


Score 


155 


Exons 


4995.. 5036, 5049.. 5246, 5050 


..5220, 5241. .5339, 5245. .5337 


Seq. No. 


1776 


Seq. ID 


OJ990823_06.9B03.C9 


Gene No. 


3661 


Strand 




Start 


17286 


End 


29262 


Name 


OJ990823 06.9B03.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5010 


End 


5339 



1838 




GI 


none 




Score 


180 




Exons 


5010. .5036, 


5049.. 5222, 5050 


..5220, 5232. .5339, 5245. .5337 


Seq. No. 


1776 




Seq. ID 


OJ990823 06. 9B03 


.C9 








Strand 






Start 


17286 




End 


29262 




Name 


OJ990823 06. 


9B03.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


5049 




End 


5222 




GI . 


none 




Score 


123 




Exons 


5049. .5219, 


5049.. 5222, 5056 


. .5220 






Seq. No. 


1776 




Seq. ID 


OJ990823 06.9B03 


.C9 


UtJIit; LMvJ • 


JUOl 




Strand 






Start 


17286 




End 


29262 




Name 


OJ990823 06. 


9B03.C9.ol.tw 


Method 


TBLASTX : Wheat 




Start 


6278 




End 


6546 




GI 


none 




Score 


247 




Exons 


6278. .6541, 


6301. .6546 








Seq. No. 


1776 




Seq. ID 


OJ990823JD6.9B03 


.C9 




J U U X 




Strand 






Start 


17286 




End 


29262 




Name 


OJ990823 06. 


9B03.C9.o2. tm 


Method 


TBLASTX: Maize 




Start 


6290 




End 


6490 




GI 


none 


- ■.' 


Score 


186 




Exons 


6290. .6490, 


6293.. 6334, 6301 


..6465, 6404.. 6490 




Seq. No. 


1776 




Seq. ID 


OJ990823_06.9B03 


.C9 


Gene No. 


3661 




Strand 






Start 


17286 




End 


29262 




Name 


OJ990823 06. 


9B03.C9.o3.gs 


Method 


GENSCAN 




O Lai l 


j. / ^ o o 




End 


29262 




GI 


none 




Score 


.54 




Exons 


17286. .17410 


, 17513. .17555, 


18634. .18686, 18732 .. 18936, 






20193. .20401 


, 21581. .21804, 


22814. .22921, 234 47 23657 , 






23857. .23947 


, 24942. .25142, 


26936. .27031, 28275 28343, 






28706. .29085 


, 29202.. 29262 








Seq. No. 


1777 




Seq. ID 


OJ990823_06.9B03 


. C10 


Gene No. 


3662 




Strand 


+ 




Start 


3956 




End 


6539 




Name 


OJ990823 06. 


9B03.C10.ol.np 


Method 


AAT/NAP 




Start 


3923 




End 


6129 




GI 


4455287 




Score 


332 




Exons 


3923. .4087, 


4788. .4878, 4916 


..5015, 5105. .5269, 5995. .6129 


GI Descrip. 


(AL035527) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1777 




Seq. ID 


OJ990823_06.9B03 


.C10 


f** T1 /a M /"V 

usne iNo . _ 


3662 




Strand 


+ 




Start 


3956 




End 


6539 




Name 


OJ990823 06. 


9B03.C10.o2.gs 


Method 


GENSCAN 




Start 


3956 




End 


6539 




GI 


none 




Score 


.89 




Exons 


3956. .4087, 


5105.. 5269, 6211 


. .6288, 6441. .6539 




Seq. No. 


! 1-777 




Seq. ID 


OJ990823JD6.9B03 


.C10 


Gene No. 


3662 




Strand 







1839 



n 

*; sr 



Start 


3956 






End 


6539 




Name 


OJ990823 06.9B03. 


ClO.ol. 


gp 


Method 


AAT/GAP 




Start 


4788 






End 


5306 




GI 


LIB34 33-060-P1-K1-D2 




Score 


544 




Exons 


4788.-4878, 4963. 


.5015, 


5105. .5306 






GI Descrip. 


'4 455287/emb|CAB36823. 1 | 


4. 


Oe-27 (AL035527) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3662 






Strand ' 


+ 




C4- -s 

O Lax L 


3956 






End 


6539 




Name 


OJ990823 06.9B03. 


C10.o2. 


np 


Method 


AAT/NAP 




Start 


6005 






End 


6530 




GI 


4038034 






Score 


311 




Exons 


6005.. 6112, 6211. 


.6288, 


6441. .6530 






GI Descrip. 


(AC005936) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3663 






Strand 


+ 




Start 


7201 






End 


7908 




Name 


OJ990823 06.9B03. 


C10.o3. 


gs 


Method 


GENSCAN 




Start 


7201 






End 


7908 




GI 


none 






Score 


1 




Exons 


7201.. 7908 












Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3664 






Strand 


+ 




btart 


15722 






End 


17547 




Name 


OJ990823 06.9B03. 


CIO.06. 


gs 


Method 


GENSCAN 




Start 


15722 






End 


17547 




GI 


none 






Score 


.71 




Exons 


15722. .15952, 1607 6 16109, 


16424. .16493, 164 95 .. 16670, 






16762. .16926, 17327. .17547 








Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3665 






Strand 






btart 


8082 






End 


20177 




Name 


OJ990823 06.9B03. 


C10.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


3995 






End 


5272 




GI 


none 






Score 


91 




Exons 


3995.. 4090, 4010. 


.4087, 


478 


8. .4892, 4796.-4876, 4802. .4894, 




4956.. 5087, 5102. 


.5272, 


5102. .5269 






Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3665 






Strand 






O -f- -v -4- 

btart 


8082 






End 


20177 




Name 


OJ990823 06.9B03. 


CIO.06. 


tm 


Method 


TBLASTX: Maize 




Start 


3995 






End 


5272 




GI 


none 






Score 


107 




Exons 


3995.. 4090, 4001. 


.4072, 


4788. .4877, 4790. .4879, 4790. .4882, 




5102.. 5272, 5104. 


.5265 










Seq. No. 


1777 






Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3665 






Strand 






Start 


8082 






End 


20177 




Name 


OJ990823 06.9B03. 


C10.o3. 


tc 


Method 


TBLASTX : Cress 




Start 


5101 






End 


6527 





1840 



GI 

Exons 



none Score 216 

5101. .5262, 5105. .5272, 5656. .5778, 5680. .5778, 5989. .6165, 
5990.. 6124, 6205.. 6243, 6244.. 6291, 6426.. 6527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1777 
3665 
8082 

OJ990823 06.9B03.C10.o5.tm 



OJ990823 06.9B03.C10 



5668 
none 

5668. .5778, 
6068. .6121, 



5680. 
6205. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5778, 5987. .6022, 5989. .6105, 5990 
6291, 6209.. 6286, 6211.. 6288, 6426 



20177 

TBLASTX: Maize 

6530 

107 



,6115, 
,6530 



Seq. No. 1777 
Gene No. 3665 
Start 8082 

Name ' OJ990823_06 . 9B03 . C10 . ol . ts 
Start 5731 

GI none ' 

Exons 5731.. 5778, 5989.. 6171, 

6211. .6315, 6426. .6527 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_06.9B03.C10 
20177 

TBLASTX: Soybean 

6527 

65 



5990. .6124, 6205. .6288, 6210. .6287, 



Seq. No. 1777 Seq. ID 

Gene No. 3665 Strand 

Start 8082 End 

Name OJ990823_06 . 9B03 . C10 . o4 . tm Method 

Start 7 612 End 

GI none Score 

Exons 7612.. 7839, 7615.. 7800, 7638.. 7817 



OJ990823_06.9B03.C10 
20177 

TBLASTX: Maize 

7839 

262 



Seq. No. 1777 

Gene No. 3665 

Start 8082 

Name OJ990823_06 . 9B03 . C10 . o3 . np 

Start 8082 

GI 6686402 

Exons 8082.. 8125, 12093 .. 12331, 

13608. .13758, 19324 

GI Descrip. (AC007234) F1E22.16 



Seq. ID OJ990823_06.9B03.C10 
Strand 

End 20177 
Method AAT/NAP 
End 20177 
Score 1081 
12433. .12688, 12758 .. 13550, 
.19872, 19945.. 20177 
[Arabidopsis thaliana] 



Seq. No. 1777 Seq. ID 

Gene No. 3665 Strand 

Start 8082 End 

Name OJ990823_06 . 9B03 . C10 . o4 . gs Method 

Start 9376 End 

GI none - Score 

Exons 9376.. 10452 



OJ990823_06.9B03.C10 

20177 
GENSCAN 
10452 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1777 
3665 
8082 

OJ990823_06.9B03.C10.ol.tc 

9556 

none 



Seq. ID OJ990823_06.9B03.C10 
Strand 
End 

Method 
End 
Score 



20177 

TBLASTX: Cress 

10350 

98 



9556. .9786, 9557. .9784, 9793. .10008, 9856. .9981, 10063 .. 10116, 
10111. .10350, 10148. .10216, 10196.. 10231 



1841 




Seq. No. 


1777 




Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No . 


3665 




Strand. 






Start 


8082 




End 


20177 




Name 


OJ990823 06.9B03.C10. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


9715 




End 


9970 




GI 


none 




Score 


306 




Exons 


9715. .9966, 9716. .9970 








Seq. No. 


i in 

Llll 




Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3665 




otrana 






Start 


8082 




End 


20177 




Name 




o7 . tm 


Method 


TBLASTX: Maize 




Start 


i nm *z 

1UU / j 




End 


10291 




GI 


none 




Score 


147 




Exons 


i nm^ in9Qi inmR 


1 n9Qn 
luzyu 








Seq. No. 


iiii 




Seq. ID 


OJ990823_06.9B03 


.C10 


bene wo . 


JOOO 




C4- r3n H 






Start 


8082 




End 


20177 




Name 


OJ990823_06.9B03.C10. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


IUU / 0 




End 


10284 




GI 


none 




Score 


120 




Exons 


inmt; inoo/i inmc 
IUU / D . . luzo4 , lUU/o.. 


i no a £ 

1UZ 4 0 








Seq. No. 


1 TIT 

Llll 




Seq. ID 


OJ990823_06.-9B03 


.C10 


Gene No. 


JDDD 




Strand 






Start 


8082 




End 


20177 




Name 


OJ990823_06.9B03.C10. 


o5.gs 


Method 


GEN SCAN 




Start 


1 1 QTO 

llo / J 




End 


13807 




GI 


none 




Score 


.71 




Exons 


llo / j . . llorU, 1^114*. 


1Z £. 4j; 


12433. .13085, 13171 .. 13672, 






1 j / 4 U . . IjOU / 










Seq. No. 


Mil 
Llll 




Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No . 


jDDj 




Strand 






Start 


8082 




End 


20177 




Name 


OJ990823_06.9B03.C10. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


J.Zf± J. D 




End ■ 


13013 




GI 


none 




Score 


65 




Exons 


1Z41D. . lZDOo , 1Z40D. . 


T o c 7 o 
1^3 / Z , 


12630. .12659, 12759.. 13013 




Seq. No. 


1 T7"7 
1 / / / 




Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


J DOj 




Strand 






O 4- v~ 4- 

btart 


OUOl 




End 


20177 




Name 


OJ990823 06.9B03.C10. 


ol.tm 


Method 


TBLASTX: Maize 




Start • 


12513 




End 


13470 




GI 


none 




Score 


196 




Exons 


12513. .12542, 12543.. 


12572, 


12600. .12677, 12759 .. 13094 , 






12862. .13083/ 13180. . 


13302, 


13330. .13470 




Seq. No. 


1777 




Seq. ID 


OJ990823_06.9B03 


.C10 


Gene No. 


3665 




Strand 






Start 


8082 




End 


20177 




Name 


OJ990823 06.9B03.C10. 


o2.ts : 


Method 


TBLASTX : Soybean 




Start 


12855 




End 


13112 




GI 


none 




Score 


139 




Exons 


12855. .13112, 12862.. 


13086, 


12972. .13088 





1842 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1777 
3665 
8082 

OJ990823_06.9B03.C10.o7.gs 

19113 

none 



Seq. ID OJ990823_06. 9B03.C10 
Strand 

End 20177 

Method GEN SCAN 

End 20049 

Score .89 



19113. .19202, 19264. .19872, 19951. .20049 



1777 
3665 
8082 

OJ990823_06 . 9B03 . C10 . o3 . tm 

19345 

none 



Seq. ID OJ990823_06.9B03.C10 
Strand 

End 20177 

Method TBLASTX : Maize 

End 19765 

Score 132 



19345. .19482, 194 92 .. 19551, 19567 .. 1 974 6, 19570 .. 19755, 
19571.. 19765 



Seq. No. 1778 

Gene No. 3666 

Start 600 

Name OJ990823_06 . 9B03 . Cll . ol . np 

Start 600 

GI 4539658 

Exons 600. .753 . ■ - ' 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. ID OJ990823_06. 9B03.C11 
Strand 

End 753 

Method AAT/NAP 

End 753 

Score 104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990823_06.9B03.C13 
Strand 

End 1250 

Method AAT/NAP 

End 1140 

Score 267 



1779 
3667 
1 

OJ990823_06 . 9B03 . C13 . ol . np 
1 

6650550 
1..94, 948. .1140 

(AF109153) MADS box transcription factor MADS 17 [Oryza sativa] 



1779 
3667 
1 

OJ990823_06.9B03.C13.ol.gp 
894 

426557 
894.. 1250 

3688591/dbj IBAA33458 | 4.0e-27 (AB007505) MADS box transcription 
factor [Triticum aestivum] 



Seq. ID OJ990823_0.6-.9B03.C13 
Strand 

End 1250 

Method AAT/GAP 

End 1250 

Score 687 



Seq. No. 1779 

Gene No. 3667 

Start 1 

Name OJ990823_06 . 9B03 . C13 . ol . tc 

Start 958 

GI none 

Exons 958.. 1164, 959.. 1165 



Seq. ID OJ990823_06.9B03.C13 
Strand 

End * 1250 

Method TBLASTX : Cress 

End 1165 

Score 229 



Seq. No. 
Gene No. 



1779 
3667 



Seq. ID OJ990823_06.9B03.C13 
Strand 



1843 



Start 1 End 

Name OJ990823_06 . 9B03 . C13 . ol . tm Method 

Start . 958 End 

GI none Score 

Exons 958.. 1140, 959.. 1144, 1049.. 1165 

Seq. No. 1779 Seq. ID 

Gene No. 3667 Strand 

Start 1 End 

Name OJ990823_06 . 9B03 . C13 . ol . gs Method 

Start 959 End 

GI none Score 

Exons 959.. 1140 



1250 

TBLASTX: Maize 

1165 

239 



OJ990823_06.9B03.C13 

1250 
GENSCAN 
1140 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip-. 



1779 Seq. ID 

3667 Strand 

1 End 
OJ990823_06. 9B03 . C13 . ol . ts Method 

964 End 

none Score 

964. .1140, 965. .1141 

1779 Seq. ID 

3667 Strand 
1 ■ End 
OJ990823J36. 9B03 .C13 . ol . tw Method 
964 End 
none Score 
964. .1140, 965. .1144 

1780 Seq. ID 

3668 Strand 
1225 End 
OJ990823_06 . 9B03 . C14 . ol . gs Method 
1225 End 
none Score 



OJ990823_06.9B03.C13 
1250 

TBLASTX: Soybean 

1141 

199 



OJ990823_06.9B03.C13 
1250 

TBLASTX: Wheat 

114 4 

204 



OJ990823_06.9B03.C14 

3425 
GENSCAN 
3425 
.55 



1225. .1307, 1312. .1348, 3076. .3264, 3402. .3425 



1781 
3669 
2471 

OJ990823_06. 9B03 . C15 . ol . np 
2471 
6721553 
2471. .2964, 



4505. .4804, 6125, 



Seq. ID OJ99,0823_06.9B03.C15 

Strand + 

End 6210 

Method AAT/NAP 

End 6210 

Score 315 
.6210 



(AP001073) hypothetical protein [Oryza sativa] 

gil 6815078 Idbj IBAA90364 . 1 | (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



1781 Seq. ID 

3670 Strand 

401 End 

OJ990823_06. 9B03 . C15 . ol . gs Method 

401 End 

none Score 



OJ990823_06.9B03.C15 

4926 
GENSCAN 
4926 
.-4 4 



401. .738, 836. .1003, 1067. .1168, 188-9. .1995, 2801. .2987, 
3161. .3235, 3429. .3525, 4619. .4769, 4850. .4926 



1844 




Seq. No. 


1782 




Seq. ID 


OJ990823_06. 9B03 


.C17 


Gene No. 


3671 




Strand 


+ 




Start 


42 




End 


118 




Name 


OJ990823 06. 9B03.C17 .ol 


• gp 


Method 


AAT/GAP 




Start 


42 




End 


118 




GI 


3106941 




Score 


111 




Exons 


42. .118 










Seq. No. 


1782 




Seq. ID 


OJ990823_06. 9B03 


.C17 


Gene No. 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


77 




End 


489 




GI . 


none 




Score 


90 




Exons 


77. .205, 94. .411, 112.. 


489, 


392 . .487 






Seq. No. 


1782 




Seq. ID 


OJ990823 06.9B03 


. C17 


Gene No . 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.ol 


.np 


Method 


AAT/NAP 




Start 


97 




End 


527 




GI 


4580523 




Score 


375 




Exons 


97. .527 










GI Descrip. 


(AF036305) scarecrow-like 8 


[Arabidopsis thaliana] 




Seq. No. 


1782 




Seq. ID 


OJ990823_06.9B03 


.C17 


Gene No. 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


124 




End 


522 




GI 


none 




Score 


75 




Exons 


124. .348/ 202. .315, 337 


. .522 








Seq. No. 


1782 




Seq. ID 


OJ990823_06. 9B03 


.C17 


Gene No. 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.ol 


. gs 


Method 


GEN SCAN 




Start • 


137 




End 


456 




GI 


none 




Score 


.45 




Exons 


137. .456 










Seq. No. 


1782 




Seq. ID 


OJ990823_06.9B03 


.C17 


Gene No. 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


223 




End 


526 




GI 


none 




Score 


84 




Exons 


223.. 390, 235.. 330, 388 


..525, 392. .526 






Seq. No. 


1782 




Seq. ID 


OJ990823J36.9B03 


.C17 


Gene No. 


3672 




Strand 






Start 


97 




End 


527 




Name 


OJ990823 06.9B03.C17.o2 


• gp 


Method 


AAT/GAP 




Start 


314 




End 


527 




GI 


73928 1.R1084 




Score 


409 





Exons 314.. 527 

1845 




GI Descrip. 1 4580523/gb | AAD24408 . 1 | AF036305_1 1.0e-24 (AF036305) 
scarecrow-like 8 [Arabidopsis thaliana] 1 



Seq. No. 


1782 






Seq. ID 


OJ990823_06.9B03 


.C17 


Gene No. 


3672 






Strand 


- 




Start 


97 






End 


527 




Name 


OJ990823 06.9B03 


■C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


340 






End 


526 




GI 


none 






Score 


52 




Exons 


340. .525, 355. .417, 392 


. .526 








Seq. No. 


1783 






Seq. ID 


OJ990903_09.9B04 


.CI 


Gene No. 


3673 






Strand 






Start 


814 






End 


4095 




Name 


OJ990903 09 9B04 


.CI . ol . 


gs 


Method 


GENSCAN 




Start 


814 _ 






End 


3620 




GI 








Score 


.7 




Exons 


814 1025 1116 


. 1320, 


1506. . 


2206, 2251. .2341, 2461. .2637, 




J J O J * • JUt. u 












Seq. No. 


1783 






Seq. ID 


OJ990903_09. 9B04 


. CI 


Gene No. 


3673 






Strand 






Start 


814 






End 


4095 




Name 






np 


Method 


AAT/NAP 




Start 


Tin'? ~~ 

J. J. VJ J 






End 


4095 




GI 


2605617 

lUU Jul / 






Score 


195 




Exons 




2170 


2196. 


.2446, 4029.. 4095 






(D88617) 0SMYB1 


[Oryza 


sativa] 






Seq. No. 


1783 ' 






Seq. ID 


OJ990903_09.9B04 


.CI 


Gene No. 


3673 






Strand 






Start 


814 






End 


4095 




Name 


OJ990903 09.9B04 


.CI . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


2082 ~~ 






End 


2392 




GI 


none 






Score 


63 




JliAUllo 


2082.. 2165, 2094 


. .2165, 


2250. 


.2342, 2255.-2392 




Seq. No. 


1783 






Seq. ID' 


OJ990903_09.9B04 


.CI 


Gene No. 


3673 






Strand 






Start 


814 






End. 


4095 




Name 


OJ990903 09.9B04 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2109 






End 


2393 




GI 


none 






Score 


113 




CiAUHO 


2109.. 2165, 2250 


. .2393, 


2255. 


.2392 






Seq. No. 


1784 






Seq. ID 


OJ990903_09. 9B04 


.C2 


Gene No. 


3674 






Strand 


+ 




Start 


110 






End 


293 




Name 


OJ990903 09.9B04 


.C2.ol. 


gs 


Method 


GENSCAN 




Start 


110 






End 


293 




GI 


none 






Score 


.94 




Exons 


110.. 293 












Seq. No. 


1784 






Seq. ID 


OJ990903__09. 9B04 


.C2 


Gene No. 


3675 






Strand 


+ 




Start 


7115 






End 


7201 




Name 


OJ990903 09.9B04 


.C2.o2. 


gp 


Method 


AAT/GAP 





1846 



Start 
GI 

Exons 



7115 
568647 
7115. .7201 



End 
Score 



7201 
135 



Seq. No. 1784 Seq. ID 

Gene No. 3676 Strand 

Start 480 End 

Name OJ990903_09 . 9B04 . C2 . ol . gp Method 

Start 480 ' End 

GI 2431311 Score 

Exons 480.. 772 



OJ990903_09.9B04.C2 
772 

AAT/GAP 

772 

534 



Seq. No. 1785 

Gene No. 3677 

Start 1 

Name OJ990903_09 . 9B04 . C3 . ol . gp 

Start 1 

GI none 

Exons 1..97, 245.. 410 

Seq. No. 1785 

Gene No. 3678 

Start 656 

Name OJ990903_09 . 9B04 . C3 . ol . gs 

Start 656 

GI none 

Exons 656.-768 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_09.9B04.C3 

+ • 

410 

AAT/GAP 

410 

466 



OJ990903_09.9B04.C3 
+ 

768 

GEN SCAN 

768 

.86 



i 1 ! 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1785 Seq. ID 

3679 Strand 

8110 End 

OJ990903_09 . 9B04 . C3 . o2 . gp Method 

8043 End 

18308_1.R1084 Score 

8043. .8163, 8288. .8404, 9856. .10061, 



OJ9?0903_09. 9B04.C3 
+ 

11267 
AAT/GAP 
11267 
1218 
11019. .11267 



'6015437/dbj | AB008112.il AB008112 2.0e-10 Homo sapiens PEX1 mRNA, 
complete cds ' ■ 



1785 
3679 
8110 

OJ990903_09. 9B04 . C3 . o4 .gs 

8110 

none 



Seq. ID OJ990903_09.9B04.C3 



Strand 
End 

Method 

End 

Score 



+ 

11267 
GENSCAN 
11114 
.84 



8110. .8163, 8288. .8404, 9856. .9963, 11019. .11114 



1785 Seq. ID 

3680 Strand 

12370 End 

OJ990903_09 . 9B04 . C3 . o3 . gp Method 

12282 End 

none Score 
12282.. 12521 



OJ990903_09.9B04.C3 
+ 

13588 
AAT/GAP 
12521 
377 



1785 
3680 
12370 



Seq. ID OJ990903_09.9B04.C3 
Strand + 
End 13588 



1847 





Name 


OJ990903 09.9B04.C3.o5.gs 


Method 


GENSCAN 










Start 


12370 


End 


13359 










GI 


none 


Score 


.95 










Exons 


12370. .12701, 13251.. 13359 














Seq. No. 


1785 


Seq. ID 


OJ990903_ 


09. 


9B04 


.C3 




Gene No . 


JDOU 




_i_ 










Start 


12370 


End 


13588 










Name 


OJ990903 09.9B04.C3.o4.gp 


Method 


AAT/GAP 










Start 


12555 


End 


13588 










GI 


none 


Score 


939 










Exons 


12555. .12701, 13251.. 13588 














Seq. No. 


1785 


Seq. ID 


OJ990903_ 


09. 


9B04 


.C3 




Gene No. 


3681 


Strand 


+ ' 










OLdri 


24840 


End 












Name 


OJ990903 09.9B04.C3.o3.np 


Method 


AAT/NAP 










Start 


24840 


End 


27959 










GI 


6907089 


Score 


4110 










Exons 


24840. .26101, 26202. .27959 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


1785 


Seq. ID 


OJ990903_ 


_09. 


9B04 


.C3 




bene no. 


3681 


Strand 


+ 








St. 


Start ■ 


24840 


End 


27962 










Name 


OJ990903 09.9B04.C3.o8.gs 


Method 


GENSCAN 








» 


Start 


24840 


End 


27962 








! 1 


GI 


none 


Score 


.95 








i : 

3 


Exons 


24840. .26101, 26151 .. 27319, 


27418. .27962 








y 


Seq. No. 


1785 


Seq. ID 


OJ990903_ 


_09. 


9B04 


.C3 




Gene No. 


3682 


Strand 












Start 


181.6 


End 


5299 










Name 


OJ990903 09.9B04.C3.o2.gs 


Method 


GENSCAN 










Start 


1816 


End 


5299 








3 


GI 


none 


Score 


. 62 v. ; 








J 


Exons 


1816. .2012, 2796. .3297, 4904 


. .5299 












Seq. No. 


1785 


Seq. ID 


OJ990903_ 


_09. 


9B04 


.C3 




Gene No. 


3682 


Strand 












o tar l 


1816 


End ■ 


5299 








""8 

ST 


Name 


OJ990903 09.9B04.C3.ol.np 


Method 


AAT/NAP 










Start 


1822 


End 


5287 










GI 


4455202 


Score 


901 










Exons 


1822. .2012, 2796. .3297, 4862 


. .5287 












GI Descrip-. 


(AL035440) putative APG protein [Arabidopsis thaliana] 






Seq. No. 


1785 


Seq. ID 


OJ990903_ 


_09. 


9B04 


.C3 




Gene No . 


3683 


Strand 












Start 


6082 


End 


7283 










Name 


OJ990903 09,9B04.C3.o3.gs 


Method 


GENSCAN 










Start 


6082 


End 


7283 










GI 


none 


Score 


.8 










Exons 


6082. .6786, 6855.-7283 














Seq. No. 


1785 


Seq. ID 


OJ990903_ 


_09. 


9B04 


.C3 




Gene No. 


3683 


Strand 











1848 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6082 End 7283 

OJ990903_09.9B04 .C3.o2.np Method AAT/NAP 

6085 End* 7277 

4455202 Score 720 

6085. .6786, 6813. .7045, 7076. .7277 

(AL035440) putative APG protein [Arabidopsis thaliana] 



1785 
3684 
14085 

OJ990903_09. 9B04 .C3.o6.gs 

14085 

none 

14085. .14318, 14427. .14 4 68, 
20507. .20673 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_09.9B04.C3 

20673 
GENSCAN 
20673 
.66 



15920. .16042, 16380 .. 17292 , 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



1785 Seq. ID 

3685 Strand 
28586 End 
OJ990903JD9 . 9B04 . C3 . o9 . gs Method 

28586 - End 
none Score 



OJ990903_09.9B04.C3 

34828 
GENSCAN 
34828 
.79 



28586.-29428, 29528 .. 32122, 32186 .. 34 620, 34657. .34828 



iJ Seq. No. 

,3 Gene No. 

^ Start 

!;= Name 

Start 

»3 GI 

,y Exons 

*\\ GI Descrip. 

3 



: 1 



1785 
3685 
28586 

OJ990903_09 . 9B04 . C3 . o4 . np 

28589 

6498441 

28589. .28870, 28 964 .. 30361, 
31749. .32122, 32186 .. 32649, 



■OJ990903 09.9B04.C3 



Seq. ID 
Strand 

End 34828 
Method AAT/NAP 
End 34044 
Score 7132 
30533. .31256, 31431 .. 31565, 
32980. .34044 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




Start 


34775 








End 


35256 


Name ; 


OJ990903 09. 


9B04 


.C3.o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


1846 








End 


6258 


GI 


none 








Score 


116 


Exons 


1846. .2013, 


1865 


. .1990, 


6088. 


.6207, 6220.. 6258 


Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




Start 


34775 








End 


35256 


Name 


OJ990903 09. 


9B04 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2756 








End 


6678 


GI 


none 








Score 


112 


Exons 


2756. .2950, 


2794 


. .2949, 


2983. 


.3189, 2996. .3034, 3095. .3181, 




3097. .3192, 


6355 


. .6456, 


6457. 


.6585, 6458. .6586, 6592. .6678, 




6593. .6664 












Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




Start 


34775 








End 


35256 



1849 









\^ j . \J J. • 




Method 


TBLASTX : Soybean 


Start 


2995 








End 


7167 


GI 


none 








Score 


178 


Exons 


C; . ' 2995. .3036, 


3127. 


.3297, 


4895. 


.5089, 4'908.. 5090, 5090.. 5188, 




5091. .5189, 


6457. 


.6585, 


6619. 


.6678, 6715. .6798, 6864. .7034, 




6973. .7035, 


7071. 


.7160, 


7075. 


.7167 




Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




O Lai L . 










End 


35256 


Name 


OJ990903 09. 


9B04. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4898 








End 


7170 


GI 


none 








Score . 


146 


Exons 


- 4898. .5089, 


4905. 


.5090, 


5087. 


..5188, 508 


8. .5189, 6733..6798, 




6858. .7034, 


6973. 


.7032, 


7075. 


.7170, 7077. .7160 


Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




o Lai U. 


34775 








End 


35256 


Name 


OJ990903 09. 


9B04 . 


C3.o6. 


tm 


Method 


TBLASTX : Maize 


Start 


5040 








End 


17095 


GI 


none 








Score 


210 


Exons 


5040. .5189, 


5042. 


.5188, 


6993. 


.7034, 7074. .7160, 7078. .7167, 




17015'. .17095 










Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3- 


Gene No. 


3686 








Strand 






34775 








End 


35256 


Name 


OJ990903 09. 


9B04. 


C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8109 








End 


10056 


GI 


none 








Score 


130 


Exons 


8109. .8168, 


8285. 


.8407, 


8291 


.8404, 8293. .8412, 9853. .10056, 




9853. .10002, 


9855 


. .10010 






Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


f T\ ^\ M /-X 

UCllc LNO . 


3686 








Strand 




Start 


34775 








End 


35256 


Name 


OJ990903 09. 


9B04. 


C3.o5. 


ts 


Method 


TBLASTX: Soybean ■ 


Start 


8285 








End 


10014 


GI 


none 








Score 


95 


Exons 


8285. .8404, 


8287. 


.8391, 


9847 


.10014, 9853. .10002 


Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




O lal U 


34775 








End 


35256 


Name 


OJ990903 09. 


9B04. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


9253 








End 


32765 


GI 


none 








Score 


158 


Exons 


9253. .9396, 


32279 


..32764, 32283. .32570, 


32306. .32764, 




32592. .32765 










Seq. No. 


1785 








Seq. ID 


OJ990903_09.9B04.C3 


Gene No. 


3686 








Strand 




Start 


34775 








End 


35256 


Name 


OJ990903. 09. 


9B04. 


C3.o9. 


tw 


Method 


TBLASTX: Wheat 


Start 


12344 








End 


13293 


GI 


none 








Score 


40 



1850 






Exons 


12344. .12376, 12345 


. .12419, 


12378. .12428, 12400 12441, 








12502. .12645, 12504 


. .12620, 


12510. .12650, 13246.. 13293 






Seq. No. 


1785 




Seq. ID 


OJ990903_09. 9B04 


.C3 




Gene No. 


3686 




Strand 










0*1 II D 




End 


35256 






Name 


OJ990903 09.9B04.C3 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


12393 




End 


13368 






GI 


none 




Score 


44 






Exons 


12393. .12446, 12398 


. . 12421, 


12486. .12620, 12502 .. 12645 , 








13246. .13323, 13247 


. .13321, 


13333.. 13368 






Seq. No. 


1785 




Seq. ID 


OJ990903_09. 9B04 


-C3 




bene ino . 


jDOD 




Strand 








Start 


34775 




End 


35256 






Name 


OJ990903 09.9B04.C3 


.o7 . tw 


Method 


TBLASTX: Wheat 






Start 


28598 




End 


29200 






GI 


none 




Score 


77 






Exons 


28598. .28723, 28602 


. .28724, 


28910. .29200, 28917. .29195 






Seq. No. 


1785 




Seq. ID 


OJ990903JD9.9B04 


.C3 




(~1 rt rt rt VI 


O DO D 




Strand 








Start 


34775 




End 


35256 






Name 


OJ990903 09.9B04.C3 


.o4 .tw 


Method 


TBLASTX: Wheat 




SB 

sf 


Start - 


29201 




End 


29582 




3 


GI 


none 




Score 


223 




n 


Exons' 


29201. .29581, 29232 


. .29582 








i I 
■J 


Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


.C3 




bene no. 


0 DO D 




Strand 






LJ 


Start • 


34775 




End 


35256 




J 


Name 


OJ990903 09.9B04.C3 


. o3 . tm 


Method 


TBLASTX: Maize 




U 


Start 


29376 




End 


29719 






GI 


none 




Score 


214 






Exons 


29376. .29525, 29396 


. .29719, 


29409. .29690 






Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


-C3 




bene jno . 


O DO O 




Strand 






J 


Start 


34775 




End 


35256 






Name 


OJ990903 09.9B04.C3 


.o8.tw 


Method 


TBLASTX: Wheat 






Start 


29912 




End 


30224 






GI 


none 




Score 


75 






Exons 


29912. .30223, 29913 


. .30224 










Seq. No. 


1785 




Seq. ID 


OJ990903_09. 9B04 


.C3 




Gene No. 


3686 




Strand 














End 


35256 






Name 


OJ990903 09.9B04.G3 


.o3.ts 


Method 


TBLASTX : Soybean 






Start 


30126 




End 


30538 






GI 


none 




Score 


53 






Exons 


30126. .30248, 30128 


. .30373, 


30294. .30350, 304 40 .. 30538 , 








30441. .30530 












Seq. No. 


1785 




Seq. ID 


OJ990903_09. 9B04 


.C3 




Gene No. 


3686 




Strand 








Start 


34775 




End 


35256 






Name 


OJ990903 09.9B04.C3 


.o5. tw 


Method 


TBLASTX: Wheat 





1851 



# • 



Start 


30227 




End 


30688 




GI 


none 




Score 


88 




Exons 


30227. .30376, 30228. 


.30365, 


30235. .30378, 30410 .. 30661, 






30411. .30596, 30437. 


.30688 








Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


.C3 


Gene No . 


*D el Q c 
OOOO 




Strand 


- 




Start 


34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


31094 




End 


31465 




GI 


none 




Score 


91 




Exons 


31094. .31465, 31290. 


.31448 








Seq. No. 


1785 




Seq. ID 


.OJ990903_09.9B04. 


.C3 


Gene No. 


o ez o ez 
OOO O 




Strand 


_ 




Start 


34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


31124 




End 


31544 




GI 


none 




Score 


277 




Exons 


31124. .31543, 31149. 


.31544 








Seq. No. 


1785 




Seq. ID 


OJ990903JD9.9B04 


.C3 


Gene No . 


O /CO /■ 
jDOD 




Strand 


- 




Start 


34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


o4.tm 


Method 


-TBLASTX: Maize ' 




Start 


31217 




End 


31601 




GI 


none 




Score 


235 




Exons 


31217. .31600, 31236. 


.31601 








Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


.C3 


Gene No . 


o ei o ei 
JDOD 




Strand 






Start 


34775 




End 


35256 




Name 


' OJ990903 09.9B04.C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


31628 




End 


31984 




GI 


none 




Score 


73 




Exons 


31628. .31744, 31628. 


.31984, 


31638. .31949 




Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


*C3 


Gene No . 


JOOD 




Strand 






Start 


34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


31652 




End 


32114 




GI 


none 




Score 


210 




Exons 


31652. .32113, 31658. 


.32113, 


31659. .32114 




Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


.C3 


Gene No . 


o ei o ei 
JDOD 




Strand 






Start 


34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


31709 




End 


32074 




GI 


none 




Score 


116 




Exons 


31709. .31843, 31850. 


.32074 








Seq. No. 


1785 




Seq. ID 


OJ990903_09.9B04 


-C3 


Gene No.., 


. 3686 




Strand 






Start' ; 


' 34775 




End 


35256 




Name 


OJ990903 09.9B04.C3. 


06. tw 


Method 


TBLASTX: Wheat 





1852 



Start 


33503 




End 


33892 


GI 


none 




Score 


99 


Exons 


33503. .33760, 33537 


.33776, 


33743. .33841, 33744 




33848. .33892 








Seq. No. 


1785 




Seq. ID 


OJ990903 


belie 1NQ - 


jdod 




Strand 


- 


Start 


34775 




End 


35256 


Name 


OJ990903 09.9B04.C3 


o8.tm 


Method 


TBLASTX: 


Start 


33605 




End 


33853 


GI 


none 




Score 


109 


Exons 


33605. .33853, 33606 


.33851 






Seq. No. 


1785 




Seq. ID 


OJ990903 


Gene No. 


3686 




Strand 


- 


O L. CXI. L. 


34775 




End 


35256 


Name 


OJ990903 09.9B04.C3 


o5 ,np 


Method 


AAT/NAP 


Start 


34775 




End 


35256 


GI 


5042454 




Score 


90 


Exons 


34775.-34835, 35181 


.35256 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 


Seq. No. 


1786 




Seq. ID 


OJ990903 


Gene No. 


3687 




Strand 


+ 


Start ' 


911 




End 


1374 


Name 


OJ990903 09.9B04.C4 


ol.gp 


Method 


AAT/GAP 


Start 


911 




End . 


1374 


GI 


35178 1.R1084 




Score 


872 


Exons 


911. .1374 









GI- Descrip. ' 418548/sp | P32698 | YJBQ_ECOLI 7.0e-16 HYPOTHETICAL 15.7 KD 
PROTEIN IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 
(U00006) No definition line found [Escherichia coli] >gi_1790491 
(AE000479) orf, hypothetical protein [Escherichia coli] ' 



Seq. No. 1786 Seq. ID 

Gene No. 3687 Strand 

Start 911 End 

Name OJ990903_09 . 9B04 . C4 . ol . gs Method 

Start 982 ■ End 

GI none Score 

Exons 982.. 1317 



OJ990903JD9. 9B04 .C4 
+ 

1374 
GENSCAN 
1317 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1786 
3688 
2517 

OJ990903_09, 

2517 

none 

2517. .-2519, 
4808. .4869, 



Seq. ID OJ990903_09. 9B04 .C4 
Strand + 
End 7536 
Method GENSCAN 
End 7536 
Score . 62 
2721. .3174, 3338..36S2, 3754. .3856, 4080. .4179, 
4989. .5176, 5967. .6045, 6058. .6242, 7058. .7536 



9B04.C4.o2.gs 



Seq. No. 1786 . Seq. ID 

Gene No. 3689 Strand . 

Start 7941 End 

Name OJ990903_09 . 9B04 . C4 . ol . tm Method 

Start 3565 End 

GI none Score 



OJ990903JD9. 9B04 .C4 
9728 

TBLASTX: Maize 

4225 

42 



1853 




Exons 


3565 


.3588, 


3622 


. .3657, 


3744. 


.3836, 3753.. 3830, 


4075. .4224 




4076 


.4195, 


4084 


. .4221, 


4085. 


.4225 








Seq. No. 


1786 










oeq. lu 


uj y y u y u j 


n q 
u y * 


QTjn/i ha 


Gene No . 


3689 










Strand 








Start 


7941 










End 


9728 






Name 


OJ990903 09 


. 9B04 


.C4.o3. 


gs 


Method 


GENSCAN 






Start 


7941 










End 


9728 






GI 


none 










Score 


.68 






Exons 


7941. 


.8386, 


8924 


. .9201, 


9580. 


.9728 








Seq. No. 


1787 










oeq. iu 


uu y y u y u -j 


n q 
u y . 


y du *± ■ k^d 


Gene No . 


3690 










Strand 


+ 






Start 


126 










End 


661 






Name 


OJ990903 09 


. 9B04 


,C5.ol. 


gs 


Method 


GENSCAN 






Start 


126 










End 


661 






GI 


none 










Score 


.5 






Exons 


126. . 


260, 512.. 575, 596 


. .661 










Seq. No. 


1788 










oeq . i u 


uj y y u y u j 


HQ 
u y . 


you fi . d 


Gene No . 


3691 










Strand 


+ 






Start 


2113 










End 


2310 






Name' 


OJ990903 09 


.9B04 


.C6.ol. 


gs 


Method 


GENSCAN 






Start 


2113 










End 


2310 






GI 


none 










Score 


'.62 






Exons 


2113. 


.2310 
















Seq. No. 


1788 










Seq. ID 


OJ990903_ 


09. 


9B04.C6 


Gene No . 


3692 










Strand 


+ 






Start 


3884 










End 


7751 






Name 


OJ990903 09 


. 9B04 


-C6-o2. 


gs 


Method 


GENSCAN 






Start 


3884 










End 


6839 






GI 


none 










Score 


. 91 






Exons 


3884. 


.4160, 


4673 


. .5002, 


6005. 


.6147, 6380. .6583, 


6729. .6839 


Seq. No. 


1788 










Seq. ID 


OJ990903_ 


09. 


9B04.C6 


Gene No. 


3692 










Strand 


+ 






o uarr. 


3884 










End 


7751 






Name 


OJ990903 09 


. 9B04 


.C6.o2. 


np 


Method 


AAT/NAP 






Start 


4751 










End 


7599 






GI 


4662632 








Score 


611 






Exons 


4751. 


.5046, 


5873 


. .6147, 


6380. 


.6583, 7489. .7599 






GI Descrip. 


(AC007267) unknown protein [Arabidopsis thaliana] 




Seq. No. 


1788 










Seq. ID 


OJ990903_ 


09. 


9B04 .C6 


Gene No . 


3692 










Strand 


+ 






Start 


3884 










End 


7751 






Name 


OJ990903 09 


. 9B04 


,C6.o2. 


gp 


Method 


AAT/GAP 






Start 


4753 










End 


5972 






GI 


none 










Score 


599 






Exons 


4753. 


.5002, 


5890 


. .5972 












Seq. No. 


1788 










Seq. ID 


OJ990903_ 


09. 


9B04 .C6 


Gene No. 


3692 










Strand 


+ 






Start 


3884 










End 


7751 






Name 


. OJ990903 09 


. 9B04 


.C6.o3. 


gp 


Method 


AAT/GAP 






Start 


6340 










End 


7751 







1854 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11312_1.R1084 Score 
6340. .6583, 7489. .7751 
•4 662632/gb|AAD2 6904. 1 | AC007267 
protein [Arabidopsis thaliana] ? 



773 



4 3.0e-18 (AC007267) unknown 



1788 Seq. ID 

3693 Strand 

1168 End 

OJ990903_09 . 9B04 . C6 . ol . np ' Method 

1168 End 

6460422 Score 



OJ990903_09.9B04.C6 

4029 
AAT/NAP 
3923 
226 



1168. .1254, 2450. .2492, 2593. .2658, 2953. .3081, 3798. .3923 
(AE002088) conserved hypothetical protein [Deinpcoccus 
radiodurans] 



1788 
3693 
1168 

OJ990903_09 . 9B04 . C6 . ol . gp 

2552 

2311606 

2552. .2647, 2853.-2886, 2975. 



OJ990903 09.9B04.C6 



Seq. ID _ 
Strand 

End 4 029 

Method AAT/GAP 
End 4 029 

Score 690 

.3069, 3706.. 3766, 3844.. 4029 
418548/sp| P32698 | YJBQ_ECOLI 7.0e-16 HYPOTHETICAL 15.7 KD PROTEIN 
IN APHA-UVRA INTERGENIC REGION (0138) >gi_396391 (U00006) No 
definition line found [Escherichia. coli] >gi_1790491 (AE000479) 
orf, hypothetical protein [Escherichia coli] 



< • 
! E 

y 


Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04,C6 


Gene No. 


3694 








Strand 




_j 


Start 


7492 








End 


8025 




Name 


OJ990903 09 


.9B04 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1163 








End 


3931 


i i 


GI 


none 








Score 


87 


s? 


Exons 


1163. .1255," 


1177 


. .1254, 


2443. 


.2502, 2445.-2492, 2592.. 2648 






2592. .2648, 


2593 


. .2655, 


2593. 


.2649, 2852.-2878, 2852.. 2887 


3 




2860. .2889, 


2959 


. .3066, 


2975. 


.3079, 2976.. 3065, 3689.. 3769 


J 




3707. .3769, 


3841 


. .3930, 


3845. 


.3931 




JL 


Seq. ' No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 




Gene No. 


3694 








Strand 






Start 


7492 








End 


8025 


Hi 


Name 


OJ990903 09 


. 9B04 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1717 








End 


2085 




GI 


none 








Score 


277 




Exons 


1717. .2085, 


1737 


. .2081 










Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 




Gene No. 


3694 








Strand 






Start 


7492 








' End 


8025 




Name 


OJ990903 09 


. 9B04 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1974 








End 


2265 




GI 


none 








Score 


271 




Exons 


1974. .2084, 


1975 


. .2265, 


1975. 


.2148, 2106. .2243 




Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 




Gene No. 


3694 








' Strand 






Start 


7492 








End 


8025 



1855 




Li CllllC 


WtJ-7.7VJ.7UO VJ -7 . 




. C6 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


4943 








End 


7587 


GI 


none 








Score 


107 


Exons 


4943. .5011, 


5877 


. .6146, 


5882. 


.5995, 5887. .6147, 5887. .6147 




6377. . 6532, 


6379 


. .6540, 


6379. 


.6531, 6540. .6584, 6541. .6585, 




7456. .7557, 


7486 


. .7587, 


7487 . 


.7576 




Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 


flpno Mo 










Strand 




Start 


7492 








End 


8025 


Name 


OJ990903 09. 


9B04 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5877 








End 


6156 


GI 


none 








Score 


64 


Exons 


5877. .6146, 


5882 


. .5995, 


5887. 


.6147, 5887. .6156 


Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 


f2ono Mo 


O D Zf *± 








Strand 




Start 


7492 








End 


8025 


Name 


OJ990903 09. 


9B04 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5886 








End 


6102 


GI 


none 








Score 


63 


Exons 


5886. .6044, 


5887 


. .6057, 


5889. 


.6029, 6045. .6071, 6055. .6102 


Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 


Gene No. 


3694 








Strand . 














End 


8025 


Name 


OJ990903 09. 


9B04 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6091 








End 


7591 


GI 


none 








Score 


88 


Exons 


6091. .6147, 


6091 


. .6132, 


6093. 


.6143, 6376. .6600, 6377. .6583 




6379. . 6588, 


7456 


. .7557, 


7487. 


.7591, 7488. .7556 


Seq. No. 


1788 








Seq. ID 


OJ990903_09.9B04.C6 


Gene No. 


3694 




- 




Strand 




O Lai L. 


74 92 








End 


8025 


Name 


OJ990903 09. 


9B04 


.C6.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6373 








End 


7557 


GI 


none 








Score 


121 


Exons 


6373. .6537, 


6377 


. .6583, 


6377. 


.6544, 6379.-6579, 7437. .7556 




7444. .7557 












Seq. No. 


1788 








Seq. ID 


OJ990903__09.9B04.C6 


fldno Mo 


J \J J *± 








Strand 




Start 


7492 








End 


8025 


Name 


OJ990903 09. 


9B04 


.C6.o3. 


gs 


Method 


GEN SCAN 


Start 


.74 92 








End 


8025 


GI 


none 








Score 


.76 


Exons 


7492. .7671, 


7831 


. .8025 








Seq. No. 


1789 








Seq. ID 


OJ990903_09.9B04.C7 


Gene No. 


3695 








Strand 


+ 


Start 


947 








End 


1389 


Name 


OJ990903 09. 


9B04 


.C7.ol. 


gs 


Method 


GENS CAN 


Start 


947 








End 


1389 


GI 


none 








Score 


.45 


Exons 


947. .1389 













1856 



Seq. No. 


1790 




Seq. ID 


OJ990903 


Gene No. 


3696 




Strand 


+ 


Start 


823 




End 


3966 


Name 


OJ990903 09.9B04 


.C8.ol.gs 


Method 


GENSCAN 


Start 


823 




End . 


3936 


GI 


none 




Score 


.71 


Exons 


823.-938, 2803.. 


2874, 2995. 


.3411, 3445 


. .3936 


Seq. No. 


1790 




Seq. ID 


OJ990903 


Gene No. 


3696 




.Strand 


+ 


Start 


823 




End 


3966 


Name 


OJ990903 09.9B04 


.C8.ol.gp 


Method 


AAT/GAP 


Start 


2978 




End 


3557 


GI 


57759 1.R1084 




Score 


1096 


Exons 


2978.-3557 









09.9B04.C8 



GI Descrip. ' 1777 660/gb | U42519 | CIU42519 2.0e-43 Chrysobalanus icaco 18S 



ribosomal RNA gene, partial sequence* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1790 Seq. ID 

3696 Strand 

823 End 

OJ990903_09 . 9B04 . C8 . ol . np Method 

3046 End 

2129648 Score 
3046.. 3903 

MYB-related protein 33, 3K - Arabidopsis thaliana 
gi|1263095|emb|CAA90809| (Z54136) MYB-related protein 
[Arabidopsis thaliana] 



OJ990903_09.9B04.C8 
+ 

3966 
AAT/NAP 
3903 
459 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1790 
3696 
823 

OJ990903_09 . 9B04 . C8 . o2 . gp 
3669 
5003977 
3669. .3966 

1777660/gb|U42519|CIU42519 2.0e-43 Chrysobalanus' icaco 18S 
ribosomal RNA gene, partial sequence 



OJ990903_09. 9B04 
+ 

3966 
AAT/GAP 
3966 
552 



C8 



1790 Seq. ID 

3697 Strand 
5452 End 
OJ990903_09 . 9B04 . C8 . o3 . gp Method 
5452 End 
56295_1.R1084 Score 
5452..S928 

, 3913181/sp|O22380|CADH_LOLPR 6.0e-37 CINNAMYL-ALCOHOL 
DEHYDROGENASE (CAD) >gi_2388662 (AF010290) cinnamyl alcohol 
dehydrogenase [Lolium perenne] 1 



OJ990903_09. 9B04 .C8 
+ 

5928 
AAT/GAP 
5928 
922 



1790 Seq. ID 

3698 Strand 

8693 End 

OJ990903_09 . 9B04 . C8 . o3 . np Method 

8693 End 

6630699 Score 

8693.-8732, 9950.. 10037 



OJ990903_09.9B04.C8 
+ 

10037 
AAT/NAP 
10037 
86 



1857 



GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
- [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
,J Gene No. 
•3 Start 
;fj Name 
>ji Start 
£ GI 

Exons 
«|J GI Descrip. 

: ij Seq. No. 

Gene No. 
L Start 
: =j Name 
'"'4 Start 
»A GI 
, 2 Exons 

GI Descrip. 



;3 



1790 
3699 
19154 

OJ990903_09. 9B04 .C8 . o4 .gs 

19154 

none 



Seq. ID OJ990903_09. 9B04.C8 

Strand + 

End 20308 

Method GENSCAN 

End 20308 

Score .63 



19154. .19209, 19996. .20151, 20230.. 20308 



Seq. ID 

Strand 

End 

■ Method 
End 
Score 



OJ990903 
+ 

. 24148 
AAT/GAP 
24148 
627 



09. 9B04.C8 



1790 
3700 
23763 

OJ990903_09.9B04.C8.o6.gp 
23763 
2800649 
23763. .24148 

4680178/gb|AF111709.1|AF111709 1.0e-ll Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

Seq. ID OJ990903_09. 9B04.C8 



1790 

3701 Strand 

26096 End 

OJ990903_09 . 9B04 . C8 . 06 . np Method 

26096 End- 

5852093 Score 
26096. .26201, 26732 .. 26803, 27896.. 27948 

(AL117264) zwhl6.1 [Oryza sativa] 



+ 

27948 
AAT/NAP 
27948 
54 



1790 
3702 
5609 

OJ990903_09.9B04.C8.o2.np 
5603 
3913182 
5603. .6269, 



7312.. 7539, 8168, 



Seq. ID OJ990903_09.9B04.C8 
Strand 

End 14728 

Method AAT/NAP 

End 9195 

Score 1605 
.8281, 9107.. 9195 



CINNAMYL-ALCOHOL DEHYDROGENASE (CAD) {BROWN-MIDRIB 1 PROTEIN) 
gi|2239258|emb|CAA74070| (Y13733) cinnamyl alcohol dehydrogenase 
[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1790 
3702 
5609 

OJ990903_09.9B04 .C8.o3.gs 
5609 



OJ990903 09.9B04.C8 



none 
5609. , 
10212, 
14128, 



Seq. ID _ 
Strand- 
End 14728 
Method GENSCAN 
End 14728 
Score . 63 • 

6269, 7312. .7539, 8168. .8281, 9107. .9327, 9932. .10031, 
.10285, 11239. .11364, 11370 .. 114 91 , 14 016 .. 14 04 3, 
.14284, 14364. .14728 



Seq. No. 1790 Seq. ID 

Gene No. 3702 Strand 

Start 5609 End 

Name OJ990903_09 . 9B04 . C8 . o4 . gp Method 



OJ990903_09.9B04.C8 

14728 
AAT/GAP 



1858 



Start 5981 

GI 13921_1.R1084 

Exons 5981.. 6269, 7312.. 7539, 8168. 

GI Descrip. • 3 9131 82 /sp I 024562 | CADH_MAIZE 



End 9324 
Score 1571 
.8281, 9107.. 9324 
1.0e-65 C I NNAMYL -ALCOHOL 



DEHYDROGENASE (CAD) (BROWN-MIDRIB 1 PROTEIN) 
>gi_2239258_emb_CAA74070_ (Y13733) cinnamyl alcohol 
dehydrogenase [Zea mays] 1 



Seq. No. 1790 Seq. ID OJ990903_09 . 9B04 . C8 

Gene No. 3702 Strand 

Start 5609 End 14728 

Name OJ990903_09. 9B04 .C8 .o4 .np Method AAT/NAP 

Start 10175 End 10358 

GI 5922620 Score 102 

Exons 10175.. 10358 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi | 6016853 |dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 1790 Seq. ID OJ990903J39 . 9B04 . C8 

Gene No. 3703 Strand 

Start 23763 End 24051 

Name OJ990903_09 . 9B04 . C8 . o5 . gp Method - AAT/GAP 

Start 23763 End . 24051 

GI 2800649 Score 545 

Exons 23763. .24051 

GI Descrip. 4680178/gb | AF111709 . 1 1 AF111709 1.0e-ll Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 

Seq. No. 1790 - Seq. ID OJ990903_09 . 9B04 . C8 

Gene No. 3704 Strand 

Start 24005 End 25551 

Name OJ990903_09 . 9B04 . C8 . o5 . np Method AAT/NAP 

Start 24005 End 25422 

GI 2244905 ■ Score 787 

Exons 24005. .25422 

GI Descrip. (Z97339) indole-3-acetate beta-glucosyltransf erase like protein 
[Arabidopsis thaliana] 



Seq. No. 


1790 






Seq. ID 


OJ990903_09. 9B04 .C8 


Gene No. 


3704 






Strand 




Start 


24005 






End 


25551 


Name 


OJ990903 09.9B04 


.C8.o7. 


gp 


Method 


AAT/GAP 


Start 


25227 






End 


25551 


GI 


5002839 






Score 


588 


Exons 


25227. .25551 










Seq. No. 


1790 






Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 






Strand 




Start 


27872 






End 


27976 


Name 


OJ990903 09.9B04 


.C8.ol. 


tm 


. .Method 


TBLASTX: Maize 


Start 


3034 






End 


3672. 


GI 


none 






Score 


522 


Exons 


3034. .3378, 3057 


. .3380, 


3376. 


.3468, 3381.. 3467, 3480.. 3554, 



1859 






3481. .3555, 


3642 


. .3671, 


3643. 


.3672 




Seq. No. 


4790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No . 


J / UO 








OLianu 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.o2. 


ts 


Method 


T BLAST X : Soybean 


Start 


3046 








End 


3516 


GI 


none 








Score 


481 


Exons 


3046. .3372, 


3057 


. .3368, 


3418. 


.3516 




Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No . 










Strand 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3052 








End 


3525 


GI 


none 








Score 


468 


Exons 


3052. .3363, 


3054 


. .3356, 


3423. 


.3461, 3424. ,3462, 3496. .3525 


Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


bene No. 


J / UO 








Strand 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3061 








End 


14361 


GI 


none 








Score 


78 


Exons 


3061. .3147, 


3160 


. .3357, 


3165. 


.3344, 14266. .14361 


Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No . 


o/Uo 








Strand 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.08. 


tm 


Method 


TBLASTX: Maize 


Start 


3786 








End 


3947 


GI 


none 








Score 


214 


Exons 


3786. .3947, 


3787 


. .3942 








Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 








Strand 




Start 


27872 








End 


27976 


Name 


ATQQflQn^ no 


you 4 


. Lo . ox . 


4- 0 

L.S 


Method 


TBLASTX : Soybean 


Start 


5636 








End 


9201 


GI 


none 








Score 


128 


Exons 


5636. .6109, 


5640 


. . 5876, 


6005. 


.6199, 6170. .6271, 6171. .6269 




7297. .7449, 


7302 


. .7448, 


8162. 


.8284, 8167. .8301, 9104. .9196 




9106. .9201 












Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No . 


nine 
D /UD 








Strand 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5636 








End 


6110 


GI 


none 








Score 


139 


Exons 


5636. .5968, 


5640 


. .5876, 


5969. 


.6058, 6050. .6109, 6054. .6110 


Seq. No. 


1790 








Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 








Strand 




Start 


27872 








End 


27976 


Name 


OJ990903 09. 


9B04 


.C8.o2-. 


tm 


Method 


TBLASTX: Maize 


Start 


5636 








End 


5959 



1860 



# • 



GI 


none 


Score 


211 


Exons 


5636.. 5959, 5640. .5864, 5747 


. .5872 




Seq. No. 


1790 


Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 


Strand 




Start 


27872 


End 


27976 


Name 


OJ990903 09.9B04.C8-ol.tw 


Method 


TBLASTX: Wheat 


Start 


5642 


End 


6271 


GI 


none 


Score 


65 


Exons 


5642.. 6109, 5765. .5824, 6005 


..6220, 6161. .6271 


Seq. No. 


1790 


Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 


Strand 




Start 


27872 


End 


27976 


Name 


OJ990903 09 . 9B04 ,C8 . o5 . tm 


Method 


TBLASTX: Maize 


Start 


5960 


End 


9205 


GI 


none 


Score 


80 


Exons 


5960.. 6109, 6003.. 6110, 6014 


..6268, 6161. .6271, 6162. .6290, 




6168.. 6272, 7297.. 7446, 7302 


..7493, 7497. .7553, 8162. .8284, 




8167.. 8283, 9104.. 9205, 9106 


. .9204 




Seq. No. 


1790 


Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 


Strand 




Start 


*^ —t "i <™i 
27872 


. End 


27976 


Name 


OJ990903 09.9B04.C8.o4.tc 


Method 


TBLASTX: Cress 


Start 


6206 


End 


9184 


GI 


none 


Score 


140 


Exons 


6206.. 6271, 7279.. 7431, 7302 


..7448, 8162. .8284, 8162. .8263, 




8167. .8283, 9106. .9183, 9107 


. .9184 




Seq. No. 


1790 


Seq. ID 


OJ990903_09. 9B04 .C8 


Gene No. 


3705 


Strand 




Start 


27872 


End 


27976 


Name 


OJ990903 09.9B04.C8.o7.tm 


Method 


TBLASTX: Maize 


Start 


14442 


End 


14765 


GI 


none 


" Score 


71 


Exons 


14442. .14519, 14472 .. 14591, 


14474. .1454 


2, 14562. .14765, 




14562. .14591, 14597. .14761 






Seq. No. 


1790 


Seq. ID 


OJ990903_09. 9B04 .C8 


Gene No. 


3705 


Strand 




Start 


. 27872 


End 


27976 


Name 


OJ990903 09.9B04.C8.o4.tm 


Method 


TBLASTX: Maize 


Start 


24151 


. End 


24452 


GI 


none 


Score 


66 


Exons 


24151. .24201, 24202. .24333, 


24211. .24267, 24245 . .2434 6, 




24316. .24444, 24318 .. 24452, 


24336. .24446 


Seq. No. 


1790 


Seq. ID 


OJ990903_09.9B04.C8 


Gene No. 


3705 


Strand 




Start 


27872 


End 


27976 


Name 


OJ990903 09.9B04.C8.o3.ts 


Method 


TBLASTX: Soybean 


Start 


24217 


End 


25386 


GI 


none 


Score 


90 


Exons 


24217. .24333, 24245 .. 24334 , 


24316. .24456, 24318 .. 24434 , 




24438. .24611, 24663 .. 24896, 


25282.. 25386 



1861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1790 Seq. ID 

3705 Strand 
27872 End 
OJ990903_09.9B04.C8.o3.tw Method ' 

24241 End 
none Score 

24241. .24333, 24263.-24334, 

24436. .24591, 24459.-24596 



OJ990903_09.9B04.C8 
27976 

TBLASTX: Wheat 
24596 
74 * 

24318. .24470, 24319 .. 244 68 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start t 
Name 
Start 
GI 

Exons 



1790 
3705 
27872 

OJ990903_09. 9B04 . C8 . o3 . tc 

24245 

none 

24245.-24334, 24318 .. 2444 9, 
24651. .24689, 24708 .. 24890 , 

1790 
3705 
27872 

OJ990903_09 . 9B04 . C8 . 06 . tm 

24708 

none 

24708. .24962, 24718.. 24960 

1790 
3705 
27872 

OJ990903_09. 9B04 . C8 . o3 . tm 

25048 

none 

25048. .25389, 2504 9 .. 2514 4 , 

1790 
3705 
27872 

OJ990903_09. 9B04 .C8.o6.gs 

27872 

none 

27872. .27976 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903 09.9B04.C8 



27976 

TBLASTX: Cress 
25386 
41 

24436. .24570, 24456 .. 24 620, 
25156. .25200, 25282.. 25386 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_09.9B04.C8 
27976 

TBLASTX: Maize 

24962 

119 



OJ990903_09.9B04.C8 
27976 

TBLASTX: Maize 

25390 

83 



25265. .25390 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_09.9B04.C8 

27976 

GENSCAN 

27976 



Seq. No: 1791 

Gene No. 3706 

Start 943 

Name 0 J 9 9 0 9 0 3_0 9 . 9 B 0 4 . C 9 . o 1 . gs 

Start 943 

GI none 

Exons 943.. 1243, 1478.. 1741 

Seq. No. 1791 

Gene No. 3707 

Start 2196 

Name OJ990903_09. 9B04 .C9.o2.gs 

Start 2196 

GI none 

Exons 2196.. 2438, 4308.. 4457 



Seq. ID OJ990903_09. 9B04.C9 

Strand + 

End 1741 

Method GENSCAN 

End 1741 

Score . 61 



Seq. ID OJ990903_09.9B04-C9 
Strand 

End 4 683 

Method GENSCAN 

End 4457. 

Score .41 



1862 



Seq. No. 


1791 


Seq. ID 


OJ990903_ 


09. 


9B04 


.C9 


bene no. 


3707 


Strand 










Start 


2196 


End 


4683 








Name 


OJ990903 09.9B04.C9.ol.np 


Method 


AAT/NAP 








Start 


4315 


End 


4683 








GI 


6539570 


Score 


225 








Exons 


4315. .4381, 4542. .4683 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








beq. No. 


1792 


Seq. ID 


uj yyuyu j 


u y . 


JDU 4 




Gene No. 


3708 


Strand 


+ 








Start 


70 


End 


185 








Name 


OJ990903_09 . 9B04 . CIO . ol . gs 


Method 


GENSCAN 








Start 


70 


■pi _ _j 
End 


185 








GI 


none 


Score 


1 








Exons 


70 . . 185 












beq. no. 


1792 


Seq. ID 










Gene No. 


3709 


Strand 










Start 


1010 


End 


1195 








Name 


OJ990903 09. 9B04 . C10.o2 .gs 


Method 


GENSCAN 








Start 


1010 


End 


1195 








GI 


none 


Score 


.94 








Exons 


1010. .1195 












Seq. No. 


1793 


Seq. ID 


uj y yuy 


u y . 


you 4 


pi 1 


Gene No. 


3710 


Strand 


+ 








Start 


157 


End 


255 








Name 


OJ990903 09 . 9B04 .Cll . ol .gs 


Method 


GENSCAN 








Start 


157 


End 


255 








GI 


none 


Score 


.91 








Exons 


157 . . 255 












beq. No. 


1794 


Seq. ID 


UJ :? y Uy Uj 


n q 
u y . 


youft 


P1 9 


Gene No. 


3711 


Strand 










Start 


63 


End 


192 








Name 


OJ990903_09 . 9B04 .C12.ol.gs 


Method 


GENSCAN 








Start 


63 


End 


192 








GI 


none 


Score 


.46 








Exons 


63 . .192 












Seq. No. 


1795 


Seq. ID 


OJ990923_ 


08. 


9B08 


.CI 


bene no . 


3712 


Strand. 










Start 


134 


End 


972 








Name 


OJ990923 08.9B08.Cl.ol.np 


Method 


AAT/NAP 








Start 


134 


End 


972 








GI 


5902445 


Score 


1353 








Exons 


134.. 972 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 








Seq. No. 


1795 


Seq. ID 


OJ990923_ 


08. 


9B08 


.CI 


Gene. No. 


3712 


Strand 










Start 


134 


End 


972 








Name 


OJ990923 08.9B08.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


143 


End 


757 








GI 


none 


Score 


104 









1863 




Exons 


143. .280, 


266. .757, 


468. .602, 


491. .757 






Seq. No. 


1795 






Seq. ID 


OJ990923_08.9B08 


.CI 


Gene No. 


O / L/. 






oLiallu 






Start 


134 






End 


972 




Name 


OJ990923 


08.9B08.C1 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


182 






End 


445. 




GI 


none 






Score 


95 




Exons 


182. .283, 


183. .284, 


263. .445, 


264 . .323 






Seq. No. 


1795 






Seq. ID 


OJ990923_08.9B08 


.CI 


Gene No . 








OCX cUlU 






Start 


134 






End 


972 




Name 


OJ990923 


08.9B08.C1 


. ol . gs 


Method 


GENS CAN 




Start 


203 






End 


855 




GI 


none 






Score 


.52 




Exons 


203. .855 












Seq. No. 


1795 






Seq. ID 


OJ990923_08.9B08 


.CI 


Gene No. 


OHIO 






o lit etna 






Start 


134 






End 


972 




Name 


OJ990923 


08.9B08.C1 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


527 






End 


806 




GI 


none 






Score 


56 




Exons 


527. .613, 


623. .706, 


636. .710, 


693. .806, 


701. .799 




Seq^ No. 


1795 






Seq. ID 


OJ990923_08.9B08 


.CI 


Gene No. 


3 IlZ 






btrana 






Start 


134 






End 


972 




Name 


OJ990923 


08.9B08.C1 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


764 






End 


972 




GI 


none 






Score 


127 




Exons 


764. .970, 


780. .971, 


796. .972, 


883. .972 






Seq. No. 


1796 






Seq. ID 


OJ990923_08.9B08 


.C2 


Gene No. 


3713 






Strand 


+ 




Start 


1 






End 


1433 




Name 


OJ990923 


08.9B08.C2 


. ol . np 


Method 


AAT/NAP . 




Start 


- 1 






End 


1430 




GI 


6498441 






Score 


2201 




Exons 


1..1055, 


1149. .1430 











^ GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gyp sy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


1796 








Seq. ID 


OJ990923_0&.9B08 


Gene No. 


3713 








Strand 


-f 


Start 


1 








End 


1433 


Name 


OJ990923 


08.9B08.C2 


.ol 


gs 


Method 


GENSCAN 


Start 


103 








End 


1433 


GI 


none 








Score 


.77 


Exons 


103. .506, 


576. .1433 










Seq. No. 


1796 








Seq. ID 


OJ990923_08.9B08 


Gene No. 


3714 








Strand 




Start 


2053 








End 


4189 


Name 


OJ990923 


08.9B08.C2 


.ol 


tm 


Method 


TBLASTX: Maize 



1864 




Start 


300 


End 


623 




GI 


none 


Score 


354 . 




Exons 


.300. .623, 329.. 610 








Seq. No. 


1796 


Seq. ID 


OJ990923_08. 9B08 


.C2 


Gene No. 


T7 1 A 
J / 14 


o Liana 






Start 


2053 


End 


4189 




Name 


OJ990923 08.9B08.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


437 


End 


818 




GI 


none 


Score 


365 




Exons 


437. .787, 438. .818 








Seq. No. 


1796 


Seq. ID 


OJ990923_08. 9B08 


.C2 


Gene No. 


3 1 14 


o trana 






Start 


2053 


End 


4189 




Name 


OJ990923 08.9B08.C2.o2.tw 


Method 


TBLASTX: Wheat 




Start 


819 


End 


1421 




GI 


none 


Score 


260 




Exons 


819. .1103, 824. .1099, 1295.. 


1405, 1296 


. .1421 




Seq. No. 


1796 


Seq. ID 


OJ990923_08.9B08 


.C2 


Gene No . 


o / 14 


Of v=n-i^ 






Start 


2053 


End 


4189 




Name 


OJ990923 08.9B08.C2.o2.tm 


Method 


TBLASTX: Maize 




Start - 


1290 


End 


1433 




GI 


none 


Score 


182 




Exons 


1290.. 1433, 1295.. 1429 








Seq. No. 


1796 


Seq. ID 


OJ990923_08.9B08 


.C2 


Gene No. 


J / 14 


Strand 






Start 


2053 


End 


4189 




Name 


OJ990923 08.9B08.C2.o2.gs 


Method 


GENSCAN 




Start 


2053 


End 


4103 




GI 


none 


Score 


.7 




Exons 


2053.. 2474, 2555.. 3361, 3532 


..3926, 4030. .4103 




Seq. No. 


1796 


Seq. ID 


OJ990923_08. 9B08 


.C2 


Gene No. 


3714 


Strand 








2053 


End 


4189 




Name 


OJ990923 08.9B08.C2.o2.np 


Method 


AAT/NAP 




Start 


2056 


End 


4189 




GI 


6907089 


Score 


2452 




Exons 


2056.. 3926, 4030.. 4189 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1797 


Seq. ID 


OJ990923_08.9B08 


.C3 


Gene No. 


3715 


Strand 






otart 


1 


End 


913 




Name 


OJ990923 08.9B08.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


913 




GI 


6907089 


Score 


1458 




Exons 


1. .913 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1797 


Seq. ID 


OJ990923_08.9B08 


,C3 


Gene No. 


3715 


Strand 






Start 


1 


End 


913 





1865 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990923_08 . 9B08 . C3 . ol . gs 
12 

none 

12. .224, 302. .913 



Method GENSCAN 
End 913 
Score . ,.5 



1798 Seq. ID OJ990923_08 . 9B08 . C4 

3716 Strand + 

1 End 5216 

OJ990923_08. 9B08 .C4 .ol.np Method AAT/NAP 

1 End 5216 

6069646 Score 895 

1..23, 3174. .3957, 4246. .5216 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 





Seq. No. 


1798 




Seq. ID 


OJ990923_08.9B08 


■ C4 




Gene No. 


3717 




Strand 


+ 






Start 


5653 




End 


7709 






Name 


OJ990923 08.9B08.C4.o2. 


gs • 


Method 


GENSCAN 






Start 


5653 




End 


7709 






GI 


none 




Score 


.72 




!" £ 

. =% 


Exons 


5653.. 5834, 6328.. 7048, 


7497. 


. .7709 






,3 Kj, 

Li i 


Seq. No. 


1798 




Seq. ID 


OJ990923JD8. 9B08 


.C4 


m 


Gene No. 


3718 




Strand 


+ 






Start 


11982 




End 


12055 






Name 


OJ990923 08.9B08.C4.ol. 


gp 


Method 


AAT/GAP 




y 


Start 


11982 




End 


12055 






GI 


2312838 




Score 


76 




m 


Exons 


11982. .12055 












GI Descrip. 


1420932/gb|U61383|ORU61383 7, 


. Oe-21 Oryza rufipogon 








4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence 






Seq. No. 


1798 




Seq. ID 


OJ990923_08.9B08 


-C4 




Gene No. 


3719 




Strand 






L J 


Start 


8397 




End 


9317 ' 




{'=i 

<:c? 


Name 


OJ990923 08.9B08.C4.o3. 


gs 


Method 


GENSCAN 




I"! 


Start 


8397 




End 


9317 




rr 


GI 


none 




Score 


.6 






Exons 


8397. .8618/ 8700. .9317 












Seq. No. 


1798 




Seq. ID 


OJ990923_08.9B08 


.C4 




Gene No. 


3720 




Strand 








Start 


9967 




End 


10401 






Name 


OJ990923 08.9B08.C4.o4. 


gs 


Method 


GENSCAN 






Start 


9967 




End 


10401 






GI 


none 




Score 


. 97 






Exons 


9967. .10401 












Seq. No. 


1798 




Seq. ID 


OJ990923_08. 9B08 


.C4 




Gene No.- 


3721 




Strand 








Start 


11133 




End 


.19967 






Name 


OJ990923 08.9B08.C4.o4. 


tm 


Method 


TBLASTX: Maize 






Start 


79 




End 


477 





.1866 




GI 


none 








Score 


260 


Exons 


79. .429, 90. 


.425, 


427. . 


477 . 






Seq. No. 


1798 








Seq. ID 


OJ990923_08 . 9B08 .C4 


Gene No. 


O f ZL 








C +- r 2 

O Liauu 




Start 


11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4 .o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2581 








End 


2928 


GI 


none 








Score 


263 


Exons 


2581. .2928, 


2688. 


.2867 








Seq. No. 


1798 








Seq. ID 


OJ990923_08.9B08.C4 


Gene No. 


,3721 








Strand 




Start 


11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4.o3. 


tm 


Method 


TBLASTX : Maize 


Start 


3019 








End 


3492 


GI 


none 








Score 


88 


Exons 


3019. .3177, 


3184. 


.3399, 


3189. 


.3314, 3394.. 3492, 3396.. 3479 


Seq. No. 


1798 








Seq. ID 


OJ990923_08.9B08.C4 


Gene No. 


3 721 








Strand 




Start 


11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3492 








End 


4176 


GI 


none 








Score 


175 


Exons 


3492. .3647, 


3493. 


.3687, 


3505. 


.3702, 3733.. 4176, 3738.. 4097 


Seq. No. 


1798 








Seq. ID 


OJ990923_08.9B08.C4 


Gene No. 


3721 








Strand 




Start 


11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3817 








End 


4263 


GI 


none 








Score 


223 


Exons 


3817. .4113, 


3819. 


.4106, 


4135. 


.4182, 4186. .4263 


Seq. No. 


1798 








Seq. ID 


OJ990923_08. 9B08.C4 


Gene No. 


O 1 £. 1 








Strand 




Start 


11133 








End ' 


19967 


Name 


OJ990923 08. 


9B08. 


C4.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


4240 








End 


4509 


GI 


none 








Score 


180 


Exons 


4,240. . 4416, 


4432. 


.4509 








Seq. No. 


1798 








Seq. ID 


OJ990923_08.9B08.C4 


Gene No. 


3721 








Strand 




Start 


11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


4621 








End 


5172 


GI 


none 








Score 


91 


Exons 


4621. .4731, 


4741. 


.4938, 


4939. 


.5172 




Seq. No. 


1798 








Seq. ID 


OJ990923_08.9B08.C4 


Gene No. 


3721 








Strand 




Start 


.11133 








End 


19967 


Name 


OJ990923 08. 


9B08. 


C4.o5. 


gs 


Method 


GENS CAN 


Start 


11133 








End 


19967 


GI 


none 








Score 


.86 



1867 




Exons 11133. .11195, 

13363. .13431, 
15934. .16056, 
19403. .19512, 



11313. .11458, 
14334 . .14432, 
16532. .16652, 
19827. .19967 



12429. .12587, 
15360. .15547, 
17071. .17162, 




12981. .13038, 
15638. .15833, 
18377. .18488, 



Seq. No. 


1798 








Seq. 


ID OJ990923 


08.9B08 


Gene No. 


3721 








Strand 






Start 


11133 








End 


19967 




Name 


OJ990923 08.9B08.C4. 


ol . tm 


Method TBLASTX : Mai ze 


Start 










End 


19967 




GI 


none 








Score 155 




Exons 


12405. . 


12587, 


12407. 


.12589, 


12428. 


.12586, 


12430. 


.12588, 




12979. . 


13041, 


12980. 


.13090, 


13656. 


.13706, 


13661. 


.13705, 




13689. . 


13742, 


14331. 


1 A A O Q 


14334 . 


.14429, 


15141. 


. 15212, 




15141. . 


15203, 


15142. 


.15216, 


15145. 


.15216, 


15149. 


.15223, 




15360. . 


15527, 


15361. 


.15516, 


15361. 


.15543, 


15377. 


.15544, 




15522. . 


15545, 


15630. 


.15833, 


15637. 


.15834, 


15916. 


.16056, 




15928. . 


16059, 


15929. 


.16060, 


15932. 


.16060, 


16529. 


.16654, 




16530. . 


16619, 


16531. 


.16659,. 


16532. 


.16654, 


17068. 


. 17163, 




17070. . 


17183, 


17070. 


.17168, 


17722. 


. 17811, 


17733. 


.17822, 




17737. . 


17808, 


17738. 


.17830, 


17739. 


.17810, 


18374. 


. 18490, 




18378. . 


18512, 


19388. 


.19537, 


19400. 


.19513, 


19401. 


.19514, 




19402. . 


19563, 


19402. 


.19542, 


19785. 


.19871, 


19825. 


.19875, 




. 19899. . 


19967, 


19917. 


.19955 










Seq. No. 


1798 








Seq. 


ID OJ990923 ' 


08.9B08 


Gene No. 


3721 








Strand 






Start 


• 11133 








End 


19967 




Name 


OJ990923 08.9B08.C4. 


o2 .np 


Method AAT/NAP 




Start 


12421 








End 


19967 




GI 


3549678 






Score 1504 




Exons 


12421. . 


12587, 


12981. 


.13038, 


13661. 


.13741, 


14334. 


.14432, 




15144. . 


15215, 


15360. 


.15547, 


15638. 


.15817, 


15930. 


.16056, 




16532. . 


16652, 


17071. 


.17162, 


18377. 


.18488, 


19403. 


.19512, 




19827. . 


19967 















GI Descrip. 



(AL031394) putative aspartate — tRNA ligase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1799 Seq. ID 

3722 Strand 
215. End 
OJ990923_08. 9B08 .C5 . ol . gs Method 
215 End 
none Score 
215.. 311, 415.. 938 

1799 Seq. ID 

3723 Strand 
4172 End 
OJ990923_08 . 9B08 . C5 . o2 . np Method 
4014 End 
5852078 Score 
4014 . .4193 

(AL117264) zwhOOOl.l [Oryza sativa] 



1799 
3723 



Seq. ID 
Strand 



OJ990923_08.9B08.,C5 
+ 

938 

GENS CAN 

938 

.95 



OJ990923_08.9B08.C5 
+ 

5977 
AAT/NAP 
4193 
244 



OJ990923_08:9B08.C5 
+ 



1868 



Start 


4172 




End 


5977 




Name 


OJ990923 08.9B08.C5.o3. 


gs 


Method 


GENSCAN 




Start 


4172 




End 


5977 




GI 


none 




Score 


.75 




Exons 


4172.. .4193, 5029.. 5094, 


5841 


. .5977 






Seq. No. 


1799 




Seq. ID 


OJ990923J38.9B08 


.C5 


Gene No. 


3724 




Strand 






Start 


1665 " 




End 


2230 




Name 


OJ990923_08.. 9B08 . C5 . ol . 


gp 


Method 


AAT/GAP 




btart 






End 


2230 




GI 


705 1.R1084 




Score 


1286 




Exons 


1472. .2230 










GI Descrip. 


'1362184/pirl IS56685 2. 


Oe-37 


histone H2B-8 - wheat 






>gi_531058_dbj_BAA07157 


(D37943) protein H2B-8 [Triticum 




aestivum] 1 










Seq. No. 


1799 




Seq. ID 


OJ990923_08.9B08 


,C5 


Gene No . 


3 12$ 




Strand 






Start 


1665 




End 


2230 




Name 


OJ990923 08.9B08.C5.o2. 


9 s 


Method 


GENSCAN 




Start 


1665 




End 


2132 




GI 


none 




Score 


.99 




Exons 


1665.. 2132 










Seq. No. 


17 99 




Seq. ID 


OJ990923_08i9B08 


.C5 


Gene No. 


3724 




■ Strand 






Start 


1665 




End 


2230 




Name 


ujyyuy/o uo . youo . lo . oi . 


np 


Method 


AAT/NAP 




Start 


1668 




End 


2132 




GI , 


3913804 




Score 


672 




Exons 


1668.. 2132 










GI Descrip. 


HISTONE H2B.3 gi 1577825 


I emb j 


CAA4 9584 | 


(X69960) H2B histone 




mays] 










Seq. No. 


1799 




Seq. ID 


OJ990923_08.9B08 


.C5 


Gene No. 


3725 




Strand 






otart 


a q n n 
4 oUU 




End 


6672 




Name 


OJ990923 08.9B08.C5.o3. 


np 


Method 


AAT/NAP 




Start 


4800 




End 


6672 




GI 


6721512 




Score 


64 




Exons 


4800.. 4937, 4965.. 5066, 


6626 


. .6672 






GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1799 




Seq. ID 


OJ990923_08.9B08 


.C5 


Gene No. 


3 12 d 




Strand 






Start 


6867 




End 


7049 . 




Name 


OJ990923 08.9B08.C5.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


270 




End 


424 




GI 


none 




Score 


60 




Exons 


270. .320, 272. .424 










Seq. No. 


1799 




Seq. ID 


OJ990923__08.9B08 


.C5 


Gene No. 


3726 




Strand 






Start 


6867 . 




End 


7049 




Name 


OJ990923 08.9B08.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


317 




End 


445 





[Zea 



1869 




GI 


none 








Score 


189 


Exons 


317. .445 












Seq. No. 


1799 








Seq. ID 


OJ990923_08.9B08.C5 


Gene No . 


J / Z D 








Of yanrl 

o Li ana 




Start 


6867 








End 


7049 


Name 


OJ990923 08 


. 9B08 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1623 








End 


1943 


GI 


none 








Score 


161 


Exons 


. 1623. .1943, 


1675 


. .1782, 


1852 


. .1941 




Seq. No. 


1799 








Seq. ID 


OJ990923_08.9B08.C5 


Gene No. 










jLlanU 




Start 


6867 








End 


7049 


Name 


OJ990923 08 


.9B08 


.C5 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1646 








End 


1943 


GI 


none 








Score 


65 


Exons 


1646. .1702, 


1653 


. .1943, 


1675 


. .1941 




Seq. No. 


1799 








Seq. ID 


OJ990923_08.9B08.C5 


Gene No . 


O T O £ 








OLiaUU 




Start 


6867 








End 


7049 


Name 


OJ990923 08 


.9B08 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1665 








End 


1943 


GI 


none 








Score 


142 


Exons 


1665. .1943, 


1675 


. .1782, 


1852 


. .1941 




Seq. No. 


1799 








Seq. ID 


OJ990923_08.9B08.C5 


Gene No . 


O /ZD 








Strand 




Start 


6867 








End 


7049 


Name 


OJ990923 08 


.9B08 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1671 








End 


1943 


GI 


none 








Score 


177 


Exons 


1671. .1943, 


1675 


. .1782, 


1836 


..1943, 1849. .1941, 1849. .1941 


Seq. No. 


1799 








Seq. ID 


OJ990923_08.9B08.C5 


Gene No . 


j/ZO 








Strand 




Start 


6867 








End 


7049 


Name 


OJ990923 08 


.9B08 


.C5.o4. 


gs 


Method 


GENSCAN 


Start 


6867 








End 


7049 


GI 


none 








Score 


.88 


Exons 


6867. .7049 












Seq. No. 


1800 








Seq. ID 


OJ990923_08.9B08.C6 


Gene No. 


3727 








Strand 


+ 


Start 


89 








End 


2196 


Name 


OJ990923 08 


.9B08 


,C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


32 








End 


2196 




none 








Score 


161 


Exons 


32.. 466, 56 


. .376 


, 128.. 


586, 


197. .691, 


311.. 796, 512.. 901, 




578. .901, 581. .676, 617 


. .907 


, 691. .885 


, 722. .916, 895. .121 




916. .1284, 


918. . 


1043, 931.. 1425, 1036. 


.1524, 1107. .1283, 




1488. .1796, 


1500 


. .1724, 


1527 


..1775, 1828. .2154, 1849. .2196 




1870. .2196 












Seq. No. 


1800 








Seq. ID 


OJ990923_08.9B08.C6 


Gene No. 


3727 








Strand 


+ 



1870 



Start 
Name 
Start 
GI 

Exons 



89 End 2196 

OJ990923_08 . 9B08 . C6 . ol . tc Method TBLASTX : Cress 
59 End 2192 

none Score .. 166 

59. .418, 128. .349, 146,. 514, 206. .439, 359. .559, 416. .652, 
485. .838, 578. .757, 590. .901, 593. .781, 647. .844, 683. .907, 
785. .907/895. .1083, 898. .1254, 907. .1047, 916. .1152, 973. .1275, 
982. .1188, 994. .1365, 1045. .1260, 1054. .1461, 1110. .1259, 
1177. .1398, 1500. .1781, 1518. .1781, 1614. .1775, 1846. .2022, 
1846. .1980, 1849. .2082, 1885. .2082, 1948. .2046, 2103. .2192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

"Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
□ GI 

Exons 

ry 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990923_08.9B08.C6 

Strand + 

End 2196 

Method GEN SCAN 

End 1515 

Score .77 



1800 
3727 
89 

OJ990923_08. 9B08 . C6 . ol . gs 
89 

none 

89,. 881, 935.. 1515 

1800 
3727 
89 

OJ990923_08-9B08.C6.ol.tm 
179 
none 

179. .313, 269. .415, 374. .517, 593. .733, 593. .709, 734. .841, 
943. .1050, 1003. .1149, 1004. .1096, 1009. .1146, 1010. .1174, 
1045. .1155, 1113. .1148, 1117. .1263, 1129. .1251, 1146. .1259, 
1149.. 1259, 1150.. 1260, 1635.. 1775, 1857.. 1949 



Seq. ID OJ990923_08. 9B08.C6 

Strand + 

End 2196 

Method TBLASTX : Mai ze 

End 194 9 

Score 70 



1801 Seq. ID 

3728 Strand 

1 End 

OJ990923_08. 9B08 . C7 . ol .np Method 

1 End 

107615 Score 
1..222, 548. .651 
ribosomal protein S15a.e - human gi | 36142 | emb | CAA44 568 | 



OJ990923_08. 9B08.C7 
+ 

3582 
AAT/NAP 
651 
145 



(X62691) 



ribosomal protein homologous to yeast S24 [Homo sapiens] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1801 
3728 
1 

OJ990923_08 . 9B08 . C7 . ol . gs 
63 

none 

63. .222, 540. .578, 860. .932, 
3327.. 3353, 3458.. 3582 

1801 
3729 
5395 

OJ990923_08 . 9B08 . C7 . o2'. gs 

5395 

none 

5395. .5856 



Seq. ID OJ990923_08. 9B08.C7 

Strand + 

End 3582 

Method GENSCAN 

End 3582 

Score .55 
1427. .1549, 2032. .2243, 2260. .2545, 



Seq. ID OJ990923_08. 9B08.C7 

Strand. + 

End 5856 

Method GENSCAN 

End - 5856 

Score .57 



1871 




Seq. No. 


1801 








Seq. ID 


OJ990923_08.9B08 


.C7 


Gene No. 


3729 








Strand 


+ 




Start 


5395 








End 


5856 




Name 




.9B08, 


C7.o2. 


np 


Method 


AAT/NAP 




Start 


5395 








End 


5853 




GI 


3913804 








Score 


680 




Exons 


5395. .5853 














GI Descrip. 


HISTONE H2B 


.3 gi| 577825 | emb | CAA49584 | 


(X69960) H2B histone 




mays] 














Seq. No. 


1801 








Seq. ID 


OJ990923JD8.9B08 


.C7 


Gene No. 


3730 








Strand 






Start 


5297 








End 


5857 




Name 


OJ990923 08 


.9B08, 


C7.ol. 


gp 


Method 


AAT / GAP 




Start 


5297 








End 


5857 




GI 


705 1.R1084 








Score 


992 




Exons 


5297. .5857 














GI Descrip. 


'1362184/pirl IS56685 2. 


De-37 


histone H2B-8 - wheat 




>gi_531058_ 


dbj_BAA07157 


(D37943) protein H2B-8 [Triticum 




aestivum] ' 














Seq. No. 


1801 








Seq. ID 


OJ990923_08.9B08 


.C7 


Gene No. 


3731 








Strand 






Start 


6904 








End 


7720 




Name 


OJ990923 08 


.9B08 


C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start ; "' ' 


5577 








End 


5856 




GI 


none 








Score 


388 




Exons 


5577. .5669, 


5581 


.5856, 


5739 


. .5852 






Seq. No. 


1801 








Seq. ID 


OJ990923_08.9B08 


.C7 


Gene No, 


3731 








Strand 






Start 


6904 








End 


7720 




Name 


OJ990923 08 


.9B08 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5577 








End 


5850 




GI 


none 








Score 


159 




Exons 


5577. .5672, 


5577 


.5672, 


5581 


..5685, 5581. .5850, 5739. .5 


849 


Seq. No. 


1801 








Seq. ID, 


' OJ990923_08.9B08 


.C7 


Gene No. 


3731 








Strand^ 






Start 


6904 








End 


7720 




Name 


OJ990923 08 


.9B08 


C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5577 








End . 


5876 




GI 


none 








Score 


389 




Exons 


5577. .5861, 


5581 


.5856, 


5823 


. .5876 






Seq. No. 


1801 








Seq. ID 


OJ990923_08.9B08 


.C7 


Gene No. 


3731 








Strand 






Start 


6904 








End 


7720 




Name 


OJ990923 08 


.9B08 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5577 








End 


5856 




GI 


none 








Score 


387 




Exons 


5577. .5669, 


5581 


.5856, 


5739 


. .5852 






Seq. No. 


1801 








Seq. ID 


OJ990923_08.9B08 


.C7 


Gene No. 


3731 








Strand 






Start 


6904 








End 


7720 




Name 


OJ990923 08 


.9B08 


C7.o3. 


gs 


Method 


GENSCAN 





1872 




Start 


6904 


End 


7720 


GI 


none 


Score 


.49 


Exons 


6904.. 7005, 7649.. 7720 






Seq. No. 


1802 


Seq. ID 


OJ990923_08. 9B08.C8 


Gene No. 


3732 


Strand 




OtaiL. 


144 


End 


3398 


Name 


OJ990923 08.9B08.C8.ol.np 


Method 


AAT/NAP 


Start 


144 


End 


3398 


GI 


6522541 


Score 


1722 


Exons 


144. .283, 311. .532, 676. .1704 


, 1777.. 3398 


GI Descrip. 


(AL132955) receptor-kinase like protein 


[Arabidopsis thaliana] 


Seq. No. 


i o r\ o 


beq. iu 


OJ990923_08.9B08.C8 


Gene No. 


*3 "7 "5 o 


Of v , r-i 


- 


Start 


144 


hna 


3398 


Name 




\fi ^ V\ f\ /"J 

MeunOQ 


TBLASTX: Maize 


Start 


168 


End 


534 


GI 


none 


Score 


97 


Exons 


ICQ '5*5'7 Zo'XA 






Seq. No. 


1802 


Seq. ID 


OJ990923_08.'9B08.C8 


Gene No. 


3732 


Strand 




otart 


144 


End 


3398 


Name 


OJ990923 08.9B08.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


360 


End 


1268 


GI 


none 


Score 


93 


Exons 


360. .533, 427..S34, 709. .915, 


769. .918, 


962. .1045, 1050. . 1169, 




1188. .1268 






Seq. No. 


1802 


Seq. ID 


OJ990923_08.9B08.C8 


Gene No. 


3732 


Strand 




Start 


144 


End 


3398 


Name 


OJ990923 08.9B08.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


423 


End 


3236 


GI 


none 


Score 


47 


Exons 


423. .533, 675. .701, 733. .912, 


734. .856, 


959. .1012, 972. .1019, 




1482.. 1952, 1530.. 1850, 1548. 


.1952, 1548. .1955, 1548. .1946, 



1551.. 1955, 1554.. 1952, 1554. .1592, 1608.. 2120, 1608.. 1952, 

1749.. 1952, 1818.. 1952, 1833. .2030, 1905.. 2078, 1938.. 2210, 

1959.. 2210, 1962.. 2138, 1971. .2210, 1971.. 2210, 1972.. 2124, 

1980. .2120, 1980. .2210, 1981. .2346, 1984. .2292, 2010. .2189, 

2097. .2210, 2187. .2327, 2328. .2399, 2502. .2642, 2502. .2633, 

2502. .2645, 2502. .2708, 2505. .2636, 2505. .2609, 2514. .2864, 

2514. .2633, .2649. .2924, 2652. .2933, 2652. .2924, 2658. .2810, 

2661.. 2924, 2715.. 2933, 2826.. 2924, 2928.. 3173, 2928.. 3083, 

2931. .2990, 2937. .3206, 2940. .3206, 2943. .3206, 2952. .3104, 

2952.. 3206, 3009.. 3206, 3012.. 3236, 3036.. 3206, 3075.. 3206, 
3117.. 3218 



Seq. No. 1802 

Gene No. 3732 

Start 144 

Name OJ990923_08 . 9B08 . C8 . ol . tm 

Start 731 

GI none 
Exons 



Seq. ID OJ990923_08.9B08.C8 



Strand 
End 

Method 
. End 
Score 



3398 

TBLASTX: Maize 

1133 

171 



731. .910, 736. .912, 743. .913, 744. .911, 751. .918, 959. .1024, 



1873 



959. .1048, 963. .1046, 1050. .1133 





Seq. No. 


1802 








Seq. ID OJ990923 


_08.9B08.C8 




Gene No. 


3732 








Strand 






Start 


144 








End 3398 






Name 


OJ990923_08 


. 9B08. 


C8.ol. 


ts 


Method TBLASTX: 


Soybean 




o tart 
















GI 


none 








Score 72 






Exons 


1480. .1638, 


1482. 


.1952, 


1482. 


.1952, 1482. .1808, 


1491. .1952, 






1548. .2009, 


1554. 


.1952, 


1947. 


.2210, 1959.. 2309, 


1962. .2150, 






1980. .2324, 


1984. 


.2310, 


1989. 


.2309, 1990. ..2076, 


2053. .2151, 






2343. .2453, 


2649. 


.2933, 


2649. 


.2933, 2649..2762, 


2652. .2924, 






2652. .2834, 


2653. 


.2817, 


2733. 


.2915, 2805. .2930, 


2943. .32Q6, 






2943. .3206, 


2943. 


.3107, 


2949. 


.3206 






Seq. No. 


1802 








Seq. ID OJ990923 


_08.9B08.C8 




Gene No. 


3732 








Strand 






Start 


144 








End 3398 






Name 


OJ990923_08 


.9B08. 


C8.o2. 


tm 


Method TBLASTX: 


Maize 




ot art 


1 A Q O 














GI 


none 








Score 75 






Exons 


1482. .1745, 


1542. 


.1955, 


1548. 


.1952, 1551.. 1883, 


1554 . .1952, 






1572. .1952, 


17.19. 


.1955, 


1938. 


.2348, 1956.. 2180, 


1962. .2210, 






1962. .2210, 


1971. 


.2309, 


1984. 


.2217, 2007. .2324, 


2200. .2289, 


,3 




2502. .2618, 


2502. 


.2618, 


2503. 


.2607, 2646. .2843, 


2649. .2915, 


j i 




2650. .2829, 


2652. 


.2924, 


2823. 


.2933, 2859.. 2909, 


2937. .3206, 


y 




2937. .3062, 


2943. 


.3206, 


2946. 


.3191, 2973.. 3206, 


3231. .3326 




Seq. No. 


1802 








Seq. ID OJ990923 


_08.9B08.C8 


.d 


Gene No . 


3732 








Strand 






Start 


144 








End 3398 




! ii 


Name 


OJ990923 08 


.9B08. 


C8.ol. 


tw 


Method TBLASTX : Wheat 




Start 


1551 








End 314 9 






GI 


none 








Score 217 






Exons 


1551. .1673, 


1554. 


.1736, 


1752. 


.1838, 1755. .2057, 


1935. .2165, 






2085. .2474, 


2085. 


.2456, 


2087. 


.2470, 2089. .2490, 


2104. .2481, 






2649.. 2858, 


2682. 


.3029, 


2934. 


.3149 




- si 
'i J 


Seq. No. 


1803 








Seq. ID OJ990923 


_08.9B08.C9 




Gene No. 


3733 








Strand + 




: sf 


Start 


2456 








End 6854 






Name 


OJ990923 08 


.9B08. 


C9.ol. 


gs 


Method GENSCAN 






Start 


2456 








End 6639 






GI 


none 








Score .52 






Exons 


2456. .3716, 


5433. 


.5479, 


5830. 


.6639 






Seq. No. 


1803 








Seq. ID OJ990923 


JD8 . 9B08 .C9 




Gene No. 


3733 








Strand + 






Start 


2456 








End 6854 






Name 


OJ990923 08 


. 9B08. 


C9.ol. 


np 


Method AAT/NAP 






Start 


5199 








End 5659 






GI 


133793 








Score 123 






Exons 


5199. .5341, 


5443. 


.5659 










GI Descrip. 


40S RIBOSOMAL PROTEIN S15A (PPCB8) gi | 99825 | pir | | S20945 






ribosomal protein 


S15a 


- rape 


gi | 17863 | emb | CAA42599 | (X59983) 



r-protein BnS15a [Brassica napus] 



1874 




Seq. No. 


1803 




Seq. ID 


OJ990923_08.9B08.C9 




3733 




Strand 


+ 


Start 


2456 




End 


6854 


Name 


OJ990923 08. 


9B08.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6065 




End 


6633 


GI 


none 




Score 


58 


Exons 


6065. .6130, 


6360.. 6632, 6364. 


.6468, 6364.. 6633, 6379.. 6468 


Seq. No. 


1803 




Seq. ID 


OJ990923 08 9B08 C9 


Gene No. 


3733 




Strand 




Start 


2456 




End 


6854 


Name 


OJ990923 08. 


9B08.C9.o2.np 


Method 


AAT /NAP 


Start 


6178 




End 


6636 


GI 


3913804 




Score 


679 


Exons 


6178. . 6636 








GI Descrip. 


HISTONE H2B. 


3 gi|577825|emb|CAA49584| 


(X69960) H2B histone 




mays] 








Seq. No. 


1803 




Seq. ID 


OJ990923_08.9B08.C9 


Gene .No. 


3733 




Strand 


+ 


Start 


2456 




End 


6854 


Name 


OJ990923 08. 


9B08.C9.ol.gp 


Method 


AAT /GAP 


Start 


6267 




End 


6854 


GI 


705 11.R1084 




Score 


1112 


Exons 


6267. .6854 









J? GI Descrip. * 4115373 2.0e-17 (AC005967) receptor-like protein kinase 
J:; 5 [Arabidopsis thaliana] ' 

r lJ 



Seq. No. 


1803 








Seq. ID 


OJ990923_08.9B08 


.C9 


Gene No. 


3733 








Strand 


+ 




Start 


2456 








End 


6854 




Name 


OJ990923 08. 


. 9B08 


.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


6360 








End 


6660 




GI 


none 








Score 


432 




Exons 


6360. 


.6629, 


6364 


. .6660 








Seq. No. 


1803 








Seq. ID 


OJ990923_08.9B08 


.C9 


Gene No. 


3733 








Strand 


+ 




Start 


2456 








End 


6854 




Name 


OJ990923 08. 


.9B08 


.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


6360 








End 


6660 




GI 


none 








Score 


427 




Exons 


6360. 


.6629, 


6364 


. .6660 








Seq. No. 


1803 








Seq. ID 


OJ990923_08.9B08 


.C9 


Gene No. 


3733 








Strand 


+ 




Start 


2456 








End 


6854 




Name 


OJ990923 08, 


. 9B08 


.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


6360 








End 


6648 




GI 


none 








Score 


456 




Exons 


6360. 


.6629, 


6364 


. .6648 








Seq. No. 


1804 








Seq. ID 


OJ990923_08.9B08 


.C10 


Gene No. 


3734 








Strand 


+ 




Start 


267 








End 


367 




Name 


OJ990923 08, 


,9B08 


.C10.ol.np 


Method 


AAT /NAP 




Start 


267 








End 


367 





1875 



GI 


3549678 


Score 


96 


Exons 


267. .367 






GI Descrip. 


(AL031394) putative aspartate — tRNA ligase [Ara 




thaliana] 






Seq. No. 


1805 


Seq. ID 


OJ990923 


Gene No. 


3735 


Strand 


+ 


C 4- a r-+- 


1 


End 


408 


Name 


OJ990923 08.9B08.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


408 


GI 


5042454 


Score 


74 


Exons 


1..70, 353. .408 






GI Descrip. ■ 


(AC007789) putative, polyprotein [Oryza 


sat iva ] 


Seq. No. 


loOo 


beq. ID 


OJ990923 


Gene No . 


3736 


Strand 


+ 


Start 


455 


End 


713 


Name 


OJ990923 Oo . 9BUo . C1Z . ol . gs 


Method 


GENSCAN 


Start 


455 


End 


713 


GI 


none 


Score 


.57 


Exons 


455.-523, 657.. 713 






Seq. No. 


1805 


Seq. ID 


OJ990923 


Gene No. 


•3737 


Strand 


+ 


Start 


657 


End 


752 . 


Name 


OJ990923 08.9B08.C12.ol.gp 


Method 


AAT/GAP 


Start 


657 


End 


752 


GI 


none 


Score 


130 


Exons 


657. .752 






Seq. No. 


1805 


Seq. ID 


OJ990923 


Gene No. 


3738 


Strand 




Start 


1 


End 


556 


Name 


OJ990923 08.9B08.C12.o2.np 


Method 


AAT/NAP 


o tar z 


1 


End 


556 


GI 


5922623 


Score 


63 


Exons 


1..27, 482. .556 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gi| 6016856 |dbj | BAA85199.il 


(AP000570) ] 


hypotheti 




[Oryza sativa] 






Seq. No. 


1806 


Seq. ID 


OJ990923 


Gene No. 


3739 


Strand 


- 


Cf a r-+- 


1 


End 


529 


Name 


OJ990923 08.9B08.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


529 


GI 


5042454 


Score 


180 


Exons 


1..146, 199. .306, 381;. 529 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


1807 


Seq. ID 


OJ990923 


Gene No. 


3740 


Strand 




Start 


1 


End 


709 


Name 


OJ990923 08.9B08.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


709 


GI 


6691716 


Score 


392 


Exons 


1..185, 335. .436, 511. .709 







08.9B08.C12 



1876 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



1807 Seq. ID 

3740 Strand 

1 End 
OJ990923_08. . 9B08 . C14 . ol . gs Method 

248 End 

none Score 

248. .357, 393.-436, 511. .693 



OJ990923_08.9B08.C14 
709 

GENS CAN 

693 

.55 



Seq. No. 1808 Seq. ID OJ990923_08.9B08.C15 

Gene No. 3741 Strand + 

Start 1 . End 4 60 

Name OJ990923_08 . 9B08 . C15 . ol . np Method AAT/NAP 

Start 1 End 4 60 

GI 6721562 Score 536 

Exons 1 . . 460 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gil 6815087 | dbj |BAA90373.1| (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 1808 • Seq. ID 

Gene No. 3741 Strand 

Start 1 End 

Name OJ990923_08 . 9B08 . C15 . ol . gs Method 

Start 29 End 

GI none Score 

Exons 29.-433 



OJ990923_08.9B08.C15 
+ 

460 

GENSCAN 

433 

.62 



Seq. No. 1809 Seq. ID 

Gene No. 3742 Strand 

Start 290 End 

Name OJ990923_08 . 9B08 . C16 . ol . gs Method 

Start 290 ' End 

GI none Score 

Exons 290. . 1391 



OJ990923_08.9B08.C16 
+ 

1391 
GENSCAN 
1391 
.87 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1809 
3742 
290 

OJ990923_08 . 9B08 . C16 . ol . np 
388 

5487873 
388. .1376 

(AF110333) PrMC3 [Pinus radiata] 



Seq. ID OJ990923_08.9B08.C16 

Strand + 

End 1391 

Method AAT/NAP 

End 1376 

Score 485 



1809 
3743 
14032 

OJ990923_08. 9B08 . C16 . o2 . np 

14032 

6498441 



Seq. ID OJ990923_08.9B08.C16 



Strand 
End 

Method 

End 

Score 



+ 

18789 
AAT/NAP 
18789 
2674 



14032. .15093, 15424 .. 15887, 15951 .. 16267 , 18769. .18789 



1877 



GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 





Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 




Gene No. 


3744 




Strand 


- 




Start 


2485 




End 


3343 




Name 


OJ990923 08.9B08.C16.o2 


.gs 


Method 


GENSCAN 




Start 


2485 




End 


3343 




GI 


none 




Score 


.62 






248S ?S6S 2666 3343 










Seq. No. 


1809 




Seq. ID 


OJ990923_08 . 9B08 .C16 




Gene No. 


3745 




Strand 






Start 


5049 




End 


9371 




Name 


OJ990923 08.9B08.C16.o3 


.gs 


Method 


GENSCAN 




Start 


5049 




End 


9371 




GI 


none 




Score 


.53 




uAUl 1 0 


5049.. 5189, 5264. .5533, 


5555. 


.5644, 6629. .6799, 6828.. 6943, 






7004.. 7056, 8708.. 8793, 


9306. 


.9371 






Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 




Gene No. 


3746 




Strand 






Start 


10499 




End 


11365 




.Name 


OJ990923 08.9B08.C16.o4 


.gs 


Method 


GENSCAN 


3 


Start 


10499 




End 


11365 


n 


GI 


none 




Score 


.77 




TP v i~\ r\ a 
Hi A vJ 1 1 o 


10499. .10579, 10683 .. 10976, 10982. .11365 




Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 




Gene No. 


3747 




Strand 




3 


Start 


16347 




End 


18789 


y 


Name 


OJ990923 08.9B08.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


371 




End 


803 




GI 


none 




Score 


80 




Exons 


371. .454, 402. .482, 513 


. .572, 


513. .590, 


606. .740, 608. .748, 






738. .803, 738. .803 








ST 


Seq. No. 


1809 




Seq. ID 


OJ990923JD8 . 9B08 .C16 


3 


Gene No. 


3747 




Strand 






Start 


16347 




. End 


18789 




• Name 


OJ990923 08.9B08.C16.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


395 




End 


782 




GI 


none 




Score 


72 . 




Exons 


395. .454, 402. .491; 507 


. .572, 


507. .590, 


517. .591, 605. .781, 






606. .782 










Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 




Gene No. 


3747 




Strand 






Start 


16347 




End 


18789 




Name 


OJ990923 08.9B08.C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


402 




End 


1357 




GI 


none 




Score 


70 




Exons 


402. .491, 513. .812, 632 


. .775, 


819. . 923, 


968. .1036, 969.. 103^ 






1047. .1139, 1049. .1135, 


1194*. 


.1340, 1235. .1336, 1331.. 1357 




Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 



1878 



* 



Gene No . 


3747 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


.ol . tc 


Method 


TBLASTX: Cress 


Start 


609 




End 


1118 


GI 


none 




Score 


146 


Exons 


609. .809, 677. .790, 


852.. 926, 969.. 1022, 1050.. 1118 


Seq. No. 


1809 




Seq. ID 


OTQQfiQ97 Oft QRflft PI £ 


Gene No . 


on /it 

J /47 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


.o2. tm 


Method 


TBLASTX : Maize 


Start 


819 




End 


1139 


GI 


none 




Score 


101 


Exons 


819. .911, 968. .1051, 


969. .1049, 1068.. 


1139, 1076,. 1135 


Seq. No. 


1809 




- Seq. ID 


OJ990923_08.9B08.C16 


Gene No. 


3747 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


. o5 . tw 


Method 


TBLASTX: Wheat 


Start 


2506 




End 


11014 


GI 


none 




Score 


74 


Exons 


2506. .2568, 2510. .2587, 2666 


..2719, 2666.. 2722, 2753.. 2818, 




2757. .2813, 2774 .. 2818 , 2822 


..2956, 2889.. 2936, 5130.. 5192, 




5263.. 5301, 5264.. 5323, 5264 


..5323, 5342. .5443, 5343. .5420, 




5344. .5448, 6254. .6301, 9237 


..9281, 9319.. 9393, 9321.. 9392, 




10520. .10582, 10682. 


.10723, 


10683. .10754, 10683. .10736, 




10773. .10850, 10774. 


.10851, 


10776. .10868, 10906 .. 10986, 




10964.. 11014 








Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 


Gene No. 


3747 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


.o2.tw 


Method 


TBLASTX: Wheat 


Start 


14180 




End 


14572 


GI 


none 




Score 


58 


Exons 


14180. .14227, 14234. 


.14332, 


14251. .14331, 14299. .14460, 




14315. .14572 








Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 


Gene No. 


3747 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


. o3.tm 


Method 


TBLASTX: Maize 


Start 


14185 




End 


14470 


GI 


none 




Score 


193 


Exons 


14185. .14469, 14222. 


.14470 






Seq. No. 


1809 




Seq. ID 


OJ990923_08.9B08.C16 


Gene No. 


3747 




Strand 




Start 


16347 




End 


18789 


Name 


OJ990923 08.9B08.C16 


.ol . tw 


Method 


TBLASTX .-Wheat 


Start 


15308 




End 


16079 


GI 


none 




Score 


402 


Exons 


15308. .15445, 15309. 


.15791, 


15503. .15763, 15882 .. 1607 9, 




15882. .16064, 15935. 


.16078 






Seq. No. 


1809 




Seq. ID 


OJ990923_08 . 9B08 .C16 


Gene No. 


3747 




Strand 





1879 



Start 


16347 


End 


18789 






Name 


OJ990923 08.9B08.C16.o4.tw 


Method 


TBLASTX :-Wheat 




Start 


16080 


End 


16262 






GI 


none 


Score 


221 






Exons 


16080. .16262, 16082.. 16261 










Seq. No. 


1809 


Seq. ID 


OJ990923_08. 


9B08 


.C16 


Gene No . 


J / 4 / 


C 4- v cs ri /—} 








Start- 


16347 


End 


18789 






Name 


OJ990923 08.9B08.C16.o4.tm 


Method 


TBLASTX: Maize 




Start 


16089 


End 


16262 






GI 


none 


Score 


184 






Exons 


16089. .16262, 16124. .16261 










Seq. No. 


1809 


Seq. ID 


W U Zs Zs \J -/ t- —) \J u • 


9B08 


.C16 


Gene No. 


.3 / H 1 


our ana. 








Start 


16347 


End 


18789 






Name 


OJ990923 08.9B08.C16.o6.gs 


Method 


GENSCAN 






Start 


16347 


End 


18650 






GI 


none 


Score 


.57 






Exons 


16347. .18650 










Seq. No. 


1809 


Seq. ID 


ujyyuyz j uo. 




.C16 


Gene No. 


3747 


Strand 










16347 ' 


End 


18789 






Name 


OJ990923 08.9B08.C16.o3.np 


Method 


AAT/NAP 






Start 


16350 


End 


18789 






GI 


6907089 


Score 


2839 






Exons 


16350. .18186, 18286. .18789 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1810 


Seq. ID 




9B08 


.C17 


Gene No . 


3748 


Strand 


+ ~ 






Start 


300 


End 


1246 






Name 


OJ990923 08.9B08.C17.ol.gs 


Method 


GENSCAN 






Start 


300 


End 


1246 






GI 


none 


Score 


.62 






Exons 


300.. 436, 670.. 801, 1180.. 


1246. 








Seq. No. 


1810 


Seq. ID 


OJ990923_08. 


9B08 


.C17 


Gene No. 


3749 


Strand 








OLaiL 


1 


' End 


1254 






Name 


OJ990923 08.9B08.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


391 






GI 


6539586 


Score 


569 






Exons 


1. .391 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


1810 


Seq. ID 


OJ990923_08. 


9B08 


.C17 


Gene No. 


3749 


Strand 








Start 


1 


End 


1254 






Name 


OJ990923 08.9B08.C17.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


1254 






GI 


5922623 


Score 


72 






Exons 


1..28, 1173. .1254 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 







gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 



1880 



[Oryza sativa] 



o c • IN (J ■ 


i fil l 






Seq. ID 


\J tJ _? Zf C -J 


Gene No. 


3750 






' Strand 


+ 


Start 


1 






End 


10213 


Name 


OJ990923 08 


.9B08.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


10213 


GI 


5042454 






Score 


99 


Exons 


1..40, 367. 


.473, 10176. 


.10213 






GI Descrip. 


(AC007789) ; 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


1811 






Seq. ID 


OJ990923 


Gene No. 


3750 






Strand 


+ 


Start 


1 






End 


10213 


Name 


OJ990923 08 


. yoUo . Lib . oz 


. gs 


Method 


GENSCAN 


Start 


5313 






End 


8762 


GI 


none 






Score 


.51 


Exons 


5313. .5477, 


6772. .7353, 


7452. 


.7523, 8715.. 87-62. 


Seq. No. 


1811 






Seq. ID 


OJ990923 


Gene No. 


3750 






Strand 


+ 


Start 


1 






End 


10213 


Name 


OJ990923 08 


QtlAO 1 Q 1 

. yhJUo . Llo . Ol 


.gp 


Method 


AAT/GAP 


Start 


5395 






End 


7072 


GI 


3761716 






Score 


864 


Exons 


5395..547S, 


6694. .7072 








Seq. No. 


1811 






Seq. ID 


OJ990923 


Gene No. 


3750 






Strand 


+ 


Start 


1 






End 


10213 


Name 


OJ990923 08 




• gp 


Method 


AAT/GAP 


Start 


7436 






End 


7784 


GI 


3761717 






Score 


603 


Exons 


7436. .7784 










Seq. No. 


1811 






Seq. ID 


OJ990923 


Gene No. 


3751 






Strand 




Start 


1421. 






End 


4071 


Name 


OJ990923 P8 


.9B08.C18.ol 


.gs 


Method 


GENSCAN 


Start 


1421 






End' 


4071 


GI 


none 






Score 


.54 


Exons 


1421. .1506, 


1871. .1972, 


2026. 


.2091, 3221.. 3281, 


Seq. No. 


1812 






Seq. ID 


OJ990923 


OcilC IN D • 


3752 






Strand 


+ 


Start 


1 






End 


3301 


Name 


OJ990923 08 


.9B08.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


555 


GI 


2799823 






Score 


757 


Exons 


1..271, 381 


. .555 








GI Descrip. 


2293479/gb| AF011331 | AF011331 


5.0e-ll Oryza sati' 




protein mRNA, complete 


cds 






Seq. No. 


1812 






Seq. ID 


OJ990923 


Gene No. 


3752 






Strand 


+ 


Start 


1 






End 


3301 


Name 


OJ990923 08 


. 9B08.C19.ol 


.gs 


Method 


GENSCAN 



1881 






Start 


125 


End 


3301 






GI 


none 


Score 


.88 






Exons 


125. .271, 381. .470, 2924.. 


3301 








Seq. No. 


1812 


Seq. ID 


OJ990923_08.9B08 


.C19 




Gene No. 


O "1 C *5 

J 753 


Strand 


+ 






Start 


4143 


End 


4983 






Name 


OJ990923 08.9B08.C19.o2.gs 


Method 


GEN SCAN 






Start 


4143 


End 


■ 4983 - 






GI 


none 


Score 


.79 






Exons 


4143. .4760, 4876. .4983 










Seq. No. 


1812 


Seq. ID 


OJ990923JD8.9B08 


.C19 




Gene No. 


3754 


Strand 


+ 






otart 




End 


9057 






Name 


OJ990923 08.9B08.C19.o2.np 


Method 


AAT/NAP 






Start 


6958 


End 


9057 






GI 


4680183 


Score 


2741 






Exons 


6958. .9057 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 






Seq. No. 


1812 


Seq. ID 


OJ990923_08.9B08 


.C19 




Gene No. 


3754 


Strand 


+ 






Start 


6958 


End 


9057 






Name 


OJ990923 08.9B08.C19.o3.gs 


Method 


GENSCAN 






Start 


6958 :**"• 


" "End 


9019 






GI 


none 


Score 


.87 




! Ls 


Exons 


6958. .9019 










Seq. No. 


1812 


Seq. ID 


OJ990923_08.9B08 


.C19 




Gene No. 


3754 


Strand 


+ 






Start 


6958 


End 


9057 




ry 


Name 


OJ990923 08.9B08.C19.ol.tw 


Method 


TBLASTX: Wheat 




i: 


Start 


8256 


End 


8658 




.3 SS. 

: E 


GI 


none 


Score 


268 




; s. i 

*3 


Exons 


8256. .8564, 8257. .8658 








: 3 
|! 53 


Seq. No. 


1813 


Seq. ID 


OJ990923_08.9B08 


.C20 


Is 


Gene No'. 


3755 


Strand 








Start 


259 


End 


362 




r ~ 


Name 


OJ990923 08.9B08.C20.ol.np 


Method 


AAT/NAP 






Start 


259 


End 


362 






GI 


3549678 


Score 


72 






Exons 


259. .362 










GI Descrip. 


(AL031394) putative aspartate — tRNA ligase [Arabidopsis 








thaliana] 










Seq. No. 


1814 


Seq. ID 


OJ990923_05.9B16 


.CI 




Gene No. 


3756 


Strand 








Start 


66 


End 


194 






Name 


OJ990923 05.9B16.Cl.ol.gs 


Method 


GENSCAN 






Start 


66 


End 


194 








none 


Score 


.5 






Exons 


66. .194 










Seq. No. 


1815 


Seq. ID 


OJ9.90923_05.9B16 


.C2 




Gene No. 


3757 


Strand 


+ 





1882 



■■id 



"-4 



'SB? 



Start 


8360 




End 


8738 




Name 


OJ990923 05.9B16.C2. 


ol .gp 


Method 


AAT/GAP 




Start 


8360 




End 


8738 




GI . 


2311430 




Score 


714 




Exons 


8360. .8738 










Seq. No. 


1815 




Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3758 




Strand 


+ 




o cart 


13493 




End 


19778 




Name 


OJ990923 05.9B16.C2. 


o3 ,np 


. Method 


AAT/NAP 




Start 


13115 




End 


15218 




GI 


4406801 




Score 


346 




Exons 


13115. .13189, 13610. 


.13771, 


14 662. .14813, 15032. .15218 




GI Descrip. 


(AC006304) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


1815 




Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3758 




Strand 


+ 




Start 


13493 




End" 


19778 




Name 


OJ990923 05.9B16.C2. 


o3.gs 


Method 


GENS CAN 




Start 


13493 




End 


19778 




GI 


none 




Score 


.66 




Exons 


13493. .13871, 13964. 


.14037, 


14662. .14802, 15096 .. 15208, 






15621. .15753, 16475. 


.16613, 


'16690. .16789, 17135 .. 17225, 






17384. .17461, 17540. 


.17637, 


18136. .18235, 18790 .. 19095, 






19741.. 19778 










Seq. No. 


1815 




Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3758 




Strand 


+ 




Start 


13493 




End 


19778 




Name 


OJ990923 05.9B16.C2. 


o2.gp 


Method 


AAT/GAP 




Start 


17522 




End 


18985 




GI 


LIB34 32-017-P1-K1-B3 


Score 


835 




Exons 


17522. .17636, 18085. 


.18235, 


18790. .18985 




GI Descrip. 


'4589536/dbj IBAA76790.il 1. 


0e-ll (AB023163) KIAA0946 protein 




[Homo sapiens] ' 










Seq. No. 


1815 




•Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3759 




Strand 






Start 


19184 




End 


19697 




Name 


OJ990923 05.9B16.C2. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13601 




. End 


15672 




GI 


none 




Score 


239 




Exons 


13601. .13771, 14659. 


.14802, 


14661. .14804, 14661. .14801, 






15589. .15672 










Seq. No. 


1815 




Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3759 




Strand 






Start 


19184 




End 


19697 




Name 


OJ990923 05.9B16.C2. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


13601 




End 


15672 




GI 


none 




Score 


256 




Exons 


13601. .13771, 13681. 


.13770, 


14 659. .14769, 14 661. .14 7 68, 






15589. .15672 










Seq. No. 


1815 




Seq. ID 


OJ990923_05.9B16 


.C2 


Gene No. 


3759 




Strand 






Start 


19184 




End 


19697 





1883 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



OJ990923_05 . 9B16 . C2 . o2 . tm 

14623 

none 



Method TBLASTX: Maize 



End 
Score 



16586 
69 



14623. .14769, 14659. 

14665. .14781, 15093. 

15364. .15444, 15366. 

15587. .15748, 15588. 

15589. .15753, 16459. 



,14802, 14659. 

,15209, 15094. 

.15446, 15366. 

.15695, 15588. 

.16584, 16475. 



.14802, 14661. .14804, 

.15219, 15094. .15213, 

.15446, 15367. .15447, 

.15764, 15589. .15672, 

.16585, 16476. .16586 



Seq. No. 1815 
Gene No. 3759 
Start 19184 

Name OJ990923_05 . 9B16 . C2 . o3 . ts 

Start 15097 
GI none 

Exons 15097. .15213, 15099 .. 15209, 

15366. .15446, 15367 15447 , 
16459. .16620, 16478 16609, 
17360. .17458, 17383 174 60, 
17537. .17638, 17538 .. 17642, 

Seq. No. 1815 
Gene No.. 3759 
Start 19184 

Name .- . OJ990923_05 . 9B16 . C2 . o2 . tc 

Start ■ ■ 16528 
GI none 
Exons 16528. . 16605, 

16725. .16793, 

17408. .17464, 

17917. .17997, 

18837. .18899, 



Seq. ID 
Strand 
End 

Method 
. End 

Score 
15364 . .15441, 
15673. .15753, 
16671. .16781, 
17408. .17464, 
17915. .17968 



OJ990923 05.9B16.C2 



19697 

TBLASTX : Soybean 
17968 
194 

15366. .15443, 
15675. .15752, 
16709. .16786, 
17530. .17640, 



16535. .16609, 
17148. .17225, 



17530, 
18074, 



.17640, 
.18184, 



18838. .18897, 



1815 
3759 
19184 

OJ990923_05 . 9B16 . C2 . o3 . tm 
16589 



Seq. ID OJ990923_05.9B16.C2 
Strand 

End 19697 

Method ' TBLASTX: Cress 

End ' 18-930* 

Score 79 
16707. .16790, 16721. .16792, 
17381. .17458, 17383 .. 17484 , 
17537. .17638, 17915. .18004, 
18786. .18839, 18787. . 18837, 
18892. .18930 



OJ990923 05.9B16.C2 



none 

16589. 

17142. 

17408. 

17915. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

16621, ;/ 16674. .16790, 16674 167 90, 1668 4 .. 16791, 
17225, 17165. .17227, 17383 .. 174 60, 17385 .. 17465, 
17464, 17528. .17638, 17530 .. 1764 0, 1754 7 .. 17 642 , 
18010, 17917. .18003 



19697 

TBLASTX: Maize 

18010 

49 " 



1815 
3759 
19184 

OJ990923_05.9B16.C2.ol.tw 
16673 



OJ990923 05.9B16.C2 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
16673. .16789, 16680 .. 16790, 16680 .. 167 90, 16688 .. 16792 , 
17142. .17225, 17164 .. 17235, 17383 .. 174 60, 17386 .. 17463, 
17408. .17464, 17528 .. 17638 , 17528 17635, 17530 . . 17 64 0 , 
17541. .17642, 17915 18001, 17917 .. 17997, 18071 .. 18181 , 
18080. .18181 



19697 

TBLASTX: Wheat 

18181 

117 



Seq. No. 



1815 



Seq. ID OJ990923_05. 9B16.C2 



1884 



Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

L * 

.^3 Seq. No. 
Cfi Gene No. 
fy Start 
I s ^ Name 
• 5 1 Start 
GI 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3759 " Strand 

19184 End 

OJ990923_05 . 9BL6 . C2 . ol . ts Method 

18080 End 

none Score 



19697 

TBLASTX: Soybean 

19184 

82 



18080. .18184, 18786. .18929, 18787 19002 , 18787 18996, 
18839. .18997, 19035 .. 19052, 19122.. 19184 



1815 Seq. ID 

3759 Strand 

19184 End 

OJ990923_05 . 9B16 . C2 . ol . tm Method 

18137 End 

none Score 

18137. .18238, 18786 .. 18929, 

18824. .19153, 18999.. 19154 

1815 Seq. ID 

3759 Strand 

19184 End 

OJ990923_05 . 9B1 6 . C2 . o3 . gp Method 

19184 End 

none Score 
19184. .19697 



OJ990923_05.9B16.C2 
19697 

TBLASTX: Maize 
19154 
433 

18787. .19065, 18818 .. 19153, 



OJ990923_05.9B16.C2 

19697 
AAT/GAP 
19697 
1024 



Seq. ID OJ990923_05. 9B16.C3 
Strand + 
End 8454 
Method GENS CAN 
End 84 54 

Score .74 

528.-656, 1034. .1061, 1141. .1241, 3017. .3099, 3186. .3258, 
4027. .4069, 4851. .4990, 5129. .5341, 5648. .5732, 5809. .6103, 
7106.. 7361, 7488.. 7701, 7952.. 8163, 8305.. 8454 



1816 
3760 
528 

OJ990923_05 -9B16.C3.ol. gs 

528 
none 



1816 
3760 
528 

OJ990923_05 . 9B16 . C3 . ol . np 
528 

4325344 



Seq. ID OJ990923_05.9B16.C3 

Strand + 

End 8454 

Method AAT/NAP 

End 8451 

Score 2810 



528. .656, 1034. .1065, 1124. .1241, 1607. .1810, 1911. .2154, 
2473. .2648, 3017. .3099, 3186. .3258, 3881. .3946, 4027. .4069, 
4851. .5032, 5129. .5341, 5648. .5732, 5809. .6103, 7106. .7361, 
7488. .7701, 7952. .8163, 8305. .8451 

(AF128393) similar to beta-transducins (Pfam: PF00400, 
Score=71.7, E=1.5e-17, N=6) [Arabidopsis thaliana] 



Seq. ID OJ990923_05.9B16.C3 

Strand + 

End 8454 

Method AAT/GAP 

End 7367 

Score 819 

(AF128393) similar to 



1816 
3760 
528 

OJ990923_05. 9B16 . C3 . ol . gp 
5920 

LIB3432-029-P1-K1-A9 
5920. .6103, 7106. .7367 
M325344/gb|AAD17343| 2.0e-47 
beta-transducins (Pfam: PF00400, Score=71.7, E=1.5e-17, N=6) 



1885 



[Arabidopsis thaliana] ' 

Seq. No. 1816 
Gene No. 3760 
Start 528 

Name OJ990923_05 . 9B16.C3. o2 .gp 

Start 7577 

GI LIB3434-038-P1-K1-C6 
Exons 7577.. 7701, 7952.. 8163, 

GI Descrip. ' 4325344/gb | AAD17343 | 2 
beta-transducins (Pfam: 
[Arabidopsis thaliana] 1 



8305. 
0e-34 



OJ990923_05.9B16.C3 
+ 

8454 
AAT/GAP 
8442 
820 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8442 

(AF128393) similar to 



PF00400, Score=71.7, E=1.5e-17, N=6) 



Seq. No. 


1816 




Seq. ID 


OJ990923 


_05. 9B16. 


Gene No. 


3761 




Strand 


+ 




Start 


10922 




End 


22019 




Name 


OJ990923 05.9B16.C3. 


o4 .np 


Method 


AAT/NAP 




Start 


10922 




End 


22019 




GI 


6649242 




Score 


175 




Exons 


10922. .11014, 15185. 


.15279, 


16269. .16488, 19502 


. . 19976, 




20022. .20433, 21999. 


.22019 








GI Descrip. 


(AF201422) splicing 


coactivator subunit SRm300 


[Homo sap 


Seq. No., 


1816 




Seq. ID 


OJ990923 


_05. 9B16. 


Gene No. 


3761 




Strand 


+ 




Start 


10922 




End 


22019 




Name 


OJ990923_05.9B16.C3. 


o4 . gs 


Method 


GENSCAN 




Start 


15762 




End 


16782 




GI 


none 




Score 


.43 




Exons 


15762. .15856, 16038. 


.16782 








Seq. No. 


1816 




Seq. ID 


OJ990923 


_05. 9B16. 


Gene No. 


3761 




Strand 


+ 




Start 


10922 




End 


22019 




Name 


OJ990923_05.9B16.C3. 


o5 . gs 


Method 


GENSCAN 




Start 


17820 




End 


18158 




GI 


none 




Score 


.67 




Exons 


17820. .18158 










Seq. No. 


1816 




Seq. ID 


OJ990923 


_05.9B16.< 


Gene No. 


3762 




Strand * 






Start 


8743 




End 


8955 




Name 


OJ990923 05.9B16.C3. 


o3 . gp 


Method 


AAT/GAP 




Start 


8743 




End 


8955 




GI 


none 




Score 


426 




Exons 


8743. .8955 










Seq. No. 


1816 




Seq. ID 


OJ990923_ 


_05. 9B16. 


Gene No. 


3763 




Strand 






Start 


9684 




End 


11144 




Name 


OJ990923 05.9B16.C3. 


o2.gs 


Method 


GENSCAN 




Start 


9684 




End 


11144 




GI 


none 




Score 


.98 




Exons 


9684. .11144 










Seq. No. 


1816 




Seq. ID 


OJ990923_ 


_05. 9B16.< 


Gene No. 


3763 




Strand 







1886 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9684 End 11144 

OJ990923_05 . 9B16 . C3 . o2 . np Method AAT/NAP 

9687 End 11144 

6730737 Score 1468 

9687. .11144 

(AC018849) hypothetical protein [Arabidopsis thaliana] 



1816 
3763 
9684 

OJ990923_05. 9B16.C3.o4 .gp 
9856 

LIB3433-025-P1-K1-A12 
9856. .10234 



Seq. ID OJ990923_05.9B16.C3 
Strand 

End 11144 

Method AAT/GAP 

End 10234 

Score 709 



M586058/gb|AAD25676.1|AC007020_18 2.0e-22 (AC007020) unknown 
protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

=3, * - 

i!fi Seq. No. 

m Gene No. 

ri Start 

\~\ Name 

K i Start 

Fy Exons 

;s GI Descrip. 



1816 Seq. ID 

37 64 Strand 
13185 End 
OJ990923_05.9B16.C3.o3.gs Method 
13185 End 
none Score 

13185. .13341, 13421. .13527, 13607 .. 13673, 

14124. .141.95, 14306. .14379, 15382 15481 . 



OJ990923_05.9B16.C3 

15481 
GENSCAN 
15481 
.94 

13760. .13875, 



1816 Seq. ID 

3764 Strand 
13185 End 
OJ990923J35 . 9B16 . C3 . o3 . np Method 
13420 End 
3047065 Score 
13420. .13527, 13607 .. 13694 , 14124 
(AF058825) contains similarity to human OS-9 
,(GB:U41635) [Arabidopsis thaliana] 



OJ990923 05.9B16.C3 



15481 
AAT/NAP 
14488 
316 

14195, 14306. .14488 
precurosor 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1816 
3765 
19129 

OJ990923_05. 

2471 

none 

2471. .2668, 
3197. .3244 



9B16.C3.o3. ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_05.9B16.C3 
20719 

TBLASTX: Soybean 

3246 

264 



2472. .2651, 3014. .3100, 3016. .3096, 3184. .3246, 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1816 
3765 
19129 

OJ990923_05. 
3183 
none 
3183. 
4843. 
5123. 
5787. 



.3260, 
.4989, 
.5236, 
.6101, 



9B16.C3.ol.tc 



3184. 
4850. 
5126. 
5807. 



,3258, 
,4990, 
,5344, 
,6100 



3186. 
4851. 
5140. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.3260, 
.4991, 
.5343, 



OJ990923 05.9B16.C3 



20719 

TBLASTX: Cress 
6101 
108 

3878. .3946, 4021. 
4866. .4994, 4867, 
5641. .5733, 5642, 



,4068, 
,4992, 
,5734, 



Seq. No. 



1816 



Seq. ID OJ990923_05.9B16.C3 



1887 




Gene No. 


37 bo 






Strand 




Start 


19129 






End 


20719 


Name 


OJ990923 05. 


9B16.C3.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


7331 






End 


7701 


GI 


none 






Score 


46 


Exons 


7331. .7363, 


7332. .7364, 


7482. 


.7700, 7486.. 7701 


Seq. No. 


1816 






Seq. ID 


OJ990923_05.9B16.C3 


Gene No. 


3765 






Strand 




Start 


19129 






.End 


20719 


Name 


OJ990923 05. 


9B16.C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


7952 






End 


8444 


GI 


none 






Score 


58 


Exons 


7952. .8035, 


7954. .8082, 


7956. 


.7991, 8 


029.. 8169, 8030.. 8161, 




8040. .8177, 


8302. .8442, 


8302. 


.8442, 8 


304. .8444 



0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 

fU Start 

ri Name 

i* Start 

; s ; GI 

^ Exons 

I u 

:> Seq. No. 

r~ t Gene No. 

;:1 Start 

. Name 

I s * Start 

! :3 GI 

ri Exons 



1816 Seq. ID 

3765 Strand 

19129 • End 

OJ990923_05 . 9B16 . C3 . o5 . tm Method 

8041 End 

none Score 

8041. .8169, 8046. .8162, 8056. .8172, 8302 
8304. .8450 



OJ990923 05.9B16.C3 



20719 

TBLASTX: Maize 
8450 
187 

8442, 8304.. 8450, 



1816 - 
3765 
19129 

OJ990923_05 . 9B16 . C3 . ol . tm 
9777 
none 

9777.. 10208, 9814.. 10206, 9896.. 10207 



Seq. ID OJ990923_05.9B16.C3 



Strand 
End 

Method 

End 

Score 



20719 

TBLASTX: Maize 

10208 

466 



1816 
3765 
19129 

OJ990923_05.9B16.C3.o2.tc 

9814 

none 



Seq. ID OJ990923_05.9B16.C3 



Strand 
End 

Method 

End 

Score 



20719 

TBLASTX: Cress 

10928 

83 



9814. .9921, 9816. .9950, 9990. .10247, 10014 .. 10172 , 10254 .. 10604 , 
10254. .10418, 10485. .10652, 10611 .. 10928 , 10612. .10908 



Seq. No. 1816 Seq. ID 

Gene No. 3765 Strand 

Start 19129 End 

Name OJ990923_05 . 9B16.C3 ..ol . ts Method 

Start 9816 End 

GI none Score 
Exons 



OJ990923_05.9B16.C3 
20719 

TBLASTX : Soybean 

10919 

87 



9816. .9965, 9927. .10247, 9978. .10172, 10156 10221, 
10260. .10595, 10272. .10595, 10656 .. 10919, 10722 .. 10907 , 
10762. .10908 



Seq. No. 1816 Seq. ID 

Gene No. 3765 Strand 

Start 19129 End 

Name OJ990923_05 . 9B16 . C3 . o4 . tm Method 

Start 10608 End 



OJ990923_05.9B16.C3 
20719 

TBLASTX: Maize 
10931 



1888 



GI 


none 






Score 


205 




Exons 


10608. . 


10931, 10609 


. .10908, 


10620. .10910 




Seq. No. 


1816 






Seq. ID 


,OJ990923_05. 9B16. 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 




Name 


OJ990923 05.9B16.C3 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


13116 






End 


13664 




GI 


none 






Score 


36 




Exons 


13116. . 


13145, 13182 


. .13268, 


13183. .13236, 13230. .13286, 






13230. . 


13289, 13260 


. .13340, 


13278. .13337, 13300. .13341, 






13418. . 


13528, 13419 


. .13532, 


13420. .13536, 13421. .13564, 






13604. . 


13663, 13605 


. .13664 








Seq. No. 


1816 






Seq. ID 


OJ990923_05.9B16. 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 




Name 


OJ990923 05.9B16.C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


13184 






End 


13891 




GI 


none 






Score 


63 




Exons 


13184. . 


13273, 13184 


. .13273, 


13230. .13337, 13230 .. 1334 0, 






13231. . 


13341, 13418 


. .13528, 


13419. .13532, 134 19 .. 1352 9, 






13420. . 


13530, 13421 


. .13564, 


13604. .13675, 13605. .13676, 






13744. . 


13875, 13856 


. .13891 








Seq. No. 


1816 






Seq. ID 


OJ990923_05. 9B16- 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 




Name 


OJ990923 05.9B16.C3 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


13410 






End 


14419 




GI 


none 






Score 


58 




Exons 


13410. . 


13529, 13418 


. .13528, 


13420. .13530, 13421 .. 13564 , 






13604. . 


13675, 13605 


. .13676, 


13759. .13878, 14121 .. 14234, 






14122. . 


14205, 14306 


. .14419 








Seq. No. 


1816 






Seq. ID 


OJ990923_05. 9B16. 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 ' 




Name 


OJ990923 05.9B16.C3 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


14148 






End 


14998 




GI 


none 






Score 


70 




Exons 


14148. . 


14195, 14148 


. .14198, 


14306. .14506, 14306 .. 14 506, 






14895. . 


14981, 14901 


. .14987, 


14902. .14982, 14903. .14998 




Seq. No. 


1816 






Seq. ID 


OJ990923_05.9B16. 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 




Name 


OJ990923 05.9B16.C3 


. o5 .np 


Method 


AAT/NAP 




Start 


19129 






End 


20719 




GI 


6522551 




Score 


58 




Exons 


19129. . 


19151, 20398 


. .20580, 


20677. .20719 




GI Descrip. 


(AL132967) putative 


protein 


(fragment ) 


[Arabidopsis thaliana 


Seq. No. 


1816 






Seq. ID 


OJ990923_05. 9B16. 


C3 


Gene No. 


3765 






Strand 






Start 


19129 






End 


20719 




Name 


OJ990923_05.9Jtt6.C3 


.06. gs 


Method 


GENSCAN 





1889 



Start 
GI 

Exons 



19427 
none 

19427. .20692 



End 
Score 



20692 
1 



U 
hi 



ru 



Seq. No. 


1817 






Seq. ID 


OJ990923_05. 9B16.C4 


Gene No. 


3766 






Strand 


- 


Start 


97 






End 


3753 


Name 


OJ990923 05 


.9B16. 


C4.ol.gs 


Method 


GEN SCAN 


Start 


97 






End 


3753 


GI 


none 






Score 


.65 


Exons 


97.. 185, 2383.. 2502, 2653.. 2805, 3616 


. .3753 


Seq. No. 


1818 






Seq. ID 


OJ990923_05. 9B16.C5 


Gene No. 


3767 






Strand 


+ 


Start 


79 






End 


■ 8904 


Name 


OJ990923 05 


.9B16. 


C5.ol.gs 


Method 


GENSCAN 


Start 


79 






End 


8904 


GI 


none 






Score 


.46 


Exons 


79. .107, 1975. .2142, 2154. .2327, 2534 


..2777, 2792. .3725, 




4265. .4408, 


5155. 


.5351, 6019. 


.6181, 6498. .6611, 6992.. 7139, 




7689. .7780, 


8094. 


.8252, 8428. 


.8517, 8896. .8904 


Seq. No. 


1818 






Seq. ID 


OJ990923_05.9B16.C5 


Gene No. 


"37 67 






Strand 


+ 


Start 


79 






End 


8904 


Name 


OJ990923 05 


.9B16. 


C5.ol. tm 


Method 


TBLASTX: Maize 


Start 


3180 






End 


3548 


GI 


none 






Score 


601 


Exons 


3180. .3263, 


3192. 


.3548, 3206. 


.3547 




Qon NT /"i 

o e q . in o • 


1818 






Seq. ID 


OJ990923_05.9B16.C5 


Gene No. 


3767 






Strand 


+ 


Start 


79 






End 


8904 


Name 


OJ990923 05 


.9B16. 


C5.ol.np 


Method 


AAT/NAP 


Start 


3192 






End 


8517 


GI 


4538961 






Score 


1890 


Exons 


3192. .3725, 


4119. 


.4184, 4265. 


.4408, 5155. .5351, 6019.. 6189, 




6503. .6611, 


7042. 


.7139, 7702. 


.7780, 8i 


094. .8252, 8428. .8517 




(AL049488) 


isoleucine-tRNA ligase-like protein [Arabidopsis 




thaliana] 










Seq. No. 


1818 






Seq. ID 


OJ990923_05. 9B16.C5 


Gene No. 


3767 






Strand 


+ 


Start 


79 






End 


8904 


Name 


OJ990923 05 


.9B16. 


C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3192 






End 


4184 


GI 


none 






Score 


756 


Exons 


3192. .3728, 


3192. 


.3260, 3203. 


.3730, 3339. .3734, 4116. .4184 


Seq. No. 


1818 






Seq. ID 


OJ990923_05.9B16.C5 


Gene No. 


3767 






Strand 


+ 


Start 


79 






End 


8904 


Name 


OJ990923 05 


.9B16. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4267 






End 


5256 


GI 


none 






Score 


225 


Exons 


4267. .4410, 


4268. 


.4411, 4269. 


.4415, 5086. .5205, 5152. .5256 



1890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 



Seq. ID OJ990923_05.9B16.C5 

Strand + 

End 8904 

Method AAT/GAP 

End 8163 

Score 720 

.7139, 7702. .7780, 8094. .8163 



1818 
3767 
79 

OJ990923_05. 9B16 . C5 . ol . gp 
6127 

uC-osroM202014hl0bl 

6127. .6181, 6498. .6611, 7042 , . 

' 4538 961 /emb I CAB39785 . 1 | 3.0e-52 (AL04 9488) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] 1 



1818 
3767 
79 

OJ990923_05. 9B16 . C5 . o2 . tm 
6507 



Seq. ID' OJ990923_05.9B16.C5 
Strand + 

8904 

TBLASTX: Maize 
8537 
130 



End 

Method 
End 

none Score 
6507. .6656, 6519. .6611, 7039. .7140, 7039. .7140, 7041. .7142, 
7702. .7782, 7703. .7780, 8088. .8255, 8093. .8254, 8425. .8532, 
8427. .8537 



Seq. No. 

Gene No. 

Start 
3 Name 
1 Start 

j s Exons 

3 Seq. No. 

y Gene No. 

3 Start 

I"; Name 

y Start 
GI 

J Exons 

J GI Descrip. 



1818 
3767 
79 

OJ990923_05.9B16.C5.o2.ts 

7108 

none 



Seq. ID OJ990923_05.9B16.C5 

Strand + 

End 8904 

Method TBLASTX : Soybean 

End ■ 8225 

Score 62 



7108. .7140, 7702. .7782, 7703. .7780, 8088. .8225, 8093. .8218 



1819 
3768 
1 

OJ990923_05.9B16.C6.ol.np 
1 

4538961 



Seq. ID OJ990923JD5. 9B16.C6 

Strand + 

End 1204 

Method AAT/NAP 

End 1204 

Score 487 



1..48, 532. .691, 845.-928, 1019. .1204 

(AL049488) isoleucine-tRNA ligase-like protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



1819 
3768 
1 

OJ990923_05.9B16.C6.ol.tm 

527 

none 



Seq. ID OJ990923_05.9B16.C6 

Strand + 

End 1204 

Method TBLASTX : Mai ze 

End 1204 

Score 252 



527. .691, 531. .692, 533. .691, 844. .903, 845. .931, 845. .931, 
1018.. 1203, 1019. .1204, 1019.. 1204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1819 
3768 
1 

OJ990923_05.9B16.C6.ol.tc 

556 

none 



Seq. ID OJ990923_05.9B16.C6 

Strand + 

End 1204 

Method TBLASTX : Cress 

End 1204 

Score 92 



556.-684, 559. .705, 560. .691, 836. .931, 836. .928, 847. .933, 
1018. .1119, 1019. .1132, 1133. .1204, 1138. .1197 



Seq. No. 



1819 



Seq. ID OJ990923_05.9B16.C6 



1891 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3768 
1 

OJ990923JD5 . 9B1 6 . C6 . ol . gs 

632 

none 

632.. 691, 845.. 928 

1819 
3768 
1 

OJ990923_05.9B16.C6.ol.ts 

1018 

none 

1018. .1197, 1019. .1204 

1820 
3769 
1 

OJ990923_05. 9B16.C7 .ol.np 

1 . 

4538961 



Strand 
End 

Method 

End 

Score 



+ 

1204 
GEN SCAN 
928 
.79 



Seq. ID OJ990923_05.9B16.C6 

Strand + 

End 1204 

Method TBLASTX : Soybean 

End 1204 

Score 253 



Seq. ID OJ990923_05. 9B16.C7 
Strand + 

2180 
AAT/NAP 
2180 
408 



End 

Method 
End 
Score 

1..153, 229. .397, 758. .836, 921. .988, 1235. .1357, 1440. .1505, 
1693. .2180 

(AL049488) isoleucine-tRNA ligase-like protein [Arabidopsis 
thaliana] 



ru 
fy 

Q 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1820 
3769 . 
1 

OJ990923_05.9B16.C7.ol.gp 
61 

23683 1.R1084 



Seq. ID OJ990923_05. 9B16.C7 

Strand + 

End 2180 

Method AAT/GAP 

End 2003 

Score 1281 



61. .153, 229. .370, 773. .836, 921. .988, 1235. .1357, 1440. .1505, 
1693.. 1798, 1912.. 2003 

, 4538961/emb|CAB39785.1| 2.0e-56 (AL049488) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] ' 



1820 
3769 
1 

OJ990923_05. 9B16.C7 .ol.gs 
80 

none 



Seq. ID OJ990923_05. 9B16.C7 
Strand + 

2180 
GENSCAN 
1818 
.76 



End 

Method 
End 
Score 

80. .153, 229. .370, 773. .836, 921. .988, 1235. .1357, 1404. .1505, 
1693. .1818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1820 
3770 
9749 

OJ990923_05 . 9B16 . C7 . o3 . np 
9749 
6721547 
9749.-9833, 13504. .13553 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Seq. ID OJ990923_05. 9B16.C7 
Strand + 

13553 
AAT/NAP 
13553 
87 



End 

Method 

End 

Score 



1820 
3771 



Seq. ID OJ990923_05. 9B16.C7 
Strand 



1892 




Start 


2539 


End 


2857 






Name 


OJ990923 05. 9B16 . C7 . o2 . gs 


Method 


GENSCAN 






Start 


2539 


End 


2857 






GI 


none - 


Score 


.97 






Exons 


2539.-2747, 2791. .2857 










Seq. No. 


1820 


Seq. ID 


OJ990923_ 


05.9B16. 


C7 


bene lno . 


^779 


Oil ClI 1U 








Start 


3492 


End 


4262 






Name 


OJ990923 05.9B16.C7.o3.gs 


Method 


GENSCAN 






Start 


3492 


End 


4208 






GI 


none 


Score 


.99 






Exons 


3492. .4208 










Seq. No. 


1820 


Seq. " ID 


OJ990923_ 


05. 9B16. 


C7 


Gene No. 


3772 


Strand 








O Lai L. 


3492 


End 


4262 






Name 


OJ990923 05.9B16.C7.o2.np 


Method 


AAT/NAP 






Start 


3495 


End 


4208 






GI 


6730731 


Score 


238 






Exons 


3495. .3625, 3768. .4208 










GI Descrip. 


(AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


1820 


Seq. ID 


OJ990923_ 


UJ . 7O10. 


C7 


bene ino . 


3772 


Strand 








Start 


3492 


End 


4262 






Name 


OJ990923 05.9B16.C7.o2.gp 


Method 


AAT/GAP 






Start 


3891 


End 


4262 






GI 


none 


Score 


736 






Exons 


3891.. 4262 










Seq. No. 


1820 


Seq. ID 


OJ990923_ 


05.9B16. 


C7 


/-\ r*N f-± \7/-\ 

bene ino * 


3773 


Strand 








Start 


4876 


End 


7498 






Name 


OJ990923 05.9B16.C7.o4.gs 


Method 


GENSCAN 






Start 


4876 


End 


7498 






GI 


none 


Score 


.4 






Exons 


4876. .5081, 5267. .5334, 7245. .7498 








Seq. No. 


1820 


Seq. ID 


OJ990923_ 


05.9B16. 


C7 


Gene No. 


3774 


Strand 










12088 


End 


16113 






Name 


OJ990923 05.9B16.C7.o5.gs 


Method 


GENSCAN 






Start 


12088 


End 


16113 






GI 


none 


Score 


.78 






Exons 


12088. .12365, 12847 .. 13657, 


14366. .1444 


t 8, 14669. 


.14727, 






14828. .15112, 15470. .15771, 


15803. .15933, 16026. 


.16113 




Seq. No. 


1820 


Seq. ID 


OJ990923_ 


05.9B16. 


C7 


Gene No. 


3774 


Strand 








Start 


12088 


End 


16113 






Name 


OJ990923 05.9B16.C7.o4.np 


Method 


AAT/NAP 






Start 


12940 


End 


14768 






GI 


4734014 


Score 


624 ' 






Exons 


12940. .13657, 14366 14 437, 


14528. .14564, 14669. 


.14768 




GI Descrip. 


(AC007112) unknown protein 


[Arabidopsis 


; thaliana] 





1893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1820 
3775 
17446 

OJ990923_05 . 9B16 . C7 . o3 . tm 
60 

none 



Seq. ID OJ990923_05.9B16.C7 



Strand 
End 

Method 

End 

Score- 



19043 

TBLASTX: Maize 

373 

154 



60. .152, 62. .154, 64. .153, 198. .371, 223. .372, 230. .373 



1820 
3775 
17446 

OJ990923JD5 . 9B16 . C7 . o3 . ts 
62 

none 



Seq. ID OJ990923_05.9B16.C7 



Strand 
End 

Method 

End 

Score 



19043 

TBLASTX: Soybean 

1330 

105 



62. .151, 64. .153, 226. .372, 227. .373, 746. .838, 752. .838, 
920. .997, 920. .997, 1232. .1330, 1237. .1299 



Q 

! . E 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1820 
3775 
17446 

OJ990923_05 . 9B16 . C7 . o4 . tm 

771 

none 



OJ990923 05.9B16.C7 



Seq. ID 
Strand 
End 
■ Method 
End 
Score 

771.. -839, 773.. 838, 920.. 997, 920.. 997, 1223.. 1357, 1233.. 1358, 
1234. .1365, 1234. .1359, 1437. .1514, 1437. .1502, 1438. .1503, 
1692.. 1808, 1693.. 1809, 1693.. ,1815, 1900.. 2001, 1908.. 2006, 
1910. .1999, 2078. .2215, 2079. .2174, 2079. .2240, 2080. .2202, 
2241. .2294 



19043 

TBLASTX: Maize 

2294 

96 



1820 
3775 
17446 

OJ990923_05 . 9B16 . C7 . o5 . tm 

3687 

none 



Seq. ID OJ990923_05.9B16.C7 



Strand 
End 

Method 

End 

Score 



19043 

TBLASTX: Maize 

4203 

91 



3687. .3782, 3747. .3851, 3765. .3854, 3910. .3954, 4023. .4202, 
4024.. 4203, 4069.. 4203 



! ;f Seq. No. 1820 

p Gene No. 3775 

Q Start 17446 

Name OJ990923_05 . 9B16 . C7 . o2 . ts 

Start 4023 

GI none 

Exons 4023.. 4208, 4024.. 4209 

Seq. No. 1820 

Gene No. 3775 

Start 17446 

Name OJ990923_05 . 9B16 . C7 . ol . tm 

Start 13078 

GI none . 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



13078. .13431, 13079. . 13309, 1337 6 .. 13426, 13507 
13523. .13675, 14 323 .. 14436, 14360 14443, 14367 



OJ990923_05.9B16.C7 
19043 

TBLASTX: Soybean 

4209 

157 



OJ990923_05. 9B16.C7 
19043 

TBLASTX: Maize 

14471 

112 

13659, 
14471 



Seq. No. 
Gene No. 



1820 
3775 



Seq. ID 
Strand 



OJ990923 05.9B16.C7 



1894 



Start 
Name 
Start 
GI 

Exons 



17446 End 

OJ990923_05 . 9B1 6 . C7 . ol . ts Method 

13078 End 

none Score 



19043 

TBLASTX : Soybean 

13660 

98 



13078. .13272, 13106 .. 13297, 13294 .. 13431 , 13507 .. 13659, 
13517. .13660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17446. .17811, 
18288. .18428, 



1820 
3775 
17446 

OJ990923_05 . 9B16 . C7 . o2 . tm 
17388 
none 

17388. .17426, 17391 .. 17432, 
18273. .1.8428, 18274 .. 18363, 

1820 
3775 
17446 

OJ990923_05.9B16.C7.o5.np 
17443 
6714281 

17443. .17796, 18288 .. 18550, 18656.. 19043 
(AC017118) F6N18.13 [Arabidopsis thaliana] 



OJ990923 05.9B16.C7 



19043 

TBLASTX: Maize 
18429 
46 

17452. .17799, 
18352. .18429 



Seq. ID OJ990923_05.9B16.C7 



Strand 
End 

Method 

End 

Score 



19043 
AAT/NAP 
19043 
457 



1820 Seq. ID 

3775 Strand 

17446 End 

OJ990923_05 . 9B1 6 . C7 . 06 . gs Method 

17446 End 

none Score 

17446. .17796, 18234. .18575 



OJ990923_05.9B16.C7 

19043 
GENSCAN 
18575 
.82 



,2? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1820 Seq. ID 

3775 Strand 

17446 End 

OJ990923_05 . 9B16 . C7 . o3 . gp Method 

17725 End 

none Score 

17725. .17796, 18288. .18683 



OJ990923JD5.9B16.C7 

19043 
AAT/GAP 
18683 
886 



1821 Seq. ID 

3776 Strand 

1 End 

OJ990923_05 . 9B16 . C8 . ol . np Method 

1 End 

3695406 Score 
1..63, 191. .328, 414. .471 

(AF096373) similar to isoleucyl-tRNA synthetases [Arabidopsis 
thaliana] 



OJ990923_05.9B16.C8 

+ 

471 

AAT/NAP 

471 

155 



Seq. No. 1822 Seq. ID 

Gene No. 3777 Strand 

Start 1 End 

Name OJ990923_05 . 9B16 . C9 . ol . np Method 

Start 1 End 

GI 2792220 Score 



OJ990923_05.9B16.C9 

3168 
AAT/NAP 
3013 
444 



1895 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..349, 1662. .2616, 2940. .3013 

(AF032688) NBS-LRR type resistance protein [Oryza sativa] 



1822 Seq. ID 

3777 Strand 

1 End 

OJ990923_05 . 9B1 6 . C9 . ol . gs Method 

302 End 

none Score 

302. .388, 1662. .2792, 2869. .3168 



OJ990923_05.9B16.C9 

3168 
GENSCAN 
3168 
.74 



Seq. No. 


1822 






Seq. ID 


OJ990923_05. 9B16.C9 


Gene No. 


3777 






Strand 




Start 


1 






End 


3168 


Name 


OJ990923 05. 


9B16.C9.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1746 






End 


2312 


GI 


none 






Score 


61 


Exons 


1746. .1904, 


1756. .1908, 


1917. . 


2249, 2268.. 2312 


Seq. No. 


1823 






Seq. ID 


OJ990923_05.9B16.C10 


otr I itr iNvj » 


3778 






Strand 


+ 


Start 


47 






End 


865 


Name 


OJ990923 05. 


9B16.C10.ol 


. gs 


Method 


GENSCAN 


Start 


47 




End 


865 


GI 


none 






Score 


.59 


Exons 


47.'. 334, 414 


..521, 741. 


.865 






Seq. No. 


1823 






Seq. ID 


OJ990923_05.9B16.C10 


Gene No. 


3779 






Strand 




Start 


1882 






End 


6832 


Name 


OJ990923 05. 


9B16.C10.ol 


,gp 


Method 


AAT/GAP 


Start 


1319 






End 


6832 


GI 


150 1.R1084 






Score 


5726 


Exons 


1319. .2088, 


2197. .2256, 


2339. . 


2749, 2920.. 3250, 3348.. 3434, 




3521. .3900, 


4063. .4637, 


6504. . 


6832 




GI Descrip. 


'1747294/dbj 


|BAA08232| 


0.0e+00 (D45383) 


vacuolar 




H+-pyrophosphatase [Oryza sativa] 1 




Seq. No. 


1823 






Seq. ID 


OJ990923_05.9B16.C10 


Gene No. 


3779 






Strand 




Start 


1882 






End 


6832 


Name 


OJ990923 05. 


9B16.C10.o2 


.gs 


Method 


GENSCAN 


Start 


1882 






End 


6768 


GI 


none 






Score 


.94 


Exons 


1882. .2088, 


2197. .2256, 


2339. . 


2749, 2920. .3250, 3348. .3434, 




3521. .3900, 


4063. .4637, 


6504. . 


6768 





Seq. No. 1823 

Gene No. . 377 9 

Start 1882 

Name OJ990923_05 . '9B1 6 . CIO . ol . np 

Start 1885 

GI 1747294 

Exons 1885.. 2088, 2197.. 2256, 
3521.. 3900, 4063.. 4637, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2339. .2749, 2920 
6504. .6768 



OJ990923 05.9B16.C10 



6832 
AAT/NAP 
6768 
3670 

3250, 



3348. .3434, 



GI Descrip. (D45383) vacuolar H+-pyrophosphatase .[Oryza sativa] 



1896 



Seq. No. 1823 
Gene No. 3780 
Start 7879 

Name OJ990923_05 . 9B16 . CIO . ol . tc 

Start 1880 
GI none 

Exons 1880.. 2089, 1882.. 2091, 1882 

2197.. 2271, 2198.. 2272, 2340 
2920.. 3252, 2921.. 3253, 3158 
3350.. 3433, 3457.. 3774, 3520 
4060. .4638, 4277. .4315, 4415 
6649. .6762 



Seq. ID OJ990923_05.9B16.C10 
Strand 

End 15667 
Method TBLASTX: Cress 
End 67 62 

Score 258 

.2088, 1884.. 2093, 2196.. 2267, 
.2753, 2381.. 2749, 2918.. 3124, 
.3256, 3348.. 3419, 3350.. 3439, 
.3900, 3521.. 3901, 4058.. 4639, 
.4474, 4488. .4640, 6502. .6537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1823 
3780 
7879 

OJ990 923_05 . 9B16 . C10 . ol . tm 
1882 



Seq. ID OJ990923_05.9B16.C10 
Strand 

15667 

TBLASTX: Maize 
4321 
290 



End 

Method 
End 

none Score 
1882. .2088, 1883. .2089, 1883. .2089, 2180. .2275, 2187. .2333, 
2336.-2752, 2338. .2385, 2340. .2753, 2381. .2749, 2919. .3251, 
2920. .3252, 2921. .3253, 3307. .3435, 3350. .3433, 3472. .3855, 
3496. .3900, 3521. .3901, 4058. .4321, 4060. .4320, 4142. .4321 



."^ Seq. No. 

'■^ Gene No. 

'jj 1 Start 

FU Name 

L : 3 Start 

*I Exons 



1823 
3780 
7879 

OJ990923_05, 

1891 

none 

1891. .2088, 
2198. .2257, 



2916. 
3354. 
'4058. 
6502. 



,3242, 
,3422, 
,4639, 
,6537, 



9B16.C10.ol.ts 



1892.. 2089, 1998 

2343.-2753, 2381 

2918.. 3115, 2920 

3356.. 3439, 3469 

4060.. 4638, 4277 
6640. .6765 



Seq. ID OJ990923_05.9B16.C10 
Strand 

End ' 15667 

Method TBLASTX : Soybean 

End 67 65 

Score 267 

.2090, 2195.. 2260, 2197.. 2271, 
.2749, 2419.. 2754, 2800.. 2838, 
.3252, 2921.. 3253, 3350.. 3433, 
.3855, 3496.. 3900, 3521.. 3901, 
.4315, 4424..4474, 4517. .4645, 



Seq. No. 1823 Seq. ID 

Gene No. ' 3780 Strand 

Start 7879 End 

Name OJ990923_05 . 9B16.C10.o3.tw Method 

Start 1891 End 

GI none Score 

Exons 1891.. 2058, 1892.. 2059 



OJ990923_05. 9B16.C10 
15667 

•TBLASTX: Wheat 
2059 
202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



1823 
3780 
7879 

OJ990923_05. 

2060 

none 

2060. .2089, 
2197. .2271, 

1823 
3780 
7879 



9B16.C10.ol.tw 



2062. .2088, 
2198. .2272, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2186.. 2260, 2196 
2331.. 2633, 2340 



OJ990923 05. 9B16.C10 



15667 

TBLASTX: Wheat 
2641 
44 

2270, 2197.. 2271, 
2633, 2381.. 2641 



Seq. ID 

Strand 

End 



OJ990923 05.9B16.C10 



15667 



1897 



Name 

Start 

GI 

Exons 



OJ990923_05 . 9B16 . CIO . o2 . tw Method TBLASTX : Wheat 
2951 End 3441 

none Score 365 

2951. .3256,- 2952. .3248, 2983. .3252, 3347. .3433, 3348. .3434, 
3349.. 3441, 3354.. 3422 



OJ990923 05.9B16.C10 



Seq. No. 1823 Seq. ID 

Gene No. 3780 Strand 

Start 7879 End 

Name OJ990923_05 . 9B16 . CIO . o2 . tm Method 

Start 4321 End 

GI none Score 

Exons 4321. .4638, 4322. .4639, 4488. .4640, 4503. .4640, 6500. .6592, 

6502.. 6537, 6643.-6774, 6665.. 6772 



15667 

TBLASTX: Maize 

6774 

448 



Seq. No. 1823 

Gene No. 3780 

Start 7879 

Name OJ990923_05 . 9B16 . C10 . o3 . gs 

Start 7879 

GI none 
Exons 



Seq. ID OJ990923_05. 9B16.C10 
Strand 

End 15667 

Method GENSCAN 

End 15179 

Score .49 



7879. .7975, 12356 .. 12429, 13948 .. 14038 , 14263 .. 14371, 
15108. .15179 



OJ990923 05.9B16.C10 



Seq. No. 1823. Seq. ID _ 

Gene No. 3780 Strand 

Start 7879 End 15667 

Name OJ990923_05 . 9B16 . C10 . o2 . gp Method AAT/GAP 

Start 13009 End 15179 

GI 19237_1.R1084 Score 1464 

Exons 13009. .13397, 14263 .. 14371, 144 66 14582, 14666. .141 

15065.. 15179 

GI Descrip. 1 456724 6/gb | AAD23660 . 1 | AC007070_9 2.0e-55 (AC007070) 
protein [Arabidopsis thaliana] ' 



unknown 



Seq. No. 1823 

Gene No. 3780 

'Start 7879 

Name OJ990923_05 . 9B16 . C10 . o2 . np 

Start 13306 

GI 4567246 

Exons 13306. .13397, 14263 .. 14369, 
15065. .15172, 15627.. 15667 

GI Descrip. (AC007070) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_05. 9B16.C10 

15667 
AAT/NAP ■ 
15667 
377 



14500. .14582, 14 666 .. 14729, 



Seq. No. 1823 

Gene No. 3780 

Start 7879 

Name OJ990923_05 . 9B16 . C10 . o2 . ts 

Start 13318 

GI none 

Exons 13318. 

14463. 



13398, 14250. 
14582, 14658. 



14369, 
,14729, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990923 05.9B16.C10 



15667 

TBLASTX : Soybean 
15162 
103 

14264. .14368, 144 61 .. 14583, 
14678. . 14728, 15061 .. 15162 , 



15062. .15151 



Seq. No. 
Gene No. 



1823 
3780 



Seq. ID 
Strand 



OJ990923 05.9B16.C10 



1898 



Start 
Name 
Start 
GI 

Exons 



7879 

OJ990923JD5. 9B16 . CIO . o3 . tm 

13356 

none 

13356. .13397, 13358, 

14264. .14368, 14332, 

14461. .14583, 14463. 

14678. .14728, 15003. 

15061. .15162, 15062. 



End 

Method 

End 

Score 



15667 

TBLASTX: Maize 

15169 

128 



,13399, 14250. .14369, 14260 .. 14283, 

.14373, 14333. .14374, 14457 .. 14582 , 

.14582, 14465. .14584, 14658 .. 14729, 

.15140, 15048. .15161, 15061 .. 15162 , 

.15169, 15065.. 15163 



Seq. No. 1823 
Gene No. 3780 
Start 7879 

Name OJ990923_05 . 9B16.C10.o2 .tc 

Start 14250 
GI none 

Exons 14250. .14366, 14264 .. 14368 , 

14465. .14584, 14467 .. 14583, 
14678. .14728, 15061. .15144, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14457. .14576, 
14658. .14723, 



OJ990923 05.9B16.C10 



15071. .15145, 



15667 

TBLASTX: Cress 
15154 
99 

14463. .14582, 
14671. .14721, 
15071. .15154 



£3 



Seq. No. 1824 
Gene No. . 3781 
Start 1 

Name OJ990923_05 . 9B16 . C14 . ol .gp 

Start. • 1 

GI 19237_1.R1084 
Exons 1..154, 259.. 302 

GI Descrip. 1 456724 6/gb | AAD23660 
protein [Arabidopsis 



Seq. ID OJ990923_05.9B16.C14 

Strand + 

End 302 

Method AAT/GAP 

End 302 

Score 339 



1|AC007070_9 2.0e-55 (AC007070) unknown 
thaliana] ' 



w 


Seq. No. 


1824 








Seq. ID 


OJ990923_ 




Gene No. 


3781 








Strand 


+ 


: : 


Start 


1 








End 


302 




Name 


OJ990923 


_05. 


9B16.C14 


.ol.gs 


Method 


GENSCAN 




Start 


75 








End 


302 


S5T 
J 


GI 


none 








Score 


.87 




Exons 


75. .154, 


259 


. .302 








3 


Seq. No. 


1825 








Seq. ID 


OJ990923_ 


SI 

c? 


Gene No. 


3782 








Strand 




ca 
I 


Start 


307 








End 


522 


5? 


Name 


OJ990923 


JDS. 


9B16.C16 


.ol.gs 


Method 


GENSCAN 




Start 


307 








End 


522 . 




GI 


none 








Score 


.63 




Exons 


307. .522 














Seq. No. 


1826 








Seq. ID 


OJ990903_ 




Gene No. 


3783 








Strand 






Start 


67 








End 


583 




Name 


OJ990903 


_04. 


9B12.C2. 


ol.gs 


Method 


GENSCAN 




Start 


67 








End 


583 




GI 


none 








Score 


.69 




Exons 


67. .377, 


455 


. .583 










Seq. No. 


.1826 








Seq. ID 


OJ990903_ 




Gene No. 


3783 








Strand 






Start 


67 








• End 


583 



1899 



Lii 



> 1 



Name 


OJ990903 04 


.9B12. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


136 








End 


381 


GI 


none 








Score 


149 


Exons 


136. .381, 162. .380 








Seq. No. 


1 O O ^ 

loz / 








Seq. ID 


OJ990903_04. 9B12.C4 


bene no . 


O / OH 








btrana 


+ 


Start 


lUoo 








End 


1575 


Name 


ujyyuyuj U4 


. yt>± z . 


Uft . Ol . 


gs 


Method 


GENSCAN 


Start 


1088 








End 


1575 


GI 


none 








Score 


.78 


Exons 


1088. .1357, 


1445. 


.1575 








Seq. No. 


1828 








Seq. ID 


OJ990903_04. 9B12.C5 


Gene No. 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


Lj . Ol . 


gs 


Method 


GENSCAN 


Start 


65 








End 


8181 


GI 


none 








Score 


.57 


Exons 


65. .127, 454. .531 


q n q 

. , buy . 


.1759, 


2355.. 2628, 2780.. 2994, 




3156. .3403, 


3426. 


.3660, 


3817. 


.4114, 4194. .4324, 4458. .4578 




4650. .4794, 


5089. 


.5439, 


5685. 


.5772, 6414. .6507, 7916. .8181 


Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


Gene No. 


3785 








Strand 


+ 


Start 


65 








End 


8181 ' 


Name 


OJ990903 04 


.9B12. 


C5.ol. 


np 


Method 


AAT/NAP 


Start 


1085 








End 


6723 


GI 


3600044 








Score 


1712 


Exons 


1085. .1855, 


2153. 


.3500, 


3901. 


.5439, 5852. .5906, 6640. .6723 


GI Descrip. 


(AF080119) 


contains similarity to proteases [Arabidopsis 




thaliana] 












Seq. No. 


1828 








Seq. ID 


OJ990903_04. 9B12.C5 


Gene No. 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


C5.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


1184 








End 


1489 


GI 


none 








Score 


206 


Exons 


1184. .I486, 


1187. 


.1489 








Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


Gene no. 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


. 9B12. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2288 








End 


2603 


GI 


none 








Score 


195 


Exons 


2288. .2461, 


2289. 


.2483, 


2472. 


.2603 




Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


Gene No. 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


. 9B12. 


C5.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


2304 








End 


2711 


GI 


none 








Score 


100 


Exons 


2304. .2435, 


2355. 


.2450, 


2472. 


.2564, 2598. .2711 



1900 




Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


VJCi 1C LN W • 


J ( O J 








Q+- rand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


C5.o2 . 


tc 


Method 


.TBLASTX : Cress - 


Start 


2523 








End 


2807 


GI 


none 








Score 


186 


Exons 


2523. .2717, 


2721. 


.2807 








Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


Cpnp Mo 
UCl 1C LN W • 


378 S 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


C5.o8 . 


tm 


Method 


TBLASTX: Maize 


Start 


2613 








End 


2894 


GI 


none 








Score 


170 


Exons 


2613. .2783, 


2622. 


.2783, 


2775. 


.2894, 2796. .2891 


Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


VJC11C iNU • 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2897 








End 


3358 


GI 


none 








Score 


103 


Exons 


2897. .3004, 


2901. 


.3002, 


2979. 


.3356, 3167.. 3358, 3254.. 3358 


Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 




J / OJ 








Strand 


• + 


Start 


65 








End 


8181 


Name 


OJ990903 04 


.9B12. 


C5.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2907 








End 


3368 


GI 


none 








Score 


255 


Exons 


2907. .3368 












Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


V3CHC IN KJ . 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


. 9B12. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2967 








End 


3383 


GI 


none 








Score 


307 


Exons 


2967. .3383 












Seq. No. 


1828 








Seq. ID 


OJ990903_04.9B12.C5 


Gene No. 


3785 








Strand 


+ 


Start 


65 








End 


8181 


Name 


OJ990903 04 


9B12. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3033 








End 


• 3377 


GI 


none 








Score 


312 


Exons 


3033. .3377, 


3158. 


.3319 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1828 Seq. ID 

3785 Strand 

65 End 

OJ990903_04 . 9B12 ,C5 . o2 . ts Method 

3910 End 

5509260 Score 

3910. .4191, 4231... 4386, 4232. .4402 



OJ990903_04.9B12.C5 
+ 

8181 

TBLASTX : Soybean 

4402 

200 



1901 



■i SB t 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1828 
3785 
65 

OJ990903_04, 

3954 

none 

3954. .4064, 

1828 
3785 
65 

OJ990903_04, 

4075 

none 

4075. .4206, 

1828 
3785 
65 

OJ990903_04. 

4231 

none 

4231. .4464, 

1828 
3785 
65 

OJ990903_04. 

4652 

none 

4652. .4747, 
4955. .4987 



9B12.C5.o6.tm 



Seq. ID OJ990903_04.9B12.C5 

Strand + 

End 8181 

Method TBLASTX : Mai ze 

End 4191 

Score 89 



3954.. 4178, 3955.. 4191, 3958.. 4182 



9B12.C5.o2.tw 



4232. .4417, 4476. 



9B12.C5.o3.tm 



Seq. ID OJ990903__04. 9B12.C5 
Strand + 

8181 

TBLASTX: Wheat 
4610 
94 



End 

Method 
End 
Score 
.4610 



Seq. ID . OJ990903J34. 9B12.C5 

Strand + 

End 8181 

Method TBLASTX : Mai ze 

End 4 64 9 

Score 303 



4232. .4486, 4446.-4649, 4503. .4649 

Seq. ID OJ990903_04.9B12.C5 

Strand + 

End 8181 

9B12.C5.o3.tw Method TBLASTX : Wheat 

End 4988 

Score 92 

4745. .4870, 4756. .4869, 4871. .4909, 4926. .4988, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1828 
3785 
65 

OJ990903_04, 

4652 

none 

4652. .4870, 
4970. .5038 



Seq. ID OJ990903_04.9B12.C5 

Strand + 

End 8181 

Method TBLASTX : Mai ze 

End 5038 

Score ' 216 
4658. .4870, 4871. .4918, 4873. .4917, 4944. .5036, 



9B12.C5.o4 .tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1828 
3785 
65 

OJ990903_04, 

4778 

none 

4778. .4864, 



Seq. ID OJ990903J34 . 9B12.C5 

Strand + 

End 8181 

Method TBLASTX: Soybean 

End 5368 

Score 73 

4956. .5036, 4964. .5035, 5039. .5368, 5041. .5367 



9B12.C5.ol.ts 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1828 
3785 
65 

OJ990903_04, 

5041 

none 

5041. .5370, 



9B12.C5.o2.tm 



5042. .5371 



Seq. ID OJ990903_04.9B12.C5 

Strand + 

End 8181 

Method TBLASTX : Mai ze 

End . 5371 

Score 313 



1902 




oeq . iNo . 


1 fl9ft 
LOZ.O 


don T n 


O.TQQHQm 04 QR1 9 




Gene No. 


3785 


Strand 


+ 




Start 


65 


End 


8181 




Name 


OJ990903 04.9B12.C5.o5.tw 


Method 


TBLASTX: Wheat 




Start 


5230 


End 


5436 




GI 


none 


Score 


185 




Exons 


.5230. .5436, 5234. .5410 








Seq. No. 


1829 


Seq. ID 


OJ990903_04.9B12 


.C6 


Gene No. 


3786 


Strand 


+ 




O Lai i_ 


i JOi, 


End 


3437 




Name 


OJ990903 04.9B12.C6.ol.gp 


Method 


AAT/GAP 




Start 


2382 


End 


3437 




GI 


1031 1.R1084 


Score 


2009 




Exons 


2382.. 3437 








GI Descrip. 


'4760545/dbj I BAA77333.il 4.0e- 


■16 (AB019492) IDN4-GGTR14 


[Homo 




sapiens] 1 








Seq. No. 


1829 


Seq. ID 


OJ990903_04.9B12 


-C6 


Gene No. 


3786 


Strand 


+ 




o Lai t. 


9^89 


End 


3437 




Name 


OJ990903 04.9B12.C6.ol.np 


Method 


AAT/NAP 




Start 


2410 


End ' 


3126 




GI 


2062389 


Score 


1280 




Exons 


2410. .3126 








GI Descrip. 


(U77657 ) pathogenesis-related 


thaumatin-like protein [Oryza 




sativa] 








oeq. no. 




Seq. ID 


OJ990903_04.9B12 


.C6 


Gene No. 


3786 


Strand 


+ 




Start 


2382 


End 


3437 




Name 


OJ990903 04.9B12.C6.ol.gs 


Method 


GENS CAN 




Start 


2431 


End 


3129 




GI 


none 


Score 


1 




Exons 


2431. .3129 








Seq. No. 


1829 . 


Seq. ID 


OJ990903_04.9B12 


.C6 


oene ino. 


3787 


Strand 


+ 




Start 


10618 


End 


13604 




Name 


OJ990903 04. 9B12 . C6 . o3 . gs 


Method 


GENS CAN 




Start 


10618 


End 


13604 




GI 


none 


Score 


.43 




Exons 


10618. .10690, 10870. .11002, 11421 114 89, 1214 1 .. 12258, 






13103. .13211, 13579. .13604 








Seq. No. 


1829 


Seq. ID 


OJ990903_04. 9B12 


.C6 


bene wo. 


3788 


Strand 






Start 


2531 


End 


17623 




Name 


OJ990903 04. 9B12 . C6 . ol . tc 


Method 


TBLASTX: Cress 




Start 


2490 


End 


3144 




GI 


none 


Score 


91 




Exons 


2490. .2567, 2494. .2568, 2547.. 


2828, 254 


18. .2847, 2878. .2979, 




2886.-2978, 2959. .3090, 3011.. 


3055, 3100.. 3144 




Seq. No. 


1829 


Seq. ID 


OJ990903_04.9B12 


.C6 


Gene No. 


3788 


Strand 







1903 



Start 
Name 
Start 
GI 

Exons 



2531 End 

OJ990903_04 . 9B12 . C6 . ol . ts Method 

24 93 End 

none Score 



17623 

TBLASTX : Soybean 

3132 

486 



2493. .2831, 2494. .2850, 2869. .2988, 2886. .2978, 2989. .3132, 
2994. .3125 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f=\ Seq. No. 

h % Gene No. 

Start 

j = ig Name 

rij Start 

Q GI 

!:i Exons 



]f K GI Descrip. 



1829 Seq. ID 

3788 Strand 

2531 End 

OJ990903_04 . 9B12 .C6 .ol . tm Method 

2496 End 

none Score 



OJ990903JD4 . 9B12.C6 
17623 

TBLASTX: Maize 

3129 

457 



2496. .2831, 2497. .2844, 2869. .3129, 2904. .3128 



1829 Seq. ID 

3788 Strand 

2531 End 

OJ990903_04 . 9B12 . C6 . ol . tw Method 

2502 End 

none Score 

2502.. 2792, 2503.. 2793 



9B12.C6.o2.np 



1829 
3788 
2531 

OJ990903_04 
2531 
1491621 

2531.. 2598, 5322.. 5532, 6328 
15324. .15568, 17597. .17623 
(Z78205) UL36 [Bovine herpesvirus 1] 
(AJ004801) very large virion protein 
herpesvirus type 1.1] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6576, 



OJ990903_04.9B12.C6 
17623 

TBLASTX: Wheat 

2793 

434 



OJ990903 04.9B12.C6 



17623 
AAT/NAP 
17623 
242 

12388. .13017, 



15057. .15296, 



Seq. No. 


1829 


Seq. ID 


OJ990903 


Gene No. 


3788 


Strand 




Start 


2531 


End 


17623 


Name 


OJ990903 04.9B12.C6.o2.gp 


Method 


AAT/GAP 


Start 


13825 


End 


14022 


GI 


2227 1.R1084 


-Score 


275 


Exons 


13825. .14022 






GI Descrip. 


'6006355/dbj | AP000559. 1 | AP000559 2.0e- 


56 Oryza 




DNA, chromosome 6, clone : 


P0493C11' 




Seq. No. 


1829 


Seq. ID 


OJ990903 


Gene No. 


3788 


Strand 




Start 


2531 


End 


17623 


Name 


OJ990903 04 . 9B12.C6.o4 .gs 


Method 


GENSCAN 


Start 


14166 


End 


15449 


GI 


none 


Score 


.99 


Exons 


14166. .15449 






Seq. No. 


1830 


Seq. ID 


OJ990903 


Gene No. 


3789 


Strand 


+ 


Start 


1736 


End 


4116 


Name 


OJ990903 04.9B12.C7.ol.gs 


Method 


GENSCAN 



gi | 2653311 | emb | CAA06097 | 
(tegument) [Bovine 



04.9B12.C6 



04 ..9B12.C7 



1904 



f y 



'.3 

5, J 



Start 


1736 


End 


2969 




GI 


none 


Score 


.44 




Exons 


1736. .1790, 2461. .2736, 2809 


. .2969 






Seq. No. 


1830 


Seq. ID 


OJ990903J34.9B12. 


C7 


Gene No. 


3789 


Strand 


+ 




Start 


1736 


End 






Name 


OJ990903 04.9B12.C7.ol.np 


Method 


AAT/NAP 




Start 


2434 


End 


4116 




GI 


6539588 


Score 


202 




Exons 


2434.. 2752, 4063. .4116 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1830 


Seq. ID 


OJ990903_04.9B12. 


C7 


Gene No. 


3790 


Strand 






Start 


3634 


End 


5540 




Name 


OJ990903 04.9B12.C7.o2.gs 


Method 


GENSCAN 




Start 


3634 


End 


5540 




GI 


none 


Score 


.8 




Exons 


3634. .3807, 5448. .5540 








Seq. No. 


1831 


Seq. ID 


OJ990903_04.9B12. 


C9 


Gene No. 


3791 


Strand 


+ 




Start 


8249 


End 


16011 




Name. 


OJ990903 04.9B12.C9.o2.np 


Method 


AAT/NAP 




Start 


7133 


End 


10747 




GI 


6522929 


Score 


157 




Exons 


7133. .7183, 8319. .8739, 10721. .10747 






GI Descrip. 


(AL132978) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


1831 


Seq. ID 


OJ990903_04.9B12. 


C9 


Gene No. 


3791 


Strand 


+ 




Start 


8249 


End 


16011 




Name 


OJ990903 04.9B12.C9.o3.gs 


Method 


GENSCAN 




Start 


8249 


End 


16011 




GI 


none 


Score 


.47 




Exons 


8249.-8688, 8770. .8879, 9996 


..10146, 12104 . .12226, 12987 


. .13276, 




,13356. .13422, 13715 .. 13882, 


14683. .14868,. 15897. .16011 




Seq. No. 


1831 


Seq. ID 


OJ990903_04 .9B12. 


C9 


Gene No. 


3791 


Strand 


+ 




Start 


8249 


End 


16011 




Name 


OJ990903 04.9B12.C9.o5.np 


Method 


AAT/NAP 




Start 


13005 


End 


15648 




GI 


6539570 


Score 


254 




Exons 


13005. .13197, 13356. .13422, 


14783. .15061, 15272. . 15362, 






15394. .15496, 15617. .15648 








GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1831 


Seq. ID 


OJ990903_04.9B12. 


C9 


Gene No. 


3792 


Strand 


+ 




Start 


19759 


End 


19932 




Name 


OJ990903 04.9B12.C9.o5.gp 


Method 


AAT/GAP 




Start 


19759 


End 


19932 




GI 


15870 2.R1084 


Score 


251 




Exons 


19759.. 19932 








GI Descrip. 


! 287403/dbj ID10838 IRICSBE1 8 


.Oe-69 Rice 


» gene for starch 





1905 



branching enzyme ' 



□ 

o 

cn 
ru 

C3 
I. J 



'J 

si 



Seq. No. 


1831 






Seq. ID 


OJ990903_ 


_04 


.9B12 


.C9 


Gene No. 


3793 






Strand 


- 








Start - 


1487 






End 


5725 








Name 


OJ990903 04 


.9B12.C9.ol. 


gp 


Method 


AAT/GAP 








Start 


1236 






End 


1572 








GI 


5005357 






Score 


506 








Exons 


1236. .1572 
















Seq. No. 


1831 






Seq. ID 


OJ990903_ 


_04 


.9B12 


.C9 


Gene No. 


3793 






Strand 


- 








Start 


1487 






End 


5725 








Name 


OJ990903 04 


. 9B12.C9.ol. 


gs 


Method 


GEN SCAN 








Start 


1487 






End 


2481 








GI 


none 






Score 


.92 








Exons 


1487. .2163, 


2256. .2481 
















1831 






Seq. ID 


\JKJ -J Zs \J Zs \J 


04 


. 9B12 


. C9 


Gene No. 


3793 






Strand 










Start 


1487 






End 


5725 








Name 


OJ990903 04 


.9B12.C9.ol. 


np 


Method 


AAT/NAP 








Start 


1493 






End 


5008 








GI 


398845 






Score 


2179 








Exons 


1493. .2163, 


2256. .2525, 


4615. .5008 , 










GI Descrip. 


(X74654) beta3 tubulin 


[Zea mays] y;v.- 










Seq. No. 


1831 






Seq. ID 


OJ990903_ 


_04 


.9B12 


.C9 


Gene No. 


3793 






Strand 










Start 


1487 






End 


5725 








Name 


OJ990903 04 


.9B12.C9.o2. 


gs 


Method 


GEN SCAN 








Start 


4460 






End 


5725 








GI 


none 






Score 


.86 








Exons 


4460. .4542, 


4615. .4882, 


4905. .5080, 5713. .5725 








Seq. No. 


1831 






Seq. ID 


OJ990903_ 


_04 


.9B12 


.C9 


bene wo. 


3793 






Strand 










Start 


1487 ' 






End 


5725 








Name 


OJ990903 04 


.9B12.C9.o2. 


gp 


Method 


AAT/GAP 








Start 


4630 






End 


4833 








GI 


568536 






Score 


302 








Exons 


4630. .4833 
















GI Descrip. 


629838/pir| 


IS43326 2.0e 


-09 


tubulin beta-4 chain 




maize 




>gi_416145 


(L10635) beta-4 


tubulin [Zea mays] 








beq. iNO . 


1831 






Seq. ID 


OJ990903_ 


_04 


.9B12 


.C9 


Gene No. 


3793 






Strand 










Start 


1487 






End 


5725 








Name 


OJ990903 04 


.9B12.C9.o3. 


gp 


Method 


AAT/GAP 








Start 


4843 






End 


5117 








GI 


220 15.R1084 




Score 


550 








Exons 


4843. .5117 
















GI Descrip.* 


, 398845/emb 


ICAA52718I 2 


.Oe- 


-24 (X74654) 


beta3 tubulin [Zea mays] 


Seq. No. 


1831 






Seq. ID 


OJ990903_ 


_04 


. 9B12 


.C9 


Gene No. 


3794 






Strand 










Start 


8762 






End 


8901 









1906 




Name 


OJ990903 04 


.9B12. 


C9.o3.np 


Method 


AAT/NAP 


Start 


8762 






End 


8901 


GI 


6688685 






Score 


41 


Exons 


8762. .8901 










GI Descrip. 


(AJ132139) 


2-hydroxyphytanoyl 


-CoA lyase [Mus musculus] 


Seq. No. 


1831 






Seq. ID 


viJ3JU?UJ U4 • _7 IJ X ^, .. ^ -7 


Gene No. 


3795 






Strand 




Start 


9174 






End 


1 0479 


Name 


OJ990903 04 


.9B12. 


C9.o4 .np 


Method 


AAT /NAP 


Start 


9174 






End 


10479 


GI 


6815099 






Score 


77 


Exons 


9174. .9285, 


10414 


. .10479 






GI Descrip. 


(AP001081) 


hypothetical protein [Oryza 


Oaf 1 T73 1 


Seq. No. 


1831 






Seq. ID 


n.TQQnQfl^ D4 QR1 9 PQ 




3796 






Strand 




Start 


16189 






End 


lOJ jJ. 


Name 


OJ990903 04 


.9B12. 


C9.o4 .gs 


Method 


GENSCAN 


Start 


16189 






End 


18391 


GI 


none 






Score 


.64 


Exons 


16189. .16369, 18339.. 18391 






Seq. No. 


i s ^1 






Seq. ID 


OJ990903_04.9B12.C9 


Gene No. 


o / y f 






Strand 




o LalL 








End 


19705 


Name 




QDl O 


. OX . UC 


Method 


TBLASTX: Cress 


Start 


IjjI 






End 


5015 


GI 








Score 


719 


Exons 


1551. .2162, 


1565. 


.2161, 2239. 


.2526, 2261.. 2464, 2507.. 2527 




4613. .5014, 


4614. 


.5015, 4908. 


.5015 




Seq. No. 


1831 






Seq. ID 


OJ990903_04.9B12.C9 


Gene No. 


3797 






Strand 






19625 






End 


19705 


Name. 


OJ990903 04 


.9B12. 


C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1551 






End 


4732 


GI 


none 






Score 


776 


Exons 


1551. .2162, 


1565. 


.2161, 2239. 


.2526, 2261.. 2464, 2266.-2523 




2507. .2527, 


4613. 


.4732, 4614. 


.4718 




Seq. No. 


1831 






Seq. ID 


OJ990903_04.9B12.C9 


bene vi\j . 


3797 






Strand 




Start 


19625 






End 


19705 


Name 


OJ990903 04 


.9B12. 


C9.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1551 






End 


1757 


GI 


none 






Score 


230 


Exons 


1551. .1757, 


1565. 


.1756 






Seq. No. 


1831 






Seq. ID 


OJ990903_04.9B12.C9 


Gene No. 


3797 






Strand 




Start 


19625 






End 


19705 


Name 


OJ990903 04 


.9B12. 


C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


1551 






End 


5074 


GI 


none 






Score 


914 


Exons 


1551. .2162, 


1565. 


.2161, 2115. 


.2162, 2209. .2523, 2239. .2526, 




4613. .4900, 


4614. 


.4880, 4874. 


.5074, 48 


75. .5054, 4901. .5059 



1907 



• 



Seq. No. 1831 

Gene No. 37 97 

Start 19625 

Name OJ990903_04 . 9B12.C9.o2 .tw 

Start 1860 

GI none 

Exons I860.. 2138, I860.. 1937, 1862. 

Seq. No. 1831 

Gene No. 3797 

Start 19625 

Name OJ990903_04.9B12.C9.ol.tw 

Start 2288 

GI none 

Exons 2288.. 2464, 2290.. 2526, 2290. 

4614. .5012, 4911. .5012, 4975. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2137 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990903_04.9B12.C9 
19705 

TBLASTX: Wheat 

2138 

354 



.OJ990903 04.9B12.C9 



19705 

TBLASTX: Wheat 
5019 
214 

,2526, 2507.. 2527, 4613.. 5011, 
.5019 



Seq. No. 


1831 








Seq. ID 


OJ990903_04.9B12 


Gene No. 


3797 








Strand 


- 


Start 


19625 








End 


19705 


Name 


OJ990903 04 


.9B12 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4733 








End 


5012 


GI 


none 








Score 


310 


Exons 


4733. .5011, 


4737 


. .5012, 


4911. 


.5012. 




Seq. No. 


1831 








Seq. ID 


OJ990903_04.9B12 


Gene No. 


3797 








Strand 


- 


Start 


19625 








End 


19705 


Name 


OJ990903 04 


. 9B12 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8330 








End 


8575 


GI 


none 








Score 


274 


Exons 


8330. .8575, 


8336 


. .8536 








Seq. No. 


. 1831 








Seq. ID 


OJ990903_04 . 9B12 


Gene No. 


3797 








Strand 




Start 


19625 








End 


19705 


Name 


OJ990903 04 


. 9B12 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


8330 








End 


8737 


GI 


none 








Score 


100 


Exons 


8330. .8470, 


8549 


. .8737 








Seq. No. 


1831 








Seq. ID 


OJ990903_04. 9B12 


Gene No. 


3797 








Strand 




Start 


19625 








End 


19705 


Name 


OJ990903 04 


. 9B12 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8576 








End 


8737 


GI 


none 








Score 


212 


Exons 


8576. .8737, 


8578 


. .8697 








Seq. No. 


• 1831 








Seq. ID 


OJ990903_04.9B12 


Gene No. 


3797 








Strand 




Start 


19625 








End 


19705 


Name 


- OJ990903 04 


. 9B12 


.C9.o4. 


ts 


Method 


TBLASTX : Soybean 


Start ' 


8744 








End 


8894 


GI 


none 








Score 


155 


Exons 


8744. .8893, 


8745 


. .8894 









1908 



•is* 

ru 
□ 

iTi 



Seq. No. 1831 

Gene No. 3797 

Start 19625 

Name OJ990903_04 . 9B12 . C9 . o4 . gp 

Start 19625 

GI 38012JL.R1084 

Exons 19625.. 19705 

GI Descrip. ' 4097947/gb | U72255 | OSU72255 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_04 . 9B12.C9 

19705 
AAT/GAP 
19705 
103 



2.0e-23 Oryza sativa 



beta-1, 3-glucanase precursor (Gns9) gene, complete cds ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1832 Seq. ID 

3798 Strand 

16517 End 

OJ990903_04 . 9B12 . CIO . ol . np Method 

16517 End 

5852085 Score 
16517. .16665, 17811.. 18220 
(AL117264) zwh0008.1 [Oryza sativa] 

1832 Seq. ID 

3798 Strand 

16517 End 

OJ990903_04 . 9B12 . C10 . ol . gp Method 

16701 End 

none' Score 
16701. .17066 

1832 Seq. ID 

3798 Strand 

16517 End 

OJ990903_04 . 9B12 . C10 . o4 . gs Method 

16911 End 

none Score 
16911. .17066, 17675.. 18220 



OJ990903_04 . 9B12.C10 
+ 

18220 
AAT/NAP 
18220 
131 



OJ990903_04.9B12.C10 
+ 

18220 
AAT/GAP 
17066 
663 



OJ990903_04 . 9B12 .C10 
+ 

18220 
GENSCAN 
18220 
.95 



Seq. No. . 1832 * Seq. ID 

Gene No. 3798 Strand 

Start 16517 End 

Name OJ990903_04 . 9B12 . C10 . o2 . gp Method 

Start 17092 End 

GI 3090603 Score 

Exons 17092. .17464 



OJ990903_04.9B12.C10 
+ 

18220 
AAT/GAP 
17464 
707 



Seq. No. 1832 Seq. ID 

Gene No. 3799 Strand 

Start 9697 End 

Name OJ990903_04 . 9B12 . C10 . o2 . gs Method 

Start 9697 End 

GI none Score 

Exons 9697.. 9799, 10420.. 10520 



OJ990903_04 . 9B12.C10 

10520 
GENSCAN 
10520 
.7 



Seq. No. 1832 Seq. ID 

Gene No. 3800 Strand 

Start 15155 ' End 

Name OJ990903_04 . 9B12 . C10 . o3 . gs Method 

Start 15155 End 



OJ990903_04 . 9B12.C10 

15854 

GENSCAN 

15854 



1909 



GI 

Exons 



none Score .6 

15155. .15364, 15660.. 15854 



Seq. No. 1832 Seq. ID OJ990903_04 . 9B12 . CIO 

Gene No. 3801 Strand 

Start 18641 End 21662 

Name OJ990903JD4 . 9B12 . CIO . o5 . gs Method GEN SCAN 

Start 18641 End 21662 

GI none Score .66 

Exons 18641. .18740, 19029 .. 19155, 20257 .. 20411 , 21106 .. 21294 , 
21494.. 21662 



Seq. No. 1833 Seq. ID OJ990903_04.9B12.C11 

Gene No. 3802 Strand + 

Start 419 ' End 6378 

Name OJ990903JD4 . 9B12 . Cll . ol.np Method AAT/NAP 

Start 419 . End 6378 

GI 4581111 Score 65 

Exons 419.. 451, 4390.. 4593, 6351.. 6378 

GI Descrip. (AC005825) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


1833 




Seq. ID 


OJ990903_ 


04 


. 9B12 


.Cll 


Gene No. 


3803 




Strand 


- 








Start 


23 




End 


2518 








Name 


OJ990903 04 


.9B12.Cll.ol.gs 


Method 


GEN SCAN 








btart 


Zj 




PnH 


9M ft 

c. -J -L O 








GI 


none 




Score 


.6 








Exons 


23. .55, 686 


..881, 2516. .2518 












Seq. No. 


1833 




Seq. ID 


OJ990903_ 


_04 


.9B12 


.Cll 


Gene No. 


3804 




Strand 










Start 


5153 




End 


7588 








Name 


OJ990903 04 


.9B12.Cll.o2.np 


Method 


AAT/NAP 








Start 


5132 




End 


7588 








GI 


5852079 




Score 


115 








Exons 


5132. .5401, 


7381. .7588 












GI Descrip. 


(AL117264) 


zwh0002.1 [Oryza 


sativa] 










Seq. No. 


1833 




Seq. ID 


OJ990903_ 


_04 


.9B12 


.Cll 


Gene No. 


3804 ' 




Strand 










Start 


5153 




End 


7588 








Name 


OJ990903 04 


.9B12.Cll.o2.gs 


Method 


GENSCAN 








Start 


5153 




End 


5827 








GI 


none 




Score 


- .8 








Exons 


5153. .5462, 


5514.. 5571, 5662 


. .5827 










Seq. No. 


1834 




Seq'. ID 


OJ990903_ 


04 


. 9B12 


.C12 


Gene No. 


3805 




Strand 


+ 








Start 


4 62 




End 


658 








Name 


OJ990903 04 


.9B12.C12.ol.gs 


Method 


GENSCAN 








Start 


462 




End 


658 








GI 


none 




Score 


.97 








Exons 


462. .658 














Seq. No. 


1834 




Seq. ID 


OJ990903_ 


04 


.9B12 


.C12 


Gene No. 


3806 




Strand 


+ 









1910 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7396 

OJ990903_04 . 9B12 . C12 . o2 . np 
7396 
6907088 

7396.. 7533, 7709 



End 8722 

Method AAT/NAP 

End 8722 

Score 560 
7943, 8404.. 8722 



(AP001129) 'hypothetical protein [Oryza sativa] 



1834 Seq. ID 

3807 ~ Strand 

2932. End 
OJ990903_04 . 9B12 . C12 . o2 . gs Method 

2932 End 

none Score 
2932. .3246 



OJ990903_04 . 9B12.C12 

8722 
GENSCAN 
3246 
.83 



n 



I Li 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
U Start 
! 'J Name 
i,I Start 

Exons 

M 
•"1 



1834 
3807 . 
2932 

OJ990903 

2974 

5852080 



04.9B12.C12.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2974. .3461, 4655. .4710, 8507. .8722 
(AL117264) zwh0003.1 [Oryza sativa] 

1834 Seq. ID 

3807 Strand 

2932 End 
OJ990903_04. 9B12 . C12 . o3 . gs Method 

4484 End 

none Score 

4484. .4710, 4724..4882, 5658. .5797, 6898. .6946, 8683. .8722 



OJ990903_04.9B12.C12 

8722 
AAT/NAP 
8722 
131 



OJ990903_04.9B12.C12 

8722 
GENSCAN 
8722 
.72 



1835 Seq. ID 

3808 Strand 

208 End 
OJ990903_04 . 9B12 . C13 . ol . gs Method 

208 End 

none - Score 

208. .322, 914. .1030, 1203. .1984, 2210. 



OJ990903_04 . 9B12 . C13 
+ 

4522 
GENSCAN 
4522 
.58 

.2581, 2765. .2945, 



2951. .3091, 3175. .3287, 3373. .3581, 
4227. .4522 



3687. .3981, 4058. .4156, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1835 
3808 
208 

OJ990903_04 . 9B12 . C13 . ol . np 
793 

5690095 



Seq. ID OJ990903_04.9B12.C13 

Strand + 

End 4522 

Method AAT/NAP 

End 4509 

Score 998 



793. .1157, 1262. .3122, 4454. .4509 

(AJ238507) transposase related protein [Zea mays] 



1835 
3808 
208 

OJ990903_04. 

1493 

5441880 



9B12.C13.o2.np 



Seq. ID OJ990903_04.9B12.C13 

Strand + 

End 4522 

Method AAT/NAP 

End 2672 

Score 422 



1911 




Exons 1493.. 1659, 1753.. 2672 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 





Seq. No. 


1835 








Seq. ID 


OJ990903_04.9B12. 


C13 




Gene No. 


3808 








Strand 


+ 






Start 


208 








End 


4522 






Name 


OJ990903 04 


.9B12 


,C13.ol 


. tm 


Method 


TBLASTX: Maize 






Q4. ar f 
OLdlL 










End 


2716 






GI 


none 








Score 


124 






Exons 


2150. .2299, 


2327 


.2716, 


2332 


. .2694 








Seq. No. 


1835 








Seq. ID 


OJ990903_04.9B12. 


C13 




Gene No. 


3808 








Strand 


+ 






Start 


208 








End 


4522 






Name 


OJ990903 04 


. 9B12 


C13.o2 


. tm 


Method 


TBLASTX: Maize 






Start 


3373 








End 


3981 








none 








Score 


222 






Exons 


3373. .3582, 


3423 


.3581, 


3466 


..3582, 3679.. 3756, 3796.. 3981 




Seq. No. 


1836 








Seq. ID 


OJ990903_04.9B12. 


PI 4 




Gene No. 


3809 








Strand 


+ 






Start 


1 








End 


1700 






Name 


OJ990903 04 


.9B12 


C14.ol 


.np 


Method 


AAT/NAP 






Start 


1 








End 


1700 




j j 


r*T 


co c o n o n 

DO U O U 








Score 


95 




: 


Exons 


1..48, 433. 


.596, 


668.. 963, 1646.. 1700 








GI Descrip. 


(AL117264) 


zwh0003.1 [Oryza 


sativa] 






; i 
; i : 
w 


Seq. No. 


1836 








Seq. ID 


OJ990903JD4.9B12. 


pi A 




Gene No. 


3809 








Strand 


+ 




ru 


Start 


1 








End 


1700 






Name 


OJ990903 04 


.9B12 


C14.ol 


.gs 


Method 


GENSCAN 






C-|- -j r-4- 


JO? 








End 


889 






GI 


none 








Score 


•91 






Exons 


569. .889 














! ; _J 


Seq. No. 


1836 








Seq. ID 


OJ990903_04.9B12. 


C14 


j* ~ ; 


Gene No. 


3810 








Strand 






Q 


Start 


1230 








End 


2391 






Name 


OJ990903_04 


.9B12 


C14.o2 


gs 


Method 


GENSCAN 






Otdf L 










End 


2391 






GI 


none 








Score 


.78 






Exons 


1230. .1455, 


1651 


.1738, 


1950 


..2083, 2259.. 2391 






Seq. No. 


1837 








Seq. ID 


OJ990903_04.9B12. 


CIS 




Gene No. 


3811 








Strand 


+ 






Start 


250 








End 


299 






Name 


OJ990903 04 


.9B12 


C15.ol 


gs 


Method 


GENSCAN 






Start 


250 








End 


299 






GI 


none 








Score 


.59 






Exons 


250. .299 
















Seq. No. 


1837 








Seq. ID 


.OJ990903_04.9B12, 


C15 




Gene No. 


3812 








Strand 








Start 


1 








End 


805 





1912 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

: *-x Exons 

'as* 

! jf Seq. No. 
! ^ Gene No. 
ill Start 
;g Name 
; j Start 
GI 

Exons 



ru 



:-s Seq. No. 

q Gene No. 

Start 

: 7 Name 

|; f Start 

! ;3 GI ' 

i!3 Exons 
□ 



OJ990903_04 . 9B12 . C15 . ol . np Method AAT/NAP 
1 End 805 

5734635 Score 319 

1.-474, 661. .805 

(AP000391) hypothetical protein [Oryza sativa] 



Seq. ID OJ990903_04.9B12.C17 

Strand + 

End 604 

Method AAT/NAP 

End 604 

Score 98 9 



1838 
3813 
1 

OJ990903_04.9B12.C17.ol.np 
1 

1709563 
1..604 

PHENYLALANINE AMMON I A- L Y AS E gi | 2130081 1 pir || S66313 phenylalanine 
ammonia-lyase (EC 4.3.1.5) - rice gi | 8714 94 | emb | CAA61198 | 
(X87946) phenylalanine ammonia-lyase [Oryza sativa] 



1838 
3813 

1 . 

OJ990903_04.9B12.C17.ol.tm 
2 

none 



Seq. ID OJ990903_04.9B12.C17 

Strand + 

End 604 

Method TBLASTX : Mai ze 

End 593 

Score 914 



2. .592, 3. .593, 224. .286, 314. .391, 370. .432 



1838 
3813 
1 

OJ990903_04. 9B12.C17.ol.ts 

2 

none 

2. .589, 3. .593, 387. .593 

1838 
3813 
1 

OJ990903_04 . 9B12 . C17 . ol . tw 
2 

none 

2. .589, 3. .593, 161. .226, 387. .593, 428. .595 



Seq.' ID OJ990903_04.9B12.C17 

Strand + 

End 604 

Method TBLASTX : Soybean 

End 593 

Score 904 



Seq. ID OJ990903_04.9B12.C17 

Strand + 

End 604 

Method TBLASTX : Wheat 

End 595 

Score 974 



Seq. No. 


1838 










Seq. ID 


OJ990903_04.9B12 


.C17 


Gene No. 


3813 










Strand 


+ 




Start 


1 










End 


604 




Name 


OJ990903 04 


.9B12 


.C17 


.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


3 










End 


593 




GI 


none 










Score 


919 




Exons 


3. .593, 71. 


.592 














Seq. No. 


1838 










Seq. ID 


OJ990903_04.9B12 


.C17 


Gene No. 


3813 










■ Strand 


+ 




Start 


1 










End 


604 




Name 


OJ990903 04 


.9B12 


.C17 


.ol 


.gs 


Method 


GENSCAN 




Start 


15 










End 


590 




GI 


none 










Score 


.95 




Exons 


15. .590 

















1913 






Seq. No. 


1839 




Seq. ID 


OJ990903_04.9B12 


.C18 




Gene No. 


3814 




Strand 








Cf art" 


141 






683 






Name 


OJ990903 04.9B12.C18 


. ol .np 


Method 


AAT/NAP 






Start 


141 




End 


683 






GI 


5852079 




Score 


135 






Exons 


141. .683 












GI Descrip. 


(AL117264) zwh0002.1 


[Oryza 


sativa] 








Seq. No. 


1839 




Seq. ID 


OJ990903_04 .9B12 


.C18 




ucllc INO . 


^ft 1 A 












Start 


141 




End 


683 






Name 


OJ990903 04.9B12.C18 


.ol .gs 


Method 


GENSCAN 






Start 


178 




End 


482 






GI 


none 




Score 


.63 






Exons 


178. .482 












Seq. No. 


1840 




Seq. ID 


OJ990903_04.9B12 


.C20 




Gene No. 


3815 




Strand 








Start 


1 




End 


640 






Name 


nTQQnQD^ OA QR1 9 P9D 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


640 






GI 


6457937 




Score 


543 






Exons 


1..640 












GI Descrip. 


(AE001888) glycogen - 


operon 


protein GlgX [Deinococcus 




in n 




radiodurans] 










1 is? 


Seq. No. 


1840 




Seq. ID 


OJ990903_04.9B12 


.C20 


□ 


Gene No . 


3815 




Strand 






! : I 


Start 


1 




End 


640 




: ; w 


Name 


OJ990903 04.9B12.C20 


.ol . tm 


Method 


TBLASTX: Maize 






Start 


46 




End 


477 




ru 


GI 


none 




Score 


41 




:= 


Exons 


46. .477, 47. .190, 263. .409, 


273. .413 






I. J 


Seq. No. 


1840 




Seq. ID 


OJ990903JD4 . 9B12 


.C20 


L J. 




3815 




Strand 








Start 


1 




End 


640 




: "I 


Name 


OJ990903 04.9B12.C20 


. ol .gs 


Method 


GENSCAN 




.3 S. 

: t 
: s sr. 


Start 


70 




End 


564 




.: sa 

L -J 


GI 


- none'- 




Score 


.96 






Exons 


70. .564 












Seq. No. 


1840 




Seq. ID 


OJ990903__04 .9B12 


.C20 




bene wo . 


3815 




Strand 








Start 


1 




End 


640 






Name 


OJ990903 04.9B12.C20 


.ol.ts 


Method 


TBLASTX : Soybean 






Start 


184 




End 


429 






GI 


none 




Score 


100 . 






Exons 


184. .429, 260. .409 












Seq. No. 


1841 




Seq. ID 


OJ990903_04 . 9B12 


.C23 




Gene No. 


3816 




Strand 








Start 


1488 




End 


4241 






Name 


OJ990903 04.9B12.C23 


. ol . gs 


Method 


GENSCAN 






Start 


1488 




End 


4241 






GI 


none 




Score 


.72 





1914 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1488. .1636, 2422. .2760, 2774. .3145, 3184. .3419, 3776. .4148, 
4157. .4241 



1842 
3817 
582 

OJ990903_04 . 9B12 . C24 . ol . gs 

582 

none 

582. .1430 



Seq. ID OJ990903_04.9B12.C24 

Strand + 

End 1430 

Method GENSCAN 

End 1430 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
« Name 
Start 

'-i GI 

jl Exons 

= y GI Descrip. 

:3 



^ Seq. No. 

"jj Gene No. 

s Start 

* *\ Name 

Start 

* GI 

s ^ Exons 



;3 

\2 



1843 
3818 
719 

OJ990903_04 . 9B12 . C27 . ol . np 
719 

5852084 
719. .835, 2055. .2144 
(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ990903_04.9B12.C27 
Strand ; + 

2144 
AAT/NAP 
2144 
76 



End 

Method 
End 
Score 



1843 
3819 
3529 

OJ990903_04 . 9B12 .C27 . o2 . np 

3529 . 
5922623^* 



Seq. ID OJ990903_04.9B12.C27 

Strand + 

End 9081 

Method AAT/NAP 

End 6034 

Score 214 



3529. .3614, 4006. .4158, 4326. .4401, 4777. .4876, 5929. .6034 
(AP000492) hypothetical protein [Oryza sativa] 
gi | 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



1843 
3819 
3529 

OJ990903_04 . 9B12 .C27 . o2 . gs 

5699 

none 



Seq. ID OJ990903_04.9B12.C27 

Strand + 

End 9081 

Method GENSCAN 

End 9081 

Score .95 



5699.-6296, 6752. .6900, 7528.-7797, 7957. .7998, 8401. .8499, 
8574. .8666, 8824. .8901, 8995. .9081 



Seq. No. 


1843 






Seq. ID 


OJ990903_ 


_04.9B12.C27 


Gene No. 


3820 






Strand 






Start 


2097 






End 


4046 




Name 


OJ990903 04.9B12.C27, 


.ol. 


.gs 


Method 


GENSCAN 




Start 


2097 






End 


4046 




GI 


none 






Score 


.46 




Exons 


2097.. 2168, 2603. .28? 


34, 


2971. 


.3072, 3562.. 3732, 


3984 . .4046 


Seq. No. 


1844 






Seq. ID 


OJ990903_ 


_04 . 9B12.C28 


Gene No. 


3821 






Strand 


+ 




Start 


87 






End 


472 




Name 


OJ990903 04.9B12.C28, 


.ol. 


.gs 


Method 


GENSCAN 




Start 


87 






End 


472 




GI 


none 






Score 


. 69 




Exons 


87. .178, 350. .472 












Seq. No. 


1844 






Seq. ID 


OJ990903_ 


_04.9B12.C28 



1915 



'J 

f = 1=1 

m 

.: =; 



Gene No. 


3822 






Strand 




btart 








End 


6528 


Name 


OJ990903 04.9B12 


,C28.o2. 


gs 


Method 


GENSCAN 


Start 


2830 






End 


6528 


GI 


none 






Score 


.43 


Exons 


2830.. 3045, 3948 


. .4298, 


4407. 


.4676, 4807. .4857, 4859. .4989, 




5593.. 5720, 6157 


. .6377, 


6478. 


.6528 




Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3822 






Strand 


- 


Start 


2830 






End 


6528 


Name 


OJ990903 04.9B12 


.C28.ol. 


np 


Method 


AAT/NAP 


btart 


2878 






End 


4885 


GI 


2129829 






Score 


321 


Exons 


2878.. 2912, 4044 


. .4702, 


4807. 


.4885 




GI Descrip. 


heat shock transcription 


i factor 29 - ; 


soybean (fragment) 




gil 671866 | emb | CAA87075 | 


(Z46951) heat 


shock transcription factor 




29 [Glycine max] 










Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3823 






Strand 


- 


Start 


7944 






End 


8649 


Name 


OJ990903 04.9B12 


.C28.o3. 


gs 


Method 


GENSCAN 


Start 


7944 






■End 




GI 


none 






Score 


1 


Exons 


7944. .8612 










Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3823 






Strand 


- 


btart 


7944 






End 


8649 


Name 


OJ990903 04.9B12 


. C28 . o2 . 


np 


Method 


AAT/NAP 


Start 


7947 






End 


8600 


GI 


1196835 






Score 


1173 


Exons 


7947. .8600 










GI Descrip. 


(L76377) osmotin 


[Oryza 


sativa] 




Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3823 






Strand 






7944 






End 


8649 


Name 


OJ990903 04.9B12 


.C28.ol. 


gp 


Method 


AAT/GAP 


Start 


8008 






End 


8649 


GI 


24353 1.R1084 






Score 


1259 


Exons 


8008. .8649 










GI Descrip. 


'1196835 2.0e-88 


(L76377 


), osmotin [Oryza sativa] 1 


Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3824 






Strand 




Start 


9275 






End 


10201 


Name 


OJ990903 04.9B12 


.C28.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4077 






End 


4949 


GI 


none 






Score 


60 


Exons 


4077.. 4232, 4331 


. .4390, 


4643. 


.4702, 4655. .4705, 4778. .4858, 




4807.. 4860, 4807 


. .4860, 


4863. 


.4949, 4! 


371. .4948 


Seq. No. 


1844 






Seq. ID 


OJ990903_04.9B12.C28 


Gene No. 


3824 






Strand 




Start 


9275 






End 


10201 



1916 



Name 

Start 

GI 

Exons 



OJ990903_04 . 9B12 . C28 . o2 . tw Method TBLASTX : Wheat 
4619 End 4943 

none Score 37 

4619. .4657, 4620. .4658, 4633. .4701, . 4643. .4702, 4644. .4712, 
4807. .4860, 4808. .4858, 4863.-4943, 4871. .4942 



Seq. No. 1844 

Gene No. 3824 

Start 9275 

Name OJ990903_04 . 9B12 . C28 . o2 . tc 

Start 4644 

GI none 

Exons 4644.. 4712, 
4871. .4942 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903_04 . 9B12 . C28 
10201 

TBLASTX: Cress 

4949 

52 



4658. .4702, 4807. .4860, 4808. .4855, 4863. .4949, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



□ 

,3 Seq 

m 

m 



NO. 
Gene No. 
Start 
Name 
1 Start 
j GI 
\ Exons 



1844 
3824 
9275 ' 

OJ990903_04 . 9B12 . C28 . o2 . tm 

4658 

none 

4658. .4702, 4659. .4712, 4807, 
4863. .4943, 4871. .4942 

1844 
3824 
9275 

OJ990 903_04 . 9B12 . C28 . ol . tm 

7936 

none 



OJ990903JD4 . 9B12 . C28 
10201 

TBLASTX: Maize 

4943 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4860, 4807.. 4860, 4830.. 4865, 



Seq. ID OJ990903_04.9B12.C28 
Strand . - 
End 

Method 
End 
Score 



10201 

TBLASTX: Maize 

10114 

89 



7936. .8070, 7944. .8075, 8091. .8150, 8093. .8170, 8205. .8363, 
8215. .8367, 8370. .8534, 8392. .8451, 8445. .8522, 9487. .9603, 
9491. .9778, 9597. .9779, 9779. .10114, 9780. .10022, 10019. .10099 



u 


Seq. No. 


1844 










Seq. ID OJ990903_04.9B12.C28 


"'"4 


Gene No. 


3824 










Strand 






Start 


9275 










End 


10201 




Name 


OJ990903 04, 


.9B12, 


.C28.ol 


.ts 


Method 


TBLASTX: Soybean 


hJ 

.3 st. 


Start 


7944 










End 


10114 


!. J 


GI 


none 










Score 


80 


□ 


Exons 


7944. 


.8093, 


7948, 


. .8079, 


8077. 


.8151, 


8091. .8150, 8212. .8376, 






8214. 


.8375, 


8361, 


. .8534, 


8362. 


.8442, 


8430.. 8522, 9494.. 9634, 






9502. 


.9600, 


9635, 


. .9754, 


9645. 


.9740, 


9773. .10114, 9774.. 10028 




Seq. No. 


1844 










Seq. ID OJ990903 04.9B12.C28 




Gene No. 


3824 










Strand 






Start 


9275 










End 


10201 




Name 


OJ990903 04, 


. 9B12, 


.C28.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


7947 










End 


10118 




GI 


none 










Score 


43 




Exons 


7947. 


.7973, 


7983, 


. .8087, 


7984. 


.8076, 


8089.. 8151, 8091.. 8150, 






8212. 


.8367, 


8214, 


. .8363, 


8370. 


.8495, 


8478. .8537, 9497. .9523, 






9533. 


.9664, 


9644. 


. .9745, 


9645. 


.9746, 


9785. .10075, 9786. .10028 



10055. .10117, 10065.. 10118 



Seq. No. 
Gene No. 



1844 
3824 



Seq. ID OJ990903_04.9B12.C28 
Strand 



1917 



Start 
Name 
Start 
GI 

Exons 



9275 End 

OJ990903J34 . 9B12 . C28 . ol . tw Method 

8247 End 

none Score 



10201 

TBLASTX: Wheat 

10118 

98 



8247. .8375, 8278. .8376, 8367. .8537, 8368. .8538, 9830. .10117, 
9831. .10118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. ss % Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



n 



ni 



"J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990903_04.9B12.C28 
Strand 

End 10201 

Method AAT/GAP 

End 10201 

Score 1770 



1844 
3824 
9275 

OJ990903_04 . 9B12 . C28 . o2 . gp 
9275 

1031_2.R1084 
9275.. 10201 

'2062387 1.0e-112 (U77656) pathogenesis-related thaumatin-like 
protein [Oryza sativa] 1 



1844 
3824 
9275 

OJ990903_04 . 9B12 . C28 . o4 . gs 

9494 

none 

9494. .10183 



Seq. ID OJ990903_04.9B12.C28 
Strand 

End 10201 

Method GEN SCAN 

End 10183 

Score 1 



1844 
3824 
9275 

OJ990903JD4 . 9B12 . C28 . o3 . np 
9497 
2062387 
9497. .10045 

(U77656) pathogenesis-related thaumatin-like protein [Oryza 
sativa] 



Seq. ID OJ990903_04.9B12.C28 
Strand 

10201 
AAT/NAP 
10045 
989 



End 

Method 

End 

Score 



1845 
3825 
209 

OJ990903_04.9B12.C30.ol.gs 
209 
none 

209. .446, 575. .730, 985. .1199 

1845 
3826 
2113 

OJ990903_04 . 9B12 . C30 . o2 . gs 
2113 
none 

2113. .2328 



Seq. ID OJ990903_04.9B12.C30 

Strand + 

End 1199 

Method GEN SCAN 

End 1199 

Score .83 



Seq. ID OJ990903_04.9B12.C30 
Strand 

End 2328 

Method . GENSCAN 

End 2328 

Score . 6 



Seq. No. 1846 

Gene No. 3827 

Start 6127 

Name OJ990903_04 . 9B12 . C31 . o2 . gs 

Start . 6127 

GI - none 



Seq. ID OJ990903_04.9B12.C31 
Strand 

End 9356 

Method GENSCAN 

End 9356 

Score .47 



1918 



'",.1 



Exons 


6127. .6546, 8673. .8716, 8760. 


.9001, 9222.. 9356 






Seq. No. 


1847 


Seq. ID 


OJ990903 04. 


9B12 


.C32 


Gene No. 


3828 


Strand 


+ 






Start 


2587 


End 


4712 






Name 


OJ990903 04.9B12.C32.o3.np 


Method 


AAT/NAP 






Start 


2587 


End 


4712 






GI 


3900977 


Score 


74 






Exons 


2587.. 2623, 3747. .3838, 4596. 


.4712 








GI Descrip. 


(X53066) ribosomal protein L2 


[Zea mays] 






Seq. No. 


1847 


Seq. ID 


OJ990903 04. 


9B12 


.C32 


Gene No. 


3828 


Strand 


+ 






Start 


2587 


End 


4712 






Name 


OJ990903 04.9B12.C32.o2.np 


Method 


AAT/NAP 






Start 


3085 


End 


3189 






GI 


140310 


Score 


134 






Exons 


3085. .3189 










GI Descrip. 


PHOTOSYSTEM II REACTION CENTER T PROTEIN gi | 82528 | pir | | 


JQ0254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical . 4K protein (psbH-petB intergenic region) - rice 
chloroplast gi | 12014 | emb I CAA33974 | (X15901) ORF35 [Oryza sativa] 
gi I 2143324 | emb| CAA73766.il (Y13328) PSII subunit [Populus 
deltoides] gi | 226636 | prf | | 1603356BK ORF 35 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990903 04.9B12.C32 



1847 
3829 
1 

OJ990903_04 . 9B12 . C32 . o4 . np 
1 

133446 
1..49, 4073. .4137 

DNA- DIRECT ED RNA POLYMERASE BETA" CHAIN gi | 6698 6 | pir | | RNRZC2 
DNA-directed RNA polymerase (EC 2.7.7.6) beta' -2 chain - rice 
chloroplast gi | 11973 | emb | CAA33988 | (X15901) RNA polymerase beta 1 
subunit-2 [Oryza sativa] 



4658 
AAT/NAP 
4137 
52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1847 . 

3829 

1 

OJ990903_04.9B12.C32.ol.np 



OJ990903 04.9B12.C32 



Seq. ID _ 
Strand 

End 4 658 

Method AAT/NAP 
End 3627 
Score 206 
,3627 

NADH - PLASTOQU I NONE OXIDOREDUCTASE CHAIN 6, CHLOROPLAST 
gi I 66198 | pir | | DERZN6 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 6 - rice chloroplast gi 1 12053 I emb | CAA33908 | 
(X15901) NADH dehydrogenase ND6 [Oryza sativa] 

gi I 226674 | prf | I1603356DB NADH dehydrogenase ND6 [Oryza sativa] 



1175 
128803 
1175. .1252, 



2420.. 2577, 3505. 



Seq. No. 1847 Seq. ID 

Gene No. 3829 Strand 

Start 1 End 

Name OJ990903_04 . 9B12 . C32 . ol . gs Method 

Start 1345 • End 

GI none Score 
Exons 



OJ990903_04.9B12.C32 

4658 
GENSCAN 
4658 
.49 



1345. .1749, 3660. .3741, 4027. .4179, 4559. .4658 



1919 



V 



OJ990903_04 . 9B12 . C32 

4658 
AAT/GAP 
4376 
86 



Seq. No. 1847 Seq. ID 

Gene No. 3829 Strand 

Start 1 . End 

Name OJ990903_04 . 9B12 . C32 . o2 . gp Method 

Start 3973 End 

GI 5005311 Score 

Exons 3973.. 4037, 4356.. 4376 

GI Descrip. 114521/sp | P12084 | ATPA_ORYSA 1.0e-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_1197 9_emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



y 



Seq. No. 


1848 








Seq. ID 


OJ990903 


_04 . 9B12.C33 


Gene No. 


3830 








Strand 


+ 




Start 


726 








End 


1884 




Name 


OJ990903 04 


.9B12 


.C33.ol 


.gs 


Method 


GENSCAN 




Start 


726 








End 


1884 




GI 


none 








Score 


.42 




Exons 


726. .748, 1800.. 


1884 










Seq. No. 


1848 








Seq. ID 


OJ990903 


_04.9B12.C33 


Gene No. 


3831 








Strand 






Start 


835 








End 


2953 




Name 


OJ990903 04 


.9B12 


.C33.ol 


.np 


Method 


AAT/NAP 




Start 


835 








End 


2937 




GI 


5823556 








Score 


634 




Exons 


835. .925, 2054.. 


2937 










GI Descrip. 


(AF181096) 


ferric leghemoglobin reductase [Vigna unguiculat. 


Seq. No. 


1848 








Seq. ID 


OJ990903 


_04.9B12.C33 


Gene No. 


3831 








Strand 






Start 


835 








End 


2953 




Name 


OJ990903 04 


.9B12 


.C33.o2 


.gs 


Method 


GENSCAN 




Start 


2050 








End 


2859 




GI 


none 








Score 


.83 




Exons 


2050. .2178, 


2246 


. .2389, 


2566. 


.2639, 2772.. 2859 




Seq. No. 


1848 








Seq. ID 


OJ990903 


_04.9B12.C33 


Gene No. 


3831 








Strand 






Start 


835 








End 


2953 




Name 


OJ990903 04 


.9B12 


.C33.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2053 








End 


2945 




Gl' 


none 








Score 


94 




Exons 


2053. .2226, 


2096 


. .2230, 


2220. 


.2246, 2247.. 2276, 


2279,. .2359, 




2279. .2353, 


2280 


. .2360, 


2353. 


.2574, 2364..2S73, 


2368. .2577, 




2588. .2647, 


2590 


. .2646, 


2669. 


.2764, 2673. .2750, 


2744. .2854, 




2779. .2853, 


2834 


. .2896, 


2892. 


.2945, 2896. .2937 




Seq. No. 


1848 








Seq. ID 


OJ990903 


_04 . 9B12.C33 


Gene No. 


3831 








Strand 






Start 


835 ' 








End 


2953 




Name 


OJ990903 04 


.9B12 


.C33.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2053 








End 


2953 




GI 


none 








Score 


40 




Exons 


2053. .2226, 


2089 


. .2211, 


2096. 


.2230, 2220.. 2246, 


2247. .2276, 




2279. .2353, 


2279 


. .2353, 


2280. 


.2360, 2353.. 2574, 


2364 . .2573, 



1920 



2588. .2641, 2590. .2646, 2628. 
2779. .2853, 2834. .2896, 2835. 

Seq. No. 1848 
Gene No. 3831 
Start 835 

Name OJ990903_04 . 9B12 . C33 . ol . tm 

Start 2053 
GI none 

Exons 2053.. 2229, 2057.. 2230, 2069. 

2279. .2359, 2279. .2356, 2280. 
2588. .2647, 2590. .2646, 2669. 
2744.. 2845, 2834.. 2902, 2850. 

Seq. No. 1848 
Gene No. 3831 
Start 835 

Name OJ990903_04 . 9B12 . C33 . ol . tw 

Start 2143 
GI none 

Exons 2143.. 2229, 2144.. 2230, 2157. 

2248..2274, 2279. .2356, 2280. 
2364. .2438 



.2762, 2669. .2764, 2744. .2854, 
.2891, 2892. .2945, 2909. .2953 

Seq. ID OJ990903_04.9B12.C33 
Strand 

End . 2953 

Method TBLASTX: Maize 
End 2945 
Score 109 

.2239, 2247. .2276, 2248. .2274, 
.2381, 2353. .2574, 2364. .2573, 
.2764, 2673. .2765, 2743.. 2853, 
.2891, 2892.. 2945, 2893.. 2937 

Seq. ID OJ990903_04.9B12.C33 
Strand 

End 2953 

Method TBLASTX : Wheat 

End 24 38 

Score 116 

.2240, 2220.. 2249, 2247.. 2276, 
.2381, 2353.-2436, 2361.. 2438, 



Seq. No. 1849 Seq. ' ID OJ990903_04.9B12.C35 

Gene No. 3832 Strand + 

Start 340 End 431 

Name OJ990903_04 . 9B12 . C35 . ol . gp Method AAT/GAP 

Start 340 End 431 

GI 5867_1.R1084 Score 132 

Exons 34 0.. 4 31 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297 884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



5 Seq. No. 


1849 








Seq. ID 


OJ990903 


- Gene No. 


3833 . 








Strand 


+ 


Start 


459 








End 


7 62 


Name 


OJ990903 


04.9B12.C35. 


ol 


.gs 


Method 


GENSCAN 


Start 


459 








End 


7 62 


GI 


none 








Score 


.46 


Exons 


459. .513, 


689. .762 










Seq. No. 


1850 








Seq. ID 


OJ990903 


Gene No. 


3834 








Strand 


+ 


Start 


318 








End 


649 


Name 


OJ990903 


04.9B12.C37. 


ol 


.gs 


Method 


GENSCAN 


Start 


318 








,End 


649 


GI 


none 








' Score 


.41 


Exons 


318. .649 












Seq. No. 


1851 








Seq. ID 


OJ990903 


Gene No. 


3835 








Strand 





1921 



Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2 Seq. No. 
~ Gene No. 
;; Start 

y Name 

3 Start 

J GI 
^ Exons 

^ Seq. No. 

Gene No. 
3 Start 
J Name 
A Start 
^ GI 
^ Exons 
J 

3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 



29 End 

OJ990903_04 . 9B12 . C39 . ol . gs Method 

29 End 

none Score 
29. .139, 212. .295 

1852 Seq. ID 

3836 Strand 

76 End 

OJ990903_04 . 9B12 .C40 . ol . gs Method 

7 6 End 

none Score 
76. .178 



295 

GEN SCAN 

295 

.82 



OJ990903_,04 . 9B12.C40 
178 

GENSCAN 

178 

.41 



1853 Seq. ID 

3837 Strand 

1 End 

OJ990823_08 . 9B10 . CI . ol . gp Method 

1 End 

21448_1.R1084 Score 
1. .410 

, 4467156/emb|CAB37525| 1.0e-40 (AL035540) putative protein 
[Arabidopsis thaliana] ' 



OJ990823_08.9B10.C1 
+ 

438 

AAT/GAP 

410 

785 



1853 Seq. ID 

3837 • Strand 

1 End 

OJ990823_08 . 9B10 .CI . ol . tm Method 

1 End 

none Score 
1..438, 24. .437 

1853 Seq. ID 

3837 Strand 

1 End 

OJ990823_08 . 9B10 . CI . ol . tw Method 

8 End 

none Score 
8. .55, 9. .83, 25.-435, 27. .434 

1853 Seq. ID 

3837 Strand 

1 End 

OJ990823_08 . 9B10 . CI . ol . tc Method 

36 End 

none Score 
36. .329, 40. .435, 211. .435 

1853 Seq. ID 

3837 Strand 

1 End 

OJ990823_08 . 9B10 . CI . ol . gs Method 
40 ' End 

none Score 
40. .420 



OJ990823_08.9B10.C1 
+ 

438 

TBLASTX: Maize 

438 

585 



OJ990823_08.9B10.C1 
+ 

438 

TBLASTX: Wheat 

435 

89 



OJ990823_08.9B10.C1 
+ 

438 

TBLASTX: Cress 

435 

391 



OJ990823_08.9B10.C1 
+ 

438 

GENSCAN 

420 

.9 



Seq. No. 



1853 



Seq. ID OJ990823_08.9B10.C1 



1922 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3837 Strand + 

1 End 438 

OJ990823_08 . 9B10 . CI . ol . np Method AAT/NAP 

40 End 438 

4467156 Score 463 
40. .438 • 

(AL035540) putative protein [Arabidopsis thaliana] 



Seq. No. 


1853 




Seq. ID 


OJ990823_08.9B10 


.CI 


Gene No. 


3837 




Strand 


+ 




q+- a y-t 


i 




End 


438 




Name 


OJ990823 08 


. 9B10.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


55 




End 


435 




GI 


none 




Score 


393 




Exons 


55. .108, 58 


..435, 126.. 329, 202.. 420 






Seq. No. 


1854 




Oc^ . 1U 


OJ9908.23_08.9B10 


.C3 


Gene No. 


3838 






+ 




Start 


1 




End 






Name 


OJ990823 08 


. 9B10.C3.ol.np 


Method 


AAT/NAP . 




Start 


1 






327 




GI 


4416302 




Score 


292 




Exons 


1. .327 










GI Descrip. 


(AF105716) 


_ 

copia - type pol 


poxyproi-ein 


[Zea mays] 




Seq. No. 


1854 




oeq . 1 u 


OJ990823_08.9B10 


.C3 


bene no. 


O Q *D Q 
JOJO 




Strand 


x 

X 




Start 


1 




End 


327 




Name 


OJ990823 08 


. :7D.lU.^-3.0-L. LIU 


4— V» /-\/"J 


TBLASTX: Maize 




Start 


2 




Lna 


308 




GI 


none 




Score 


264 




Exons 


2. .220, 3.. 


± f /ID . . jUO 








Seq. No. 


1854 




oeq . iu 


OJ990823_08.9B10 


.C3 


Gene No. 


JOJO 




Strand 


_i_ 




Start 


1 




End 


327 




Name 


OJ990823 08 


. 9B10.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


125 




GI 


none 




Score 


174 




Exons 


2. .118, 3.. 


125 








Seq. No. 


1854 




Seq. ID 


OJ990823_08.9B10 


.C3 


Gene No . 


3838 




Strand 


+ 




Start 


.1 




End 


327 




Name 


OJ990823 08 


.9B10.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


323 




GI 


none 




Score 


173 




Exons 


2. .211, 3.. 


218, 240.. 323 








Seq. No. 


1854 




Seq. ID 


OJ990823_08.9B10 


.C3 


Gene No. 


3838 




Strand 


+ 




Start 


1 




End 


327 




Name 


OJ990823 08 


. 9B10.C3.ol.gs 


Method • 


GENSCAN 




Start 


30 




End 


305 




GI 


none 




Score 


.74 





Exons • 30.. 305 



1923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1855 Seq. ID 

3839 Strand 
1 End 
OJ990823_08.9B10.C4.ol.np Method 
1 End 
417154 Score 
1..726, 1967.. 2007 

HEAT SHOCK PROTEIN 82 gi| 100685 | pir | | S2554 1 heat shock protein 
82 - rice (strain Taichung Native One) gi | 20256 | emb | CAA77978 | 
(Z11920) heat shock protein 82 (HSP82) [Oryza sativa] 



OJ990823_08.9B10.C4 
+ 

4439 
AAT/NAP 
2007 
517 



1855 Seq. ID 

3839 Strand 

1 End 

OJ990823_08 . 9B10 . C4 . ol . gs Method 

4 62 End 

none Score 
462. .855, 943.. 1064, 1193.. 1233, 1566. 
3183.. 3320, 4409.. 4439 



Seq. No. 1855 

Gene No. 3840 

Start 2063 

Name OJ990823_08 . 9B10 . C4 , 

Start 257 

GI none 

Exons 257.. 439, 258.. 443, 
546. .722 



ol. tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_08.9B10.C4 
+ 

4439 
GENSCAN 
4439 
.66 

.1669, 2606.. 3008, 



OJ990823_08.9B10.C4 
2313 

TBLASTX: Cress 

7-22 , . 

283 



431. .556, 435. .539, 516. .566, 546.-722, 



Seq. No. 1855 

Gene No. 3840 

Start 2063 

Name OJ990823_08 . 9B10 . C4 . ol . tw 

Start 257 

GI none 

Exons 257.. 442, 258 
546. .722, 546 



Seq. ID 

Strand 

End 

Method 

End 

Score 



443, 259. .447, 397. .588, 435 
722 



OJ990823_08. 9B10.C4 
2313 

TBLASTX: Wheat 

722 

283 

539, 516.. 566, 



Seq. No. 1855 
Gene No. 3840 

Start . 2063 

Name ' OJ990823_08 . 9B10 . C4 . ol . tm 

Start 257 
GI none 

Exons 257.. 394, 257.. 442, 258.. 443, 

516. .566, 546. .722, 546. .722, 

Seq. No. 1855 
Gene No. 3840 
Start 2063 

Name OJ990823_08 . 9B10 . C4 . ol . ts 

Start 257 
GI none 

Exons 257.. 442, 258.. 443, 340.. 447, 

516. .566,- 542. .721, 546. .722 



Seq. ID OJ990823_08 . 9B10.C4 
Strand 
End 

Method 
End 
Score 
406. .588, 
586. .723 



2313 

TBLASTX: Maize 
723 
159 

435. .539, 457. .540, 



Seq. ID OJ990823_08.9B10.C4 
Strand 
End 

Method 
End 
Score 
431. .493, 



2313 

TBLASTX : Soybean 
722 
276 

435. .49.4, 447. . 497, 



Seq. No. 



1855 



Seq. ID OJ990823_08. 9B10.C4 



1924 





Gene No. 


3840 


Strand 


- 




Start 


2063 


End 


2313 




Name 


OJ990823 08.9B10.C4.ol.gp 


Method 


AAT/GAP - 




Start 


2063 


End 


2313 




GI 


3762139 


Score 


368 




Exons 


2063. .2313 








GI Descrip. 


4803924/gb|AAD29797.1|AC006264 5 1 . Oe- 


09 (AC006264) putative 






lumen" protein retaining receptor [Arabidopsis thaliana] 




Seq. No. 




Seq. ID 


OJ990823_08.9B10.C5 




VjCllC IN \^ . 


3841 


Strand 


+ 




- Start 


146 


End 


3973 




Name 


OJ990823 08.9B10.C5.ol.gs 


Method 


GENSCAN 




Start 


146 


End 


3973 




GI 


none 


Score 


.58 




Exons 


146. .249, 294. .405, 827. .899, 


1961.. 2102, 3866..3973 




Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3842 


Strand 


+ 




Start 


7690 


End 


10613 




Name 


OJ990823 08.9B10.C5.o2.np 


Method 


AAT/NAP 




Start 


7690 


End 


10415 




GI 


6056193 


Score 


1222 




Exons 


7690.. 8042, 8877. .8901, 9224. 


.9353, 9447. .9577, 9660. .9748, 


s? 




10133. .10209, 10285.. 10415 ■ 






c 


GI Descrip. 


(AC009400) transcription initiation factor IIB (TFIIB) 


R 

i! 




[Arabidopsis thaliana] 








Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3842 


Strand 


+ 


u 




7690 


End 


10613 


3 


Name 


OJ990823 08.9B10.C5.o3.gs 


Method 


GENSCAN 


u 


Start 


7690 


End 


10418 




GI 


none 


Score 


. 97 




Exons 


7690. .8042, 8877. .8901, 9224. 


.9353, 9447. .9577, 9660. .9748, 


•J 




10133. .10209, 10285.. 10418 








Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 


3 


Gene No. 


3842 


Strand 


+ 




Start 


7690 


End 


10613 


3 


Name 


OJ990823 08.9B10.C5.o2.gp 


Method 


AAT/GAP 




Start 


7977 


End 


10613 




GI 


32881 1.R1084 


Score 


1527 




Exons 


7977. .8042, 8877. .8901, 9224. 


.9352, 9445. .9577, 9660. .9748, 






10133. .10209, 10285.. 10613 








GI Descrip. 


'1351222/sp|P48513|TF2B SOYBN 


2.0e-93 


TRANSCRIPTION INITIATK 






FACTOR IIB (TFIIB) >gi_945087 


(U31097) 


transcription factor 






TFIIB [Glycine max] 1 








Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3843 


Strand 


+ 




Start 


14966 


End 


15055 




Name 


OJ990823 08.9B10.C5.o4.gp 


Method 


AAT/GAP 




Start 


14966 


End 


15055 




GI 


none 


Score 


141 




Exons 


14966.. 15055 







1925 





Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3844 


Strand 


+ 




Start 


16778 


End 


16942 




Name 


OJ990823 08. 9B10 . C5 . o5 . gp 


Method 


AAT/GAP 




Start 


16778 


End 


16942 




GI 


56074 1.R1084 


Score 


322 




Exons 


16778. .16942 








GI Descrip. 


M803924/gb|AAD29797.1|AC006264 5 l.Oe 


-09 (AC006264) putativ 






lumen protein retaining receptor [Arabidopsis thaliana] 1 




Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3845 , 


Strand 






jldll 


1259 


End 


16942 




Name 


OJ990823 08.9B10.C5.ol.np 


Method 


AAT/NAP 




Start 


1259 


End 


16942 




GI 


4680183 


Score 


202 




Exons 


1259.. 1348, 1956.. 2026, 16842 


. .16942 






GI Descrip. 


(AF111709) gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No . 


3845 


Strand 






Start 


1259 


End 


16942 




Name 


OJ990823 08.9B10.C5.o2.gs 


Method 


GENSCAN 


«" J 


Start ' 


4869 


End " 


5527 




GI 


none 


Score 


.92 


":z 

Li i 


Exons 


- 4869.-5376, 5463. .5527 






: b? 


Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 


:" "i 


Gene No. 


3845 


Strand 






Start 


1259 


End 


16942 


"Z 


Name 


OJ990823 08.9B10.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


7686 


End 


10480 


! Li 


GI 


none 


Score 


618 




Exons 


7686. .8051, 7687. .8040, 9203. 


.9352, 9221.. 9352, 9223.-9354, 






9223.-9357, 9440. .9577, 9444. 


.9572, 9446. .9583, 9642. .9749, 






9660.. 9749, 9661.. 9750, 10131 


. .10214, 


10132. .10215, 






10132. .10200, 10145. .10201, 10263 .. 10478 , 10269 .. 10433, 






10279. .10479, 10283 10480, 10283.. 10480 




Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3845 


Strand 






Start 


1259 


End 


16942 




Name 


OJ990823 08.9B10.C5.ol.ts 


Method 


TBLASTX : Soybean 




O 4- ~- 4- 

btart 


7687 


End 


10418 




GI 


none 


Score 


398 




Exons 


7687. .7941, 7695.-7958, 7908. 


.8045, 7930. .8040, 9194. .9349, 






9221.. 9352, 9222.-9353, 9223. 


.9363, 9440.. 9577, 9445.. 9573, 






'9446. .9574, 9639.-9749, 9651. 


.9749, 10131. .10214, 10145.. 102 






10269. .10418, 10283.. 10414 








Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10.C5 




Gene No. 


3845 


Strand 






Start 


1259 


End 


16942 * 




Name 


OJ990823 08.9B10.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


7722 


End 


10474 




GI 


none 


Score 


•505 




Exons 


7722. .8045, 7723. .8040, 9221. 


.9352, 9223.-9357, 9440.. 9577, 



1926 





9445. .9573, 9636. .9749, 9651 


..9749, 10131. .10214, 10145 


. .10204, 




10269. .10418, 10283.. 10474 








Seq. No. 


1856 


Seq. ID 


OJ990823 08 9B10 


.C5 




•504 c; 


Strand 






Start 


1259 


End 


16942 




Name 


OJ990823 08.9B10.C5.o4.gs 


Method 


GENS CAN 




Start 


11002 . 


End 


11272 




GI 


none 


Score 


.86 




Exons 


11002. .11100, 11129.. 11272 








Seq. No. 


1856 


Seq. ID 


OJ990823_08.9B10 


.C5 


Gene No. 


3845v 


Strand 






Start 


1259 


End 


16942 




Name 


OJ990823 08.9B10.C5.o3.gp 


Method 


AAT/GAP 




Start 


11651 


End 


13942 




GI 


3625 1.R1084 


Score 


2006 




Exons 


11651. .11691, 11728. .12103, 


12225. .12307, 12667 1284 0 , 






12933. .13065, 13232 .. 1331 6, 


13533. .13656, 13841. .13942 




GI Descrip. 


1 1174745/sp| P4 6225 |TPIC_SECCE 1.0e-124 


TRIOSEPHOSPHATE 





ISOMERASE, CHLOROPLAST PRECURSOR (TIM) >gi_1363523_pir S53761 

triose-phosphate isomerase (EC 5.3.1.1) precursor, chloroplast - 
rye >gi_609262_emb_CAA83533_ (Z32521) triosephosphate isomerase 

[Secale cereale] >gi_1095494_prf 2109226B triosephosphate 

isomerase [Secale cereale] ' 



M Seq. No. 1856 

y Gene No. 3845 

1 Start 1259 

,j Name OJ990823_08 . 9B10 . C5 . o2 . tm 

Z? Start 11993 

~ GI none 

U Exons 11993. . 12130, 



12225. 
12893. 
13232. 
13831. 



12017, 
,12308, 12664, 
.13066, 12919, 
,13318, 13533, 



,13908, 



14794. .14847, 



13842. 
14795, 



.12115, 
.12846, 
.13068, 
.13658, 
.13910, 
.14842 



Seq. ID 
Strand 
End 

Method 
End 
Score 
12046. . 12117, 



OJ990823 08.9B10.C5 



12665. 
12934 . 
13534 . 
14625. 



16942 

TBLASTX: Maize 
14847 
90 

12224. .12316, 
,12847, 12665. .12844, 
,13068, 13212. .13319, 
13659, 13535. .13657, 
,14678, 14632. .14685, 



□ Seq. No. 1856 
; 5 Gene No. 3845 
: ™ Start 1259 

Name ■ OJ990823_08 . 9B10 . C5 . o2 . tc 

Start 12042 
GI none 
Exons 12042. 

12224. 
12934. 
13232. 



,12110, 12047. 

12313, 12225. 

13068, 12935. 

13321, 13232. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990823 08.9B10.C5 



.12115, 12047. 

,12308, 12665. 

,13066, 12937. 
,13321 



16942 

TBLASTX: Cress 
13321 
73 

12130, 12216. .12308, 
12850, 12665. .12844, 
13068, 13212. .13319, 



OJ990823_08.9B10.C5 
16942 

TBLASTX : Soybean 
14841 
68 

12047. .12130, 12051. .12104, 12224 .. 12316, 12225 .. 12308 , 



Seq. No. 1856 Seq. ID 

Gene No. 3845 Strand 

Start 1259 End 

Name OJ990823_08 . 9B10 . C5 . o2 . ts Method 

Start 12047 End 

GI none Score 
Exons 



1927 



12665. .12844, 12666 .. 12827 , 12668 .. 12847, 12930 .. 13004 , 

12932. .13012, 12934. .13068, 12935 .. 13066, 13212 .. 13319, 

13232. .13318, 13533 .. 13658 , 13535 .. 13657, 13842 .. 13910, 

14534. .14566, 14 631 .. 14678, 14632 .. 14676, 147 94 . . 1484 1 , 
14795. .14821 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1856 
3845 
1259- 
OJ990823 
12047 
none 
12047 
13232 
14794 



_08.9B10.C5.o5.gs 



12103, 12225. .12307, 
13316, 13533. .13656, 
14891, 16686. .16889 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12667. .12840, 
13841. .13910, 



OJ990823 08.9B10.C5 



16942 
GENSCAN . 
16889 
.77 

12933, 
14649. 



,13065, 
,14675, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12667. .12840, 
13841. .13910, 



OJ990823 08.9B10.C5 



1856 
3845 
1259 

OJ990823_08.9B10.C5.o3.np 
12050 
1174745 

12050. .12103, 12225. .12307, 12667 12840, 12933 .. 13065, 
13232. .13316, 13533 .. 13656, 1384 1 .. 13910, 14 64 9 .. 14 675, 
14794. .14955 

TRIOSEPHOSPHATE ISOMERASE, CHLOROPLAST PRECURSOR (TIM) 
gi| 1363523|pir| IS53761 triose-phosphate isomerase (EC 5-3.1.1) 
precursor, chloroplast - rye gi | 609262 | emb | CAA83533 |. (Z32521) 
triosephosphate isomerase [Secale cereale] 

gi 1 10954 94 | prf | | 2109226B triosephosphate isomerase [Secale 
cereale] 



16942 
AAT/NAP 
14955 
1050 

12933, 
14649, 



J Seq . No . 

Gene No. 
3 Start 
~j Name 
* Start 
GI 

Exons 



1856 
3845 
1259 

OJ990823_08. 9B10 . C5 . o3 . tc 

13533 

none 

13533. .13658, 13535 .. 13657 , 
14631. .14678, 14632 .. 14685, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_08.9B10-C5 
16942 

TBLASTX: Cress 

14842 

135 



13842. .13910, 14534. .14566, 
14794. .14820, 14798. .14842 



Seq. No. 1857 Seq. ID OJ990823_08 . 9B10.C6 

Gene No. 384 6 Strand 

Start 110 End 

Name OJ990823_08 . 9B10 . C6 . ol . gp Method 

Start 110 End 

GI 56074_1.R1084 Score 

Exons 110.. 445 

GI Descrip. * 4803924/gb | AAD29797 . 1 | AC006264_5 1.0e-09 (AC006264) putative ER 
lumen protein retaining receptor [Arabidopsis thaliana] • 



OJ990823_08.9BlO. 
+ 

621 

AAT/GAP 

445 

637 



Seq. No. 1857 Seq. ID 

Gene No. 384 6 Strand 

Start 110 End 

Name. OJ990823_08 . 9B10 . C6 . ol . gs Method 

Start 122 End 

GI none Score 



OJ990823_08.9B1Q.C6 
+ 

621 

GENSCAN 

621 

.56 



1928 



Exons 122.. 488, 578.. 621 

Seq. No. 1857 

Gene No. 3847 

Start 1357 

Name OJ990823_08 . 9B10 . C6 . ol . tm 

Start 1357 

GI none 

Exons 1357.. 1401, 1357.. 1401, 1359. 

1495. .1617, 1496. .1624, 1581. .1628 



OJ990823_08. 9B10. C6 
1628 

TBLASTX: Maize 

1628 

83 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1403, 1494. .1625, 1494. .1535, 



Seq. No. 1858 . Seq. ID 

Gene No. 3848 "■■ Strand 

Start 910 End 

Name OJ990823JD8 . 9B10 . C7 . ol . gs Method 

Start 910 End 

GI none Score 

Exons 910.. 1047 



OJ990823_08.9B10.C7 

1047 
GENSCAN 
1047 
.49 



□ 



Seq. No. 1858 Seq. ID OJ990823_08 . 9B10 . C7 

Gene No. 3849 Strand 

Start 968 End 1313 

Name OJ990823_08 . 9B10 . C7 . ol . gp Method AAT/GAP 

Start 968 End 1313 

GI 12231_L.R1084 Score 645 . 

Exons 968.. 1313 

GI Descrip. . ' 388044 1/emb | CAB048 90 . 1 1 2.0e-10 (Z82062) similar to Zinc 

finger, C3HC4 type (RING finger); cDNA EST EMBL:D76353 comes 
from this gene; cDNA EST EMBL:D71838 comes from this gene; cDNA 
EST EMBL:D74561 comes from this gene; cDNA EST EMBL:D73319 comes 
from this 1 



.as* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1859 Seq. ID 

3850 Strand 

1667 End 

OJ990823_08. 9B10 . C8 . o2 . np Method 

1667 , End 

6539588 Score 
1667.. 1699, 3032.. 3346 

(AP000837) hypothetical protein [Oryza sativa] 



OJ990823_08.9B10.C8 

3346 
AAT/NAP 
3346 
203 



1860 Seq. ID 

3851 Strand 
1667 End 
OJ990823_08. 9B10 . C9 . ol . gp Method 
1667 End 
32330_1.R1084 Score 
1667.. 2378 

' 4581109/gb| AAD24599. 1 | AC005825_6 6 
protein [Arabidopsis thaliana] ' 



OJ990823_08.9B10.C9 
+ 

4632 
AAT/GAP 
2378 
1409 



0e-60 (AC005825) unknown 



Seq. No. 1860 Seq. ID 

Gene No. 3851 Strand 

Start 1667 End 

Name OJ99082 3_08 . 9B10 . C9 . ol . np Method 

Start 1908 End 

GI 4581109 Score 



OJ990823_08. 9B10.C9 
+ 

4632 
AAT/NAP 
4632 
1768 



1929 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1908.. 3082, 4164.. 4632 

(AC005825) nodulin-like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1860 
3851 
1667 

OJ990823_08.9B10.C9.o2.gp 
2812 

16373JL.R1084 
2812.. 3082, 4164.. 4388 . 

, 5123712/emb|CAB45456.1| 5.0e-53 (AL079347) putative protein 
[Arabidopsis thaliana] ' 



OJ990823 
+ 

4632 
AAT/GAP 
4388 
901 



08.9B10.C9 



Seq. No. 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3852 








Strand 


+ 




Start 


4582 








End 


4887 




Name 


OJ990823 08. 


9B10 


.C9.o3. 


gp 


Method 


AAT/GAP 




C -t > vf 

otan 


4 OoZ 










A ft 7 




GI 


none 








Score 


596 




Exons 


4582. .4887 














Seq. No. 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3853 








Strand 


- 




Start 


7708 








End 


8487 




Name 


OJ990823_08. 


9B10 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




btart 


i y 4 o 










c. H H -J 




GI 


none 








Score 


688 




Exons 


1946. .2443, 


1947 


. .2432 










Seq. No. 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3853 








Strand 


- 




Start 


7708 








End 


8487 




Name 


OJ990823 08. 


9B10 


.C9.ol. 


tc 


Method 


TBLASTX: Cress 




OLdlt 


± J fi / 










Z. *± *a 




GI 


none 








Score 


275 




Exons 


1947. .2141, 


1949 


. .2443, 


2184. 


.2432 






Seq. No. 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3853 








Strand. 






Start 


7708 








End 


8487 




Name 


OJ990823 08. 


9B10 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1947 








End 


2390 




GI 


none 








Score 


319 




Exons 


1947. .2390, 


1949 


. .2389 










Seq.' No.- 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3853 








Strand 






Start 


7708 








End 


8487 




Name 


OJ990823 08. 


9B10 


.C9.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


2844 








End 


3104 




GI 


none 








Score 


327 




Exons 


2844. .3104, 


2852 


. .3082 










Seq. No. 


1860 








Seq. ID 


OJ990823_08.9B10 


.C9 


Gene No. 


3853 








Strand 






Start 


7708 








End 


8487 




Name ■ 


OJ990823 08. 


9B10 


.C9.o3. 


tm 


Method 


TBLASTX: Maize 





1930 






Start 


2847 


End 


4311 




GI 


none 


Score 


209 




Exons 


2847.. 3083, 2858.. 3085, 4162. 


.4311 






Seq. No. 


1860 


Seq. ID 


OJ990823_08.9B10.C9 




Gene No. 


3853 


Strand 










End 


8487 




Name 


OJ990823 08.9B10.C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


2963 


-End 


4680 




GI 


none 


Score 


181 




Exons 


2963.. 3082, 2967.. 3104, 4129. 


.4329, 4171. .4338, 4432. .4680, 






4443.. 4589 








Seq. No. 


1860 


Seq. ID 


OJ990823_08.9B10.C9 






JO J J 


Strand 


- 




Start 


7708 


End 


8487 




Name 


OJ990823 08. 9B10 . C9 . o2 . tc 


Method 


TRT.A^TX • Prpss 
-i. o iinj j. s\ . \_» j_ \U o o 




Start 


4162 


End 


4656 




GI 


none 


Score 


319 




Exons 


4162.. 4335, 4408 .. 4 656, 4 432 . 


.4641 






Seq. No. 


1860 


Seq. ID 


OJ990823_08.9B10.C9 




Gene No. 


3853 


Strand 


- 




Start 


7708 


End 


8487 


i, -1 


Name 


OJ990823 08.9B10.C9.o2.np 


Method 






Start 


7708 


End 


8487 • 




GI 


6069646 


Score 


355 






7708. .8487 






1:3 ' 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315 ) 


; .5 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 


ry 




[Oryza sativa] 








Seq. No. 


1860 


Seq. ID 


OJ990823_08.9B10.C9 


'J 




3853 


Strand 


- 




Start 


7708 


End 


8487 




Name 


OJ990823 08. 9B10 . C9 . o2 . tm 


Method 


TBLASTX * Maize 


«? 


Start 


7733 


End 


8314 


.s =3. 

u 


GI 


none 


Score 


35 




Exons 


7733. .8314, 7805.. 7921, 7902. 


.8267 






Seq. No. 


1861 


Seq. ID 


OJ990823_08.9B10.C10 




Gene No. 


3854 


Strand 






Start 


1 


End 


3807 




Name 


OJ990823 08.9B10.C10.ol.np 


Method. 


AAT/NAP 




Start 


1 


End 


3807 




GI 


6069646 


Score 


569 




R von 


1..870, 3752. .3807 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 






[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 






Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 






putative non-LTR retroelement 


reverse 


transcriptase. (AC00624 8) 






[Oryza sativa] 








Seq. No. 


1861 


Seq. ID 


OJ990823_08. 9B10.C10 




Gene No. 


3854 


Strand 





1931 



Start 


1 




End 


3807 




Name 


OJ990823 08. 9B10.C10.o2 


.np 


Method 


AAT/NAP 




Start 


935 




End 


2507 




GI 


92385 




Score 


86 




Exons 


935. .1122, 2447. .2507 










GI Descrip. 


hypothetical protein - 


rat 


(fragment) 


gi | 57053 | emb | CAA29033 




(X05472) ORF 3 [Rattus 


norvegicus] 






Seq. No. 


1861 




Seq. ID 


OJ990823_08.9B10 


.C10 




3855 




Strand 


- 




Start 


6344 




End 


8427 




Name 


OJ990823 08. 9B10.C10.o2 


. tm 


Method 


' TBLASTX * Maize 




Start 


3 




End 


502 




GI 


none 




Score 


80 




Exons 


3. .281, 127. .282, 287.. 


502, 


360 416 






Seq. No. 


1861 




Seq. ID 


OJ990823_08.9B10 


.C10 




3855 




Strand 


- 




Start 


6344 




End 


8427 




Name 


OJ990823 08.9B10.C10.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


332 




End 


607 




GI 


none 




Score 


70 




Exons 


332. .607, 360. .428 










Seq. No. 


1861 




Seq. ID - 


OJ990823_08.9B10 


.CIO 


Gene No. 


3855 




Strand 


- 




U Ldl L 






End 


8427 




Name 


OJ990823 08.9B10.C10.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


509 




End 


mi? 

J. \J JL c. 




GI 


none 




Score 


76 




Exons 


509. .616, 510. .623, 599 


..880, 602. .775 


, 717. .881, 884.. 


1012 




885.*.998 










Seq. No. 


1861 




Seq. ID 


OJ990823_08.9B10 


.C10 




3855 




Strand 


- 




Start 


6344 




End 


8427 




Name 


OJ990823 08.9B10.C10.o4 


.tw 


Method 


TRLASTX • Wheat 




Start 


614 




End 


949 




GI 


none 




Score 


89 




Exons 


614. .820, 809. .949 










Seq. No.. 


1861 




Seq. ID 


OJ990823_08.9B10 


.C10 


\J C 1 1 \^ 1st \s . 


3855 




Strand 


- 




ff Start 


6344 




End 


8427 




Name 


OJ990823 08.9B10.C10.o2 


.gs 


Method 


GENSCAN 




Start 


6344 




End 


8411 




GI 


none 




Score 


.66 




Exons 


6344.. 6518, 7729.. 8411 










Seq. No. 


1861 




Seq. ID 


OJ990823_08.9B10 


.C10 


Gene No. 


3855 




Strand 






Start 


6344 




End 


8427 




Name 


OJ990823 08.9B10.C10.o3 


.np 


Method 


AAT/NAP 




Start 


6448 




End 


8420 




GI 


4467153 




Score 


810 




Exons 


6448. .6518, 7729. .8420 










GI Descrip. 


(AL035540) putative thaumatin-like protein [Arabidopsis 





1932 



thaliana] 



■ u 



.i S3. 



Seq. No. 


1861 










Seq. ID 


OJ990823 08.9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


. 9B10 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


7725 










End 


8397 


GI 


none 










Score 


116 


Exons 


7725. 


.7949, 


7834 


. .7950, 


7965. 


.8021, 804 


10. .8090, 8115. .8396, 




8134. 


.8397 














1861 










Seq. ID 


OJ990.823_08. 9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


.9B10 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean . 


Start 


7743 










End 


8397 


GI 


none 










Score 


175 


Exons 


7743. 


.7970, 


7744 


. .7962, 


7968. 


.8030, 7969.. 8016, 8037.. 8090, 




8115. 


.8396, 


8134 


. .8271, 


8329. 


.8397 




Seq. No. 


1861 










Seq. ID 


OJ990823_08.9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 - 










End 


8427 


Name 


OJ990823 08 


.9B10 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


7749 










End 


7985 


GI 


none 










Score 


161 


Exons 


7749. 


.7778, 


7782 


. .7985, 


7783. 


.7962 




Seq. No. 


1861 










Seq. ID 


OJ990823_08.9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


. 9B10 


.C10.O4 


.tm 


Method 


TBLASTX: Maize 


Start 


7749 










End 


7950 


GI 


none 










Score 


149 


Exons 


7749. 


.7778, 


7776 


. .7949, 


7777. 


.7950 




Seq. No. 


1861 










Seq. ID 


OJ990823_08.9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


.9B10 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 


Start 


7989 










End 


8375 


GI 


none 










Score 


74 


Exons 


7989. 


.8090, 


8115 


. .8177, 


8158. 


.8256, 8181.. 8270, 8328.. 8375 


Seq. No. 


1861 










Seq. ID 


OJ990823_08.9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


.9B10 


.C10.O3 


. tm 


Method 


TBLASTX: Maize 


Start 


8034 










End 


8348 


GI 


none 










Score 


124 


Exons 


8034. 


.8093, 


8115 


. .8210, 


8134. 


.8226, 8215. .8286, 8220. .8348 


Seq. No. 


1861 










Seq. ID 


OJ990823_08 . 9B10.C10 


Gene No. 


3855 










Strand 




Start 


6344 










End 


8427 


Name 


OJ990823 08 


.9B10 


.ClO.ol 


.gp . 


Method 


AAT/GAP 


Start 


8058 










End 


8427 



1933 



GI uC-osroM202006f02bl Score 684 

Exons 8058.. 8427 

GI Descrip. ' 4 4 67153/emb | CAB37522 | 2.0e-34 (AL035540) putative 

thaumatin-like protein [Arabidopsis thaliana] 1 



Seq. No. 


1862 










Seq. ID 


OJ990823 


Gene No. 


3856 










Strand 


- 


Start 


. 4399 










End 


6135 


Name 


OJ990823 08. 


.9B10 


.Cll.o2 


. gs 


Method 


GEN SCAN 


Start 


, 4399 










End 


6135 


GI 


none 










Score 


.87 


Exons 


4399. . 


.4639, 


5292 


. .5988, 


6081. 


.6135 




Seq. No. 


1862 










Seq. ID 


OJ990823 


Gene No. 


3856 










Strand 




Start 


4399 










End 


' 6135 


Name 


OJ990* 


323_08. 


. 9B10 


.Cll.ol 


. np 


Method 


AAT/NAP 


Start 


5149 










End 


6048 


GI 


3036805 








Score 


854 


Exons 


5149. , 


.6048 













GI Descrip. (AL022373) thaumatin-like protein [Arabidopsis thaliana] 



Seq. No. 1862 

Q Gene No. 3856 

= 1 Start 4399 . 

Name OJ990823_08 . 9B10 . Cll . ol . tw 

start 5330 

l _z GI none 

□ Exons 5330.. 5521, 5331.. 5522 

Seq. No. 1862 

i=n Gene No. 3856 

l * Start 4399 

; L Name OJ990823_08 . 9B10 . Cll . ol . tm 

□ Start 5333 
: y GI none 

U Exons 5333.. 5509, 5334.. 5510 

^ Seq. No. 1862 ■ 

Gene No. 3856 

P Start .4399 

Name OJ990823_08 . 9B10 . Cll . ol . tc 

Start 5336 

GI none 

Exons 



Seq. ID OJ990823_08.9B10.C11 
Strand 

End 6135 

Method TBLASTX : Wheat 

End 5522 

Score 205 



Seq. ID OJ990823_08.9B10.C11 
Strand 

End 6135 

Method TBLASTX : Maize 

End 5510 

Score 173 



Seq. ID OJ990823_08.-9B10.C11 
Strand 

End 6135 

Method TBLASTX : Cres s 

End 5990 

Score 159 



5336. .5524, 5340. .5528, 5522. .5575, 5609. .5695, 5613. .5684, 
5789.. 5989, 5790.. 5990 



Seq. No. 1862 

Gene No. 3856 

Start 4399 

Name OJ990823_08 . 9B10 . Cll . ol . ts 

Start 5336 

GI none 

Exons 5336.. 5512, 5337.. 5510, 5519.. 5569, 5520.. 5570, 5609.. 5695, 
5613.. 5684, 5798.. 5989, 5811.. 5990 



Seq. ID OJ990823_08.9B10.C11 
Strand 

End 6135 

Method TBLASTX : Soybean 

End 5990 

Score 160 



Seq. No. 



1862 



Seq. ID OJ990823_08.9B10.C11 



1934 




bene wo . 


JO 0 0 


OLX dllU. 




Start 


4399 


End 


6135 


Name 


OJ990823 08.9B10.Cll.o2.tm 


• Method 


TBLASTX: Maize 


Start 


5798 


End 


5987 


GI 


none 


Score 


183 


Exons 


5798.. 5986, 5799.. 5987 






Seq. No. 


1863 


Seq. ID 


OJ990823_08.9B10.C13 


Gene No. 


3857 


Strand 




oiart 


682 


. End 


2103 


Name 


OJ990823 08.9B10.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


407 


End 


1105 


GI 


none 


Score 


68 


Exons 


407. .472, 416. .472, 420. .473, 492. .626, 


507. .620, 508. .642, 




666. .929, 670. .1104, 670. .1104, 671. .1105 


Seq. No. 


1 ft fi^ 


Seq. ID 


OJ990823_08.9B10.C13 


bene wo . 


"3ft R7 
JO J / 


Strand 




Start 


682 


End 


2103 


Name 


OJ990823 08.9B10.C13.ol.gs 


Method 


GENSCAN 


Start 


Dot 


End 


2020 


GI 


none 


Score 


.86 


Exons 


DOt • • £. \J C.\J 






Seq. No. 


1 ft fi^ 


Seq. ID. 


OJ990823_08.9B10.C13 


Gene No. 


^ft R7 

. JO J / 


Strand 




C 4- -.4- 


682 


End 


2103 


Name 


OJ990823 08.9B10.C13.ol.np 


Method 


AAT/NAP 


Start 


fift s 

DO J 


End 


2103 


GI 


SI 9*371 1 


Score 


1417 


Exons 


OOJ. . ClUJ 






GI Descrip. 




[Arabidopsis thaliana] 


Seq. No. 


1 ft 6*3 

lOUJ 


Seq. ID 


OJ990823_08.9B10.C13 


bene no . 


3857 


Strand 




Start 


682 


End 


2103 


Name 


OJ990823 08.9B10.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


686 


End 


1140 


GI 


none 


Score 


296 


Exons 


686.. 1138, 688.. 1140 






Seq. No. 


1863 


Seq. ID 


OJ990823_08.9B10.C13 


bene ino . 


3857 


Strand 




Start 


682 


End 


2103 


Name 


OJ990823 08.9B10.C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


784 


End 


2097 


GI 


none 


Score 


193 


Exons 


784. .1482, 1058. .1474, 1756. 


.2034, 200S 


t. .2097 


Seq. No. 


1863 


Seq. ID 


OJ990823_08.9B10.C13 


Gene No. 


3857 


Strand 




Start 


682 


End 


2103 


Name 


OJ990823 08.9B10.C13.o3.tm 


Method 


TBLASTX: Maize 


Start 


1138 


End 


1429 


GI 


none 


Score 


150 


Exons 


1138. .1299, 1142. .1297, 1218 


..1301, 1285. .1428, 1298. .1363, 



1352. .1429 



1935 



Seq. No. 1863 

Gene No. 3857 

Start 682 

Name OJ990823_08 . 9B10 . C13 . ol . tw 

Start 1258 

GI none 
Exons 



Seq. ID OJ990823_08.9B10.C13 
Strand 

End 2103 

Method TBLASTX: Wheat 

End 1589 

Score 306 



1258. .1494, 1259. .1504, 1259. .1504, 1260. .1511, 1545. .1583, 
1547. .1588, 1548. .1589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1863 
3857 
682 

OJ990823_08 . 9B10 . C13 . o2 . ts 

1306 

none 



Seq. ID OJ990823_08.9B10.C13 
Strand 

End 2103 

Method TBLASTX: Soybean 

End 1942 

Score 131 



1306. .1494, 1307. .1477, 1669. .1941, 1733. .1942 



Seq. No. 
Gene No. 
Start 
Name 
Start 
Q GI 
Exons 

V] Seq. No. 
fU Gene No. 
Q Start 
\ { Name 
Start 

' » Exons 



1863 
3857 
682 

OJ990823_08.9B10.C13.o2.tm 

1640 

none 



Seq. ID OJ990823_08.9B10.C13 
Strand 

End 2103 

Method TBLASTX : Mai ze 

End 2061 

Score 88 



16,4:0.-1720, 1642.. 1722, 1720. .2019, 1721.. 1987, 2011.. 2061 



1863 
3857 
682 

OJ990823_08. 9B10 . C13 . o3. ts 

1948 

none 

1948. .2103 



Seq. ID OJ990823_08.9B10.C13 
Strand 

End 2103 

Method TBLASTX : Soybean 

End 2103 

Score 195 



4 

hi 

n 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Q Exons 



1864 
3858 
13736 

OJ990823JD8 . 9B10 . C14 . o2 . np 

13736 

3036809 



Seq. ID OJ990823_08.9B10.C14 

Strand + 

End 19097 

Method AAT/NAP 

End 19097 

Score 886 



GI Descrip. 



13736. .13843, 14259 .. 14367, 14539 .. 14775 , 14 903 .. 14 988 , 

15201. .15316, 16264. .16464, 1654 1 .. 16695 , 16911 .. 17616, 
19077. .19097 

(AL022373) putative protein [Arabidopsis thaliana] 



Seq. No. 


1864 










Seq. ID 


OJ990823 


Gene No. 


3859 










Strand 


+ 


Start 


19783 










End 


20796 


Name 


OJ990823 08. 


.9B10, 


■ C14. 


.o3. 


gs 


Method 


GEN SCAN 


Start 


19783 










End 


20796 


GI 


none 










Score 


.99 


Exons 


19783. .2079* 














Seq. No. 


1864 










Seq. ID 


OJ990823 


Gene No. 


3859 










Strand 


+ 


Start 


19783 










End 


20796 


Name 


OJ9908.23 08. 


.9B10. 


• C14. 


.ol. 


gp 


Method 


AAT/GAP 



1936 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19796 End 20210 

21448_1.R1084 Score 783 

19796. .20210 

1 4467156/emb | CAB37 525 I 1.0e-40 (AL035540) putative protein 
[Arabidopsis thaliana] 1 



1864 Seq. ID 

3859 Strand 

19783 End 
OJ990823_08 . 9B10 . C14 . o3 . np Method 

19840 End 

4467156 Score 
19840. .20793 

(AL035540) putative protein [Arabidopsis thaliana] 



OJ990823_08.9B10.C14 
+ 

20796 
AAT/NAP 
• 20793 
1223 



1864 
3860 
3287 

OJ990823 
3287 
6069646 
3287. .4261, 
(AP000616) 



Seq. ID 

Strand 
End 

Method 
End 
Score 

4544. .5342, 17143. .17164 
similar to putative reverse 



08.9B10.C14.ol.np 



OJ990823_08.9B10.C14 

17164 
AAT/NAP 
17164 
913 



[Oryza sativa] gi I 6907112 | dbj I BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase." 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 


1864 








Seq. ID 


OJ990823_08.9B10 


.C14 


Gene No. 


3860 








Strand 






Start 


3287 








End 


17164 




Name 


OJ990823 08. 


9B10 


.C14.o4 


.tm 


Method 


TBLASTX : Maize 




Start 


3305 








End 


3754 




GI 


none 








Score 


66 




Exons 


3305. .3502, 


3506 


. .3754, 


3660. 


.3752 






Seq. No. 


1864 








Seq. ID 


OJ990823_08.9B10 


.C14 


Gene No. 


3860 








Strand 






Start 


3287 








End 


17164 




Name 


OJ990823 08. 


9B10 


.C14.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


4166 








End 


4561 




GI 


none 








Score 


85 




Exons 


4166. .4561, 


4194 


. .4406 










Seq. No. 


1864 








Seq. ID 


OJ990823_08.9B10 


.C14 


Gene No. 


3860 








Strand 






Start 


3287 








End 


17164 




Name 


OJ990823 08. 


9B10 


.C14.o3 


. ts 


Method 


TBLASTX: Soybean 




Start 


4196 








End 


4669 




GI 


none 








Score 


64 




Exons 


4196. .4279, 


4377 


. .4586, 


4379. 


.4669 






Seq. No. 


1864 








Seq. ID 


OJ990823_08.9B10 


.C14 


Gene No. 


3860 








Strand 






Start 


3287 








End 


17164 




Name 


OJ990823 08. 


9B10 


.C14.o5 


.tm 


Method 


TBLASTX : Maize 




Start 


4562 








End 


4929 





1937 



GI none 

Exons 4562.. 4669, 4615.. 4929 

Seq. No. 1864 

Gene No. 38 60 

Start 3287 

Name OJ990823_08 . 9B10 . C14 . o2 . tw 

Start ■ ... 4807 

GI none 

Exons 4807.. 5085, 4856.. 5083 

Seq. No. 1864 

Gene No. 3860 

Start 3287 

Name OJ990823_08 . 9B10 . C14 . o2 . tm 

Start 4939 

GI none 

Exons 4939.. 5355, 4940.. 5341 

Seq. No. 1864 

Gene No. 3861 

Start 19809 

Name OJ990823_08 . 9B10 . C14 . ol . tw 

□ Start 19809 

GI none 

:i Exons 19809. .19883, 19825, . 20256, 

Seq. No. 1864 

Gene No. 3861 

Start 19809 

Name OJ990823_08 . 9B10 . C14 . ol . tm 

Start 19812 

GI none 

Exons 19812. .19883, 19825 20814, 



Score 



189 



rli 



Seq. ID OJ990823_08.9B10.C14 
Strand 

End 17164 

Method TBLASTX: Wheat 

End 5085 

Score 97 



Seq. ID OJ990823_08.9B10.C14 
Strand 

End 17164 

Method TBLASTX : Maize 

End 5355 

Score 189 



Seq. ID OJ990823_08.9B10.C14 
Strand 

End 20814 

Method TBLASTX : Wheat 

End 20256 

Score 92 
19827.. 20255 

Seq. ID OJ990823_08.9B10.C14 
Strand 

End 20814 

Method TBLASTX: Maize 

End 20814 

Score 87 
19827. .20795 



Seq. No. 
Gene No. 
Start 
Name 

□ Start * 

□ GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1864 
3861 
19809 

OJ990823_08.9B10.C14.ol.tc 

19836 

none 

19836. .20129, 19840 .. 20580, 

1864 
3861 
19809 

OJ990823_08 . 9B10 . C14 . ol . ts 

19855 

none . 

19855. .19908, 19858 .. 20394 , 
20190. .20393, 20398 .. 20520, 

1864 
3861 
19809 

OJ990823_08 . 9B10 . C14 . o2 . ts 
20524 



Seq. ID OJ990823_08.9B10.C14 
Strand 

End 20814 

Method TBLASTX : Cress 

End 20580 

Score 800 
20011. .20187, 20223.. 20579 

Seq. ID OJ990823_08.9B10.C14 
Strand 

End 20814 

Method TBLASTX : Soybean 

End 20520 

Score 607 
19926. .20129, 20002 .. 20193 , 
20400. .20519 

Seq. ID OJ990823_08.9B10.C14 
Strand 

End 20814 

Method TBLASTX : Soybean 

End 20796 



1938 




GI 


none 






Score 


371 






Exons 


20524. .20796, 20541. 


.20792 










Seq. No. 


1864 






Seq. ID 


OJ990823_08. 


9B10 


.C14 




JODl 






JLl CXI L\J. 








Start 


19809 






End 


20814 






Name 


OJ990823 08.9B10.C14 


.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


20580 






End 


20796 






GI 


none - 






Score 


249 






Exons 


20580. .20792, 20581. 


.20796 










Seq. No. 


1865 






Seq. ID 


OJ990823_08. 


9B10 


.C15 


bene ino • 


jo 






oil aim. 


+ 






Start 


695 






End 


2352 






Name 


OJ990823 08.9B10.C15 


• Ut. 


rr q 
• y o 


Method 


GENSCAN 






Start 


.695 






End 


2352 






GI 


none 






Score 


.89 






Exons 


695. .839, 2264. .2352 














Seq. No. 


1865 






Seq. ID 


OJ990823_08. 


9B10 


.C15 


belle 1N(J . 


jO D J 






91" T ATlH 
J li Ul l\JL 








Start 


2710 






End 


J JDJ 






Name 


OJ990823 08.9B10.C15 


ol 
. Ul 


. gp 


Method 


AAT/GAP 






Start 


2685 






End 


3023 






GI 


•286535 






Score 


633 






Exons 


2685.. 3023 














Seq. No. 


1865 






Seq. ID. 


OJ990823_08. 


9B10 


-C15 


Gene No . 


jOOj 








+ 






Start 


2710 






End 


J JU J 






Name 


OJ990823 08.9B10.C15 




• 9 b 


Method 


GENSCAN 






Start 


2710 






End 


3363 






GI 


none 






Score 


.98 






Exons 


2710. .3363 














Seq. No. 


1865 






Seq. ID 


OJ990823_08. 


9B10 


.C15 




J004 














Start 


6184 






End 








Name 


OJ990823 08.9B10.C15 


.o2 


(TO 


Method 


AAT/GAP 






Start 


6184 






End 


6387 






GI 


4714101 






Score 


387 






Exons 


6184. .6387 














Seq. No. 


1865 






Seq. ID 


OJ990823_08. 


9B10 


.C15 


uene no . 


3865 






Of- y-o nH 








Start 


35 






End 


527 






Name 


OJ990823 08.9B10.C15 


.ol 


.gs 


Method 


GENSCAN 






Start 


35 






End 


527 






GI 


none 






Score 


.88 






Exons 


35. .122, 164. .284, 398. 


.527 










Seq. No. 


1865 






Seq. ID 


OJ990823_08. 


9B10 


-C15 


Gene No. 


3866 






Strand 








Start 


4248 






End 


5537 






Name 


OJ990823 08.9B10.C15 


,o4 


. gs 


Method 


GENSCAN 






Start 


4248 






End---"- 1 -' . 


5537 






GI 


none 






Score 


.97 







1939 



Exons 



4248. .5537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6694 
7716 



1865 
3867 
6407 

OJ990823_08.9B10.C15.ol.np 
6367 
4<803928 
6367. .6465, 
7338. .7424, 
8490. .8555, 
(AC006264) 
thaliana] 



1865 
3867 
6407 

OJ990823 

6407 

none 



6506. .6613, 
7526. .7617, 
9139. .9303 
putative XAP- 



Seq. ID OJ990823_08.9B10.C15 
Strand 

End 9303 

Method AAT/NAP 

End 9303 

Score 1018 
.6759, 6989. .7042, 



7140 
8344 



.7288, 
.8408, 



7788, 8140. .8257, 
5 protein [Homo sapiens] [Arabidopsis 



08.9B10.C15.o5.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_08.9B10.C15 

9303 
GEN SCAN 
9303 
.91 



6407. .6457, 6694. .6759, 6989. .7042, 7140. .7271, 7363. .7424, 
8145. .8257, 8344. .8408, 8490. .8591, 9139. .9303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1865 
3868 
10888 

OJ990823_08. 9B10 . C15 . ol . tm 

5158 

none 

5158. .5256, 
5322. .5405, 



5160.. 5255, 5283. 
5412. .5468, 5416. 



1865 
3868 
10888 

OJ990823_08.9B10.C15.o3.tm 
6387 
none 
6387. 
6540. 
6987. 



,6458, 6407.. 6460, 6409. 
,6620, 6694.. 6759, 6694. 
,7040, 6992.. 7042 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5345, 5284, 
.5469 



OJ990823_08.9B10.C15 
13303 

TBLASTX: Maize 
5469 
158 

.5349, 5308.. 5409, 



Seq. ID OJ990823_08.9B10.C15 
Strand 

End 13303 
Method TBLASTX : Mai ze 
End- 7042 
Score 76 

.6459, 6536.. 6601, 6536.. 6613, 
.6759, 6698.-6766, 6980.. 7042, 



Seq. No. 1865 
Gene No. 38 68 

Start 10888 

Name OJ990823_08 . 9B10 . C15 . ol . ts 

Start 6407 
GI none 
Exons 6407, 

6694, 

7140, 

7702. 



,6460, 6411.. 6452, 6536. 

.6759, 6698.-6766, 6699. 

.7289, 7141.. 7272, 7360. 

.7761, 7715.. 7762, 7716. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.6613, 
.6761, 
.7449, 
.7763 



OJ990823_08.9B10.C15 
13303 

TBLASTX : Soybean 
7763 
68 

6540. .6620, 6540. .6614, 
6980. .7042, 6987. .7040, 
7361. .7423, 7539. .7580, 



Seq. No. 
Gene No. 
Start 
Name ■ 



1865 
3868 
10888 

OJ990823 08. 



9B10.C15.o2.tm 



Seq. ID 

Strand 

End 

Method 



OJ990823_08.9B10.C15 
13303 

TBLASTX: Maize 



1940 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7203 End 8257 

none Score 109 

7203. .7274, 7203. .7289, 7204. .7290, 7360. .7431, 7361. .7423, 

7363. .7425, 7524. .7580, 7538.-7567, 7540. .7632, 7543. .7632, 

7715. .7798, 7716. .7778, 7718. .7780, 7720. .7845, 8143. .8256, 

8146. .8208, 8189. .8257 



1865 
3868 
10888 

OJ990823_08 . 9B10 . C15 . ol . tw 

7555 

none 



Seq. ID OJ990823_08.9B10.C15 
Strand 

End 13303 

Method TBLASTX : Wheat 

End 9177 

Score 72 



7555. .7611, 7715. .7762, 7716. .7760, 8143. .8256, 8195. .8257, 
8338. .8415, 8338. .8409, 8385. .8414, 8481. .8558, 8491. .8556, 
8491. .8562, 9101. .9175, 9124. .9177 



□ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
fU Gene No. 
i;3 Start 
: . b Name 
ts t Start 

l y Exons 

Q GI Descrip. 

■ t l Seq. No. 
|: ~ Gene No. 

Start 
Q Name 
q Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1865 
3868 
10888 

OJ990823_08 . 9B10 . C15 . o2 . ts 

8155 

none 

8155. .8256, 8192. .8257, 8344, 
8491. .8556, 9101. .9178, 9124, 

1865 
3868 
10888 

OJ990823_08 . 9B10 . C15 . o2 . np 

10888 

2950243 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8409, 8345 
.9240, 9175 



OJ990823 08.9B10.C15 



13303 

TBLASTX : Soybean 
9309 
54 

8410, 8481.. 8558, 
9282, 9256.. 9309 



Seq. ID OJ990823_08.9B10.C15 
Strand 

End 13303 

Method AAT/NAP 

End 13303 

Score 270 



10888. .11025, 11440. .11577, 11938 12333, 124 4 8 .. 12550, 
13061. .13303 

(Z98204) extensin [Hordeum vulgare] 



Seq. ID OJ990823_08.9B10.C16 
Strand 

End 4 69 

Method AAT/GAP 

End 4 69 

Score 721 



1866 
3869 

1 ! 

OJ990823_08.9B10.C16.ol.gp 
1 

LIB3432-059-P1-K1-D8 
1..469 

, 5734616/dbj I AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq/ ID OJ990823_08.9B10.C16 
Strand 

End 569 

Method AAT/GAP 

End 569 

Score 129 



1866 
3870 
472 

OJ990823_08 . 9B10 . C16 . o2 . gp 
472 

LIB3477-003-P1-K1-E9 
472. .569 

, 2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN. ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ? 



1941 




Seq. No. 


1867 




Seq. ID 


OJ990823_08.9B10 


.C17 




JO / J. 




c+- r-a n H 
oil diiu 






Start 


572 




End 


1207 




Name 


OJ9908.23 08.9B10.C17.ol 


.gs 


Method 


GENSCAN 




Start 


572 




End 


1207 




GI 


none 




Score 


.56 




Exons 


572. .649, 1139. .1207 










Seq. No. 


1868 




Seq. ID 


OJ990823_08.9B10 


.C18 


Gene No. 


3872. 




Strand 


+ 




iJLCIL U 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.ol 


.np 


Method 


AAT/NAP 




Start 


. 1 




End 


1173 




GI 


4416302 




Score 


1244 




Exons 


1. .1173 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


10 DO 




beq. id 


OJ990823_08.9B10 


.C18 


Gene No. 


3872 




Strand 


+ 




Start 


1 




End 


1182 




Name 




4- o 
. IS 


Method 


TBLASTX: Soybean 




Start 


i 




T7 1 —] 

h.na 


143 




GI 


oouyz bu 




Score 


207 




Exons 












GI Descrip. 












Seq. No. 


1868 




Seq. ID 


OJ990823_08.9B10 


.C18 


bene ino . 


3872 




Strand 


_i_ 




Start 


1 






1182 




Name 


ATQQnQOl flD QD1H pi Q /-v"3 

ujyyuozj uo . ybiu . twio . o j 


4.,, 


Method 


TBLASTX: Wheat 




Start 


1 

1 






130 




GI 


none 




Score 


172 




Exons 












Seq. No. 


1 ft fift 

XO DO 






OJ990823_08.9B10 


.C18 


ucUc LNtJ • 


3872 




Strand 






Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.o2 


.tm 


Method 


TBLASTX : Maize 




Start 


3 




End 


381 




GI 


none 




Score 


399 




Exons 


3. .179, 4. .381, 7. .378 










Seq. No. 


1868 




Seq. ID 


OJ990823_08.9B10 


.C18 


b.cllc LNO . 


3872 




Strand 






Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.ol- 


.gs 


Method 


GENSCAN 




Start 


154 




End 


1080 




GI 


none 




Score 


.72 




Exons 


154. .1080 










Seq. No. 


1868 




Seq. ID 


OJ990823_08.9B10 


.C18 


Gene No. 


3872 ' 




Strand 


+ 




Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


319 




End 


750 




GI 


none 




Score 


91 




Exons 


319. .468, 493. .750 











1942 




Con Mn 


1 ft £ft 




Cart TD 


O.TQQOft?? Off QR1 0 


n ft 


Gene No. 


3872 




Strand 


+ _ 




Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


496 




End 


1152 




GI 


none 




Score 


748 




Exons 


496.. 1152, 504.. 1151 










o c q . 1N,Q . 


T R 6ft 
J. 0 DO 




Seq. ID 


OJ990823_08.9B10 


n ft 


Gene No. 


3872 




Strand 


+ 




Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


514 




End 


1182 




GI 


none 




Score 


299 




Exons 


514. .903, 618. .860, 922. 


.1182 


, 936.. 1106 




C 0 n Mr 1 ! 
o c q • IN u • 


1 ft fift 

-L O O 0 




Seq. ID 


OJ990823_08.9B10 


. C18 


Gene No. 


3872 




Strand 


+ 




Start 


1 




End 


1 1 ft 0 
X X 0 z 




Name 


OJ990823 08.9B10.C18.ol. 


tc 


Method 


TRT a^TY • Pt^c; c 




Start 


787 




End 


1 J. Jl 




GI 


none 




Score 






Exons 


787. .918, 907. .1152 










064. JNO. 


1 O DO 




Seq. ID 


O.TQQOft?^ Oft QR1 n 


n ft 

• V— X 0 


Gene No. 


3872 




Strand 


+ ~ 




Start 


1 




End 


1182 




Name 


OJ990823 08.9B10.C18.o2. 


tw 


Method 






Start 


787 




End 


1 1 07 




GI 


hone . 




Score 


_/ / 




Exons 


787. .912, 931. .1107, 934 


. .1107 






0 6 q ■ in 0 . 


1 ft fiQ 
J. 0 O z? 




Seq. ID 


D.TQQOft?^ Oft QRT n 


• V-/ J. 3? 


Gene No. 


3873 




Strand 


+ — 




Start _ 


700 




End 


2973 




Name 


OJ990823 08.9B10.C19.ol. 


gs 


Method 


GENSCAN 




Start 


700 




End 


1814 




GI 


none 




Score 


.66 




Exons 


700. .757, 786. .898, 1429 


..1629, 1635.. 


1814 




Seq. No. 


1869 




Seq. ID 


OJ990823_08.9B10 


-C19 




JO / J 




Strand 


+ 




Start 


700 




End 


2973 




Name 


OJ990823 08.9B10.C19.ol. 


np 


Method 


AAT/NAP 




Start 


1407 




End 


2973 




GI 


6539588 




Score 


173 




Exons 


1407.. 1708, 2901.. 2973 










GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


1869 




Seq. ID 


OJ990823_08.9B10 


-C19 


Gene No. 


3874 




Strand 


+ 




Start 


5122 




End 


7593 




Name 


OJ990823 08.9B10.C19.o3. 


gs 


Method 


GENSCAN 




Start 


5122 




End 


7593 




GI 


hone 




Score 


.76 




Exons 


5122.. 5282, 5533.. 5723, 


6105. 


.6228, 6751. .6877, 7411. .7593 



1943 






Spct No 

LJ ^ ■ LiU • 


1 869 

-L O U .3 






Seq. ID 


OJ990823_08 


. 9B10 


.C19 




Gene No. 


3875 






Strand 


+ 








Start 


9289 






End 


10351 








Name 


OJ990823 08.9B10 


.C19.o4 


. gs 


Method 


GENS CAN 








Start 


9289 






End 


10351 








GI 


none 






Score 


.51 








Exons 


9289.. 9340, 9484 


. .9777, 


9843. 


.9950, 10275.. 10351 










1869 






Seq. ID 


OJ990823__08 


. 9B10 


.C19 




Gene No. 


3876 






Strand 


+ 








Start 


11028 






End 


12787 








Name 


OJ990823 08.9B10 


.C19.o5 


. gs 


Method 


GENSCAN 








Start 


11028 






End 


12787 








GI 


none 






Score 


.86 








Exons 


11028. .11793, 11817. .12787 












kJ ^ VJ ■ IN . 


1869 






Seq. ID 


OJ990823_08 


. 9B10 


.C19 




Gene No. 


3876 






Strand 


+ 








Start 


1 1 0?8 






End 


12787 








Name 




C19 o2 




Method 


AAT/GAP 








Start 


1 T S^l _ 
ii j ji 






End 


12106 








GI 


none 








1033 






I J 


Exons 


X J. *J O -L . • X X W \J 














. =t 

'•^ 




1869 






Seq. ID 


OJ990823_08 


. 9B10 


.C19 


Li! 


Gene No. 


3877 






Strand 








ru 


Start 


2733 






End 


3488 






r j 


Name 




. C19 . o2 


• gs 


Method 








; : £ 


Start 


2733 ~~ 






End 


3488 






: ^ 


GI 


none 






Score 


. 43 








Exons 


2733 2879 3182 


3322, 


3348 . 


.3488 








i y 


>j c . • 


1869 






Seq. ID 


OJ990823_08 


. 9B10 


.C19 


: 6 -J 


Gene No. 


3878 






Strand 










Start 


10050 






End 


10370 








Name 


OJ990823 08.9B10 


.C19.ol 


• gp 


Method 


AAT /GAP " 








Start 


10050 






End 


10370 








GI 


3763118 






Score 


605 








Exons 


10050. .10370 














a 


Qfarr No 


1869 






Seq. ID 


OJ990823 08 


. 9B10 


.C19 




Gene No. 


3879 






Strand 










Start 


12712 






End 


13086 








Name 


OJ990823 08.9B10 


.C19.o3 


.gp 


Method 


AAT/GAP 








Start 


12712 






End 


13086 








GI 


none 






Score 


735 








Exons 


12712. .13086 
















Seq. No. 


1870 






Seq. ID 


OJ990823_08 


.9B10 


.C20 




Gene No. 


3880 






Strand 


+ 








Start 


1 






End 


247 








Name 


OJ990823 08.9B10 


,C20.ol 


.gp 


Method 


AAT/GAP 








Start 


1 






End 


247 








GI 


none 






Score 


465 








Exons 


1. .247 















1944 



Seq. No. 1870 

Gene No. 3881 

Start 6 

Name OJ990823_08 . 9B10 . C20 . ol . gs 

Start 6 

GI none 

Exons 6 . . 63 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990823_08.9B10.C20 
63 

GENSCAN 

63 

.71 



Seq. No. 


1871 








Seq. ID 


OJ990923_03.9B10.C3 


Gene No. 


3882 








Strand 


+ 




2325 








End 


6904 


Name 


OJ990923 03 


.9B10 


.C3.ol. 


np 


Method 


AAT/NAP- 


Start 


2325 








End 


6904 


GI 


4680203" 








Score 


1976 


Exons 


2325.-2362, 


3642 


. .5303, 


5463. 


.5692, 5969.. 6904 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


1871 








Seq. ID • 


OJ990923_03.9B10.C3 


Gene No. 


3882 








Strand 


+ 




919 ^ 








End 


6904 . 


Name 


OJ990923 03 


.9B10 




L W 


Method 


TBLASTX: Wheat 


Start 


4000 








End 


4680 


GI 


none 








Score 


244 


Exons 


4000. .4416, 


4089 


A 9ft Q 
. . 4 Z 0 ,7 , 


4 4 £ D . 


.4535, 4429.-4548, 4555. .4680 


Seq. No. 


1871 








Seq. ID 


OJ990923_03.9B10.C3 


Gene No. 


3882 








Strand 


+ 




919 ^ 

c. O c. -J 








End 


6904 


Name 


OJ990923 03 


. 9B10 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4072 








End 


4409 


GI 


none 








Score 


47 


Exons 


4072. .4119, 


4077 


. .4127, 


4085. 


.4399, 4125. .4403, 4125. .4409 




4126. .4407 












Seq. No. 


1871 








Seq. ID 


OJ990923_03.9B10.C3 


Gene No. 


3882 








Strand 


+ 


Start 


2325 








End 


6904 


Name 


. OJ990923 03 


. 9B10 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


4428 








End 


4695 


GI 


none 








Score 


232 


Exons 


4428. .4694, 


4432 


. .4695 








Seq. No. 


1871 








Seq. ID 


OJ990923_03.9B10.C3 


Gene No. 


3882 








Strand 


+ 


Start 


2325 








End " 


6904 


Name 


OJ990923 03 


.9B10 


.C3.ol. 


tc 


Method. 


TBLASTX: Cress 


Start 


4429 








End 


4776 


GI 


none 








Score 


319 


Exons 


4429. .4776, 


4434 


. .4583, 


4623. 


.4775 





Seq. No. 1871 

Gene No. 3882 

Start 232.5 

Name . OJ990923_03 . 9B10 . C3 . ol . tm 

Start 4620 

GI none 
Exons . 



Seq. ID OJ990923_03.9B10.C3 



Strand 
End 

Method 

End 

Score 



+ 

6904 

TBLASTX: Maize 

5064 

215 



4620. .4847, 4621. .4863, 4872. .5048, 4873. .5064 



1945 



Seq. No. 1871 

Gene No. 3882 

Start 2325 

Name OJ990923_03 . 9B10 .C3 . o3 . tw 

Start 4729 

GI none 
Exons 



Seq. ID OJ990923_03.9B10.C3 



Strand 
End 

Method 

End 

Score 



+ 

6904 

TBLASTX: Wheat 

5012 

133 



4729. .4824, 4731. .4826, 4873. .5007, 4923. .5012 



Sea No 


1871 








Seq. ID 


OJ990923 03.9B10.C3 


Gene No. 


3882 








Strand 


+ ~~ 


Start 


2325 








End 


6904 


Name 


OJ990923 03 


.9B10. 


C3.o4 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4899 








End 


5133 


GI 


none 








Score 


219 


Exons 


4899. .5060, 


4900. 


.5133, 


4924 . 


.5124 






1871 








Seq. ID 


OJ990923. 03.9B10.C3 


Gene No. 


3882 








Strand 


+ ~~ 


Start 


2325 








End 


6904 


Name 


OJ990923 03 


.9B10. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5245 








End 


5440 


GI 


none 








Score 


222 


Exons 


5245.-5439, 


5246. 


.5440 








Seq. No. 


1871 








Seq. ID 


OJ990923_03. 9B10.C3 


Gene No. 


3882 








Strand 


+ 


Start 


2325 








End 


6904 


Name 


OJ990923 03 


.9B10. 


C3.o5. 


ts 


Method 


TBLASTX: Soybean 


Start 


5537 








End 


5920 


GI 


none 








Score 


85 


Exons 


5537. .5665, 


5675. 


.5920, 


5794. 


.5919 




Seq. No. 


1871 








Seq. ID 


OJ990923_03. 9B10.C3 


Gene No. 


3882 








Strand 


+ 


Start 


2325 








End 


6904 


Name 


OJ990923 03 


.9B10. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5576 ' 








End 


6826 


GI 


none 








Score. 


518 


Exons 


5576... 6118, 


5620. 


.6120, 


6125. 


.6325, 6178.. 6315, 6323.. 6463 




6337. .6462, 


6479. 


.6529, 


6486. 


.6530, 6530.. 6574, 6601.. 6705 




6602. . 6706, 


6707. 


.6826 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1871 

3882 Strand 

2325 End 
OJ990923_03 . 9B10 .C3.o2.tm' Method 

5617 End 

none Score 

5617. .5913, 5618. .5932, 5705. .5914 

1871 Seq. ID 

3882 Strand 

2325 End 

OJ990923_03 . 9B10 . C3 * o2 . tc Method 

5863 End 

none Score 



Seq. ID OJ990923_03.9B10.C3 



+ 

6904 

TBLASTX: Maize 

5932 

306 



OJ990923_03. 9B10.C3 
+ 

6904 

TBLASTX: Cress 

6289 

226 



1946 






Exons 


5863.. 6120, 5867 


..6118, 6125 


. .6289, 6178. .6285 








Seq. No. 


1871 




Seq. ID 


OJ990923_03. 


9B10. 


C3 




bene wo. 


J006 






+ 








Start 


2325 




DIIU 


6904 








Name 


OJ990923 03.9B10 


.C3.o3. ts 




TBLASTX : Soybean 






Start 


6515 






6763 








GI 


none 






229 








Exons 


6515.. 6763, 6517 


. .6699 












Seq. No. 


1872 




Seq. ID 


OJ990923_03. 


9B10. 


C4 




bene wo. 






Oil di L\Ji 


.+ 








Start 


890 






3086 








Name 


OJ990923 03.9B10 


.C4 .ol.gs 


Ma Vi /-\ 


GENSCAN 








Start 


890 




CjILkJL 


3086 








GI 


none 






.7 








Exons 


890. .1409, 2197. 


.2690, 2769. 


. JUOu 










Seq. No. 


1872 




Seq. ID 


OJ990923_03. 


9B10. 


C4 




Gene No . 


OO O ft 




Strand 


+ 








Start 


3336 




End 


5010 








Name 


OJ990923 03.9B10 


.C4 .o2.gs 


Method 


GENSCAN 






f 1 


Start 


3336 




End 


5010 






. *T 


GI 


none 




Score 


.66 






;. s 


Exons 


3336.. 3681, 3855 


..4188, 4520 


. .4808, 4894 . .5010 






l" ^ 


Seq. No. 


1872 




Seq. ID 


OJ990923_03. 


9B10. 


C4 


P 


Gene No. 


3885 




Strand 


+ 








Start 


10740 




End 


11369 








Name 


OJ990923 03.9B10 


.C4.o3.gs 


Method 


GENSCAN 






ST 


Start 


10740 




End 


11369 






? 


GI 


none 




Score 


.44 








Exons 


10740. .10781, 10892. .10922, 


11268. .11369 






i'3 

: t : 


Seq. No. 


1873 




Seq. ID 


OJ990923_03. 


9B10. 


C5 




Gene No. 


'3886 




Strand 


+ 






is £s 


OLdlL 


707 




End 


3983 








Name 


OJ990923 03.9B10 


.C5. ol.gs 


Method 


GENSCAN 






f 


Start 


707 




■ End 


3983 








GI 


none 




Score 


.85 








Exons 


707. .823, 920. .1415, 1503. .2392, 2471. 


.2905, 2981.. 


3040, 








3138.. 3221, 3300 


. .3983 












Seq. No. 


1873 




Seq. ID 


OJ990923J33. 


9B10. 


C5 




oene wo. 


3887 




Strand 


+ 








Start 


17083 




. End 


22841 








Name 


OJ990923 03.9B10 


. C5.o3.gs 


Method 


GENSCAN 








Start 


17083 




End 


17661 








GI 


none 




Score 


.81 








Exons 


17083. .17661 














Seq. No. 


1873 




Seq. ID 


OJ990923_03. 


9B10. 


C5 




Gene No. 


3887 




Strand 


+ 








Start 


17083 




End 


22841 








Name 


OJ990923 03.9B10 


. C5.o4 .np 


Method 


AAT/NAP 








Start 


17131 




End 


22838 








GI 


130940 




Score 


264 







1947 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17131. .17485, 22690. .22838 

PATHOGENES I S -RELATED PROTEIN PRMS PRECURSOR 
gi 1 100906 Ipir | | S14969 pathogenesis-related protein - maize 
gi I 22454 | emb | CAA38223 | (X54325) pathogenesis-related protein 
[Zea mays] 



1873 Seq. ID 

3887 Strand 

17083 End 

OJ990923_03. 9B10.C5.o4 . gs Method 

19342 End 

none ' Score 
19342.. 19914 



OJ990923_03.9B10.C5 
+ 

22841 
GENSCAN 
19914 
1 



Seq. No. 1873 Seq. ID 

Gene No. 3887 Strand 

Start 17083 End 

Name OJ990923_03 . 9B10 . C5 . 06 . gs Method 

Start 22275 End 

GI none Score 

Exons 22275.. 22841 



OJ990923_03. 9B10.C5 
+ 

22841 
GENSCAN 
22841 
1 



Seq. No. 1873 Seq. ID 

Gene No. 3888 Strand 

Start 4417 End 

Name OJ990923_03 . 9B10 . C5 . o3 . ts Method 

Start 4348 End 

GI none Score 

Exons 4348.. 4593, 4454.. 4591 



OJ990923_03.9B10.C5 
22853 

TBLASTX : Soybean 

4593 

115- 



S 


Seq. No. 


1873 


Seq. ID 


OJ990923_03.9B10.C5 


i i 


Gene No. 


3888 


Strand 






Start 


4417 


End 


22853 




Name 


OJ990923 03.9B10.C5.ol.np 


Method 


AAT/NAP 




Start 


4354 


End 


10638 


. \ 


GI 


4544372 


Score 


1200 


es 


Exons 


4354..592S, 6030.. 6437, 6497 


..7688, 10449. .10638 


1 


GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 


3 




thaliana] 






_i 


Seq. No. 


1873 


Seq. ID 


OJ990923_03. 9B10.C5 




Gene No. 


3888 


Strand 






Start 


4417 


End 


22853 




Name 


OJ990923 03. 9B10 . C5 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4369 


End 


4776 




GI 


none 


Score 


227 




Exons 


4369. .4776 








Seq. No. 


1873 


Seq. ID 


OJ990923_03.9B10.C5 




Gene No. 


3888 


Strand 






Start 


4417 


End 


22853 




Name 


OJ990923 03. 9B10 . C5 . o2 . gs 


Method 


GENSCAN 




Start 


4417 


End 


16553 




GI 


none 


Score 


.47 




Exons 


4417. .5018, 5397. .5536, 5585 


..5952, 6000. .6252, 6873. .7649, 






7765.. 8260, 8890.. 9394, 9668 


..9894, 10326. .10405, 1048 9 .. 10674 , 






10900. .10949, 11072. .11244, 


11330. .11442, 15693. .16139,' 



1948 




16483. .16553 



Seq. No. 


1873 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 


- 




Start 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


4936 








End 


5334 




GI 


none 








Score 


227 




Exons 


4936. .5334 














Seq. No. 


1873 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 


- 




Start ' 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5167 








End 


5499 




GI 


none 








Score 


195 




Exons 


5167. .5499 














Can K\r\ 

o c q . in (j . 


lo / J 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 






Start 


• 4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5786 








End 


6197 




GI 


none 








Score 


61 




Exons 


5786. .5938, 


5788 


. .5940, 


5887. 


.5940, 5955. .6038,. 5958. .6026 




6060. .6116, 


6060 


. .6197, 


6064. 


.6195 






Seq. No. 


1873 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 






Start 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6348 








End 


6818 




GI 


none 








Score 


87 




Exons 


6348. .6536, 


6361 


. .6492, 


6540. 


.6818, 6643. .6780 




Seq. No. 


1873 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 






Start 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6504 








End 


6964 




GI 


none 








Score 


193 




Exons 


6504, .6866, 


6547 


. .6816, 


6576. 


.6866, 6875.-6964, 6900. .6962 


Seq. No. 


1873 








Seq. ID 


OJ990923_03.9B10 


.C5 


Gene No. 


3888 








Strand 






Start 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


,C5.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6537 








End 


6833 




GI • 


none 








Score 


92 




Exons 


6537. .6833, 


6553 


. .6816 










Seq. No. 


1873 








Seq. ID 


OJ990923_03. 9B10 


.C5 


Gene No. 


3888 








Strand 






Start 


4417 








End 


22853 




Name 


OJ990923 03. 


9B10 


.C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6834 








End 


7237 




GI 


none 








Score 


241 





1949 



Exons 


6834. 


.6866, 


6863 


. .7186, 


6878. 


.7174, 6900. .7175, 7181. .7237 


Seq. No. 


1873 










Seq. ID 


OJ990923_03.9B10.C5 




3888 










Strand 




Start 


4417 










End 


22853 


Name 


OJ990923 03. 


9B10 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6965 










End 


7183 


GI 


none 










Score 


223 


Exons 


6965. 


.7183, 


6966 


.7175, 


6983. 


.7183 




Seq. No. 


1873 










Seq. ID 


OJ990923_03.9B10.C5 




3888 










Strand 




Start 


4417 










End 


22853 


Name' 


OJ990923 03. 


9B10 


C5.o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


7034 










End 


7399 


GI 


none 










Score 


114 


Exons 


7034. 


.7168, 


7181 


.7399 








Seq. No. 


1873 










Seq. ID 


OJ990923_03. 9B10.C5 


Gene No. 


3888 










Strand 




Start 


4417 










End 


22853 


Name . 


OJ990923 03. 


9B10 


C5.o3. 


np 


Method 


AAT/NAP 


Start 


12978 










End 


21149 


GI 


1076211 








Score 


175 



Exons 12978. .13038,. 15705. .16158, 17198 17327 , 21087. .21149 

GI Descrip. hypothetical protein VSP-3 - Chlamydomonas reinhardtii gi 1530876 

(L29029) amino acid feature: Rod protein domain, aa 266 . . 468; 

amino acid feature: globular protein domain, aa 32 .. 265 

[Chlamydomonas reinhardtii] 



Seq. No. 1873 
Gene No. 3888 
Start 4417 

Name OJ990923_03 . 9B10 . C5 . o3 

Start 17149 
GI none 

Exons 17149. .17337, 17241. 

17524. .17631, 17535. 
19482. .19550, 19615. 
19864. .19902, 19878. 
22689. .22838 



tm 



17336, 
17591, 
19731, 
19907, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923_03.9B10.C5 
22853 

TBLASTX: Maize 

22838 

104 



17313. .17444, 17371 .. 17481 , 

19443. .19499, 194 62 .. 19560 , 

19740. .19808, 1974 1 .. 19818 , 

22389. .22493, 22688 .. 22834 , 



Seq. No. 1873 
Gene No. 3888 
Start 4417 

Name OJ990923_03 . 9B10 . C5 . ol . tc 

Start 17233 
GI none 
Exons 17233. .17343, 17449 

19615. .19650, 19753 

22770.. 22841 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17481, 17524. .17661, 19462 
19818, 22383. .22520, 22701 



OJ990923 03.9B10.C5 



22853 

TBLASTX: Cress 
22841 
112 

19581, 
22775, 



Seq. No. 1873 Seq. ID 

Gene No. 3888 Strand 

Start 4417 End 

Name OJ990923_03 . 9B10 . C5 . o3 . tw Method 

Start 17239 End 



OJ990923_03. 9B10.C5 
22853 

TBLASTX: Wheat 
22838 



1950 



GI 

Exons 



none 



Score 



106 



17239. .17358, 17241 17342, 17371 174 45, 17373 .. 1744 4 , 

17524. .17631, 17535 .. 17591, 17608 17658, 194 62 .. 19581 , 

19482. .19559, 19669 .. 19737 , 19723 .. 19818, 198 67 .. 19902 , 

19945. .20028, 22388.-224 92, 22389 .. 22523, 22572 .. 22685 , 

22S98..22792, 22691 22834 , 22692.. 22838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1873 
3888 
4417 

OJ990923_03.9B10.C5.o5.ts 
17241 



none 
17241. 
17608. 
19743. 



,17342, 17242. 
,17664, 19462. 
,19808, 19822. 



Seq. ID OJ990923_03. 9B10.C5 
Strand 

22853 

TBLASTX : Soybean 
22853 
109. 

17631, 
19818, 



End 

Method 
End 
Score 

17343, 17398. .17445, 175-24 
19584, 19615. .19734, 19717 



22691. .22834, 22692, 



.19902, 19858. .19944, 22389 22520, 
,22853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1873 
3888 
4417 

OJ990923_03 . 9B10 . C5 . o5 . gs 

20465 

none 



Seq. ID OJ990923_03.9B10.C5 



Strand 
End 

Method 

End 

Score 



22853 
GENS CAN 
21114 
.51 



20465. .20476, 20664 20696, 20962. .21114 



1874 
3889 
4263 

OJ990923_03. 9B10.C6.o2.gs 

4263 

none 



Seq. ID OJ990923_03. 9B10.C6 

Strand + 

End 15200 

Method GENS CAN 

End 8859 

Score .73 



4263. .4730, 6032. .6564, 6653.-6778, 7164. .7263, 7752. .7890, 
8101. .8201, 8311. .8859 



y Seq. No. 

i,^ Gene No. 

n Start 

: f Name 

=3 Start 

:3 gi _ 

Exons 

GI Descrip. 



1874 
3889 
4263 

OJ990923_03. 
4299 
3377817 
4299. .4457, 
7419. .7483, 



9B10.C6.ol.np 



4527. 
7574. 



,4734, 6036. 
.7677, 7750. 



Seq. ID 
Strand 
End ■ - 
Method 
End 
Score 

.6568, 6681 
.7805, 8385 



OJ990923_ 
+ 

15200 
AAT/NAP 
8467 
840 

6778, 
8467 



03.9B10.C6 



7164. .7251, 



(AF076275) contains similarity to C3HC4-type zinc fingers (Pfam: 
zf-C3HC4 . hmm, score: 29.48) [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



1874 Seq. ID 

3889 Strand 

4263 End 

OJ990923_03. 9B10 . C6 . o2 . np Method 

7954 End 

5114353 Score 
7954.. 8085, 15174. .15200 

(AF156272) RING finger protein terf [Rattus norvegicus] 



OJ990923_03. 9B10.C6 
+ 

15200 
AAT/NAP 
15200 
46 



1874 
3890 



Seq. ID 
Strand 



OJ990923 03.9B10.C6 



1951 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
Q Start 

Name 
;_7 Start 
r ~ GI 
: =f Exons 
□ 

!'3 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



11458 End 

OJ990923_03 . 9B10 . C6 . o2 . tc Method 

4291 End 

none Score 



14216 

TBLASTX: Cress 

4622 

77 



4291. .4467, 4292. .4459, 4305. .4478, 4500. .4622 



1874 
3890 
11458 

OJ990923_03 . 9B10 .C6 . o2 . tm 

4305 

none 



Seq. ID OJ990923_03. 9B10.C6 
Strand 

End 14216 

Method TBLASTX : Mai ze 

End 6058 

Score ' 4 6 



4305. .4331, 4336. .4470, 4340. .4480, 434.1. .4520, 4494. .4610, 
4641.. 4730, 6026.. 6058 



1874 
3890 
11458 

OJ990923_03.9B10.C6.ol.tw 

6024 

none 



Seq. ID OJ990923_03.9B10.C6 
Strand 

End 14216 

Method TBLASTX : Wheat 

End 8069 

Score 182 



6024. .6101, 6031. .6192, 6032. .6193, 8022. .8069 



1874 
3890 
11458 

OJ990923_03.9B10.C6.ol.tc 

7427 

none 



Seq. ID OJ990923_03.9B10.C6 
Strand 

End 14216 

Method TBLASTX : Cress 

End 8177 

Score 106 



7427. .7486, 7428. .7481, 7570. .7680, 7575.-7676, 7764. .7832, 
7765. .7803, 7968. .8060, 7986. .8054, 8127. .8177 



1874 
3890 
11458 

OJ990923_03.9B10.C6.ol.tm 

7758 

none 



Seq. ID OJ990923_03.9B10.C6 
Strand 

End 14216 

Method TBLASTX : Mai ze 

End 8367 

Score 128 



7758. .7895, 7758. .7889, 7982. .8197, 7986. .8204, 8308. .8367 



1874 
3890 
11458 

OJ990923_03.9B10.C6.o3.gs 

11458 

none 



Seq. ID OJ990923_03.9B10.C6 
Strand 

End 14216 

Method GENSCAN 

End 14216 

Score .56 



11458. .11517, 12847. .13391, 14021.. 14216 



1874 
3890 
11458 

OJ990923_03.9B10.C6.o3.tm 

12081 

none 



Seq. ID OJ990923_03.9B10.C6 
Strand 

End 14216 

Method TBLASTX : Mai ze 

End 12392 

Score 43 



12081. .12128, 12127. .12345, 12348.. 12392 



Seq. No. 



1875 



Seq. ID OJ990923_03.9B10.C7 



1952 




Gene No. 


3891 


Strand 


+ 




Start 


1 


End 


907 




Name 


OJ990923 03.9B10.C7.ol.gp 


Method 


AAT/GAP 




O Ldl U 


1 


End 


428 




GI 


10972 1.R1084 


Score 


844 




Exons 


1. .428 








GI Descrip. 


'4249382/gb|AAD14479| 4.0e-18 


(AC005966) Strong 


similarity to 




gi 3337350 F13P17.3 putative permease 


from Arabidopsis thaliai 




BAC gb_AC004481. [Arabidopsis 


thaliana] 1 




Seq. No. 


1875 


Seq. ID 


OJ990923_ 


_03;9B10.C7 


Gene No. 


3891 


Strand 


+ 




OLdXL. 


1 


End 


Qfl7 




Name 


OJ990923 03.9B10.C7.ol.np 


Method 






Start 


1 


End 






GI 


5852093 


Score 


ft 




Exons 


1..37, 801. .907 








GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 






Seq. No. 


id /o 


oeq. iu 


OJ990923_ 


_03.9B10.C7 


uene ino ■ 


Jbyi 


bt rana 


r 




Start 


1 


bna 


yu / 




Name 


OJ99i)y2o Uj . yBiu . c / . 01 . gs 


Method 






Start . 


116 


bna 


ceo 




GI 


none 


Score 


. Do 




Exons 


116. .239, 345.. 553 








Seq. No. 


1875 


Seq. ID 


OJ990923_ 


_03.9B10.C7 


Gene No . 


3892 \ 


Strand 






Start 


1922 


End 






Name 


OJ990923 03.9B10.C7.o2.gs 


Method 






Start 


1922 


End 






GI 


none 


Score 






Exons 


1922.. 1979, 2054.. 2235, 2557. 


.2562 






Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03.9B10.C8 


bene no . 


3893 


Strand 


+ 




Start 


89 


End 


316 




Name 


OJ990923 03.9B10.C8.ol.gs 


Method 


GENSCAN 




Start 


89 


End 


316 




GI 


none 


Score 


.95 




Exons 


89. .316 








Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03. 9B10.C8 


Gene No. 


3894 


Strand 


+ 




Q+- a -rt- 
OLal U 


9471 


End 


22543 




Name 


OJ990923 03..9B10.C8.ol.np 


Method 


AAT/NAP 




Start 


9471 


End 


22136 




GI 


2565009 


Score 


260 




Exons 


9471. .9851, 15888. .16033, 22088. .22136 






GI Descrip. 


(AC002983) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03.9B10.C8 


Gene No. 


3894 


Strand 


+ 




Start 


9471 


End 


22543 




Name 


OJ990923 03.9B10.C8.o4.gs 


Method 


GENSCAN 




Start 


13897 


End 


18938 





1953 



GI 

Exons 



none Score . 66 

13897. .13967, 14042 .. 14135, 14297 .. 14441, 14743 .. 14948, 

15299. .15335, 17006. . 17199, 17238 17448 , 18 180 .. 18273, 
18746. .18938 



Seq. No. 1876 Seq. ID 

Gene No. 3894 Strand 

Start 9471 End 

Name OJ990923J33 . 9B10 . C8 . o3 . gp Method 

Start 14214 End 

GI 5607577 Score 

Exons 14214. .14893 



OJ990923_03. 9B10.C8 
+ 

22543 
AAT/GAP 
14893 
1245 



Seq. No. 1876 Seq. ID 

Gene No. 3894 Strand 

Start 9471 End 

Name OJ990923_03 . 9B10 . C8 . o2 . np Method 

Start 14569 End 

GI 3377817 Score 

Exons 14569. .14599, 15434 .. 15811, 1588 9 .. 16069, 17886.. 17954 

GI Descrip. (AF076275) contains similarity to C3HC4-type zinc fingers (Pfam: 

zf^C3HC4 .hmm, score: 29.48) [Arabidopsis thaliana] 



OJ990923_03.9B10.C8 
+ 

22543 
AAT/NAP 
17954 
182 



Seq. No. 

Gene No. 
! «J Start 
= H Name 
'y Start 

GI 

'.1 Exons 

e ™ GI Descrip. 

3 U Seq. No. 
5 Gene No. 
; i Start 
[ 1 Name 
Start 

■>1 Exons 



1876 Seq. ID 

3894 Strand 

9471 End 

OJ990923_03. 9B10 . C8 . o3 . np Method 

18810 End 

585963 Score 
18810. .18902, 19110.. 19223 

PROTEIN TRANSPORT PROTEIN SEC61 GAMMA SUBUNIT 



OJ990923_03. 9B10.C8 
+ 

22543 
AAT/NAP 
19223 
120 



1876 Seq. . ID 

3894 Strand 

9471 End 

OJ990.923_03 . 9B10 . C8 . o5 . gs Method 

20783 End 

none Score 

20783. .20887, 21039. . 21113 ■ * 



OJ990923_03.9B10.C8 
+ 

22543 
GENSCAN 
21113 
. 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1876 Seq. ID 

3894 Strand 

9471 End 

OJ990923_03. 9B10 . C8 . 06 . gs Method 

21965 End 

none Score 
21965. .22543 



OJ990923_03.9B10.C8 
+ 

22543 
GENSCAN 
22543 
.79 



Seq. No. 1876 Seq. ID OJ990 923_03 . 9B10 . C8 

Gene No. 3895 Strand + 

Start 25438 End 27021 

Name OJ990923_03 . 9B10 . C8 . 06 . np Method AAT/NAP 

Start -25438 End 27021 

GI 4539296 Score 68 

Exons 25438. .25480, 26804.. 27021 

GI Descrip. (AL049480) putative pathogenesis-related protein [Arabidopsis 
thaliana] 



1954 






1876 


Seq. ID 


OJ990923 


03. 9B10.C8 


Gene No. 


3895 


Strand 


+ 




Start 


25438 


End 


27021 




Name 


OJ990923 03.9B10.C8.o7.gs 


Method 


GENSCAN 




Start 


26455 


End 


27003 




GI 


none 


Score 


.76 




Exons 


26455. .27003 








Cpn Ma 


1 87fi 


Seq. ID 


OJ990923_ 


03 9B10 C8 


Gene No. 


3896 


Strand 






Start 


1461 ' 


End 


2976 




Name 


OJ990923 03.9B10.C8.o2.gs 


Method 


GENSCAN 




Start 


1461 


End 


2976 




GI 


none 


Score 


.55 




Exons 


1461.. 1502, 1862.. 1963, 2107 


..2179, 2569. .2712, 


2876. .2976 


Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03.9B10.C8 


Gene No. 


3897 


Strand 






Start 


4501 


End 


10788 




Name 


OJ990923 03.9B10.C8.ol.gp 


Method 


AAT/GAP 




Start 


4315 


End 


4576 




GI 


57406 1.R1084 


Score 


359 




Exons 


4315. .4576 








GI Descrip. 


_ M680203/gb|AAD27566.1 IAF114171 7 1 . 0e- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03.9B10.C8 




3897 


Strand 






Start 


4501 


End 


10788 




Name 


OJ990923 03.9B10.C8.o3.gs 


Method 


GENSCAN 




Start 


4501 


End 


10788 




GI 


none 


Score 


.75 




Exons 


4501.. 4583, 7065.. 7175, 7253 


..7362, 7441. .7577, 


7985. .8049, 




10689. .10788 








Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03. 9B10.C8 


Gene No. 


3897 


Strand 






Start 


4501 


End 


10788 




Name 


OJ990923 03.9B10.C8.o2.gp 


Method 


AAT/GAP 




Start . 


6638 


End 


7510 




GI 


57406 1.R1084 


Score 


456 




Exons 


6638.-6679, 7065.. 7175, 7253 


..7362, 7440. .7510 




GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 








Seq. No. 


1876 


Seq. ID 


OJ990923_ 


_03.9B1Q.C8 


fiprip NO 


3898 


Strand 






Start 


18637 


End 


20263 




Name 


OJ990923 03.9B10.C8.o4.np 


Method 


AAT/NAP 




Start 


18637 


End 


20263 




GI 


6539588 


Score 


133 




Exons 


18637. .18671, 19696 .. 197 92, 


19957. .20263 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


1877 


Seq. ID 


OJ990923_ 


_03.9B10.C11 


Gene No. 


3899 


Strand 


+ 





1955 





Start 


48 








End 


584 




Name 


OJ990923 03. 


9B10 


.Cll.ol 


.gs 


Method 


GEN SCAN 




Start 


48 








End 


584 




GI 


none 








Score 


.62 




Exons 


48. .92, 486. 


.584 












Seq. No. 


1877 








Seq. ID 


OJ990923_03.9B10.C11 




UCllc 1NO . 


j y\j v 








J LI Gild 


-I- 




Start 


6729 








End 


7384 




Name 


OJ990923 03. 


9B10 


.Cll.o3 


.gs 


Method 


GENSCAN 




Start 


6729 








End 


7384 




GI 


none 








Score 


.96 




Exons 


6729. .6888, 


6975 


. .7384 










Seq. No. 


1877 








Seq. ID 


OJ990923_03.9B10.C11 




tjene wo . 










Strand 






Start 


3572 








End 


5758 




Name 


OJ990923 03. 


9B10 


-Cll.o2 


.gs 


Method 


GENSCAN 




Start 


3572 








End 


5758 




GI 


none 








Score 


.94 




Exons 


3572. .3730, 


4383 


. .4429, 


4940 


..5024, 5576. .5758 




Seq. No. 


1877 








Seq. ID 


OJ990923_03.9B10.C11 




Gene No. 


3902 








Strand 




•s s=F 
as. 


otart 










End 


15301 


I. J 


Name 


OJ990923 03. 


9B10 


.Cll.ol 


.tm 


Method 


. TBLASTX: Maize 




Start 


3554 








End 


8989 


ry 


GI 


none 








Score 


69 




Exons 


3554. .3733, 


3572 


. .3715, 


3594 


..3734, 8815. .8988, 8833. .8970, 






8849. .8989 














Seq. No. 


1877 








Seq. ID 


OJ990923_03.9B10.C11 


-■; : : 
: : s 
J fc? 


L*ene ino . 










Strand 




i'i 


Start 


8253 








End 


15301 


i : l 


Name 


OJ990923 03. 


9B10 


.Cll.o2 


■ ts 


Method 


TBLASTX : Soybean 




Start 


3579 








End 


8989 




GI 


none 








Score 


139 


I 5 ~ 


Exons 


3579. .3734, 


3581 


. .3733, 


8839 


..8988, 8846.-8989 




Seq. No. 


1877 








Seq. ID . 


OJ990923_03.9B10.C11 




Gene No. 


3902 








Strand 






Start 


8253 








End 


15301 




Name 




9B10 


.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


- 4956 








End 


13331 




GI 


none 








Score 


124 




Exons 


4956. .5027, 


5476 


. .5508, 


5636 


..5800, 5637.. 5795, 6020.. 6115, 






6526. .6777, 


6530 


. .6760, 


7220 


..7336, 11387. . 11458, 12022 .. 12186, 






12023. .12181 


, 12472. .12552, 


13097. .13330, 13098.. 13331 




Seq. No. 


1877 








Seq. ID 


OJ990923_03.9B10.C11 




Gene No. 


3902 








Strand 






Start 


8253 








End 


15301 




Name 


OJ990923 03. 


9B10 


.Cll.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


6035 








End 


15215 




GI 


none 








Score 


170 




Exons 


6035. .6151, 


6526 


. .6777, 


6530 


..6760, 7219. .7278, 7220.'. 7300, 



12139. .12186, 12.472. .12552, 13094 .. 13240, 13097 .. 13330, 



1956 



13098. .13331, 15134. .15193, 15135. .15215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1877 
3902 
8253 

OJ990923_03.9B10.Cll.ol.ts 

6512 

none 



Seq. ID OJ990923_03.9B10.C11 

Strand . - 

End 15301 

Method TBLASTX : Soybean 

End 15215 

Score 165 



6512. .6760, 6526. .6777, 7219. .7278, 7220. .7300, 13095 13226, 
13097. .13330, 13302 .. 13331, 15134 .. 15193, 15135. .15215 



1877 
3902 
8253 

OJ990923_03-9B10.Cll-o4.gs 

8253 

none 



Seq. ID OJ990923_03.9B10.C11 
Strand 

End 15301 

Method GENSCAN 

End 15301 

Score .56 



8253. .8391, 8858. .8985, 9379.-9468, 10643 .. 1068 9, 12474 .. 12553, 
13098. .13329, 14 615 .. 14719, 15136. .15301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1877 
3902 
8253 

OJ990923_03.9B10.Cll.ol.np 

8802 

3451068 



Seq. ID OJ990923_03.9B10.C11 
Strand 

End 15301 

Method AAT/NAP 

End 15244 

Score 648 



8802... 8985, 11818 .. 118 96, 12026 .. 1217 9, 12474 .. 12582 , 
13084. .13329, 15136.. 15244 

(AL031326) putative protein [Arabidopsis thaliana] 



1878 
3903 
183 

OJ990923_03.9B10.C12-ol.gs 

183 

none 

183. .359, 385. .579 



Seq. ID OJ990923_03.9B10.C12 

Strand + 

End 579 

Method GENSCAN 

End 579 

Score .78 



□ Seq. No. 

□ Gene No. 
==J Start 

:=T " Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1878 
3904 
4653 

OJ990923_03 . 9B10 . C12 . o3 . gs 

4653 

none 



Seq. ID OJ990923_03.9B10.C12 

Strand + 

End 8504 

Method GENSCAN 

End 8504 

Score .88 



4653. .4655, 5364. .5539, 7124. .7134, 7863. .8017, 8475. .8504 



1878 
3905 
14358 

OJ990923_03.9B10.C12.o5.gs 

14358 

none 



Seq. ID OJ990923_03.9B10.C12 

Strand + 

End 17247 

Method GENSCAN 

End 17247 

Score .75 



14358. .14420, 14799 .. 14822, 15020 .. 15126, 1554 6 .. 15763, 
16393. .16673, 16887 17024 , 17092.. 17247 



1878 
3906 



Seq. ID OJ990923_03.9B10.C12 
Strand 



1957 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



337 End 
OJ990923_03. 9B10 . C12 . ol . np Method 
337 End 
6815062 Score 
337. .569, 624. .644, 943. .1282, 1360. 
1929. .2487, 2582. .2816 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



2816 
AAT/NAP 
2816 
2707 

,1458, 1540. .1885, 



1878 
3906 
337 

OJ990923_03 . 9B10 . C12 . o2 . gs 
929 
none 

929. .1282, 1360. .1458, 1540, 
2582. .2750 

1878 
3907 
8134 

OJ990923_03.9B10.C12.o2.np 

8134 

4432814 

8134. .8151, 9804. .9878, 10982, 
13215. .13490, 13596.. 13769 



Seq. ID OJ990923_03.9B10.C12 
Strand 
End 

Method 
End 
Score 

,1885, 1929.. 2019, 2203.. 2487, 



2816 
GEN SCAN 
2750 
.85 

.2019, 2203. 



Seq. ID OJ990923_03.9B10.C12 
Strand 

End 14131 

Method AAT/NAP* 

End 13769 

Score 247 

.11180, 12430. .12486, 



y GI Descrip. (AC006593) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990923 03.9B10.C12 



1878 
3907 
8134 

OJ990923_03.9B10.C12.ol.gp 
8766 
454488 
8766.. 8872, 9031.. 9058 

4249382/gb|AAD14479| 4.0e-18 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAC gb_AC004481. [Arabidopsis thaliana] 



14131 
AAT/GAP 
9058 
171 



1878 Seq. ID 

3907 Strand 

8134 End 

OJ990923_03 . 9B10 . C12 . o4 . gs Method 

9029 End 

none Score 



OJ990923_03.9B10.C12 

14131 
GENSCAN 
14131 
.86 



9029. .9301, 9386. .9559, 9772. .9878, 10982 .. 11180, 13215 134 90 , 
13596. .14027, 14096. .14131 



i878 
3908 
14343 

OJ990923_03.9B10.C12.o3.tm 

1199 

none 



Seq. ID OJ990923_03.9B10.C12 



Strand 
End 

Method 

End 

Score 



17569 

TBLASTX: Maize 

2128 

67 



1199. .1297, 1540. .1836, 1928. .1954, 1961. .2128, 1961. .2128 



1958 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1878 
3908 
14343 

OJ990923_03 . 9B10 . C12 . o2 . tm 

2168 

none 



Seq. ID OJ990923_03.9B10.C12 
Strand 

End 17569- 

Method TBLASTX : Mai ze 

End 2 648 

Score 157 



2168. .2398, 2181. .2396, 2397. .2456, 2421. .2495, 2426. .2494, 
2559. .2648 



Seq. No. 1878 

Gene No. 3908 

Start 14343 

Name OJ990923_03 . 9B10 . C12 . ol . tm 

Start 9015 

GI none 
Exons 



Seq. ID OJ990923_03.9B10.C12 
Strand 

End 17569 

Method TBLASTX: Maize 

End 9825 

Score 292 



9015. .9293, 9020. .9301, 9033. .9293, 9034. .9294, 9038. .9295, 
9377.. 9562, 9387.. 9557, 9772.. 9825 



Seq. No. 1878 

Gene No. 3908 

Start 14343 

Name OJ990923_03 . 9B10 . C12 . ol . ts 

Start 9041 

GI none 

Exons 9041.. 9238, 9042.. 9236 



Seq. ID OJ990923_03.9B10.C12 
Strand 

End 17569 

Method TBLASTX : Soybean 

End 9238 

Score 133 



v = Seq. No. 

rU Gene No. 

□ Start 

; 7\ Name 

'"'I Start 

^ GI 

1 y Exons 

i GI Descrip. 

H Seq. No. 
7 Gene No. 
*t Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



1878 
3908 
14343 

OJ990923_03 . 9B10 . C12 . o4 . np 
14343 
5852093 

14343. .14366, 16055 .. 16191, 17517. .17569 
(AL117264) zwhl6.1 [Oryza sativa] 



Seq. ID OJ990923_03.9B10.C12 
Strand 

17569 ■ 
AAT/NAP 
17569 
98 



End 

Method 

End 

Score 



1879 
3909 
1 

OJ990923_03.9B10.C13.ol.tm 

.1 

none 



Seq. ID OJ990923_03.9B10.C13 
Strand 

End 772 

Method TBLASTX : Mai ze 

End 772 

Score 73 



1..54, 57. .269, 57. .275, 274. .303, 594. .638, 641. .772 



Seq. ID OJ990803_06. 9B18.C1 

Strand + 

End 543 

Method AAT/GAP 

End 85 

Score 161 



1880 
3910 
1 

OJ990803_06.9B18.Cl.ol.gp 
1 

22772_1.R1084 
1. .85 

, 2262115/gb|AAB63623.1| 2.0e-31 (AC002343) cellulose synthase 
isolog [Arabidopsis thaliana] 1 



Seq. No. 1880 

Gene No. 3910 

Start 1 

Name OJ990803_06 . 9B18 . CI . ol . np 



Seq. ID OJ990803_06. 9B18.C1 

Strand + 

End 543 

Method AAT/NAP 



1959 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
i Start 

& Start 
U GI 
3 Exons 

: 

Seq. No. 
= Gene No. 
U Start 

Name 
3 Start 

; Exons 



End 
Score 



543 
191 



4972103 
1..184, 276.. 543 

(AL078468) cellulose synthase catalytic subunit-like protein 
[Arabidopsis thaliana] 



End 

Method 

End 

Score 



1880 
3910 
1 

OJ990803_06. 9B18 . CI . ol . gs 
47 

none 

47. .184, 390. .520 

1880 
3911 
396 

OJ990803_06. 9B18 . CI . ol . ts 
46 

none 

46. .180, 47. .190, 279.-479, 281. .466 



Seq. ID OJ990803_06.9B18.C1 
Strand + 

543 

GENSCAN 
520 
.74 



Seq. ID OJ990803_06.9B18.C1 
Strand 

543 

TBLASTX: Soybean 
479 
112 



End 

Method 

End 

Score 



1880 
3911 
396 

OJ990803_06. 9B18 . CI . ol . tm 
53 

none 

53. .190, 278. .541, 279. .542 

1880 
3911 
396 

OJ990803_06. 9B18 . CI . o2 . gp 

396 

none 

396. .543 



Seq. ID OJ990803_06. 9B18.C1 
Strand 

End 543 

Method TBLASTX : Maize 

End 542 

Score 157 



Seq. ID OJ990803_06.9B18.C1 
Strand 

End 54 3 

Method AAT/GAP 

End 543 

Score 270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1881 
3912 
1 

OJ990803 06. 9B18 . C3 . ol . np 



6742729 
1. .392 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990803_06. 9B18.C3 

Strand + 

End 392 

Method AAT/NAP 

End 392 

Score 604 



1881 
3912 
1 

OJ990803_06. 9B18 . C3 . ol . tm 
2 

none 

2. .235, 3. .263, 33. .263 

1881 
3912 



Seq. ID OJ990803_06.9B18.C3 

Strand + 

End 392 

Method TBLASTX : Mai ze 

End 263 

Score 251 



Seq. ID OJ990803_06.9B18.C3 
Strand + 



1960 



□ 

g 
ir n 

m- 



£3 



n 



Start 


1 






End 


392 




Name 


OJ990803 06.9B18.C3 


.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


2 






End 


392 




GI 


none- 






Score 


455 




Exons 


2. .391, 3. .392 












Seq. No. 


1881 






Seq. ID 


OJ990803_06.9B18 


.C3 




3912 






St rand 


+ 




Start 


1 






End 


392 




Name 


OJ990803 06.9B18.C3 


.ol. 


gs 


Method 


GENSCAN 




Start 


57 






End 


386 




GI 


none 






Score 


.76 




Exons 


57. .386 












Seq. No. 


1881 






Seq. ID 


OJ990803_06. 9B18 


.C3 


VJCUC Vi\J . 


3912 






Strand 


+ 




Start 


1 






End 


392 




Name 


OJ990803 06.9B18.C3 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


190 






End 


392 




GI 


none 






Score 


111 




Exons 


190. .372, 194. .349, 


194 


. .391, 


198. .392 






Seq. No. 


1882 






Seq. ID 


OJ990803_06. 9B18 


.C4 


Gene No. 


3913 






Strand 






Start 


1 






End 


1736 




Name 


OJ990803 06.9B18.C4 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


690 




GI 


421843 






Score 


396 




Exons 


1. .690 












GI Descrip. 


protein kinase (EC 


2.7. 


1.37) 


5 - Arabidopsis thaliana 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gi 1217861 1 dbj |BAA01715| (D10909) serine/threonine protein kinase 
[Arabidopsis thaliana] 



1882 
3913 
1 

OJ990803_06. 9B18 . C4 . ol . tm 
1 

none 

1. .42, 2. .40, 44. .214, 45. .212 

1882 
3913 
1 

OJ990803_06. 9B18.C4 .ol. ts 
1 

none 

1..42, 2. .40, 44. .214, 45. .212, 217. .279, 268. .303 



Seq. ID OJ990803_06.9B18.C4 
Strand 

End 1736 

Method TBLASTX: Maize 

End 214 

Score 41 



Seq. ID OJ990803_06. 9B18 .C4 
Strand 

End 1-736 

Method TBLASTX : Soybean 

End 303 

Score 41 



1882 
3913 
1 

OJ990803_06. 9B18 . C4 . ol . tc 
1 

none 

1..42, 5. .40, 44. .214, 45. 



Seq. ID OJ990803_06.9B18.C4 
Strand 

End 1736 

Method TBLASTX : Cress 

End 214 : * 

Score 38 



.212 



1961 




Seq. No. 


1882 






Seq. ID 


OJ990803_06.9B18 


.C4 


Gone No 


3913 






Strand 






Start 


1 






End 


1736 




Name 


OJ990803 06.9B18 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


164 






End 


711 




GI 


none 






Score 


.87 




Exons 


164. .360, 438. .711 










Seq. No. 


1882 






Seq. ID 


OJ990803_06. 9B18 


.C4 


(Zpnp No 


3913 






Strand 






Start 


1 






End 


1736 




Name 


OJ990803 06.9B18 


. C4 . ol . 


gp 


Method 


AAT/GAP 




Start 


257 ~~ 






End 


1736 




GI 


none 






Score 


1071 




Exons 


257 . 808. 1700. . 


1736 










Seq. No. 


1883 






Seq. ID 


OJ990803_06. 9B18 


.C5 




3914 






Strand 


+ 




Start 


1829 






End 


2008 




Name 


OJ990803 06.9B18 


,C5.ol. 


gs 


Method 


GENSCAN 




Start 


1829 






End 


2008 




GI 


none 






Score 


.75 




Exons 


1829. .2008 












Seq. No. 


1884 






Seq. ID 


OJ990803JD6. 9B18 


.C6 


Gene No. 


3915 






Strand 


+ 




Start 


2484 






End 


3074 




IN CtlUC 


OJ990803 06.9B18 


.C6.ol. 


np 


Method 


AAT/NAP 




Start 


2484 






End 


3046 




GI 


4586249 






Score 


354 




Exons 


2484 . .3046 












GI Descrip. 


(AL049640) putative pollen surface protein [Arabidopsis 






thaliana] 












Seq. No. 


1884 






Seq. ID 


OJ990803_06.9B18 


.C6 


f!|pnp Mo 


3915 






Strand 


+ 




Start 


2484 






End 


3074 




Name 


OJ990803 06.9B18 


,C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2487 ' 






End 


3008 




GI 


none 






. Score 


282 




Exons 


2487. .2924, 2922 


. .3008 










Seq. No. 


1884 






Seq. ID 


OJ990803_06.9B18 


.C6 


(^prtCi Mo 

VjCllC li ' • 


3915 






Strand 


+ 




Start 


2484 






End 


3074 




Name 


OJ990803 06.9B18 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2562 






End 


3008 




GI 


none 






Score 


300 




Exons 


2562..294S, 2621 


. .2695, 


2804. 


.2911, 2922. .3008, 2948. .3004 


Seq. No. 


1884 






Seq. ID 


OJ990803_06.9B18 


.C6 


Gene No. 


3915 






Strand 


+ 




Start 


2484 






End - 


3074 




Name 


OJ990803 06.9B18 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2694 






End 


3074 




GI 


none 






Score 


322 




Exons 


2694.. 2918, 2694 


. .2747, 


2798. 


.2935, 2913.. 3008, 2916.. 3074 



1962 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

y Gene No. 

'J Start 

5 J Name 

5 Start 

-?i GI 

te Exons 



1885 
3916 
2441 

OJ990803_06 . 9B18 . C7 . ol . gp 
2202 
none 

2202.. 2289, 2430.. 2783 

18.85 
3916 
2441 

OJ990803_06 . 9B18 . C7 . ol . np 
2404 
6552738 
2404.. 2802 

(AC013482) T26F17.20 [Arabidopsis thaliana] 



Seq. ID OJ990803_06..9B18.C7 
Strand • + 
End '2968 
Method AAT/GAP 
End 2783 
Score 815 



Seq. ID OJ990803_06.9B18.C7 



Strand 
End 

Method 

End 

Score 



+ 

2968 
AAT/NAP 
2802 
165 



1885 
3916 
2441 

OJ990803_06 . 9B18 . C7 . o2 . gs 

2441 

none 

2441. .2968 

1885 
3917 
5564 

OJ990803_06.9B18 .C7.o4 .gs 

5564 

none 

5564. .6436 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ990803_06.9B18.C7 
+ 

2968 
GENSCAN 
2968 
.84 



OJ990803J36.9B18.C7 
+ 

6436 
GENSCAN 
6436 
.86 



□ Seq. No. 
! -j Gene No. 
U Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1885 Seq. ID OJ990803 

3918 Strand + 

7483 End 7927 

OJ990803_06 . 9B18 . C7 . o3'. gp Method AAT/GAP 

7483 . End 7927 

LIB3431-028-P1-N1-A10 Score 753 
7483.. 7550, 7578.. 7927 

'4680203/gb|AAD27566.1 |AF114171_7 3.0e-33 
protein [Sorghum bicolor] ' 



06.9B18.C7 



(AF114171) TNP2-like 



1885 Seq. ID OJ990803_06 . 9B18 . C7 

3919 Strand 

3745 End 4736 

OJ990803_06 . 9B18 . C7 . o2 . np Method AAT/NAP 

3452 End 3703 

862343 Score 99 

3452.. 3703 

(L10908) Gcapl gene product [Mus musculus] 

gi 1 1092097 |prf | | 2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



Seq. No. 



1885 



Seq. ID OJ990803_06.9B18.C7 



1963 



Gene No. 3919 Strand 

Start 3745 End 4736 

Name OJ990803_06 . 9B18 . C7 . o2 . gp Method AAT/GAP 

Start 3489 End 3587 

GI LIB3477-003-P1-K1-E9 Score 117 
Exons 3489.. 3587 

GI Descrip. 1 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
satival ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1885 Seq. ID 

3919 Strand 

3745 End 

OJ990803_06 . 9B18 . C7 . o3 . gs Method 

3745 End 

none Score 



OJ990803_06.9B18.C7 

4736 
GENSCAN 
4736 
.78 



3745. .3927, 4011. .4109, 4207. .4279, 4363.-4473, 4564. .4736 



1885 - Seq. ID 

3920 . Strand 
7546 End 
OJ9908 03_06 . 9B18 . C7 . ol . tw Method 
1920 End 
none Score 



OJ990803_06.9B18.C7 
9614 

TBLASTX: Wheat 

8938 

122 



1920. .2036, 7609. .7713, 7714. .7782, 7795.-7935, 7796. .7936, 
7892. .7978, 7915. .7974, 7981. .8022, 7981. .8025, 7986. .8027, 
8020.. 8937, 8036.. 8356, 8393.-8938 



U Seq. No. 1885 Seq. ID 

3 J Gene No. ■" 3920 Strand 

'5 Start 7546 End 

17, Name OJ990803_06 . 9B18 . C7 .o2 . ts Method 

y Start 2291 End 

• GI none Score 

:3 Exons 2291.. 2329, 2455.. 2730, 2507.. 2767 



OJ990803_06. 9B18.C7 
9614 

TBLASTX: Soybean 

2767 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. ' No. 
Gene No. 
Start 
Name 
Start 



1885 Seq. ID- 

3920 Strand 

7546 End 

OJ990803_06 . 9B18 . C7 . o3 . tw Method 

2476 End 

none Score 

2476. .2730, 2499. .2669, 2507. .2761 



OJ990803_06.9B18.C7 
9614 

TBLASTX: Wheat 

2761 

68 



1885 
3920 
7546 

OJ9908 03_06 . 9B18 . C7 . o5 . gs 

7546 

none 

7546.. 7881, 7972.. 8327, 8370. 



Seq. ID OJ990803_06.9B18.C7 
Strand 

End 9614 

Method GENSCAN 

End 9559 

Score .58 
.8589, 8962. .9559 



1885 . Seq. ID 

3920 Strand 

7546 End 

OJ990803_06.9B18.C7.o4 .np Method 

8105 End 



OJ990803_06.9B18.C7 

9614 

AAT/NAP 

9614 



1964 



GI 


6742729 








Score 


2374 


Exons 


8105. .9614 












GI Descrip. 


(AF121139) : 


RIM2 protein 


l [Oryza sativa] 




Seq. No. 


1885 








Seq. ID 


OJ990803_06.9B18.C7 


Gene No. 


3920 








Strand 






/ 34 D 








End 


9614 


Name 


OJ990803 06 


QD1 Q 


. U / .OX. 


tc 


Method 


TBLASTX : Cress 


Start 


8202 








End 


8650 


GI 


none 








Score 


99 


Exons 


8202. .8453, 


8203 


. .8352, 


8203. 


.8646, 8207. .8356, 8213. .8650, 




8393. .8650 












Seq. No. 


1885 








Seq. ID 


OJ990803_06.9B18.C7 




o y^. u 








Strand 




Start 


7546 








End 


9614 


Name 


OJ990803 06 




■ ^> / . u x • 


■j- rn 


Method 


TBLASTX : Maize 


Start 


8581 








End 


88 95 


GI 


none 








Score 


144 


Exons 


8581. .8895, 


8609 


. .8884 








Seq. No. 


1885 








Seq. ID 


OJ990803_06.9B18.C7 


Gene No. 


3920 








Strand 






/ DH d 








End 


9614 


Name 


- OJ990803 06 




. U / . oz . 


+■ T-7 

LW 


Method 


TBLASTX: Wheat 


Start 


8939 








End 


9349 


GI 


none 








Score' 


81 


Exons 


8939. .9025, 


8941 


. .9030, 


8941. 


.9024, 9057. .9260, 9057. .9269, 




9058. .9300, 


9098 


. .9280, 


9286. 


.9348, 9299.. 9349 


Seq. No. 


1885 








Seq. ID 


OJ990803_06.9B18.C7 


bene wo . 










Strand 




Start 


7546 








End 


9614 


Name 


OJ990803 06 




Cl r\ 1 
. / . 0± . 


lS 


Method 


TBLASTX : Soybean 


Start 


9382 








End 


9612 


GI 


none 








Score 


196 


Exons 


9382. .9612 












Seq. No. 


1886 








Seq. ID 


OJ990803_06.9B18.C8 


Gene No. 


3921 








Strand 




Start 


1 








End 


1614 


Name 


OJ990803 06 


. 9B18 


PR a1 


gp 


Method 


AAT/GAP 


Start 


1 








End 


1055 


GI 


342 1.R1084 








Score 


1653 


Exons 


1. .1055 












GI Descrip. 


1 4 5 7 4 4 0 6 / gb | AAQ2 « 


A fl A 9 11 


0.0e+00 (AF121139) RIM2 protein [Or 




sativa] 1 












Seq. No. 


1886 








Seq. ID 


OJ990803_06.9B18.C8 


Gene No. 


3921 








Strand 




Start 


1 








End 


1614 


Name 


OJ990803 06 


. 9B18 


.C8.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


1059 


GI 


4680203 








Score 


1163 


Exons 


1. .1059 













GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



1965 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 



1886 Seq. ID OJ990803_06 . 9B18 . C8 

3921 Strand 

1 End 1614 

OJ990803_06 . 9B18 . C8 . ol . ts Method TBLASTX : Soybean 

8 End 4 36 

none Score 73 

8. .112, 26. .118, 121. .303, 137. .271, 298. .360, 353. .436, 

361. .435 



Seq. No. 1886 

Gene No. 3921 

Start 1 

Name OJ990803_06 . 9B18 -C8.ol.gs 

Start 46 

GI none 

Exons' 46.. 1059, 1508.. 1614 

Seq. No. 1886 

Gene No. 3921 

Start 1 

Name OJ990803_06 . 9B18 .C8 . ol . tw 

Start 357 

GI none 
Exons 



Seq. ID OJ990803_06. 9B18.C8 
Strand 

End 1614 

Method GENSCAN 

End 1614 

Score .75 



Seq. ID OJ990803_06. 9B18.C8 
Strand 

End 1614 

Method TBLASTX : Wheat 

End 734 

Score 187 



357. .599, 365. .607, 367. .618, 368,. 610, 601. .696, 615. .734 



■is? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1887 
3922 
1 

OJ990803_06.9B18.C9.ol.np 
1 

4680183 



Seq. ID OJ990803_06.9B18.C9 

Strand + 

End 3387 

Method AAT/NAP 

End 3387 

Score 910 



1..165, 1300.. 2616, 3082. .3123, 3210.. 3387 

(AF111709) gag-pol protein [Oryza sativa sufosp. indica] 



1887 
3922 
1 

OJ990803_06 . 9B18 . C9 . ol . gs 

121 

none 

121.. 409, 636.. 1727, 1833. 



Seq. ID OJ990803_06.9B18.C9 
Strand + 

3387 
GENSCAN 
2083 
.54 



End 

Method 
End 
Score 
.2083 



Seq. No. 1887 

Gene No. 3922 

Start 1 

Name OJ990803J36 . 9B18 . C9 . o2 . tw 

Start 1394 

GI none 
Exons 



Seq. ID OJ990803_06.9B18.C9 

Strand + 

End 3387 

Method TBLASTX : Wheat 

End 1786 

Score 58 



1394. .1438, 1439. .1552, 1450. .1500, 1511. .1786, 1558. .1785 



Seq. No. 1887 

Gene No. 3922 

Start "T.. ■ 

Name OJ990803_06 . 9B18 . C9 . ol . tm 

Start 1433 

GI - none 

Exons 1433.. 1672 



Seq. ID OJ990803_06.9B18.C9 

Strand + 

End 3387 

Method TBLASTX: Maize 

End 1672 

Score 184 



1966 






OC(j> LN O . 


1 ftft7 
100 / 




JCLJ. XL* 


OiTQQORO'} 06 9R18 

UU J J U O U J U U • 






Gene No. 


3922 




Strand 


+ _ 






Start 


1 




End 


3387 






Name 


OJ990803 06.9B18.C9.o2. 


gs 


Method 


GENSCAN 






Start 


2187 




End 


3288 






GI 


none 




Score 


.57 






Exons 


2187.. 2354, 2406.. 3032, 


3108. 


.3288 








Seq. No. 


1887 




Seq. ID 


OJ990803_06.9B18 


.C9 










Strand 


+ 






Start 


1 




End 


3387 






Name 


OJ990803 06.9B18.C9.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2415 




End 


3182 






GI 


none 




Score 


135 






Exons 


2415.. 2597, 2423.. 2524, 


2634. 


.2870, 2636. .2821, 2928. .3182, 






3017. .3181 












Qchrr NT r\ 


lOO / 




Seq. ID 


OJ990803_06.9B18 


.C9 




Gene No. 


3922 




Strand 


+ 






Start 


1 




End 


3387 






Name 


OJ990803 06.9B18.C9.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


3191 




End 


3386 




3 


GI 


none 




Score 


120 




3 


Exons 


3191.. 3349, 3313.. 3378, 


3318. 


.3380, 3327. .3386 




n 


Seq. No. 


1888 




Seq. ID 


OJ990803_06.9B18 


.C10 


y 

Si 




j y £. j 




Strand 


+ 






Start 


1 




End 


2830 




y 


Name 


OJ990803 06.9B18.C10.ol 


.np 


Method 


AAT/NAP 






Start 


l' 




End 


2404 






GI 


4680180 




Score 


2161 






Exons 


1..1123, 1163. .2404 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 




i 


o e q • in tj . 


1888 




Seq. ID 


OJ990803_06.9B18 


.CIO 


± 


Gene No. 


3923 




Strand 


+ 




: 


Start 


1 




End 


2830 




or 
sa 


Name 


OJ990803 06.9B18.C10.ol 


.gs 


Method 


GENSCAN 




ki 


Start 


12 




End 


2830 




t 
of 


GI 


none 




Score 


.49 






Exons 


12. .512, 569. .2319, 2566. .2830 








o e q . ln u * 


1888 




Seq. ID 


OJ990803_06.9B18 


.CIO 




Gene No. 


3923 




Strand 


+ 






Start 


1 




End 


2830 






Name 


OJ990803 06.9B18.C10.o2 


.tm 


Method 


TBLASTX: Maize 






Start 


21 




End 


296 






GI 


none 




Score 


231 






Exons 


21. .224, 38. .220, 153.. 


296 










Seq. No. 


1888 




Seq. ID 


OJ990803_06.9B18 


.CIO 




Gene No. 


3923 




Strand 


+ 






Start 


1 




End 


2830 






Name 


OJ990803 06.9B18.C10.o3 


.tw 


Method 


TBLASTX: Wheat 






Start 


53 




End 


' 431 






GI 


none 




Score 


193 





1967 



Exons 



53. .292, 54. .293, 286. .429, 302. .421, 303. .431, 306. .431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1888 
3923 
1 

OJ990803_06. 9B18.C10.o4 .tw 

511 

none 



Seq. ID OJ990803_06. 9B18.C10 

Strand + 

End 2830 

Method TBLASTX : Wheat 

End 910 

Score 103 



511. .606, 515.. 598, 626.. 910, 757.. 864. 



Seq. No. 1888 

Gene No. 3923 

Start 1 

Name OJ990803_06 . 9B18 .C10 . ol . tm 

Start 1280 

GI none 

Exons 1280.. 1585, 1318.. 1584 



Seq. ID OJ990803_06.9B18.C10 

Strand + 

End 2830 

Method TBLASTX: Maize 

End 1585 

Score 337 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



^ Seq. No. 
ry Gene No. 
Q Start 
: "s Name 
h Z Start 
GI 

Exons 



1888 
3923 
1 

OJ990803_06.9B18.C10.o2.tw 
1280 
none 

1280.. 1666, 1288,. 1662 

1888 
3923 
1 

OJ990803_06.9B18.C10.ol.tw 
1787 
none 

1787. .2239, 1826. .1975, 1936. .2043, 2264. .2395 



Seq. ID OJ990803_06.9B18.C10 

Strand + 

End 2830 

Method TBLASTX : Wheat 

End 1666 

Score 370 



Seq. ID OJ990803_06.9B18.C10 

Strand + 

End 2830 

Method TBLASTX : Wheat 

End 2395 

Score 351 



Seq. No. 1888 

Gene No. 3923 

Start 1 

Name OJ990803_06 . 9B18 .C10 .o3 . tm 

Start 2093 

GI none 

Exons 2093.. 2275, 2276.. 2359 



Seq. ID OJ990803_06.9B18.C10 

Strand + 

End 2830 

Method TBLASTX: Maize 

End 2359 

Score 156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1889 
3924 
49 

OJ990803_06. 9B18 .Cll . ol . gs 
49 

none 



Seq. ID OJ990803_06.9B18.C11 

Strand + 

End 2189 

Method GEN SCAN 

End 2189 

Score .46 



49.-249, 305. .445, 1322. .1377, 2152. .2189 



Seq. No. 1889 

Gene No. 3924 

Start 49 

Name OJ990803_06 . 9B18 . Cll . ol . gp 

Start 1328 

GI uC-osflcyp033a04bl 

Exons 1328. .1709 



Seq. ID OJ990803_06.9B18.C11 

Strand + 

End 2189 ' 

Method AAT/GAP 

End 1709 

Score 655 



1968 



GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 





Seq. No. 


1889 


Seq. ID 


OJ990803_ 


06. 


9B18 


.Cll 




Gene No. 


3925 


Strand 


+ 










Start 


9546 


End 


10310 










Name 


OJ990803 06.9B18.Cll.o3.gp 


Method 


AAT/GAP 










Start 


9481 


End 


10001 










GI 


2311873 


Score 


518 










Exons 


Q4ft1 QRM Q7R0 10001 














Seq. No. 


1889 


Seq. ID 


OJ990803 


_06. 


9B18 


.Cll 




Gene No. 


3925 


Strand 


+ 










Start 


9546 


End 


10310 










Name 


OJ990803 06.9B18.Cll.o3.gs 


Method 


GEN SCAN 










Start 


9546 


End 


10310 










GI 


none 


Score 


.94 










Exons 


q^4 i o^i n 














Seq. No. 


1889 


Seq. ID 


OJ990803_ 


_06. 


9B18 


.Cll 




Gene No. 


3926 


Strand 


+ 










Start 


10293 


End 


10628 










Name 


OJ990803 06.9B18.Cll.o4.gp 


Method 


AAT/GAP 








: si. 


Start 


10293 


End 


10628 








!SSf 


GI 


3759912 


Score 


624 








i 3 


Exons 


10293.. 10628 














uc(j> IN U . 


± O O J 


Seq. ID 


OJ990803_ 


_06. 


9B18 


.Cll 


i» 


Gene No. 


3927 


Strand 


+ 










Start 


16344 


End 


17065 








Z 


Name 


OJ990803 06.9B18.Cll.o6.gp 


Method 


AAT/GAP 








=7 


Start 


16272 


End 


17063 








u 


GI 


32901 1.R1084 


Score 


1418 










Exons 


16272. .16524, 16590.. 17063 














GI Descrip. 


•4514716/dbj IBAA75495.il 3. 


Oe-20 (AB017533) EPc 


[Nicotiana 






LaDaCUIUJ 














Seq. No. 


1889 


Seq. ID 


OJ990803_ 


_06. 


9B18 


.Cll 


BE? 


Gene No. 


3927 


Strand 


+ 








1 


Start 


16344 - 


End 


17065 










Name 


OJ990803 06.9B18.Cll.o5.gs 


Method 


GENSCAN 










Start 


16344 


End 


17065 










GI 


none 


Score 


.99 










Exons 


16344. .16524, 16590. .17065 














Seq. No. 


1889 


Seq. ID 


OJ990803_ 


_06. 


9B18 


.Cll 




Gene No. 


3928 


Strand 


+ 










Start 


18440 


■End 


19789 










Name 


OJ990803 06.9B18.Cll.o7.gp 


Method 


AAT/GAP 










Start 


18440 


End 


19789 










GI 


30612 1.R1084 


Score 


937 









Exons 18440. .18601, 19277 .. 194 98 , 19642.. 19789 

GI Descrip. '2642213 1.0e-16 (AF030385) nitrate-induced NOI protein [Zea 
mays] >gi_2895781 (AF045033) nitrate-induced NOI protein [Zea 
mays] 1 



Seq. No. 



1889 



Seq. ID OJ990803_06.9B18.C11 



1969 



Gene No. 3929 

Start 21101 

Name OJ990803_06 . 9B18 . Cll . 08 . gp 

Start 21101 

GI none 

Exons 21101. .21588 

Seq. No. 1889 

Gene No. 3930 

Start 31561 

Name OJ990803_06 . 9B18 . Cll . o7 . gs 

Start ' 31561 

GI none 

Exons . 31561. .31881, 32800 .. 32885, 

34446. .34860 



Strand + 

End 21588 

Method AAT/GAP 

End 21588 

Score 918 



Seq. ID OJ990803_06.9B18.C11 

Strand + 

End 3.4 967 

Method GENS CAN 

End 34860 

Score .92 
32999. .33304, 33425. . 33508 , 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990803_06. 9B18.C11 
+ 

34967 
AAT/NAP 
34857 
665 



1889 Seq. ID 

3930 Strand 
31561 End 
OJ990803_06. 9B18 .Cll . o6.np Method 
31711 End 
1086252 Score 
31711. .31881, 32800. .32885, 32999 33304 , 33425 .. 33508 , 
34446. .34627, 34703. .34857 

sucrose cleavage protein - Potato gi | 707001 | bbs | 157931 (S74161) 
"sucfolytic enzyme/ferredoxin homolog [Solanum 
tuberosum=potatoes, cv. Cara, leaf, Peptide, 322 aa] [Solanum 
tuberosum] 



1889 
3930 
31561 

OJ990803_06 . 9B18 . Cll . ol3 . gp 
33268 

21749 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
33268. .33304, 33425 33508 , 34446. ".34967 

1 1086252/pir I I S51376 1.0e-14 sucrose cleavage protein - Potato 
>gi_707001_bbs_157931 (S74161) sucrolytic enzyme/ferredoxin 
homolog [Solanum . tuberosum=potatoes, cv. Cara, leaf, Peptide, 
322 aa] [Solanum tuberosum] ' 



OJ990803_06. 9B18.C11 
+ 

34967 
AAT/GAP 
34967 
1150 



Seq. No. 


1889 






Seq. ID 


OJ990803 


Gene No. 


3931 






Strand 




Start 


1 






End 


1611 


Name 


OJ990803 06 


.9B18 


.Cll .ol.np 


Method 


AAT/NAP 


Start 


1 






End 


1611 


GI 


5852180 






Score 


530 


Exons 


1..404, 456 


. .574 


, 1558. .1611 






GI Descrip. 


(AL117265) 


zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


1889 






Seq. ID 


OJ990803 


Gene No. 


3932 






Strand 




Start 


2397 






End 


6220 


Name 


OJ990803 06 


. 9B18 


.Cll.o2.gs 


Method 


GENSCAN 


Start 


2397 






End 


6220 


GI 


none 






Score 


.74 


Exons 


2397. .2427, 


2658 


..2964, 3365. 


.4089, 4159. .4217, 



1970 



4530. .4654, 4821. .5020, 5022. .5037, 5357. .5458, 5872. .6059, 
6129. .6220 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1889 
3932 
2397 

OJ990803_06.9B18.Cll.o2.np 

3327 

6721561 

3327. .4089, .4159. .4217, 4289. 



OJ990803 06.9B18.C11 



Seq. ID 
Strand 

End 6220 
Method AAT/NAP 
End 4 930 

Score 1002 
.4496, 4895. .4930 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803 06.9B18.C11 



1889 
3933 
14374 

OJ990803_06.9B18-Cll.o5.gp 
14374 
3107594 
14374. .14645 

2330840/emb|CAB11070.1| 5.0e-09 (Z98531) hypothetical protein 
[Schizosaccharomyces pombe] 



14645 
AAT/GAP 
14645 
514 



Seq. No. 1889 
Gene No. 3934 
Start 18068 

Name OJ990803_06. 9B18 .Cll.o6.gs 

Start 18068 
GI none 
Exons 18068. 

22611, 

23637, 

26417, 

27886, 

29765. 



.18295, 19294. 

.22830, 22936. 

.24360, 24766. 

.26521, 26865. 

.28058, 28792. 

.29848, 29995. 



.19470, 
.23067, 
.24900, 
.26987, 
.28872, 
.30104, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_06..9B18-C11 

30631 
GENSCAN 
30613 
.66 



21376. .21708, 21800 .. 21936, 

23306. .23363, 23398 2344 6, 

25161. .25482, 25697 :. 26022, 

27140. .27271, 27401 .. 27503, 

29274. .29327, 29625 .. 29736, 
30236.. 30613 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1889 Seq. ID 

3934 Strand 

18068 End 
OJ990803_06.9B18.Cll.o4 .np Method 

21163 End 

2262116 Score 

21163. .21708, 21800. .22192, 22300 



OJ990803 06.9B18.C11 



22936. .23064, 23306, 
26762..2695S 



.23451, 25181. 



30631 
AAT/NAP 
26955 
956 

22514, 22614, 
25476, 25697. 



,22830, 
,25780, 



GI Descrip. (AC002343) cellulose synthase isolog [Arabidopsis thaliana] 



Seq. No. 1889 

Gene No. 3934 

Start 18068 

Name OJ990803JD6 . 9B18 . Cll . o9 . gp 

Start 21899 

GI 22772 1.R1084 " 
Exons 



Seq. ID OJ990803_06.9B18.C11 
Strand 

End 30631 

Method AAT/GAP 

End 22758 

Score 1138 



21899. .22147, 22300 .. 22518 , 22618.. 22758 



1971 



GI Descrip. 



1 22 621 15 /gb | AAB63623 . 1 1 2.0e-31 (AC002343) cellulose synthase 
isolog [Arabidopsis thaliana] 1 



Seq. No. 


1889 


Gene No. 


3934 


Start 


18068 


Name 


OJ990803 06.9B18.Cll.ol0.gp 


Start 


24694 


GI 


none 


Exons 


24694.. 25147 


Seq. No. 


1889 


Gene No. 


3934 


Start 


18068 


Name 


OJ990803 06.9B18.Cll.oll.gp 


Start 


26266 


GI 


LIB3432-032-P2-K1-D9 


Exons 


26266. .26535, 2 6615 26768 , 


GI Descrip. 


'3065835 3.0e-24 (AF058800) 




[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803_06.9B18.C11 

30631 
AAT/GAP 
25147 
793 



OJ990803 06.9B18.C11 



30631 
AAT/GAP 
27215 
1143 

26865.-26987, 27140. .27215 
putative methyltransf erase 



Seq. No. 

Gene No. 

Start 

Na'irte; 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1889 
3934 
18068 

OJ990803_06.9B18.Cll.o5.np 
26685 
6466950 

26685. .26768, 26865 .. 26984 , 
27886. .28058, 28792 .. 28872 , 
29625. .29682, 29765 29848 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 06.9B18.C11 



30631 
AAT/NAP 
30607 
1387 

27140. .27271, 274 01 27503, 
29038. .29109, 29274 29327 , 
29941. .30104, 30236.. 30607 
(AC009176) putative ribulose-1, 5-bisphosphate 
carboxylase/oxygenase small subunit N-methyltransf erase I 
[Arabidopsis thaliana] gi | 6648179 | gb | AAF21177 . 1 | AC013483_1 
(AC013483) putative ribulose-1, 5-bisphosphate 
carboxylase/oxygenase small subunit N-methyltransf erase I 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803 06.9B18.C11 



1889 
3934 
18068 

OJ990803_06.9B18.Cll.ol2.gp 
30028 

uC-osflcyp078f08bl 
30028. .30104, 30236.. 30631 

'3065835 2.0e-29 (AF058800) putative methyltransf erase 
[Arabidopsis thaliana] - 



OJ990803 06.9B18.C11 



30631 
AAT/GAP 
30631 
882 



Seq. No. 


1889 




Seq. ID 


Gene No. 


3935 




Strand 


Start 


35349 




End 


Name 


OJ990803 06. 


9B18.Cll.ol.ts 


Method 


Start 


9633 




End 


GI 


none 




Score 


Exons 


9633. .9890, 


9638.. 9877 




Seq. No. 


1889 




Seq. ID 


Gene No. 


3935 




Strand 



35557 

TBLASTX: Soybean 

9890 

412 



OJ990803 06.9B18.C11 



1972 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



=U Seq. No. 
ii3 Gene No. 
! ; y Start 

Name 
L Start 

'4 Exons 



35349 

OJ990803_06.9B18.Cll.ol.tw 

9633 

none 

9633. .9908, 9638. .9877 

1889 
3935 
35349 

OJ990803_06. 9B18.Cll.o5. tm 

9633 

none 

9633.. 9923, 9638.. 9877 

1889 
3935 
35349 

OJ990803_06.9B18.Cll.o2.tc 

9636 

none 

9636.. 9920, 9638.. 9877 

1889 
3935 
35349 

OJ990803_06.9B18.Cll.o5.ts 

13781 

none 

13781. .13846, 14293 .. 14484 , 

1889 
3935 
35349 

OJ990803_06 . 9B18 . Cll . o4 . tm 

14361 

none 

14361. .14660, 14365. .14661, 
15283. .15357 



End 

Method 

End 

Score 



35557 

TBLASTX: Wheat 

9908 

337 



Seq. ID OJ990803_06. 9B18.C11 
Strand 

End 35557 

Method TBLASTX: Maize 

End 9923 

Score 370' 



Seq. ID OJ990803_06.9B18.C11 
Strand 

End 35557 

Method TBLASTX : Cress 

End 9920 

Score 376 



Seq. ID OJ990803JD6. 9B18.C11 
Strand 

End 35557 

Method TBLASTX : Soybean 

End 14484 

Score 135 
14297.. 14419 

Seq. ID OJ990803_06. 9B18.C11 
Strand 

End 35557 

Method TBLASTX: Maize 

End 15396 

Score 359 
14369. .14662, 15283 .. 15396, 



,-:= Seq. No. 1889 

Gene No. 3935 

j =3 Start 35349 

Name OJ990803_06 . 9B18 . Cll . 08 . tm 

Start 16422 

GI none 

Exons 16422. .16523, 16427 .. 16519, 
16606. .16779 



Seq. ID OJ990803_06.9B18.C11 
Strand 

End 35557 

Method TBLASTX : Mai ze 

End 16780 

Score 133 
16432. .16533, 16604 .. 16780, 



Seq. No. 1889 

Gene No. 3935 

Start 35349 

Name OJ990803_06 . 9B18 . Cll . 08 . tc 

Start 16431 

GI none 

Exons 16431. .16523, 16607.. 16780 



Seq. ID OJ990803_06.9B18.C11 
Strand 

End . 35557 

Method TBLASTX: Cress 

End 16780 

Score 88 



Seq. No. 



1889 



Seq. ID OJ990803_06. 9B18.C11 



1973 






Gene No. 


• 3935 






Strand 








Start 


35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


. oil . tm 


Method 


TBLASTX: Maize 






Start 


19251 






End 


19692 






GI 


none 






Score 


192 






Exons 


19251. 


.19388, 19271. 


.19390, 


19275. .19418, 19276. .19425, 








19641. 


.19691, 19642. 


.19692 










Seq. No. 


1889 






Seq. ID 


OJ990803_06. 9B18 


.Cll 




Gene No.. 


3935 






Strand 










35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


21176 






End 


22036 






GI 


none 






Score 


76 






Exons 


21176. 


.21364, 21193. 


.21366, 


2137 6. .21705, 21380. .21706, 








21794. 


.21931, 21935. 


.22036 










Seq. No. 


1889 






Seq. ID 


OJ990803_06.9B18 


.Cll 






3935 






Strand 








Start 


35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


.o7.ts 


Method 


TBLASTX: Soybean 






Start 


21226 






End 


21577 






GI 


none 






Score 


109 




.its. 
I.J 


Exons 


21226. 


.21336, 21331. 


.21576, 


21386. .21577 




i. J 


Seq. No. 


1889 






Seq. ID 


O.J990803_06.9B18 


.Cll 


S = ! I 


UCUC LN*J . 


3935 






Strand 






1 Li 


Start 


35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


. o5 . tc 


Method 


TBLASTX: Cress 




*- ~ 


Start 


21481 






End 


23034 






GI 


none 






Score 


118 






Exons 


21481. 


.21612, 22435. 


.22503, 


22606. .22830, 22915.. 23034 




m 


Seq. No. 


1889 






Seq. ID 


OJ990803_06.9B18 


.Cll 


ii 




3935 






Strand 






LI 


Start 


35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


.ol.tc 


Method 


TBLASTX: Cress 






Start 


21661 






End 


22150 






GI 


none 






Score 


42 




ri 

*s ™ 


Exons 


21661. 


.21705, 21662. 


.21703, 


21794. .22150, 21798. .22145 




:- ~i 


Seq. No. 


1889 






Seq. ID 


OJ990803_06.9B18 


.Cll 




Gene No. 


3935 






Strand 










35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


.o3.ts 


Method 


TBLASTX: Soybean 






Start 


21836 






End 


22497 






GI 


none 






Score 


238 






Exons 


21836. 


.22150, 21837. 


.22145, 


22039. .22149, 22297 .. 22368 , 








22369. 


.22497 












Seq. No. 


1889 






Seq. ID 


OJ990803_06.9B18 


.Cll 




Gene No. 


3935 






Strand 








Start 


35349 






End 


35557 






Name 


OJ990803 06.9B18.C11 


.02. tm 


Method 


TBLASTX: Maize 






Start . 


22334 






End 


22759 






GI 


none 






Score 


143 






Exons 


22334. 


.22465, 22334. 


.22471, 


22335. .22529, 22336 .. 22545, 





1974 




22336. .22539, 22574 22759, 22576.. 22758 



Seq. No. 


1889 




Seq. ID 


OJ990803_06. 9B18 


.Cll 


Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


. 06 . ts 


Method 


TBLASTX: Soybean 




Start 


22618 




End 


22837 




GI 


none 




Score 


155 




Exons 


22618. .22830, 22634. 


.22798, 


22643. .22837 




beq. wo. 


1 QQQ 

lo o y 




Seq. ID 


OJ990803_06. 9B18 




Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 0-6.9B18.C11 


. o 1 0 . tm 


Method 


TBLASTX: Maize 




Start 


22762 




End 


23449 




GI 


none 




Score 


53 




Exons 


22762. .22830, 22768. 


.22815, 


22933. .23067, 22937 .. 23071 , 






23297. .23449 










Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


Gene No . 






Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


22927 




End 


25911 




GI 


none 




Score 


73 




Exons 


22927. .23067, 22932. 


.23123, 


22933. .23052, 2297 9 .. 23059, 






23303. .23449, 25203. 


.25475, 


25204. .25452, 25693 .. 25818 , 






25760. .25816, 25834. 


.25911 








Seq. No. 


1 o o a 

loo y 




Seq. ID 


OJ990803_06.9B18 




Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


23312 




End 


25917 




GI 


none 




Score 


219 




Exons 


23312. .23362, 23375. 


.23446, 


25203. .25469, 25219 .. 25449, 






25676. .25801, 25693. 


.25818, 


25858.. 25917 




Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


25218 




End 


25815 




GI 


none 




Score 


97 




Exons 


25218. .25490, 25219. 


.25452, 


25720. .25815 




Seq. No. 


1889 




Seq. ID 


OJ990803JD6. 9B18 


.Cll 


Gene No . 


*5 Q T c; 

jy jo 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


. o7 . tc 


Method 


TBLASTX: Cress 




Start 


26620 




End 


28061 




GI 


none 




Score 


75 




Exons 


26620. .26679, 26682. 


.26768, 


26862.-26897, 27140 .. 27274 , 






27369. .27473, 27398. 


.27475, 


27398.-27493, 2-7402 .. 27494 , 






27858. .28061, 27889. 


.28059, 


27929. .28060 




Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 



1975 




npnp Mo 


J-7 JJ 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11 


.olO.ts 


Method 


TBLASTX : Soybean 




Start 


26667 




End 


26967 




GI 


none 




Score 


46 




Exons 


26667. .26768, 26730., 


.26771, 


26862. .26960, 26866.. 26967 




Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




IN cUUG 


O.TQQDftn^ 06 QR1 ft fll 


o*7 t~ m 


Method 


TBLASTX: Maize 




Start 


26676 




End 


28028 




GI 


none 




Score 


113 




Exons 


26676. .26771, 26676., 


.26768, 


26862. .26990, 2 68 66.-26988, 






27140. .27274, 27140., 


.27274, 


27398. .27499, 27402 27503, 






27432. .27512, 27859., 


.28026, 


27864. .28028, 27887.. 28027 




Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


f^ono Mo 


j j j j 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11, 


.o9.ts 


Method 


TBLASTX: Soybean 




Start 


27886 




End 


28836 




GI 


none 




Score 


153 




Exons 


27886. .28053, 27888., 


.28052, 


28789. .28836 




Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


Pari a Mo 






Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11, 


. 06. tc 


Method 


TBLASTX: Cress 




Start 


30231 




End 


30436 




GI 


none 




Score 


180 




Exons 


30231. .30431, 30233., 


.30436 








Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


floTio Mo 


j ^ jj 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11, 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


30263 




End 


30440 




GI 


none 




Score 


200 




Exons 


30263. .30439, 30264., 


.30440 








Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


C2(^r\ (2k Mo 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11, 


.08. ts 


Method 


TBLASTX: Soybean- 




Start 


30269 




End 


30437 




GI 


none 




Score 


151 




Exons 


30269. .30436, 30270., 


.30437 








Seq. No. 


1889 




Seq. ID 


OJ990803_06.9B18 


.Cll 


Gene No. 


3935 




Strand 






Start 


35349 




End 


35557 




Name 


OJ990803 06.9B18.C11. 


,o3. tc 


Method 


TBLASTX: Cress 




Start 


31687 




End 


33455 




GI 


none 




Score 


111 




Exons 


31687. .31806, 32797., 


.32823, 


32842. .32886, 32997 33305, 






33068. .33307, 33425.. 


.33454, 


33426. .33455 





1976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1889 
3935 
35349 

OJ990803_06.9B18.C11. 

31702 

none 

31702. .31854, 31713., 
32803. .32883, 32997.. 
33000. .33308, 33425.. 
34443. .34520, 34444.. 
34524. .34643, 34525.. 
34639. .34758, 34675.. 



ol . tm 



31886, 
33305, 
33508, 
34521, 
34644, 
34872, 



1889 
3935 
35349 

OJ990803JD6.9B18 .Cll.o2.ts 

33015 

none 

33015. .33305, 33068 .. 33307 , 
33424. .33492, 33426 .. 33509, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

32802 

32998 

33426 

34522 

34559 

34694 



OJ990803 06.9B18.C11 



35557 

TBLASTX: Maize 
34872 
235 

32882, 32803. .32886, 
33306, 32999. .33307, 
33509, 34434. .34520, 
34590, 34524. .34565, 
34654, 34638. .34727, 
34858, 34705. .34860 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990803 06.9B18.C11 



35557 

TBLASTX: Soybean 
34656 
340 

33203. .33307, 33423 33509, 
34585. .34656 



.=» Seq. No. 1889 Seq. ID 

*'i Gene No. 3935 Strand 

! :3 Start 35349 End 

iin Name OJ990803_06 . 9B18 . Cll . 08 . gs Method 

fjj Start 3534 9 End 

S=^ GI none Score 

; : 1 Exons 35349.. 35557 



OJ990803_06.9B18.C11 

35557 
GEN SCAN 
35557 
.93- 



hJ Seq. No. 
[ ! y Gene No. 
, 5 Start 
Name 
Start 
GI 
Exons 
hi GI Descrip. 



U 

i. : 
"'hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1890 Seq. ID OJ990803_06.9B18.C12 

3936 Strand 

1 End 627 

OJ990803_06 . 9B18 . C12 . ol . np Method AAT/NAP 

1 - End 626 

1346057 Score 1039 

1. .626 

PROTEIN KINASE G11A gi | 100705 | pir | | B30311 protein kinase C (EC 
2.7.1.-) homolog - rice (fragment) gi 1169788 (JO'4556) G11A 
protein [Oryza sativa] 



1890 
3936 
1 

OJ990803_06 . 9B18 . CI 2 . ol . tc 
1 

none 



Seq. ID OJ990803_06.9B18.C12 

Strand 

End 627 

Method TBLASTX: Cress 

End 62 6 

Score 395 



1..333, 3. .413, 40. .423, 319... 381, 379. .414, 413. .592, 423. .626, 
424. .624 



Seq. No. 1890 Seq. ID 

Gene No. 3936 Strand 

Start 1 End 

Name OJ990803_06 . 9B18 . C12 . ol . tm Method 

Start 1 End 

GI none Score 



OJ990803_06.9B18.C12 
627 

TBLASTX: Maize 

626 

365 



1977 



Exons 



1..303, 3. .311, 18. .308, 294. 
379. .624 



.374, 303. .422, 313. .375, 375.-626, 



Seq. No. 1890 

Gene No. 3936 

Start 1 

Name. OJ990803_06. 9B18 . C12 .o2 . tw 

Start 1 

GI none 

Exons 1..177, 3.. 176 

Seq. No. 1890 

Gene No. 3936 

Start 1 

Name OJ990803_06. 9B18 .C12 . ol . ts 

Start 1 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990803_06.9B18.C12 
627 

TBLASTX: Wheat 

177 

186 



OJ990803_06.9B18.C12 
627 

TBLASTX : Soybean 

627 

399 



1..321, 3. .329, 3..626, 47. .337, 319. .426, 424. .624, 484. .627 





Seq. No. 


1890 


Seq. ID 


OJ990803_06.9B18.C12 




Gene No. 


3936 


Strand 


- 




Start 


1 


End 


627 




Name 


OJ990803 06.9B18.C12.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


624 


:J 


GI 


none 


Score 


.47 


:3 


Exons 


59. .368, 480. .624 






.n 

y 


oeq . ino • 


1890 


Seq. ID 


OJ990803_06.9B18.C12 




Gene No. 


3936 


Strand 




■ 


Start 


1 


End 


627 




Name 


OJ990803 06. 9B18 . C12 . ol . tw 


Method 


TBLASTX: Wheat 


: J 


Start 


178 


End 


474 


'i I 


GI 


none 


Score 


274 




Exons 


178. .471, 180. .452, 180. .473, 


181. .474 




:sF 


Seq. No. 


1891 


Seq. ID 


OJ990803_06.9B18.C13 




Gene No. 


3937 


Strand 


+ 




Start 


869 . 


End 


5576 




Name 


OJ990803 06.9B18.C13.o3.tm 


Method 


TBLASTX: Maize 


3 


Start 


866 


End 


1072 




GI 


none 


Score 


165 




Exons 


866. .1030, 869.. 1030, 870.. 1046, 876.. 


1055, 1028.. 1072 




Seq. No. 


1891 


Seq. ID 


OJ990803_06.9B18.C13 




Gene No. 


3937 


Strand 


+ 




Start 


869 


End 


5576 




Name 


OJ990803 06.9B18.C13.ol.gs 


Method 


GENSCAN 




Start 


869 


End 


4995 




GI 


none 


Score 


. 6 




Exons 


869. .1092, 1767. .2104, 2288.. 


2451, 254 


8. .2611, 3028. .3161, 






3315.. 3398, 3526.. 3600, 3886. 


.3911, 4163. .4215, 4334. .4443, 






4770. .4838, 4921. .4995 








Seq. No. 


1891 


Seq. ID 


OJ990803_06.9B18.C13 




Gene No. 


3937 


Strand 


+ 




Start 


869 


End 


5576 




Name 


OJ990803 06.9B18.C13.ol.np 


Method 


AAT/NAP 



1978 



Start 
GI 

Exons 



1723 End 5576 

5763526 Score 928 

1723.. 2104, 2285.. 2451, 2548.. 2611, 3028.. 3161, 3315.. 3398, 

3526. .3600, 3680. .3751, 3838. .3911, 4163. .4215, 4334. .4443, 

4770. .4838, 4921.. 4995, 5501. .5576 



GI Descrip. (AL0784 65) putative protein [Arabidopsis thaliana] 



Seq. No. 1891 Seq. ID 

Gene No. 3937 Strand 

Start 869 End 

Name OJ990803_06 . 9B18 . C13 . ol . tm Method 

Start 3027 End 

GI none Score 
Exons 



OJ990803_06.9B18.C13 
+ 

5576 

TBLASTX: Maize 

3881 

176 



3027.. 3164, 3029.. 3160, 3312.. 3416, 3312.. 3392, 3313.. 3393, 
3314.. 3415, 3523.. 3603, 3524.. 3604, 3525.. 3653, 3525.. 3617, 
3689. .3751, 3699. .3749, 3837. .3881, 3838. .3879 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1891 
3937 
869 

OJ990803_06. 9B18 . C13 . ol . ts 

3523 

none 

3523.. 3612, 3525. 
3841. .3912, 4163. 



.3611, 3677.. 3763, 3679 
.4216, 4164.. 4217, 4330 



Seq. ID OJ990803_06.9B18.C13 

Strand + 

End .5576 

Method TBLASTX : Soybean 

End 4353 

Score 104 

3753, 3840.. 3911, 
4353 



1891 
3937 
869 

OJ990803_06. 9B18 . C13 . o2 . tm 

4163 

none 



Seq. ID OJ990803_06.9B18.C13 



Strand 
End 

Method 

End 

Score 



+ 

5576 

TBLASTX: Maize 

4819 

94 



4163. .4216, 4164. .4217, 4164. .4217, 4329. .4445, 4330. .4452, 
4767. .4817, 4767. ,4817, 4769. .4819, 4769. .4819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1892 Seq. ID OJ990803_06.9B18.C14 

3938 Strand + 

1 End 6942 

OJ990803_06. 9B18 . C14 . ol . np Method AAT/NAP 

1 End 642 

5763526 Score 160 

1..115, 292. .642 

(AL078465) putative protein [Arabidopsis thaliana] 

1892 Seq. ID OJ990803_06.9B18.C14 

3938 Strand + 

1 End 6942 

OJ990803_06 . 9B18 . C14 . ol . gs Method GEN SCAN 

92 End 6835 

none Score .53 

92. .115, 292. .711, 1071. .1125, 3245. .3450, 3455. .4038, 

5875.. 6064, 6257.. 6299, 6639.. 6835 

1892 Seq. ID OJ990803_06.9B18.C14 

3938 Strand + 

1 End 6942 

OJ990803 06.9B18.C14.ol.gp Method AAT/GAP 



1979 




Start 


6385 


End 


6942 


GI 


21474 1.R1084 


Score 


241 


Exons 


6385. .6406, 6794. .6942 






GI Descrip. 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidopsi 




thaliana] ' 






Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


Gene No. 


3939 


Strand 




Start 


2266 


End 


11011 


Name 


OJ990803 06.9B18.C14.o2.np 


Method 


AAT/NAP 


Start 


2266 


End 


11011 


GI 


4680204 


Score 


1012 


Exons 


2266.. 2300, 7371.. 7473, 7824 


. .8043/ 8140. .8313, 8423.. 9500, 




9575. .11011 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


Gene No. 


3939 


Strand 




Start 


2266 


End 


11011 


Name 


OJ990803 06.9B18.C14.o2.gp 


Method 


AAT/GAP 


Start 


8523 


End 


8986 


GI 


uOosflcypl76flObl 


Score 


782 


Exons 


8523. .8986 






GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 


Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence' 






Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


Gene No . 


3940 


Strand 




Start 


11765 


End 


12015 


Name 


OJ990803 06.9B18.C14.ol.tm 


Method 


TBLASTX: Maize 


Start 


3247 


End 


3495 


GI 


none 


Score 


119 


Exons 


3247..3426, 3248.-3427, 3415 


. .3495 




Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


bene inu • 


3940 


Strand 




Start 


11765 


End 


12015 


Name 


OJ990803 06.9B18.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7974 


End 


8496 


GI 


none 


Score 


68 


Exons 


7974. .8045, 8145. .8327, 8152 


..8277, 8416. .8496 


Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


Gene No. 


3940 


Strand 




Of -> r-+- 


11765 


End 


12015 


Name 


OJ990803 06. 9B18.C14 .ol.tw 


Method 


TBLASTX: Wheat 


Start 


9965 


End 


10368 


GI 


none 


Score 


84 


Exons 


9965.. 10135, 10098. .10265, 10130 10366, 10187 10366, 




10228. .10368, 10258.. 10368 






Seq. No. 


1892 


Seq. ID 


OJ990803_06.9B18.C14 


Gene No. 


3940 


Strand 




Start 


11765 


End 


12015 


Name 


OJ990803 06.9Bl8.C14.o3.np 


Method 


AAT/NAP 


Start 


11765 


End 


12015 



1980 



GI 862343 Score 158 

Exons 11765. .12015 

GI Descrip. (L10908) Gcapl gene product [Mus musculus] 

gi| 1092097 |prf | I2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 





Seq. No. 


1893 




Seq. ID 


OJ990803_ 


_06. 9B18. 


C15 




Gene No. 


3941 




Strand 










Start 


22 




End 


1518 








Name 


OJ990803 06. 9B18.C15.ol 


.gp 


Method 


AAT/GAP 








Start 


22 




End 


1518 








GI 


342 1.R1084 




Score 


2197 








P. von s 

l-J Awl 1 O 


22 537, 647 751. 870. 


.1518 












GI Descrip. 


'4574406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 






sativa] 1 














Seq. No. 


1893 




Seq. ID 


OJ990803 


_06. 9B18. 


C15 




Gene No. 


3941 




Strand 










Start 


22 




End 


1518 








Name 


OJ990803_06. 9B18.C15.o3 


.gp 


Method 


AAT/GAP 








OLdit 






End 


1518 








GI 


342 1.R1084 




Score 


1880 








Exons 


200. .537, 647. .751, 870 


. .1518 












GI Descrip. 


, 4574406/gb|AAD24042. 1 | 


0.0e+00 (AF121139) RIM2 


protein 


[Oryza 


i" 




sativa] ' 












n = 


Seq. No. 


1893 




Seq. ID 


OJ990803_ 


_06. 9B18. 


C15 


rl 


Gene No. 


3941 




Strand 










Start 


22 




End 


1518 








Name 


OJ990803 06.9B18.C15.ol 


. gs 


Method 


GEN SCAN 








Start 


954 




End 


1499 






i y 


GI 


none 




Score 


1 








Exons 


954. .1499 














Seq. No. 


1893 




Seq. ID 


OJ990803 


_06.9B18. 


C15 




Gene No. 


3941 




Strand 








!=<= 


Start 


22 




End 


1518 ' . 








Name 


OJ990803 06.9B18.C15.ol 


. np 


Method 


AAT/NAP 








Start 


975 




End 


1518 








ox 


4680203 




Score 


516 








Exons 


975. .1518 














GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 








Seq. No. 


1893 




Seq. ID 


OJ990803_ 


_06.9B18. 


C15 




Gene No. 


3941 




Strand 










Start 


22 




End 


1518 








Name 


OJ990803 06.9B18.C15.ol 


,tw 


Method 


TBLASTX: Wheat 






Start 


1029 




End 


1518 








GI 


none 




Score 


52 








Exons 


1029. .1121, 1030. .1095, 


1110. 


.1190, 1195. .1275, 


1203. .1343, 






1204. .1344, 1291. .1386, 


1323. 


.1382, 1389. .1433, 


1394. .1429, 






1428. .1517, 1443. .1517, 


1444 . 


.1518 










Seq. No. 


1894 




Seq. ID 


OJ990823_ 


_07. 9B10. 


CI 




Gene No. 


3942 




Strand 


+ 








Start 


1 




End 


157 







1981 



Name OJ990823_07 . 9B10 .CI . ol . np Method AAT/NAP 

Start' 1 End 157 

GI 5091620 Score 144 

Exons 1 . . 157 

GI Descrip. (AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 





thaliana] 












Seq. No. 


1894 






Seq. ID 


- 

OJ990823_07.9B10 


.CI 


Gene No. 


3943 






Strand 


+ 




Start 


97 






End 


556 




Name 


OJ990823 07 


.9B10.C1 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


143 




GI 


none 






Score 


217 




Exons 


1..141, 2.. 


142, 3.. 


143 








Seq. No. 


1894 






Seq. ID 


OJ990823_07.9B10 


.CI 


Gene No. 


3943 






Strand 


+ 




Start 


97 






End 


556 




Name 


OJ990823 07 


.9B10.C1 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


138 




GI 


none 






Score 


178 




Exons 


1. .138, 2. . 


133 











J Seq. No. 1894 Seq. ID 

3 Gene No. 3943 Strand 

n Start 97 End 

\\ Name OJ990823_07 . 9B10 .CI . ol . gp Method 

2 Start 97 End 

» GI 2311449 Score 

li Exons 97.. 556 



OJ990823_07.9B10.C1 
+ 

556 

AAT/GAP 

556 

862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



1895 Seq. ID OJ990823JD7 . 9B10 . C2 

3944 Strand + 

1 End 1880 

OJ990823_07 . 9B10 . C2 . ol . np Method AAT/NAP 

1 End 1880 

2191159 Score 106 

1. .474, 1851. .1880 

(AF007270) Similar to serine hydroxymethyltransf erase; coded for 



by A. thaliana cDNA T42313; 
[Arabidopsis thaliana] 

1895 
3945 
12179 

OJ990823_07 . 9B10 . C2 . o3 . gs 

12179 

none 

12179. .12529, 12610 .. 12685, 
14021. .14107, 14163. .14288, 

1895 
3946 
15150 

OJ990823_07 . 9B10 . C2 . o2 . gp 
15150 



coded for by A. thaliana cDNA W43384 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13320. .13370, 
14668. .14849, 



OJ990823_ 
+ 

15127 
GENSCAN 
15127 
.78 

13719. 
14993. 



07.9B10.C2 



13924, 
15127 



Seq. ID OJ990823_07.9B10.C2 

Strand + 

End 15210 

Method AAT/GAP 

End 15210 



1982 



GI none 

Exons 15150. .15210 

Seq. No. 1895 

Gene No. 3947 

Start 163 

Name OJ990823_07 . 9B10 . C2 . o2 . tm 

Start 1 

GI none 
Exons 



Score 



122 



Seq. ID OJ990823_07.9B10.C2 
Strand 

End 605 

Method TBLASTX : Mai ze 

End 4 54 

Score 55 



1..42, 2.. .88, 22. .120, 26. .178, 38. .169, 43. .177, 79. .183, 
200. .340, 220. .351, 221. .352, 222. .350, 376. .453, 381. .413, 
413. .454 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1895 
3947 
163 

OJ990823_07. 9B10 . C2 . ol . ts 
26 

none 



Seq. ID OJ990823_07.9B10.C2 
Strand 

End 605 

Method TBLASTX : Soybean 

End 4 50 

Score 7 6 



26. .91, 43. .96, 144. .176, 146. .190, 219. .350, 220. .351, 
381. .413, 391. .450, 413. .448 



Seq. No. 

Gene No. 
U Start 
! -=3 /Name 

Start 

i ; y GI 

r-r Exons 



1895 
3947 
163 

OJ990823_07 . 9B10 . G2 . ol . tw 

142 

none 



Seq. ID ' OJ990823_07.9B10.C2 
Strand 

End 605 

Method .TBLASTX : Wheat 

End 448 

Score 41 



142. .183, 145. .189, 219. .350, 220. .351, 222. .362, 376. .447, 
381. .413, 413. .448 



a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1895 
3947 
163 

OJ990823_07.9B10.C2.ol.tc 

154 

none 



Seq. ID OJ990823_07.9B10.C2 
Strand 

End 605 

Method TBLASTX : Cress 

End 448 

Score 42 



154. .189, 219. .377, 220. .351, 381. .413, 413. .44* 



1895 
3947 
163 

OJ990823_07.9B10.C2.ol.gp 

163 

none 

163.. 605 . 



Seq. ID OJ990823_07. 9B10.C2 
Strand 

End 605 

Method AAT/GAP* 

End 605 

Score 813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1895 
3948 
5376 

OJ990823_07 . 9B10 . C2 . o3 . tm 

5376 

none 



Seq. ID OJ990823_07.9B10.C2 
Strand 

End 5798 

Method TBLASTX: Maize 

End 5798 

Score 62 



5376. .5552, 5649. .5756, 5649. .5798 



1895 
3949 



Seq. ID OJ990823_07.9B10.C2 
Strand 



1983 



Start 
Name 
Start 
GI 

Exons 



12410 

OJ990823_07 . 9B10 . C2 . o2 . tc 

12410 

none 

12410. .12463, 12485. .12529, 
13718. .13756, 13784 .. 13933, 



End 14774 

Method TBLASTX : Cress 

End 13935 

Score 56 
12604 . .12690, 13714 13767 , 
13786. . 13935 



Seq. No. 1895 

Gene No. 394 9 

Start . 12410 

Name OJ990823_07 . 9B10 , 

Start 12646 

GI none 

Exons 12646. .12690, 

14015. .14122, 
14193. .14291, 
14692. .14772 



C2.ol.tm 



13714. 
14018-. 
14195. 



.13965, 
.14128, 
.14311, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13718. . 13933, 
14020. . 14127, 
14683. . 14763, 



OJ990823 07.9B10.C2 



14774 

TBLASTX: Maize 
14774 
64 

14014. .14121, 
14175. .14318, 
14691. .14774, 





Seq. No. 


1896 






■ Seq. ID 


OJ990823_07.9B10 


.C3 




Gene No. 


3950 






Strand 


+ 






Start 


1 






End 


2817 






Name 


OJ990823 07.9B10 


.C3.ol 


• gp 


Method 


AAT/GAP 






Start 


1 






End 


2817 




— 


GI. 


none 






Score. 


771 




3 

3 


Exons 


1..60, 847. .948, 


1043. 


.1212, 


1325.'. 1423, 2795.. 2817 






Seq. No. 


1896 






Seq. ID 


OJ990823_07.9B10 


.C3 


' s 


Gene No. 


3950 






Strand 


+ 






Start 


1 






End 


2817 




s? 


Name 


OJ990823 07.9B10 


.C3.ol 


:"tm 


Method 


TBLASTX : Maize 




y 


Start 


1 






End 


1213 




j 


GI 


none 






Score 


110 




y 


Exons 


1..66, 2. .73, 3. 


.65, 847. .951 


, 847. .946 


i, 1042. .1212, 1043. 




Seq. No. 


1896 






Seq. ID 


OJ990823_07.9B10 


.C3 


3 


Gene No. 


3950 






Strand 


+ 




J 


Start 


1 






End 


2817 






Name 


OJ990823 07.9B10 


.C3.ol 


.ts 


Method 


TBLASTX : Soybean 




=? 


Start 


• 1 






End 


1210 






GI 


none 






Score 


77 




is? 

sS 


Exons 


1..66, 847. .954, 


1042. 


.1209, 


1043.. 1210 






Seq. No. 


1897 






Seq. ID 


OJ990823_07.9B10 


.C4 




Gene No. 


3951 






Strand 


+ 






Start 


5'56 






End 


934 






Name 


OJ990823 07.9B10 


.C4.ol 


.gp 


Method 


AAT/GAP 






Start 


. 556 






End 


934 






GI 


none 






Score 


700 






Exons 


556. .934 














Seq. No. 


1897 






Seq. ID 


OJ990823_07.9B10 


.C4 




Gene No. 


3952 






Strand 


+ 






Start 


3724 






End 


4265 






Name 


OJ990823 07.9B10 


.C4.o2 


.gp 


Method 


AAT/GAP 






Start 


3724 






End 


4265 






GI 


2799958 






Score 


896 






Exons 


3724. .4265 













1984 





OCtJ . LNO . 


1 fi Q7 










07 


QR1 0 P4 




Gene No. 


3953 






Strand 


+ 








Start 


12469 






End 


12597 








Name 


OJ990823 07.9B10 


.C4.04. 


gs 


Method 


GEN SCAN 








Start 


12469 






End 


12597 








GI 


none 






Score 


.76 








Exons 


12469. .12597 
















Can 

.OfciCJ . LNO • 


1 S Q7 










D7 


QR1 0 P4 

y D 1 \J • V_/*i 




Gene No. 


3954 






Strand 










Start 


7839 






End 


8066 








Name 


OJ990823 07.9B10 


.C4.o2. 


gs 


Method 


GEN SCAN 








Start 


7839 






End 


8066 








GI 


none 






Score 


.86 








Exons 


7839. .8066 
















oeq . lno . 


1 P Q7 

J-O J 1 








OJ990823_ 


07. 






Gene No. 


3955 






Strand 










Start 


8541 






End 


11246 








Name 


OJ990823 07.9B10 


,C4.o3. 


gs 


Method 


GENSCAN 








Start 


8541 






End 


11246 








GI 


none 






Score 


.57 






-J 


Exons 


8541. .8873/ 9001 


. .9183, 


10305 


. .10498, 


11165. .11246 




: 


Cnrt HT/"\ 

oeq. lno. 


1 fi Qfi 








OJ990823_ 


07. 


QR1 0 PS 


i : n 


Gene No. 


3956 






Strand 








i y 


Start 


588 






End 


1335 






,= EX 

: t 


Name 


OJ990823 07.9B10 


.C5.ol. 


gs 


Method 


GENSCAN 








Start 


588 






End 


1335 








GI 


none 






Score 


.87 








Exons 


588.-749, 1243.. 


1335 












ii 


oeq . lno ■ 


1899 






Seq. ID 


OJ990823_ 


07. 


9B10.C6 




'Gene No. 


3957 






Strand 


+ 






; ; s? 


Start 


226 






End 


3185 








Name 


OJ990823 07.9B10 


.C6.ol. 


gs 


Method 


GENSCAN 








Start 


226 






End 


3185 






h ~£ 


GI 


none 






Score 


.55 








Exons 


226. .368, 467. .608, 759 


. .962, 


1714. .1814, 2006.. 


2175, 3098 


.: at 
: t 


oeq. lno. 


1899 






Seq. ID 


OJ990823_ 


07. 


9B10.C6 




Gene No. 


3958 






Strand 


+ 








Start 


3601 






End 


5766 








Name 


OJ990823 07.9B10 


.C6.o2. 


gs 


Method 


GENSCAN 








Start 


3601 






End 


5766 








GI 


none 






Score 


.89 








Exons 


3601.. 3653, 3728 


. .3931/ 


3983. 


.4073, 4079. .4267, 


5677. .5766 




Seq. No. 


1899 






Seq. ID 


OJ990823_ 


07. 


9B10.C6 




Gene No. 


3959 






Strand 










Start 


678 






End 


988 








Name 


OJ990823 07.9B10 


.C6.ol. 


gp 


Method 


AAT/GAP 








Start 


678 






End 


988 








GI 


2309703 






Score 


622 








Exons 


678. .988 















,3185 



1985 





Seq. No. 


1900 


Seq. ID 


OJ990823_07. 9B10.C7 




Gene No. 


3960 


Strand 


+ 




Start 


2714 


End 


8266 




Name 


OJ990823 07.9B10.C7.ol.np 


Method 


AAT/NAP • 




Start 


2714 


End 


8266 




GI 


6063554 


Score 


201 




Exons 


2714.. 2750, 6883.. 7101, 7745 


..7776, 8093. .8266 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 






correspond to a region of the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


1900 


Seq. ID 


OJ990823_07.9B10.C7 








Strand 


+ 




Start 


8950 


End 


11256 




Name 


OJ990823 07.9B10.C7.o3.gs 


Method 


GENSCAN 




Start 


8950 


End 


11256 




GI 


none 


Score 


. 61 




Exons 


8950.. 9075, 10588.. 11256 








Seq. No. 


1900 


Seq. ID 


OJ990823_07.9B10.C7 




Gene No. 


3962 


Strand 






O LdX U 


OTTO 


End 


8018 




Name 


OJ990823 07.9B10.C7.o2.gs 


Method 


GENSCAN 




Start 


3772 


End 


8018 


si 


GI 


none 


Score 


.82 




Exons 


3772. .3972, 4686.. 5120, 5215 


..5661, 6816. .7008, 7037. .7245, 


fs 




7998. .8018 






: i 


Seq. No. 


1900 


Seq. ID 


OJ990823_07.9B10.C7 




Gene No. 


o9oo 


Strand 




y 




13361 


End 


16937 




Name 


OJ990823 07.9B10.C7.ol.tm 


Method 


TBLASTX: Maize 


| f 


Start 


12066 


End - 


12992 




GI 


none 


Score 


666 




Exons 


12066. .12992, 12113 .. 12247 , 


12383. .12490, 12513 .. 12872 , 


-i 




12719. .12895 








Seq. No. 


i yuu 


Seq. ID 


OJ990823_07.9B10.C7 






3963 


Strand 






Start 


13361 


End 


16937 


=5. 


Name 


OJ990823 07.9B10.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12078 


End 


12332 




GI 


none 


Score 


294 




Exons 


12078. .12332, 12081 .. 12287 , 


12100. .122E 


J8, 12104.. 12298 




Seq. No. 


1900 


Seq. ID 


OJ990823_07.9B10.C7 




f ^y\^ NT r\ 


3963 


Strand 






Start 


13361 


End 


16937 




Name 


OJ990823 07.9B10.C7.o4.tw 


Method 


TBLASTX: Wheat 




Start 


12371 


End 


12740 




GI 


none 


Score 


126 




Exons 


12371. .12511, 12372. .12506, 


12516. .12668, 12660.. 12740 




Seq. No. 


1900 


Seq. ID 


OJ990823_07. 9B10.C7 




Gene No. 


3963 


Strand. 






Start 


13361 


End 


16937 




Name 


OJ990823 07.-9B10.C7.ol.ts 


Method 


TBLASTX : Soybean 



1986 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12597 
none 



End 
Score 



13124 
57 



12597. .12656, 12723 .. 12950, 12779 12943, 12939.. 13124 



1900 Seq. ID 

3963 Strand 

13361 End 

OJ990823_07 . 9B10 . C7 . o3 . tw Method 

12746 End 

none - Score 



OJ990823_07.9B10.C7 
16937 

TBLASTX: Wheat 

13607 

240 



12746. .13120, 12747. .13121, 12879 .. 13124 , 13122 13154 , 
13509. .13607 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1900 Seq. ID 

3963 Strand 

13361 End 

OJ990823_07 . 9B10 . C7 . o4 . gs Method 

13361 End 

none Score 



OJ990823_07.9B.10.C7 

16937 
GEN SCAN 
16937 
.74 



13361. .13526, 14893 .. 14982, 16474. .16937 



1900 Seq. ID 

3963 Strand 

13361 End 

OJ990823_07 . 9B10 . C7 . o2 . tm Method 

13509 End 

none Score 



OJ990823_07. 9B10.C7 
16937 

TBLASTX: Maize 

13962 ' 

100 



13509. .13607, 13512 .. 13607 , 13605 .. 13868 , 13609 .. 13875 , 
13906. .13962, 13911.. 13949 



1900 
3963 
13361 

OJ990823_07.9B10.C7.ol.tw 
13705 
none 

13705. .13965, 13818 13952, 13933 .. 13968 , 13964 
13969.. 14073 



Seq. ID OJ990823_07.9B10.C7 
Strand 

End 16937 

Method TBLASTX : Wheat 

End 14073 

Score 230 

14071, 



1900 
3963 
13361 

OJ990823_07 . 9B10 . C7 . o3 . tm 

13972 

none 



Seq. ID OJ990823_07.9B10.C7 
Strand 

End 16937 

Method TBLASTX: Maize 

End 14260 

Score 164 



13972. .14094, 13973 .. 14122 , 13982 .. 14128 , 14 129 .. 14 188 , 
14186. .14260 



Seq. No. 1901 Seq. ID OJ990823_07 . 9B10 . C8 

Gene No. 3964 Strand + 

Start 2074 End 2446 

Name OJ990823_07 . 9B10 .C8 . ol .np Method AAT/NAP 

Start 2074 End 2446 

GI 4680207 4 Score 169 

Exons 2074.. 2446 

GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



1987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1902 
3965 
1 

OJ990823_07. 9B10.C9.ol.np 
1 

4680207 



Seq. ID OJ990823_07.9B10.C9 

Strand + 

End 3332 

Method AAT/NAP 

End 3332 

Score 554 



1..33, 538. .1468, 1505. .2301, 3248. .3332 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



1902 
3965 
1 

OJ990823_07.9B10.C9.ol.tc 

454 

none 



Seq. ID OJ990823_07. 9B10.C9 

Strand + 

End 3332 

Method TBLASTX : Cress 

End 1200 

Score 75 



454. .567, 694. .786, 793. .1029, 1117. .1200 



Seq. No. 1902 

Gene No. 3965 

Start 1 

Name OJ990823_07 . 9B10 . C9 . ol . ts 

Start 454 

GI none 
Exons 



Seq. ID OJ990823_07. 9B10.C9 

Strand + 

End 3332 

•• Method TBLASTX: Soybean 

End 1194 

Score 93 

454. -.576, 639. .761, 682. .771, 865. .1005, 865. .1005, 1036. .1194, 
1048. .1083 



| Seq. No. 

■ Gene No. 

f Start 

* Name 

I Start 

GI 

% Exons 



- Seq. No. 

~ Gene No. 

3 Start 

2 Name 

1 Start 

* GI 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



1902 
3965 
1 

OJ990823_07. 9B10 .C9. ol. tw 
696 
none 

696. .764, 700. .771, 871. .996 

1902 
3965 
1 

OJ990823_07.9B10.C9.ol.tm 

700 
none 

700. .771, 859. .1005, 897. .1004, 1036. .1188, 1036. .1182 



Seq. ID OJ990823_07. 9B10.C9 

Strand + 

End 3332 

Method TBLASTX : Wheat 

End 996 

Score 96 



Seq. ID OJ990823_07. 9B10.C9 

Strand + 

End 3332 

Method TBLASTX : Mai ze 

End 1188 

Score 86 



1903 
3966 
140 

OJ990823_07. 9B10 . C10 . ol . np 
140 

2388986 



Seq. ID OJ990823_07.9B10.C10 

Strand + 

End 6773 

Method AAT/NAP 

End 6773 

Score 75 



140. .167, 703. .859, 2598. .2659, 3484. .4055, 6742. .6773 
(Z98980) wiskott-aldrich syndrome protein homolog 1 
[Schizosaccharomyces pombe] 



1903 
3966 
140 



Seq. ID OJ990823_07.9B10.C10 
Strand + 
End 6773 



1988 



Name 


OJ990823 07.9B10.C10.o2. 


gs 


Method 


GENSCAN 


Start 


3233 




End 


3889 


GI 


none 




Score 


.61 


Exons 


3233.. 3508, 3773.. 3889 








Seq. No. 


1903 




Seq. ID 


OJ990823_07.9B10.C10 


Gene No. 


o"d / 




Strand 




Start 


4959 




End 


6727 * * 


Name 


OJ990823 07.9B10.C10.o3. 


gs 


Method 


GENSCAN 


Start ■ 


4959 




End 


6727 


GI 


none 




Score 


.72 


Exons 


4959. .5093, 5426. .5641, 


5870. 


.5954, 6535.. 6727 


Seq. No. 


1904 




Seq. ID 


OJ990823_07.9B10.C11 


Gene No. 


3968 




Strand 






1 




End 


1307 


Name 


OJ990823 07.9B10.Cll.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1307 


GI 


3063697 




Score 


323 


Exons 


1. .131, 730. .858, 1233. . 


1307 






GI Descrip. 


(AL022537) putative myb-protein (partial) [Arabidopsis thai 


Seq. No. 


1904 




Seq. ID 


OJ990823_07.9B10.C11 


Gene No. 


3968 




Strand 




Start 


1 




End 


1307 


Name 


OJ99Q823 07 . 9B10 . Cll . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


29 




End 


864 


GI 


none 




Score 


89 


Exons 


29. .133, 718. .858, 725.. 


859, 


729. .860, 


729. .860, 730. .864 


Seq. No. 


1904 




Seq. ID 


OJ990823_07.9B10.C11 


Gene No. 


3968 




Strand 




O -4- -i 4- 

btart 


1 




End 


1307 


Name 


OJ990823 07.9B10.Cll.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


44 




End 


1262 


GI 


none 




Score 


122 


Exons 


44. .133, 729. .899, 729.. 


764, 


729. .860, 


768. .860, 769. .861, 




1230. .1262 








Seq. No. 


1905 




Seq. ID 


OJ990823_07.9B10.C13 


Gene No. 


3969 




Strand 




Start 


1 




End 


1101 


Name 


OJ990823 07.9B10.C13.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1043 


GI 


6912248 




Score 


304 


Exons 


1..327, 427. .505, 707. .8 


45, 940. .1043 




GI Descrip. 


aspartyl aminopeptidase 


gi| 5902181 | gb | AAD01211 . 2 | (AF005050 




aspartyl aminopeptidase 


[Homo 


sapiens] 




Seq. No. 


1905 




Seq. ID 


OJ990823_07.9B10.C13 


Gene No. 


3969 




Strand 




Start 


1 




End 


1101 


Name 


OJ990823 07.9B10.C13.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


187 




End 


769 


GI 


none 




Score 


195 


Exons 


187. .333, 188. .328, 191. 


.340, 


193. .384, 


249. .347, 425. .505; 




425.-499, 426. .500, 460. 


.507, 


664. .768, 


692. .'769 



1989 




Seq. No. 1905 

Gene No. 3969 

Start 1 

Name OJ990823_07 . 9B10 . C13 . ol . ts 

Start 187 

GI none 
Exons 



Seq. ID OJ990823_07.9B10.C13 
Strand 

End 1101 

Method TBLASTX : Soybean 

End 977 

Score 118 



187. .321, 187. .333, 188. .334, 206. .340, 424. .504, 425. .505, 
425. .499, 460. .507, 664. .777, 704. .778, 782. .847, 784. .846, 
941. .976, 942. .977 . 



Seq. No. 1905 

Gene No. 3969 , 

Start 1 

Name OJ990823_07 . 9B10 . C13 . ol . tc 

Start 232 

GI none 
Exons 



Seq. ID OJ990823_07.9B10.C13 
Strand 

End 1101 

Method TBLASTX : Cress 

End 976 

Score 101 



232. .333, 239. .325, 244. .330, 428. .508, 428. .469, 460. .507, 
664. .777, 704. .778, 784. .846, 941. .976 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1905 
3969 
1 

OJ990823_07. 9B10 . C13 . ol . gp 
244 

60790_1.R1084 
244. .327, 427. .505, 707. .845, 940. .1067 
'5902181/gb|AAD01211.2| 1.0e-12 (AF005050) aspartyl 
aminopeptidase [Homo sapiens] 1 



Seq. ID OJ990823_07.9B10.C13 
Strand 

End 1101 

Method AAT/GAP 

End 1067 

Score 708 



1905 
3969 
1 

OJ990823_07.9B10.C13.ol.gs 

703 

none 

703. .1101 



Seq. ID OJ990823_07.9B10.C13 
Strand 

End 1101 

Method GEN SCAN 

End 1101 

Score .75 



J Seq. No. 1906 

3 Gene No. 3970 

3 Start 722 

" Name OJ990823_07 . 9B10 . C14 . ol . gs 

Start 722 

GI none 

Exons 722.. 859 



Seq. ID OJ990.823_07.9B10.C14 

Strand + 

End 859 

Method GEN SCAN 

End 859 

Score .54 



Seq. No. 1906 

Gene No. 3971 

Start 54 

Name OJ990823_07 . 9B10 .C14 .ol . np 

Start 54 

GI 5042462 

Exons 54.. 125, 154.. 205 

GI Descrip. (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



Seq. ID OJ990823_07.9B10.C14 
Strand 

205 

AAT/NAP 
205 
104 



End 

Method 

End 

Score 



Seq. No. 



1906 



Seq. ID OJ990823_07.9B10.C14 



1990 






Gene No . 


3972 






Strand 








Start 


2251 






End 


2379 






Name 


OJ990823 07 


.9B10.C14.o2 


gs 


Method 


GEN SCAN 






Start 


2251 






End 


2379 






GI 


none 






Score 


.95 






Exons 


2251. .2379 














Seq. No. 


1907 






Seq. ID 


OJ990823_07.9B10 


.C16 




Gene No . 


3973 






Strand 


+ 






Start 


1515 






End 


3554 






Name 


OJ990823 07 


.9B10.C16.ol 


gs 


Method 


GENS CAN 






Start 


1515 






End 


2636 






GI 


none 






Score 


. 99 






Exons 


1515. .2636 














Seq. No. 


1907 






Seq. ID 


OJ990823_07 . 9B10 


.C16 




Gene No. 


3973 






Strand 


+ 






Start 


1515 






End 


3554 






Name 


OJ990823 07 


.9B10.C16.ol 


np 


Method 


AAT/NAP 






Start 


2138 






End 


3554 






GI 


5430765 






Score 


369 






Exons 


2138. .2597, 


3519. .3554 












GI Descrip. 


(AC007504) 


Hypothetical 


Protein [Arabidopsis thaliana] 




l : J 


Seq. No.. 


1908 






Seq. ID 


OJ990823 07.9B10 


.C17 


Q 


flp-np No 

\J \^ lib 1-^1 V— ' • 


3974 






Strand 






\',n 


Start 


565 






End 


1053 




1 Li 


Name 


OJ990823 07 


.9B10.C17.ol 


gp 


Method 


AAT/GAP 






Start 


565 






End 


1053 




■s „_ 


GI 


none 






Score 


962 






Exons 


565. .1053 












ry 


Seq. No. 


1908 






Seq. ID 


OJ990823_07.9B10 


.C17 


is 


Gene No. 


3975 






Strand 








Start 


4911 






End 


6719 




Uef 


Name 


OJ990823 07 


.9B10.C17.ol 


np 


Method 


AAT/NAP 






Start' 


4911 






End 


6719 






GI 


100488 






Score 


1063 






Exons. 


4911. .5015, 


5203. . 6418, 


6455. 


.6719 






□ 


GI Descrip. 


TNP2 protein - garden snapdragon 








Seq. No. 


1908 






Seq. ID 


OJ990823_07.9B10 


-C17 




Gene No . 


3975 






Strand 








Start 


•4911 






End 


6719 






Name 


OJ990823 07 


.9B10.C17.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


5269 






End 


5506 






GI 


none 






Score 


106 






Exons 


5269. .5502, 


5324. .5506 












Seq. No. 


1908 






Seq. ID 


OJ990823_07.9B10 


.C17 




Gene No. 


3975 






Strand 








Start 


4911 






End 


6719 






Name 


OJ990823 07 


.9B10.C17.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


5338 






End 


5736 






GI 


none 






Score 


98 






Exons 


5338. .5505, 


5339. .5509, 


5339. 


.5515, 5511. .5684, 5518. .5736, 



5519.. 5731, 5608.. 5733 



1991 






ocq . LNO • 


1 QPlft 










O.TQQOfl?'} 07 9R1 0 


. C17 




Gene No. 


3975 








Strand 








Start 


4911 








End 


6719 






Name 


OJ990823 07 


.9B10 


.C17.ol 


.tw 


Method 


TBLASTX: Wheat 






Start 


5516 








End 


5787 






GI 


none 








Score 


148 






Exons 


5516. .5785, 


5518 


. .5787 












oeq . INO . 


1 QOfl 
X yyJO 










OJ990823 07 9B10 


. C17 




Gene No. 


3975 








Strand 








Start 


4911 








End 


6719 






Name 


OJ990823 07 


. 9B10 


.C17.ol 


.tc 


Method 


TBLASTX: Cress 






Start 


5578 








End 


5895 






GI 


none 








Score 


76 






Exons 


5578. .5895, 


5585 


. .5734, 


5771 


. .5890 








oeq. in u . 


1 QOR 








Seq. ID 


OJ990823 07 9B10 


. C17 




Gene No. 


3975 








Strand 








Start 


4911 








End 


6719 






Name 


OJ990823 07 


.9B10 


.C17.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


5659 








End 


6072 






GI 


none 








Score 


99 




U 


Exons 


5659. .5889, 


5962 


. .6072 










: "t 


oeq . - no . 


1 QPIR 




- 






O.TQQOft?*} 07 9R1 0 


ri7 


m 


Gene No. 


3975 








Strand 






j s j I 


Start 


4911 








End 


6719 




,sisa 


Name 


OJ990823 07 


.9B10 


.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




'' : — 


Start 


5809 








End 


6323 




LLJ 


GI 


none 








Score 


44 






Exons 


5809. .5889, 


5962 


. .6129, 


6240 


. .6323 






\ y 


oeq . LNO . 


1909 










OJ9908? 1 } 07 9B10 


. C18 




Gene No. 


3976 








Strand 






!. : 


Start 


429 








End 


2691 




■:. * 


Name 


OJ990823 07 


.9B10 


.C18.ol 


.gs 


Method 


GENSCAN 






Start 


429 








End 


2690 




— 

:sl 


GI 


none 








Score 


.54 




'1 
: =r 


Exons 


429. .518, 1863.. 


2035, 2246.. 


2690 








Seq. No. 


1909 








Seq. ID 


OJ990823_07.9B10 


.C18 






3976 








Strand 








Start 


429 








End 


2691 






Name 


OJ990823 07 


.9B10 


.C18.ol 


.np 


Method 


AAT/NAP 






Start 


1781 








End 


2691 






GI 


4680203 








Score 


701 






Exons 


1781. .2691 
















GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 






Seq. No. 


1909 








Seq.' ID 


OJ990823_07.9B10 


.C18 




Gene No. 


3976 








Strand 








Start 


429 








End 


2691 






Name 


OJ990823 07 


. 9B10 


.C18.ol 


.ts 


Method 


TBLASTX : Soybean 






Start 


1911 








End 


2285 






GI 


none 








Score 


64 






Exons 


1911. .1976, 


1983 


. .2066, 


1990 


..2064, 2075. .2173, 2100. .2174, 



1992 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2241. .2285 

1909 
3976 
429 

OJ990823_07.9B10.C18.ol.tw 

1968 

none 



Seq. ID OJ990823_07.9B10.C18 



Strand ■ 
End 

Method 

End 

Score 



2691 

TBLASTX: Wheat 

2354 

75 



1968. .2057, 1983. .2066, 1984 .. 2067,. 2067 .. 2162, 2178. .2255, 
2181.. 2264, 2182. .2256, 2247. .2354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1910 Seq. ID 

3977 Strand 
1 End 
OJ990823_07 . 9B10 . CI 9 . ol . np Method 
1 End 
2191187 Score 
1..28, 1160. .1446, 3578. .3616 

(AF007271) contains similarity to a DNAJ-like domain 
[Arabidopsis thaliana] 



OJ990823_07.9B10.C19 
+ 

7242 
AAT/NAP 
3616 
78 



1910 
3977 
1 

OJ990823_07.9B10.C19.ol.gs 

517 

none 

517. .710, 1418.. 1427, 2183 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2258, 2355.-2872, 2977.. 3048, 
3079. .3242, 3311. .3369, 3838. .4114, 5176. .5314, 5536.-6544, 
6645.-6789, 7089. .7238 



OJ990823_07.9B10.C19 
+ 

7242 
GENSCAN 
7238 
.77 



Seq. No. 
] ; y Gene No. 
[ Start 
^ Name 
^ Start 
H GI 

Exons 



Seq. ID OJ990823_07.9B10.C19 

Strand + 

End 7242 

Method TBLASTX: Maize 

End 1479 

Score 483 
1100. .1357, 1105. .1362, 1110. .1448, 1191. .1460,. 



1910 
3977 
1 

OJ990823_07 . 9B10 .C19 . ol . tm 
1099 
none 

1099. .1449, 
1387. .1479 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1910 
3977 
1 

OJ990823_07.9B10.C19.o2.np 

4664 

5091620 

4664..4694, 6141. .6537, 6638 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6816, 6905.. 7242 
(AC007454) Contains similarity to gi 1836774 FAB1 protein from 
Saccharomyces cerevisiae genome gb|D50617. [Arabidopsis 
thaliana] 



OJ990823_07 . 9B10 .C19 
+ 

7242 
AAT/NAP 
7242 
397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



1910 Seq. ID 

3977 Strand 

1 End 

OJ990823_07. 9B10 . C19 . o2 . tm Method 

6276 End 

none Score 



OJ990823JD7 . 9B10 .C19 
+ 

7242 

TBLASTX: Maize 

6686 

160 



1993 



Exons 



6276. .6467, 6444. .6530, 6654. .6686 



Seq. No. 1911 
Gene No. * 3978 

Start 1 

Name OJ990823_07 . 9B10 . C20 . ol . np 

Start 1 

GI 5902400 

Exons 1..37, 170.. 315, 398.. 698 

GI Descrip. (AC.008148) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990823_07.9B10.C20 

Strand + 

End 698 

Method AAT/NAP 

End 698 

Score 278 



Seq. No. 


1911 




Seq. ID 


OJ990823_07.9B10 


.C20 


Gene No. 


3978 




Strand 


+ 




Start 


1 




End . 


698 




Name 


OJ990823 07.9B10.C20.ol. 


gs 


Method 


GENSCAN 




Start 


7 




End 


515 




GI 


none . 




Score 


.69 




Exons 


7. .315, 398. .515 










Seq. No. 


1911 




Seq. ID 


OJ990823_07.9B10 


.C20 


Gene No. 


3978 




Strand 


+ 




Start 


1 




End 


698 




Name 


OJ990823 07.9B10.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


393 




End 


698 




GI 


none 




Score 


186 




Exons 


393.. 560, 394.. 561, 413. 


.562, 


605. .697, 


606.. 698 





i Seq. No. 
■ Gene No. 
* Start 
Name 
Start 
GI 

Exons 



■SB* . 

Seq. No. 
"''4 Gene No. 
j,£ Start 
Name 
Start 

Exons 



u3 



1911 Seq. ID 

3978 Strand 

1 End 

OJ990823_07 . 9B10 . C20 . ol . tc Method 

395 End 

none Score 



OJ990823_07.9B10.C20 
+ 

698 

TBLASTX: Cress 

698 

98 



395. .496, 406. .504, 509. .562, 608. .697, 609. .698 



1911 Seq. ID 

3978 Strand 

1 End 

OJ990823_07 . 9B10 . C20 . ol . ts Method 

406 End 

none Score 



OJ990823_07.9B10.C20 
+ 

698 

TBLASTX : Soybean 

698 

92 * 



406. .501, 407. .496, 503. .562, 529. .561, 609. .698, 617. .697 



Seq. No. 1912 Seq. ID 

Gene No. 3979 Strand 

Start 1 End 

Name OJ990823_07 . 9B10 . C21 . ol . np Method 

Start 1 End 

GI 461503 Score 

Exons 1 . . 574 

GI Descrip. ALS OPERON REGULATORY PROTEIN 
activator - Bacillus subtilis 



OJ990823_07.9B10.C21 
+ 

574 

AAT/NAP 

574 

419 



gi I 538919 | pir | IA47126 alsSD operon 
gi| 142469 (L04470) als operom 
regulatory protein [Bacillus subtilis] 

gi 1 19293391 emb| CAB07788.il (Z93767) transcriptional regulatory 
protein of the acetolactate operon, AlsR [Bacillus subtilis] 
gi|2636127|emb|CAB15619.1| (Z99122) transcriptional regulator 
(LysR family) [Bac 



1994 



oeq. NO. 


1 Q 1 0 

i y iz 




PiTQQnP9^ 07 QR1 Pi P91 


Gene No. 


3979 


Strand 


+ ~ 


Start 


1 


End 


574 


Name 


OJ990823 07.9B10.C21.ol.gs 


Method 


GENSCAN 


Start 


3 


End 


539 


GI 


none 


Score 


1 


Exons 


3. .539 






Seq. No. 


1913 


Seq. ID 


OJ990823_07 . 9B10 . C22 


Gene No. 


3980 


Strand 




OLai. L 


i 


End 


356 


Name 


OJ990823 07. 9B10 . C22 . ol . gp 


Method 


AAT/GAP 


Start 


1 


End 


356 


GI 


29667 1.R1084 


Score 


696 


Exons 


1. .356 






GI Descrip. 


, 4455338/emb ICAB36798.il 5.0e- 


-13 (AL035525) putative protein 




[Arabidopsis thaliana] ' 






oeq. no. 




Seq. ID 


OJ990823_07.9B10.C23 


Gene No. 


3981 


Strand 


+ 


Start 


4 


End 


604 


Name 


OJ990823 07.9B10.C23.ol.gs 


Method 


GENSCAN 


Start 


4 


End 


604 


GI 


none 


Score 


.77 


Exons 


4. .604 - 






beq. No. 


1 Q1 C 


Seq. ID 


OJ990823_07.9B10.C24 


Gene No. 


3982 


Strand 


+ 


Start 


65 


End 


300 


Name 


OJ990823 07. 9B10.C24 .ol.gs 


Method 


GENSCAN 


Start 


65 


End 


300 


GI 


none 


Score 


.56 


Exons 


65. .300 






Seq. No. 


1916 


Seq. ID 


OJ990803_07.9B19.C2 


Gene No. 


3983 


Strand 




Start 


472 


End 


663 


Name 


OJ990803 07.9B19.C2.ol.np 


Method 


AAT/NAP 


Start 


' 472 


End 


663 


GI 


4097575 


Score 


177 


Exons 


472. .663 






GI Descrip. 


. (U64913) NTFP1 [Nicotiana tabacum] 




Seq. No. 


1916 


Seq. ID 


OJ990803_07. 9B19.C2 


Gene No. 


3983 


Strand 




Start 


472 


End 


663 


Name 


OJ990803 07. 9B19.C2.ol. tm 


Method 


TBLASTX: Maize 


Start 


517 


End 


663 


GI 


none 


Score 


101 


Exons 


517.. -630, 518.. 631, 606.. 662, 


607. .663, 


611. .661 


Seq. No. 


1916 


Seq. ID 


OJ99080'3_07. 9B19.C2 


Gene No. 


3983 


Strand 




Start 


472 


End 


663 


Name 


OJ990803 07. 9B19.C2. ol.gs 


Method 


GENSCAN 


Start 


532 


End 


615 



1995 




GI 


none 








Score 


.99 




Exons 


532. .615 














Seq. No. 


1917 








Seq-. ID 


OJ990803 


_07.9B19.C3 


Gene No. 


3984 








Strand 






O Lai L. 


90 








End 


4142 




Name - 


OJ990803 07 


.9B19. 


C3.ol. 


gs 


Method 


GENSCAN 




Start 


90 








End 


4142 




GI 


none 








Score 


. 69 




Exons 


90. .209, 936. .1022, 1362. .1512, 1687.. 


1748, 1794. .1874, 




2406. .2526, 


2732. 


.2894, 


2974. 


.3078, 3573.. 3672, 


3780. .4142 


Seq. No. 


1917 








Seq. ID 


OJ990803 


_07.9B19.C3 


Gene No. 


3985 








Strand 






Start 


5108 








End 


6283 




Name 


OJ990803 07 


.9B19. 


C3.ol. 


gp 


Method 


AAT/GAP 




Start 


4918 








End 


6283 




GI 


26540 1.R1084 






Score 


1203 




Exons 


4918. .5221, 


5308. 


.5388, 


5806. 


.5886, 5982.. 6062, 


6139. . 6283 


GI Descrip. 


, 3327204/dbj |BAA31670| 


4.0e-58 (AB014595) KIAA0695 protein 




sapiens] 1 














Seq. No. 


1917 








Seq. ID 


OJ990803 


_07.9B19.C3 


Gene No. 


o o o c 








Strand 






Start 


5108 








End 


6283 




Name 


OJ990803 07 


.9B19. 


C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


O Lai L 


4'942 








End 


6282 




GI 


none 








Score 


55 




Exons 


4942. .4995, 


4946. 


.5056, 


4946. 


.5068, 5049. .5216, 


\5089. .5232 




5099. .5233, 


5105. 


.5233, 


5302. 


.5391, 5303. .5389, 


5308. .5391 




5803. .5889, 


5805. 


.5888, 


5978. 


.6064, 5979. .6065, 


5982. .6065 




6136. .6282, 


6140. 


.6280 










Seq. No. 


1917 








Seq. ID 


OJ990803 


_07.9B19.C3 


Gene No. 


3985 








Strand 






OLal L 


5108 








End 


6283 




Name 


OJ990803 07 


.9B19. 


C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


5100 








End 


6282 




GI 


hone 








Score 


99 




Exons 


5100. .5222, 


5108. 


.5233, 


5302. 


.5391, 5303. .5386, 


5803. .5889 




5806. .5889, 


5970. 


.6050, 


5982. 


.6059, 6139. .6282, 


6140. . 6274 


Seq. No. 


1917 








Seq. ID 


OJ990803 


_07.9B19.C3 


UCIIC LS\J ■ 


3985 








Strand 






Start. 


5108 








End 


6283 




Name 


OJ990803 07 


.9B19. 


C3.o2. 


gs 


Method 


GENSCAN 




Start 


5108 








End 


6264 




GI 


none 








Score 


. 98 




Exons 


5108. .5221, 


5308. 


.5388, 


5806. 


.5886, 5982. .6062, 


6139. .6264 


Seq. No. 


1917 








Seq. ID 


OJ990803 


_07.9B19.C3 


Gene No. 


3985 








Strand 






Start 


5108 








End 


6283 




Name 


OJ990803 07 


.9B19. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


5111 








End 


6283 




GI 


2493910 








Score 


500 




Exons 


5111. .5221, 


5308. 


.5388, 


5806. 


.5886, 5982.. 6062, 


6139. .6283 



1996 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 
Q Start 
i t 3 Name 
fn Start 

;;j gi 

„!? Exons 



I'll 



CULLIN HOMO LOG 4B (CUL-4B) gi 11381150 (U58091) Hs-CUL-4B [Homo 
sapiens] 



1917 
3985 
5108 

0 J990803 _07 . 9B1 9 . C3 . ol . tw 

5148 

none 



Seq. ID OJ990803_07.9B19.C3 
Strand 

End 6283 

Method TBLASTX : Wheat 

End 6211 

Score 105 



5148. .5222, 5150. .5233, 5150. .5233, 5302. .5391, 5303.. 5389, 
5308. .5391, 5310. .5402, 5796.-5888, 5800. .5889, 5803. .5889, 
5979. .6065, 5982. .6059, 6139. .6210, 6139. .6210, 6140.. 6211 



1917 
3985 
5108 

OJ990803_07. 9B19 . C3 . ol . ts 

5800 

none 



Seq. ID OJ990803_07.9B19.C3 
Strand 

End 6283 

Method TBLASTX : Soybean 

End 6282 

Score 78 



5800. .5895, 5803. .5889, 5966. .6061, 5979. .6065, 5982. .6065, 
6135. .6281, 6136. .6282, 6140. .6280 



1918 
3986 
1 

OJ990803_07. 9B19 . C4 . ol . np 
1 

3687389 



Seq. ID OJ990803_07.9B19.C4 
Strand 

End 2628. 

Method AAT/NAP 

End 2628 

Score 1193 



1..139, 344. .397, 488.-589, 969. .1094, 1542. .1829, 2028. .2150, 
2246. .2434, 2578. .2628 



GI Descrip. (Y16124) putative cullin protein [Lycopersicon esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1918 
3986 
1 

OJ990803_07 . 9B19 . C4 . ol . tm 
29 

none 



Seq. ID OJ990803_07.9B19.C4 
Strand 

End 2628 

Method TBLASTX : Mai ze 

End 2429 

Score 68 



29. .67, 30. .140, 32. .142, 33. .140, 113. .142, 342. .395, 343. .399, 
344. .397, 344. .400, 480. .590, 485. .619, 964. .1098, 969. .1100, 
1542. .1832, 1547. .1792, 1549. .1830, 1550. .1840, 2028. .2090, 
2029. .2091, 2084. .2149, 2092 .. 2148 , -2094 .. 2156, 2246. .2428, 
2246. .2428, 2250. .2429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



1918 
3986 
1 

OJ990803_07 . 9B19 . C4 . o2 . ts 
30 

none 



Seq. ID OJ990803_07 . 9B19.C4 
Strand 

End 2628 

Method TBLASTX : Soybean 

End 1097 

Score 163 



30. .167, 32. .142, 342. .434, 344. .400, 480. .593, 485. .619, 
969. .1097, 973. .1095 



1918 
3986 
1 

OJ990803 07.9B19.C4.ol.gs 



Seq. ID OJ990803_07.9B19.C4 
Strand 

End 2628 

Method GENSCAN 



1997 



# 



3 

J 

n 

u 



Start 


33 






End 


2426 


GI 


none 






Score 


.96 


Exons 


33. .139, 344. .397, 488. 


.589, 


969. .1094 


, 1542. .1829, 2246. .2426 


Seq. No. 


1918 






Seq. ID 


OJ990803_07.9B19.C4 


Gene No. 


J z?o u 






Strand 






1 

J. 






End 


2628 


Name 


OJ990803 07 


9B19 C4 ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1 624 _ 






End 


2429 


GI 


none 






Score 


145 


Exons 


1624 1830 


1629 1850. 


1629 


..1832, 2026.. 2151, 2028.. 2156, 




2032. .2151, 


2108. .2152, 


2243 


..2422, 2243.-2428, 2247. .2429 


Seq. No. 


1919 

J. Zf J. -7 






Seq. ID 


OJ990803_07.9B19.C5 


Gene No. 








Strand 






1 






End 


2891 


Name 


OJ990803 07 


.9B19.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 — 






End 


372 


GI 


^?27204 






Score 


145 


Exons 


1..160, 235 


. .372 








GI Descrip. 


(AB014595) 


KIAA0695 protein 


[Homo sapiens] 


Seq. No. 


J. J ± -7 






Seq. ID 


nTQQORn^ D7 QR1 Q PS 


belle JNU . 


^Qft 7 
O -?0 / 






Strand 




Start 


1 
-L 






End 


28 91 


Name 




.9B19.C5.ol. 


ts 


Method 


i L>±js\o L /\ • ouyjjcau 


Start 








End 


348 


GI 


none 






Score 


131 


Exons 


2. .160, 3.. 


152, 235. .348, 239. .346 




Seq. No. 


1919 






Seq. ID 


OJ990803_07.9B19.C5 


Gene No. 








Strand 




O Ldl L 


1 
X 






End 


2891 


Name 


0.199080*3 07 


.9B19.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


32 ~ 






End 


1533 


GI 








Score 


193 


Exons 


32.. 160, 33 


..161, 210.. 


350, 


235. .351, 


239.. 352, 1468.. 1500, 




1469. .1504, 


1491. .1532, 


1504 


. .1533 




Seq. No. 


1919 






Seq. ID 


OJ990803_07.9B19.C5 




3987 






Strand 




Start 


1 






End 


2891 


Name 


OJ990803 07 


.9B19.C5.ol. 


gs 


Method 


GENSCAN 


Start 


235 






End 


2891 


GI 


none 






Score 


.63 


Exons 


235.. 350, 1472.. 1820, 2692.. 


2745, 2889 


. .2891 


Seq. No. 


1920 






Seq. ID 


OJ990803_07. 9B19.C6 




3988 






Strand 




Start 


626 






End 


668 


Name 


OJ990803 07 


.9B19.C6.ol. 


gs 


■Method 


GENSCAN 


Start 


626 






End 


668 


GI 


none 






Score 


.62 


Exons 


626. .668 










Seq. No. 


1921 






Seq. ID 


OJ990803_07. 9B19.C7 


Gene No. 


3989 






Strand 





1998 



• # 

• 1 



Start 


841 


End 


2532 




Name 


OJ990803 07.9B19.C7.o2.gs 


Method 


GEN SCAN 




Start 


841 


End 


2532 




GI 


none 


Score 


.45 




Exons 


841. .1068, 1942. .2008, 2465.. 


2532 






Seq. No. 


1922 


Seq. ID 


OJ990803_ 


_07.9B19.C8 


Gene No. 


3990 


Strand 


+ 




Start 


1 


End 


970 




Name 


OJ990803 07.9B19.C8.ol.np 


Method 


AAT/NAP 




ij l. ai 


1 


End 


970 




GI 


4206789 


Score 


939 




Exons 


1. .970 








GI Descrip. 


(AF112864) syntaxin-related protein At 


-SYR1 [Arabidopsis 




thaliana] gi I 6671938 | gb| AAF23198 . 1 1 AC0167 95_11 


(AC016795) 




putative syntaxin [Arabidopsis thaliana] 




Seq. No. 




Seq. ID 


OJ990803_ 


_07.9B19.C8 






Strand 


+ 




Start 


1 


End 


970 




Name 


OJ990803_07.9B19.C8.ol.gs 


Method 


GEN SCAN 




Start 




End 


933 




GI 


none 


Score 


1 




Exons 










Seq. No. 




Seq. ID 


OJ990803_ 


_07. 9B19.C8 


Gene No. 


*3 Q Q 1 

jy y± 


Strand 


+ 




Start 


5733 


End 


6057 




Name 


OJ990803_07 . 9B19 . C8 . o3 . gp 


Method 


AAT/GAP 




Start 


D / jj 


End 


6057 




GI 


UL OSlln^UziU llDIUJal 


Score 


650 




Exons 


D / jj . . DUO / 








GI Descrip. 


* R 9 1 7 9 /omh I PZiR^ 1 H 1 1 4 0» 

joj^i / ^ / emxj t ^rio jjftiu 1 1 1 f±.ue 


-11 (AL117265) zhb0002.1 [Ory: 




SaUlvd J 








Seq. No. 


1922 


Seq. ID 


OJ990803_ 


_07.9B19.C8 




3992 


Strand 






Start 


1634 


End 


1948 




Name 


OJ990803 07.9B19.C8.ol.gp 


Method 


AAT/GAP 




Start 


1634 


End 


1948 




GI 


3768009 


Score 


589 




Exons 


1634. .1948 








Seq. No. 


1922 


Seq. ID 


OJ990803_ 


_07.9B19.C8 




3993 


Strand 






Start 


1860 


End 


3984 




Name 


OJ990803 07.9B19.C8.o2.gs 


Method 


GENSCAN 




Start 


1860 


End 


3798 




GI 


none 


Score 


.91 




Exons 


I860.. 2168, 2262.. 2426, 3454. 


.3798 






Seq. No. 


1922 


Seq. ID 


OJ990803_ 


_07.9B19.C8 


Gene No. 


3993 


Strand 






Start 


1860 


End 


3984 




Name 


OJ990803 07.9B19.C8.o2.np 


Method 


AAT/NAP 




Start 


1872 


End 


3738 




GI 


5306242 


Score 


503 





1999 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



1872. .2173, 2240. .2374, 3468.-3738 

(AC0064 38) unknown protein [Arabidopsis thaliana] 



1922 Seq. ID 

3993 Strand 

1860 End 

OJ990803_07 . 9B19 . C8 . o2 . gp Method 

3602 End 

none Score 
3602. .3984 



OJ990803_07.9B19.C8 

3984 
AAT/GAP 
3984 
726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



•EG? 



1922 Seq. ID 

3994 Strand 

4661 End 

OJ990803_07 . 9B19 . C8 . ol . tc Method 

61 End 

none Score 



OJ990803_07.9B19.C8 
9562 

TBLASTX: Cress 

804 

818 



61. .804, 64. .201," 300. .647, 421. .750, 708. .803 



1922 
3994 
4661 

OJ990803_07.9B19.C8.o3.tw 
61 

none 

61. .192, 64. .192 

1922 
3994 
4661 

OJ990803_07.9B19.C8.o3.tm 
61 

none 

61. .312, 64. .201 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 1922 Seq. ID 

Gene No. 3994 Strand 

Start 4661 End 

Name OJ990803_07 . 9B19 . C8 . ol . ts Method 

Start 61 End 

GI none ' Score 

Exons 61. .699, 64. .201, 300. .647, 421.. 699 

Seq. No. 1922 Seq. ID 

Gene No. 3994 Strand 

Start 4 661 End 

Name OJ990803_07 . 9B19 . C8 . o2 . tm Method 

Start 358 End 

GI none Score 

Exons 358.. 804, 366.. 710 

Seq. No. 1922 Seq. ID 

Gene No. 3994 Strand 

Start 4 661 End 

Name OJ990803_07 . 9B19 . C8 . ol . tw Method 

Start 396 End 

GI none Score 



OJ990803_07.9B19.C8 
9562 

TBLASTX: Wheat 

192 

198 



OJ990803_07.9B19.C8 
9562 

TBLASTX: Maize 

312 

333 



OJ990803_07.9B19.C8 
9562 

TBLASTX : Soybean 

699 

691 



OJ990803_07.9B19.C8 
9562 

TBLASTX : Maize 

804 

416 



OJ990803_07.9B19.C8 
9562 

TBLASTX : Wheat 

777 

350 



2000 



